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FIELD OF THE INVENTION 



The present invention relates to Identification of amplifications / gains 
of genomic segments of DNA within human chromosomes in diseased 
15 states, such as cancer, that are demarcated and limited within specific 
chromosomal bands and defined herein as "amplicons" and whose disruption 
and/or change in expression is useful to distinguish cancerous from non- 
cancerous tissue and serve as potential therapeutic targets, pharmacodynamic 
/pharmacogenetic/surrogate and prognostic and diagnostic markers. 



one in four Americans is likely to die of cancer. This disease is often 
characterized by an increase in the number of abnormal, neoplastic cells that are 
ultimately derived from a normal tissue after which the cells proliferate to form a 
tumor, which can then metastasize (spreading into adjacent tissues or traveling 
30 elsewhere in the body via the bloodstream or lymphatic system). 
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BACKGROUND OF THE INVENTION 



25 



Malignant tumors are a leading cause of death in the United States and 



The genomes of various well-studied tumors carry several different 
independently altered genes, including activated oncogenes and inactivated 
tumor suppressor genes. Chromosomal abnormalities have been identified in 



most cancer cells. Conventional chromosome banding techniques allow for the 
detection of specific chromosomal defects in tumor cells but interpretation of the 
banding pattern is sometimes difficult, particularly when complex chromosomal 
rearrangements or subtle abnormalities are present. In recent years, new 
5 techniques, such as CGH and SKY, based on fluorescent in situ hybridization 
(FISH) (Pinkel et al., Proc Nat Acad Sci USA 85:9138-42 (1988)) have been 
developed to overcome the limitations of conventional chromosome banding. 
CGH measures intensities of fluorescently labeled tumor DNA and normal DNA 
following hybridization to normal chromosomes (Kallioniemi et al., Science 

1 0 258:818-21 (1992)). Gain or loss of copy number of a particular chromosome or 
chromosome region in the tumor DNA is determined by the relative intensity of a 
fluorescence ratio. SKY utilizes a cocktail of chromosome probes, fluorescently 
labeled to specify each chromosome, which is hybridized to tumor chromosomes 
in an effort to identify numerical and structural abnormalities in the tumor cell 

15 (Schrock et al., Science 273:494-7 (1996)). CGH and SKY have been used to 
identify chromosomal regions that harbor genes significant to the process of 
tumor initiation or progression. 

The identification of amplifications of genomic DNA within well defined and 
20 demarcated limits on human chromosomes is done at a resolution of human 
chromosome banding limited to 400-550 bands by the technique of Comparative 
Genomic Hybridization (CGH). The present invention applies custom protocols to 
obtain human template chromosomes that are resolved to 850 to 1000 band 
resolution of human chromosomes (ISCN, 1985), to perform CGH on a large 
25 number of cell lines/ tissue samples/tumor cells. This allows the identification of 
regions of genomic DNA amplifications ranging from 2-5 Mbp at the highest limits 
of resolution of human chromosomes, detected by fluorescent intensity 
evaluations performed at the microscope. Amplicons, or regions of interest,, from 
10-20 Mb and more are also defined by these methods. These amplicons contain 
30 a gene, or genes, that are amplified (meaning copy number gains), and/or 
differentially expressed in the tissue/ cells of origin. Genes identified as being 
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amplified and/or over-expressed provide targets for intervention with a small 
molecular therapeutic, antibodies, anti-sense or other therapeutic modalities. A 
gene or genes within these regions could also be used for diagnostic or 
prognostic molecular pathology characterization and useful as pharmacodynamic 
5 biomarkers for drug response profiling and patient sub-set selection and 
stratification. 



1 0 BRIEF SUMMARY OF THE INVENTION 

In one aspect the present invention relates to a set of genes that have 
been localized within human chromosomal regions of interest (ROI) that have 
been identified by molecular cytogenetic techniques. In particular, the present 
15 invention relates to chromosomal regions of interest, or amplicons, that are 
summarized in Table 1 and containing genes with cDNA sequences shown in 
Figure 1. 

In another aspect, the present invention relates to a method for diagnosing 
20 the presence of a cancerous condition, or diagnosing a predisposition to 
developing a cancerous condition, in an animal, especially a human being, by 
determining the amplification and/or over-expression, of one or more genes as 
identified in Figure 1 in a cell, or tissue sample, obtained from an animal. The 
animal may be afflicted with, or at risk of developing, such a cancerous condition, 
25 or otherwise predisposed to develop such a condition. 

In a further aspect, the present invention relates to a method for the 
treatment of a cancerous condition, especially one involving breast, colon, lung, 
cervix, kidney, pancreas and prostate tissues, utilizing selected chemical agents 
30 having anti-tumor activity as identified using one of the assays disclosed herein. 
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Thus, in one aspect the present invention relates to a method for 
identifying an antineoplastic agent, comprising: 

(a) contacting a test compound with a cell that expresses at least one 
gene corresponding to a polynucleotide comprising a nucleotide sequence of 

5 Genes 1 - 3049 of Figure 1 and under conditions promoting expression of said 
gene; and 

(b) determining a change in expression of said gene as a result of said 
contacting 

wherein a change in expression indicates gene modulation thereby 
10 identifying said test compound as a gene modulating agent. In a preferred 
embodiment thereof, the change in expression is a decrease in expression. 



In a further aspect, the present invention relates to a method for identifying 
a compound as an anti-neoplastic agent, comprising: 
1 5 (a) contacting a test compound with a polypeptide encoded by a gene 

selected from Genes 1 - 3049 of Figure 1 , 

(b) determining a change in a biological activity of said polypeptide due to 
said contacting, 

wherein a change in activity indicates anti-neoplastic activity and thereby 
20 identifies such test compound as an agent having antineoplastic activity. 

Preferably, the change in biological activity is a decrease in biological 
activity. Also preferred is where the biological activity is an enzyme activity, most 
preferably involving an enzyme selected from kinase, protease, peptidase, 
25 phosphodiesterase, phosphatase, dehydrogenase, reductase, carboxylase, 
transferase, deacetylase and polymerase. Also preferred is a biological activity 
that is a membrane transport activity, an integrin, a Cytochrome P450 enzyme, a 
nuclear hormone receptor, or a receptor activity, such as a G-protein-coupled 
receptor. In other preferred embodiments, the polypeptide is contained in a cell. 
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The present invention also relates to a method for treating cancer 
comprising contacting a cancerous cell with an agent first identified as having 
gene modulating activity using any of the methods of the invention and in an 
amount effective to cause a reduction in cancerous activity of said cell. In a 
5 preferred embodiment, said cancerous cell is contacted in vivo, as where the 
agent is administered to a mammal, especially a human being, afflicted with 
cancer and in an amount sufficient to ameliorate the cancer. 

The present invention further relates to a method for treating cancer 
10 comprising contacting a cancerous cell with an agent having affinity for an 
expression product of a gene corresponding to a polynucleotide comprising a 
nucleotide sequence of Gene 1 - 3049 of Figure 1 and in an amount effective to 
cause a reduction in cancerous activity of said cell. Preferably, the expression 
product is a polypeptide and the agent is an antibody. 

15 

The present invention also relates to a method for monitoring the progress 
of cancer therapy in a patient comprising monitoring in a patient undergoing 
cancer therapy the expression of a gene corresponding to a polypeptide having a 
sequence selected from Genes 1 - 3049 of Figure 1, preferably wherein the 
20 gene comprises a sequence of Gene 1 - 3049 of Figure 1 , such as where the 
cancer therapy is chemotherapy. 

In a further embodiment, the present invention relates to a method for 
determining the likelihood of success of cancer therapy in a patient, comprising 

25 monitoring in a patient undergoing cancer therapy the expression of a gene 
corresponding to a polynucleotide having a sequence of one or Genes 1 - 3049 
of Figure 1 wherein a decrease in said expression prior to completion of said 
cancer therapy is indicative of a likelihood of success of said cancer therapy, 
preferably wherein the gene comprises a sequence of Gene 1-3049 of Figure 1 

30 and wherein the cancer therapy is chemotherapy. 
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The present invention still further relates to a method for determining the 
progress of a treatment for cancer in a patient afflicted therewith, following 
commencement of a cancer treatment on said patient, comprising: 

(a) determining in said patient a change in expression of one or more 
5 genes corresponding to a polynucleotide comprising a nucleotide sequence of 

Gene 1 - 3049 of Figure 1 ; and 

(b) determining a change in expression of said gene compared to 
expression of said one or more determined genes prior to commencement of 
said cancer treatment; 

1 0 wherein said change in expression indicates progress of said treatment 

thereby determining the progress of said treatment. Preferred embodiments 
include where the change in expression is a decrease in expression and said 
decrease indicates success of said treatment. 

15 

BRIEF DESCRIPTION OF THE DRAWING 

Figure 1 shows the nucleotide sequences of cDNAs derived from genes 
20 present in the amplicons of the invention. 



DEFINITIONS 

25 

As used herein, the following terms have the indicated definition unless 
expressly stated otherwise. 



The term "amplicon" refers to regions of interest, i.e., genomic segments 
30 of DNA within human chromosomes in diseased states like cancer that are 
demarcated and limited within specific chromosomal bands. Since these 



6 



amplicons contain sequences of a gene/ or genes that are amplified (copy 
number gains), and/ or differentially expressed in the tissue/ cells of origin, a 
listing of these genes within the amplicons detected are listed in Figure 1 . Genes 
identified as being amplified and/or over-expressed within the amplicons provide 
5 a useful target for intervention with small/large molecule/protein/antibody 
therapeutics, anti-sense or other therapeutic modalities. A gene or genes within 
these regions is also useful for diagnostic or prognostic molecular pathology 
characterization/companion diagnostics, and useful as pharmacodynamic 
biomarkers for drug response profiling and patient sub-set selection and 
1 0 stratification. 

The term "percent identity" or "percent identical," when referring to a 
sequence, means that a sequence is compared to a claimed or described 
sequence after alignment of the sequence to be compared (the "Compared 
1 5 Sequence") with the described or claimed sequence (the "Reference Sequence"). 
The Percent Identity is then determined according to the following formula: 

Percent Identity = 100[1-(C/R)] 

20 wherein C is the number of differences between the Reference Sequence and 
the Compared Sequence over the length of alignment between the Reference 
Sequence and the Compared Sequence wherein (i) each base or amino acid in 
the Reference Sequence that does not have a corresponding aligned base or 
amino acid in the Compared Sequence and (ii) each gap in the Reference 

25 Sequence and (iii) each aligned base or amino acid in the Reference Sequence 
that is different from an aligned base or amino acid in the Compared Sequence, 
constitutes a difference; and R is the number of bases or amino acids in the 
Reference Sequence over the length of the alignment with the Compared 
Sequence with any gap created in the Reference Sequence also being counted 

30 as a base or amino acid. 
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If an alignment exists between the Compared Sequence and the 
Reference Sequence for which the percent identity as calculated above is about 
equal to or greater than a specified minimum Percent Identity then the Compared 
Sequence has the specified minimum percent identity to the Reference 
5 Sequence even though alignments may exist in which the hereinabove 
calculated Percent Identity is less than the specified Percent Identity. 

As used herein, the terms "portion," "segment," and "fragment," when used 
in relation to polypeptides, refer to a continuous sequence of residues, such as 

1 0 amino acid residues, which sequence forms a subset of a larger sequence. For 
example, if a polypeptide were subjected to treatment with any of the common 
endopeptidases, such as trypsin or chymotrypsin, the oligopeptides resulting 
from such treatment would represent portions, segments or fragments of the 
starting polypeptide. When used in relation to a polynucleotide, such terms refer 

1 5 to the products produced by treatment of said polynucleotides with any of the 
common endonucleases, or any stretch of polynucleotides that could be 
synthetically synthesized. 

As used herein, the term "DNA segment" or "DNA sequence" refers to a 
20 DNA polymer, in the form of a separate fragment or as a component of a larger 
DNA construct, which has been derived from DNA, and may include both single 
stranded and duplex sequences. Such segments are provided in the form of an 
open reading frame uninterrupted by internal non-translated sequences, or 
introns, which are typically present in eukaryotic genes. 

25 

The term "coding region" refers to that portion of a gene which either 
naturally or normally codes for the expression product of that gene in its natural 
genomic environment, i.e., the region coding in vivo for the native expression 
product of the gene. 

30 
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The term "nucleotide sequence" refers to a heteropolymer of 
deoxyribonucleotides. Generally, DNA segments encoding the proteins provided 
by this invention are assembled from cDNA fragments and short oligonucleotide 
linkers, or from a series of oligonucleotides, to provide a synthetic gene which is 
5 capable of being expressed in a recombinant transcriptional unit comprising 
regulatory elements derived from a microbial or viral operon. 

The term "expression product" means that polypeptide or protein that is the 
natural translation product of the gene and any nucleic acid sequence coding 
10 equivalents resulting from genetic code degeneracy and thus coding for the 
same amino acid(s). 

The term "fragment," when referring to a coding sequence, means a portion 
of DNA comprising less than the complete coding region whose expression 
15 product retains essentially the same biological function or activity as the 
expression product of the complete coding region. 



20 DETAILED SUMMARY OF THE INVENTION 

The present invention relates to a set of genes that are amplified and/or 
over-expressed genes in cancer cell lines and have been localized to various 
chromosomal regions of interest. These genes have been identified through a 

25 combination of CGH, SKY, expression analysis and Reverse Transcriptase- 
Polymerase Chain Reaction (RT-PCR). Such genes are both markers and 
potential therapeutic targets for cancer, in particular breast, colon, lung and 
prostate malignancies. In addition, the amplified nature of such genes provides a 
means of diagnosing a cancerous condition, or predisposition to a cancerous 

30 conditions, by determining the amplification of one or more of such genes in a 
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patient afflicted with, or predisposed toward, or otherwise at risk of developing, 
cancer. 

In one aspect the present invention relates to a set of genes that have 
5 been localized within human chromosomal regions of interest (ROI) that have 
been identified by molecular cytogenetic techniques. In particular, the present 
invention relates to chromosomal regions of interest, or amplicons, that are 
summarized in Table 1 . Table 2 lists tissues where the amplicons are found, cell 
lines expressing them, the amplification ratios found in those tissues for cancer 
10 versus normal cells, amplicon size and the chromosomal locations of the 
amplicons. Table 3 lists the chromosomal locations and accession number 
identifications of these regions of interest and which serve to correlate amplicons 
with the cDNA sequences of Figure 1. 



15 

Table 1 - List of Amplicons 





AMPLICON 


CHR 


BPSTART 


BPEND 


BPLENGTH 


20 


A1 


8 


1 22000000 


127500000 


5500000 




A2 


13 


96500000 


100000000 


3500000 




A3 


5 


175000000 


181500000 


6500000 




A4 


13 


26500000 


34000000 


7500000 




A5 


7 


101000000 


106000000 


5000000 


25 


A6 


10 


73500000 


82500000 


9000000 




A7 


7 


71000000 


77500000 


6500000 




A8 


1 


116500000 


120000000 


3500000 




A9 


6 


36000000 


41000000 


5000000 




A10 


18 


70500000 


76500000 


6000000 


30 


A11 


9 


9000000 


18500000 


9500000 



For Table 1, CHR means chromosome number, BPLENGTH represents 
the number of nucleotides in the amplicon. BPSTART refers to "base pair start 
point" and BPEND refers to "base pair end point" along the chromosome based 
35 on the July 2003 human reference sequence UCSC version hg16 (NCBI Build 
34). 
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Table 2. Amplicon Locations 



cell line 


Amp # 


tissue 


chrom 


band 


band 


Ratio 


amplicon 










start 


stop 




size MB 


HCC1954 


A1 


Breast 


8 


q24.13 


q24.13 


14 


5.3 


NCI H446 


A1 


scLung 


8 


q24.13 


q24.21 


8 


8.3 


NCI H827 


A1 


scLung 


8 


q24.13 


q24.21 


6 


8.3 


HCC202 


A1 


Breast 


8 


q24.13 


q24.21 


6 


8.3 


NCI H82 


A1 


scLung 


8 


q24.13 


q24.13 


7 


5.3 


NCI H23 


A1 


nscLung 


8 


q24.13 


q24.13 


7 


5.3 


MDA MB436 


A2 


Breast 


13 


q32.2 


q32.3 


6 


5.3 


NCI H1963 


A2 


scLung 


13 


q32.3 


q32.3 


6 


3.3 


EFM192A 


A2 


Breast 


13 


q32.3 


q34 


8 


18.8 


MDA MB157 


A2 


Breast 


13 


q32.3 


q34 


5 


18.8 


HCC1937 


A2 


Breast 


13 


q32.3 


q32.3 


4 


3.3 


SKBR3 


A2 


Breast 


13 


q32.3 


q32.3 


4 


18.8 


NCI H1963 


A2 


nscLung 


13 


q32.3 


q32.3 


6 


3 3 


HCC1954 


A3 


Breast 


5 


q35.3 


q35.3 


4 


4 3 


MDA MB436 


A3 


Breast 


5 


q35.1 


q35.3 


7 


14 


BT20 


A4 


Breast 


5 


q35.1 


q35.3 


4 


14 


KPL1 


A5 


Breast 


5 


q35.1 


q35.3 


4 


14 


HCC3153 


A6 


Breast 


5 


q35.3 


q35.3 


3 


4.3 


HT29 


A4 


Colon 


13 


q12.3 


q13.2 


5 


9 


SW403 


A4 


Colon 


13 


q21.1 


q21.2 


15 


6 


BT20 


A4 


Breast 


13 


q12.3 


q13.2 


4 


9 


CPDR9 


A4 


Prostate 


13 


q12.2 


q12.3 


2 


7.1 


SW480 


A5 


Colon 


7 


q22.2 


q22.2 


9 


1 


X71 


A5 


Colon 


7 


q22.1 


q22.2 


5 


7.2 


X72 


A5 


Colon 


7 


q22.3 


q22.3 


6 


3.3 


Lovo 


A6 


Colon 


7 


q22.1 


q22.2 


5 


7.2 


X1819 1 


A7 


Colon 


7 


q22.1 


q22.2 


5 


7.2 


EFM19 


A6 


Breast 


10 


q22.1 


q22.3 


6 


15.3 


PC3 


A6 


Prostate 


10 


q22 2 


q22.3 


7 


8.3 


MDA MB436 


A6 


Breast 


10 


q22.1 


q22.2 


3 


10.7 


SKBR3 


A6 


Breast 


10 


q22.2 


q22.3 


4 


8 3 


SW48 


A6 


Colon 


10 


q22.1 


q22.3 


4 


15 3 


X71 


A6 


Colon 


10 


q22.2 


q22.3 


2 


8.3 


SKBR3 


A7 


Breast 


7 


q11.23 


q11.23 


5 


4 


X72 


A7 


Colon 


7 


q11.23 


q11.23 


7 


4 


X71 


A7 


Colon 


7 


q11.23 


q11.23 


5 


4 


X1819 1 


A7 


Colon 


7 


q11.23 


q11.23 


4 


4 


NCI H69 


A7 


scLung 


7 


q11.23 


q11.23 


4 


4 


BT20 


A8 


Breast 


1 


p12.2 


p13.2 


10 


9 


CAMA-1 


A8 


Breast 


1 


p12 


p12 


6 


6.7 


KPL-1 


A8 


Breast 


1 


p11.2 


p13.3 


11 


14.7 



11 



Colo205 


A9 


Colon 


6 


p21.2 


p21.2 


8 


3.4 


MDA MB231 


A9 


Breast 


6 


p21.1 


p21.2 


7 


9.8 


NCI H522 


A9 


nscLung 


6 


p21.2 


p21.31 


6 


9.1 


PANC-1 


A10 


Pancreas 


18 


q23 


q23 


7 


5.2 


NCI H1607 


A11 


scLung 


9 


p22.2 


p23 


10 


14.5 


NCI H446 


A11 


scLung 


9 


p22.3 


p22.3 


8 


2.9 


HCC1954 


A11 


Breast 


9 


p22.2 


p23 


10 


14.5 



In addition, Figure 1 represents the nucleotide sequences for cDNA 
sequences corresponding to genes located in these regions of interest. Such 
5 regions contain genes found to be amplified and over-expressed in cancerous 
tissues, especially of breast, colon, lung, cervix, kidney, pancreas and prostate. 

Each amplicon may contain about 75 genes, at least one of which will be 
amplified in a cancerous condition. Genes that show amplification and/or over- 
1 0 expression can be indicative of the cancerous status of a given cell. 

Briefly, the procedures used to identify the genes disclosed herein may be 
summarized as follows: 

15 For CGH analysis, based on detailed molecular cytogenetic 

characterizations, the following data sets are generated, which may include 
regions reported in the public domain as well as unique regions not previously 
known. 

20 1. A map of chromosomal regions involved in consistent, recurrent and high 
level genomic gains (i.e., amplifications) for a representative cancer cell 
line or tumor type (e.g. colon, prostate, breast and lung) that can be 
recognized as a pattern/signature for a given tumor type. 
2. A map of chromosomal regions containing genomic losses (i.e., deletions) 

25 in each tumor type and individual cell line to be examined. 
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3. Levels of intensities of gains and losses categorized for entry into a 
database. 

4. A comparison of the patterns of gains and losses between the clinical 
samples (e.g. colon xenografts) and cell lines (e.g., colon) of matched 

5 Stages and Grades. 

5. A comparison of the patterns of gains and losses between primary 
prostate tumor cell lines (e.g., CPDR lines) and metastatic prostate tumor 
cell lines (e.g., DU 145, PC3 and LNCaP). 

1 0 In accordance with the present invention, for SKY analysis, data sets were 

generated according to the following steps: 

1. Identification and development of a database of novel chromosomal 
rearrangements in epithelial cancer cell lines. 

2. Identification of novel translocations involving specific chromosomes or 
1 5 chromosomal regions 

3. Reconciliation of SKY and CGH analysis on the same cell line as a 
verification of the combined findings. 

Combining genomic DNA analysis of gains and losses in the tumor cell 
20 lines/clinical samples with cDNA expression analysis from matched tumor types 
displayed ordered on the assembled Human genome sequence : 

1 . A pattern of gene expression on a Affymetrix chip set (U95 and U1 33) was 
used to generate differential gene expression profiles between samples 

25 sets containing normal and malignant tissues from colon, prostate, lung, 

breast and various cell lines. 

2. A Spotfire™ visualization tool was developed that allowed the generation 
of a list of all the genes that are present in the Human genome sequence 
within the defined regions of gains/losses for each cell type/tumor type to 

30 identify genes to include in the HITS platform and for identification of 

cancer associated genes 
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3. The following algorithm was employed: 

i) Match chromosomal regions of amplification/gains defined by 
CGH with the location of genes/ESTs on an Affymetrix chip as 
mapped to a Human genome template. 

ii) Identify genes/ESTs over-expressed in tumor tissue compared 
to normal tissue in said chromosomal regions using. 

iii) Compile data on cell lines of a particular tumor type and 
different tumor types showing clusters of genomic gains and 
losses at certain chromosomal regions. 

iv) Pick BACs that span the chromosomal regions consistently 
gained and containing over-expressed genes in an effort to 
positionally clone novel cancer genes (oncogenes and genes in 
relevant pathways) 

v) Validate the identified genes by 

A) Picking STS markers that identify the gene sequence and 
quantify the relative copy number in genomic DNA and RNA 
across a panel of tumor cell lines. 

B) Develop probes for FISH on chromosomes from tumor cell 
lines and primary tumor tissue micro-arrays. 

4. The expression data from tumor cell lines that have undergone 
SKY/CGH analysis was used to pick candidate genes to validate as individual 
targets in functional genomic assays and in-vivo assays and for use in the 
transcriptional assay platform. 

In accordance with the present invention, over-expression of cellular 
genes is conveniently monitored in model cellular systems using cell lines (such 
as is used in the example below), primary cells, or tissue samples maintained in 
growth media. For different purposes, these may be treated with compounds at 
one or more different concentrations to assay for modulating agents. Thus, 
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cellular RNAs are isolated from the cells or cultures as an indicator of selected 
gene expression. The cellular RNAs are then divided and subjected to analysis to 
determine the presence and/or quantity of specific RNA transcripts, which 
transcripts are then amplified for detection purposes using standard 
5 methodologies, such as reverse transcriptase polymerase chain reaction (RT- 
PCR). The levels of specific RNA transcripts, including their presence or 
absence, are determined. When used for identification of modulating agents, 
such as anti-neoplastic agents, a metric is derived for the type and degree of 
response of the treated sample compared to control samples. 

10 

In accordance with the foregoing, the amplicons identified as being 
amplified and/or over-expressed, which can include increased copy number 
thereof, in cancerous cells are localized in chromosomal regions of interest as 
identified in Tables 2 and 3. 

15 

The genes localized in these amplicons may be utilized to characterize, 
the cancerous, or non-cancerous, status of cells, or tissues. The methods of the 
invention may be used with a variety of cell lines or with primary samples from 
tumors maintained in vitro under suitable culture conditions for varying periods of 
20 time, or in situ in suitable animal models. 

The amplicons disclosed herein are expressed at levels in cancer cells 
that are different from the expression levels in non-cancer cells. Expression in 
cancer versus non-cancer cells of the same tissue type is a key identifier. 

25 

In accordance with the forgoing, the present invention also relates to a 
method for identifying a gene modulating agent, such as an anti-neoplastic 
agent, comprising: 

(a) contacting a test compound, a compound whose gene-modulating 
30 and/or anti-neoplastic activity is to be determined, with one or more cells 
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expressing one or more genes mapped to the chromosomal region of interest, or 
amplicon, for genes as identified in Table 3, and 

(b) determining a change in expression of said one or more genes 
compared to when said contacting has not occurred, 
5 wherein a change in expression of said gene is indicative of gene 

modulating activity, thereby identifying said test compound as a gene modulating 
agent. 

In accordance with the foregoing, the present invention relates to a 
1 0 method for identifying an antineoplastic agent, comprising: 

(a) contacting a test compound with a cell that expresses one or more 
amplicons of Table 2 having an amplification ratio of at least 2.0; and 

(b) determining a change in said amplification ratio due to said contacting; 
wherein a change in said amplification ratio due to said contacting 

1 5 indicates that said test compound has gene modulating activity 

thereby identifying said test compound as a gene modulating agent. 

The present invention also contemplates a method for identifying an 
antineoplastic agent, comprising: 
20 (a) contacting a test compound with a cell that expresses at least one 

gene corresponding to a polynucleotide comprising a nucleotide sequence of 
Genes 1 - 3049 of Figure 1 and under conditions promoting expression of said 
gene; and 

(b) determining a change in expression of said gene as a result of said 
25 contacting 

wherein a change in expression indicates gene modulation thereby 
identifying said test compound as a gene modulating agent. 

In preferred embodiments of these methods, the change in expression is a 
30 decrease in expression and/or the decrease in expression is a decrease in copy 
number of the gene and/or the gene comprises a nucleotide sequence of one of 
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Genes 1 - 3049 of Figure 1 and/or the cell was genetically engineered to express 
said gene. 

Because the genes disclosed herein are over-expressed and relate to the 
5 cancerous condition of a cell, successful anti-neoplastic activity will commonly be 
exhibited by agents that reduce the expression of said genes In one embodiment 
thereof, the change in expression is a decrease in copy number of the gene or 
genes under study. In accordance therewith, said change in gene copy number is 
conveniently determined by detecting a change in expression of messenger RNA 
1 0 encoded by said gene sequence. In another preferred embodiment, expression is 
determined for more than one such gene, such as 2, 5, 10 or more of the genes. 

Thus, the present invention also encompasses a method for detecting the 
cancerous status of a cell, comprising detecting elevated expression in said cell 
15 of at least one gene corresponding to a polynucleotide comprising a nucleotide 
sequence of Genes 1 - 3049 of Figure 1 whereby such elevated expression is 
indicative of cancerous status of the cell. In preferred embodiments thereof, the 
elevated expression is an elevated copy number of the gene. 

20 Other methods useful in measuring a change in expression of the genes 

disclosed herein include measuring a change in the amount or rate of synthesis 
of a polypeptide encoded by said gene, preferably a decrease in synthesis of 
said polypeptide. Most preferably, the polypeptide comprises an amino acid 
sequence highly homologous to a sequence encoded by a gene mapping to an 

25 amplicon disclosed herein and whose expression is elevated in cancer. 

The methods of the invention can thus be utilized to identify anti- 
neoplastic agents useful in treatment of cancerous conditions. Such activity can 
be further modified by first identifying such an agent using an assay as already 
30 described and further contacting such agent with a cancerous cell, followed by 
monitoring of the status of said cell, or cells. A change in status indicative of 
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successful anti-neoplastic activity may include a decrease in the rate of 
replication of the cancerous cell(s), a decrease in the total number of progeny 
cells that can be produced by said cancerous cell(s), or a decrease in the 
number of times said cancerous cell(s) can replicate, or the death of said 
5 cancerous cell(s). 

Anti-neoplastic agents may also be identified using recombinant cells 
suitably engineered to contain and express the cancer-related genes disclosed 
herein. In one such embodiment, a recombinant cell is formed using standard 

1 0 technology and then utilized in the assays disclosed herein. Methods of forming 
such recombinant cells are well known in the literature. See, for example, 
Sambrook, et al., Molecular Cloning: A Laboratory Manual, Second Edition, Cold 
Spring Harbor, N.Y., (1989), Wu et al, Methods in Gene Biotechnology (CRC 
Press, New York, NY, 1997), and Recombinant Gene Expression Protocols, in 

1 5 Methods in Molecular Biology, Vol. 62, (Tuan, ed., Humana Press, Totowa, NJ, 
1997), the disclosures of which are hereby incorporated by reference. 

The present invention also relates to a method for detecting the cancerous 
status of a cell, comprising detecting elevated copy number and/or expression in 

20 said cell of at least one gene that maps to a chromosomal region of interest, or 
amplicon, as identified in Table 3. Such elevated expression may be readily 
monitored by comparison to that of otherwise normal cells having the same 
genes. Elevated expression of such genes is indicative of the cancerous state. 
Such elevated expression, including increased copy number, may be the 

25 expression of more than one such gene. 

The present invention also relates to a method for detecting a cancer- 
linked gene comprising the steps of contacting a test compound, identified as 
having gene modulating activity for a gene mapping to one of the amplicons 
30 disclosed herein, with a cell expressing a test gene and detecting modulation, 
such as decreased activity, of such test gene relative to when said compound is 
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not present thereby identifying said test gene as a cancer-related gene. In 
preferred embodiments, the gene determined by said method is an oncogene, or 
cancer facilitating gene. 

5 In another embodiment, there is provided a method for treating cancer 

comprising contacting a cancerous cell with an agent first identified as having 
gene modulating activity using any of the assay methods disclosed according to 
the invention and in an amount effective to reduce the cancerous activity of said 
cell. In a preferred embodiment, the cancerous cell is contacted in vivo. In other 
1 0 preferred embodiments, said reduction in cancerous activity is a decrease in the 
rate of proliferation of said cancerous cell, or said reduction in cancerous activity 
is the death of said cancerous cell. 

The present invention further relates to a method for treating cancer 
1 5 comprising contacting a cancerous cell with an agent having activity against an 
expression product encoded by a gene mapping to an amplicon as disclosed 
herein, preferably where the expression product is a polypeptide. In a preferred 
embodiment, said cancerous cell is contacted in vivo. In another preferred 
embodiment, the agent is an antibody. 

20 

Nucleotide sequences mapping to the amplicons disclosed herein may be 
genomic in nature and thus represent the sequence of an actual gene, such as a 
human gene, or may be a cDNA sequence derived from a messenger RNA 
(mRNA) and thus represent contiguous exonic sequences derived from a 
25 corresponding genomic sequence or they may be wholly synthetic in origin for 
purposes of testing. Such cDNA sequences, mapping to the amplicons disclosed 
herein are identified in Figure 1. 

As described in the Example below, the expression of cancer-related 
30 genes may be determined from the relative expression levels of the RNA 
complement of a cancerous cell relative to a normal (i.e., non-cancerous) cell. 
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Because of the processing that may take place in transforming the initial RKlA 
transcript into the final mRNA, the sequences disclosed herein may represent 
less than the full genomic sequence. They may also represent sequences 
derived from ribosomal and transfer RNAs. Consequently, the genes present in 
5 the cell (and representing the genomic sequences) and the sequences disclosed 
in Figure 1, which are mostly cDNA sequences, may be identical or may be such 
that the cDNAs contain less than the full genomic sequence. Such genes and 
cDNA sequences are still considered corresponding sequences because they 
both encode similar RNA sequences. Thus, by way of non-limiting example only, 

1 0 a gene that encodes an RNA transcript, which is then processed into a shorter 
mRNA, is deemed to encode both such RNAs and therefore encodes an RNA 
complementary to (using the usual Watson-Crick complementarity rules), or that 
would otherwise be encoded by, a cDNA (for example, a sequence as disclosed 
herein). Thus, the sequences disclosed herein correspond to genes contained in 

1 5 the cancerous or normal cells used to determine relative levels of expression 
because they represent the same sequences or are complementary to RNAs 
encoded by these genes. Such genes also include different alleles and splice 
variants that may occur in the cells used in the methods of the invention. 

20 In addition, sequences encoding the same proteins as any of these genes, 

regardless of the percent identity of such sequences, are also specifically 
contemplated by any of the methods of the present invention that rely on any or 
all of said sequences, regardless of how they are otherwise described or limited. 
Thus, any such sequences are available for use in carrying out any of the 

25 methods disclosed according to the invention. Such sequences also include any 
open reading frames, as defined herein, present within any genes mapping to the 
amplicons of the invention. 

The present invention also finds use as a means of diagnosing the 
30 presence of cancer in a patient, as where a sample of cancerous tissue or cells, 
or tissues or cells suspected of being cancerous, are examined for elevated 
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expression, such as at least 2 fold expression, of a gene in one of the amplicons 
disclosed herein, such as an increased expression of a cDNA sequence, or 
polypeptide encoded by said cDNA sequence, disclosed in Figure 1 and being 
one of the sequences of Gene 1 - 3049. 

5 

For such purposes, and in accordance with the disclosure elsewhere 
herein, such diagnosis is based on the detection of elevated expression or 
amplification, such as elevated copy number, of one or more of the genes 
identified according to the invention. Such elevated expression can be 
1 0 determined by any of the means described herein. 

In one such embodiment, the elevated expression, as compared to normal 
cells and/or tissues of the same organ, is determined by measuring the relative 
rates of transcription of RNA, such as by production of corresponding cDNAs and 

1 5 then analyzing the resulting DNA using probes developed from genes mapping to 
the amplicons of the invention. Thus, the levels of cDNA produced by use of 
reverse transcriptase with the full RNA complement of a cell suspected of being 
cancerous produces a corresponding amount of cDNA that can then be amplified 
using polymerase chain reaction, or some other means, such as rolling circle 

20 amplification, to determine the relative levels of resulting cDNA and, thereby, the 
relative levels of gene expression. 

For RNA analysis, the latter may be isolated from samples in a variety of 
ways, including lysis and denaturation with a phenolic solution containing a 

25 chaotropic agent (e.g., triazol) followed by isopropanol precipitation, ethanol 
wash, and resuspension in aqueous solution; or lysis and denaturation followed 
by isolation on solid support, such as a Qiagen resin and reconstitution in 
aqueous solution; or lysis and denaturation in non-phenolic, aqueous solutions 
followed by enzymatic conversion of RNA to DNA template copies. Steady state 

30 RNA levels for a given type of cell or tissue may have to be ascertained prior to 
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employment of the methods of the invention but such is well within the skill of 
those in the art and will not be further described in detail herein. 

Alternatively, increased expression, such as increased copy number, may 
5 be determined for the genes present in a cancerous cell, or a cell suspected of 
being cancerous, by determining elevated expression within the regions of 
interest, or amplicons, disclosed herein. Thus, the DNA of such cells may be 
extracted and probed for increased gene expression within the area disclosed 
herein as amplified in different cancer types and tissues. 

10 

In employing the methods of the invention, it should be borne in mind that 
gene expression indicative of a cancerous state need not be characteristic of 
every cell found to be cancerous. Thus, the methods disclosed herein are useful 
for detecting the presence of a cancerous condition within a tissue where less 

1 5 than all cells exhibit the complete pattern of over-expression. For example, a set 
of selected genes, which are found within the regions of interest disclosed herein, 
may be found, using appropriate probes, either DNA or RNA, to be present in as 
little as 60% of cells derived from a sample of tumorous, or malignant, tissue 
while being absent from as much as 60% of cells derived from corresponding 

20 non-cancerous, or otherwise normal, tissue (and thus being present in as much 
as 40% of such normal tissue cells). In a preferred embodiment, such gene 
pattern is found to be present in at least 70% of cells drawn from a cancerous 
tissue and absent from at least 70% of a corresponding normal, non-cancerous, 
tissue sample. In an especially preferred embodiment, such gene pattern is 

25 found to be present in at least 80% of cells drawn from a cancerous tissue and 
absent from at least 80% of a corresponding normal, non-cancerous, tissue 
sample. In a most preferred embodiment, such gene pattern is found to be 
present in at least 90% of cells drawn from a cancerous tissue and absent from 
at least 90% of a corresponding normal, non-cancerous, tissue sample. In an 

30 additional embodiment, such gene pattern is found to be present in at least 100% 
of cells drawn from a cancerous tissue and absent from at least 100% of a 
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corresponding normal, non-cancerous, tissue sample, although the latter 
embodiment may represent a rare occurrence. 

Because changes in expression of these genes (up-regulation) are linked 
5 to the disease state (i.e. cancer), the change in expression may contribute to the 
initiation or progression of the disease. For example, if a gene that is up- 
regulated is an oncogene such a gene provides for a means of screening for 
small molecule therapeutics beyond screens based upon expression output 
alone. For example, genes that display up-regulation in cancer and whose 
1 0 elevated expression contributes to initiation or progression of disease represent 
targets in screens for small molecules that inhibit or block their function. 
Examples include, but are not be limited to, kinase inhibition, cellular 
proliferation, substrate analogs that block the active site of protein targets, etc. 

1 5 It should be noted that there are a variety of different contexts in which 

genes have been evaluated as being involved in the cancerous process. Thus, 
some genes may be oncogenes and encode proteins that are directly involved in 
the cancerous process and thereby promote the occurrence of cancer in an 
animal. Other genes may simply be involved either directly or indirectly in the 

20 cancerous process or condition and may serve in an ancillary capacity with 
respect to the cancerous state. All such types of genes are deemed with those to 
be determined in accordance with the invention as disclosed herein. Thus, the 
gene determined by said method of the invention may be an oncogene, or the 
gene determined by said method may be a cancer facilitating gene, the latter 

25 including a gene that directly or indirectly affects the cancerous process, either in 
the promotion of a cancerous condition or in facilitating the progress of 
cancerous growth or otherwise modulating the growth of cancer cells, either in 
vivo or ex vivo. Such genes may work indirectly where their expression alters the 
activity of some other gene or gene expression product that is itself directly 

30 involved in initiating or facilitating the progress of a cancerous condition. For 
example, a gene that encodes a polypeptide, either wild or mutant in type, which 
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polypeptide acts to suppress of tumor suppressor gene, or its expression 
product, will thereby act indirectly to promote tumor growth. 

Many cancerous genes appear to have their effect by encoding an 
5 aberrant protein that functions in a cell in a manner different from that of normal 
cells, or else said protein is overproduced or underproduced as a result of some 
mutation in the coding sequence, or promoter or enhancer sequences, of a 
particular gene, such as one of Genes 1 - 3049 disclosed herein and expressed 
by the amplicons of the invention. 

10 

In accordance with the present invention, there are provided methods for 
measuring the activity, such as a biological activity, of such a polypeptide. Such 
biological activity may include any measurable activity, such as chemical 
reactivity, catalytic ability, binding to specific structures and receptors, acting as a 
1 5 receptor, or just being present in a membrane of a cell and therefore available as 
a target site for antibodies or other agents. Any such polypeptides may thus 
provide a target for a chemotherapeutic agent, especially an antineoplastic 
agent. 

20 As is well known in the art, polypeptide activities can be measured in 

different ways so as to enable screening procedures for agents, such as test 
compounds, that inhibit the activity of the polypeptide and thereby work 
against the function of that polypeptide, such as where the polypeptide is 
some type of cancer-related protein, such as that produced by expression of 

25 an oncogene, or where the polypeptide is overproduced as part of the cancer 
initiating or facilitating process. As non-limiting examples, such screening 
methods for antineoplastic agents can include the measurement of 
compounds that bind to proteins (or that bind to a gene or a transcript of a 
gene), compounds that inhibit expression (including processing and/or 

30 maturation) of a protein, or the detection of downstream reaction product, 
most often with specific antibodies using enzyme-linked immunosorbent 
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assay (ELISA) procedures well known in the art, or compounds that inhibit 
activity, such as enzyme activity or some other function, or compounds that 
interact with upstream or downstream proteins (such as with transcription 
factors or other binding proteins that may serve to regulate gene expression). 

5 

In accordance with the foregoing, the present invention relates to a 
method for identifying a compound as an anti-neoplastic agent, comprising: 

(a) contacting a test compound with a polypeptide encoded by a gene 
selected from Genes 1 - 3049 of Figure 1 , 
1 0 (b) determining a change in a biological activity of said polypeptide due to 

said contacting, 

wherein a change in activity indicates anti-neoplastic activity and thereby 
identifies such test compound as an agent having antineoplastic activity. 

15 In a preferred embodiment, the change in biological activity is a decrease 

in biological activity. 

In another preferred embodiment, the biological activity is an enzyme 
activity, such as where the enzyme is one selected from the group kinase, 
20 protease, peptidase, phosphodiesterase, phosphatase, dehydrogenase, 
reductase, carboxylase, transferase, deacetylase and polymerase. 

Assays for these enzymes are available, such as for phosphodiesterases 
(the most pharmacologically relevant phosphodiesterases are those that 
25 hydrolyze cyclic nucleotides (see, for example, cAMP and cGMP assays 
available from Perkin-Elmer, as well as Estrade et al., Eur. J. Pharmacol. 
352:2-3, 157-163 (1998)). 

Protein phosphatases remove phosphate residues from proteins. Most 
30 tests of their activity use the same assays as for protein kinases. A non- 
radioactive phosphatase assay system is available from Promega Biotech. 
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The therapeutically most relevant dehydrogenases oxidize or reduce 
small molecular weight metabolites, esp. steroid hormones, or that generally 
use or generate NAD or NADP (see: Haeseleer et al., J. Biol. Chem., 
5 273:21790-21799 (1998)). A commercial assay is available from Cayman 
Chemical (at www.caymanchem.com). 

Gamma-carboxylases are important enzymes in the blood coagulation 
process. The main assay protocols use synthetic peptides (see: Ulrich et al., 
10 J. Biol. Chem., 263:9697-9702 (1988); Begley et al., J. Biol. Chem., 
275:36245-36249 (2000)). 

In highly preferred embodiments, the kinase is one of a protein kinase, a 
1 5 serine or threonine kinase, or a receptor tyrosine protein kinase. Where the 
polypeptide encoded by a gene of the invention is a protein kinase, especially 
involving tyrosine kinase, various assays for activity are available. Protein 
kinases add phosphate groups to serine, threonine or tyrosine residues on 
proteins, most commonly measured with phospho-serine, threonine, or 
20 tyrosine-specific antibodies, or generation of radiolabeled substrate, or 
consumption of ATP, or phosphorylation of (synthetic) small peptides, or 
measuring downstream enzyme activity and gene transcription. Such assays 
are commercially available. (See, for example, the tyrosine kinase assay from 
Roche Molecular Biochemicals). Assays for serine/threonine kinases are also 
25 available at Chromagen.com, Upstate Biotechnology, Inc. (Lake Placid, NY, 
and at upstatebiotech.com) and from Applied BioSystems (Foster City, CA 
(home.appliedbiosystems.com)). 

In other specific embodiments, the protease is a serine protease, cysteine 
30 protease or aspartic acid protease, or the transferase is a methyltransferase, 
preferably a cytosine methyltransferase or an adenine methyltransferase, or the 
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deacetylase is a histone deacetylase, or the carboxylase is a y-carboxylase, or 
the peptidase is a zinc peptidase, or the polymerase is a DNA polymerase or an 
RNA polymerase. 

5 Proteases degrade proteins, un-specifically or at specific sites. Almost 

all pharmacologically relevant ones have very narrowly defined specific 
substrates, and their activity is most often measured by directly measuring 
cleavage product or generation of (fluorescent) light after cleavage of 
synthetic substrates. Assays are available for serine proteases (Calbiochem, 
10 Palo Alto, CA, and see Berdichevsky et al., J. Virol. Methods, 107:245-255 
(2003), for systeine proteases (See: Schulz et al., Mol. Pathol., 51:222-24 
(1998) and Selzer et al., PNAS, 96:11015-11022 (1999)), for aspartic acid 
proteases (Geno Tech, Inc. at www.genotech.com) and for zinc peptidases 
(see Evans et al., J. Biol. Chem., 278:23180-23186 (2003)). 

15 

Both (regulatory) DNA-methylases and (biosynthetic) protein 
methylases that are drug targets. (See: Jonassen and Clarke, J. Biol. Chem., 
275:12381-12387 (2000); Jackson et al., Nature, 416:556-560 (2002)). 

20 

Most HDAC (histone deacetylase) assays use colorimetric or 
fluorometric (synthetic) substrates. Standard assays are for binding, 
especially molecular size changes, blocking a specific site, and effects on 
transcription or downstream reactions (if DNA or RNA is the direct target of 
25 a drug). A commercial assay is available from Vinci Biochem (at 
www.vincibiochem.it). 

In another specific embodiment, the biological activity is a membrane 
transport activity, preferably wherein the polypeptide is a cation channel protein, 
30 an anion channel protein, a gated-ion channel protein or an ABC transporter 
protein. Drug effects on the activity of transporter and channel proteins are 
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screened by measuring increase or decrease of the ((radio-)labeled) 
transported entity inside or outside the cell, in cell-based assays, ATP 
consumption (in the case of ATPases), or changes in cell membrane 
potential. Assays employing such proteins are available, such as for ABC 
5 transporter (see: Marcil et al., Lancet, 354:1341-46 (1999) and for ion 
channels (from Evotec OAI, at www.evotecoai.com and from PharmaLinks, 
at www.pharmalinks.org/research/cellsignalling). 

In one embodiment, the polypeptide is an integrin (the signal transduction 
10 pathways elicited by the integrins are slow and not very well characterized, 
hence most assays are either just binding assays or measure downstream 
biological phenomena (such as migration, invasion, etc.) (See: Ganta et al., 
Endocrinology, 138:3606-3612 (1997); Sim et al., J. Biomed. Mater. 
Research, 68A:352-359 (2004); and Weinreb et al., Anal. Biochem., 
1 5 306:305-31 3 (2002)), or a Cytochrome P450 enzyme (almost all cytochrome 
assays require knowledge of what the substrate is and measure conversion 
of substrate (free or (radio-)labeled) or generation of product; useful C 14 - 
labeled substrates are available from Amersham Biosciences at 
www1.amershambiosciences.com), or a nuclear hormone receptor (Assays 
20 available from Discoverx, Fremont, CA, such as an estrogen assay; also see 
Rosen etal., Curr. Opin. Drug. Discov. Devel., 6:224-30 (2003)). 

In one preferred embodiment, the biological activity is a receptor activity, 
preferably where the receptor is a G-protein-coupled receptor (GPCR). 

25 

GPCRs are transmembrane proteins that wind 7 times back and forth 
through a cell's plasma membrane with a ligand binding site located on the 
outside of the membrane surface of the cell and the effector site being 
present inside the cell. These receptors bind GDP and GTP. In response to 
30 ligand binding, GPCRs activate signal transduction pathways which induce a 
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number of assayable physiological changes, e.g., an increase in intracellular 
calcium levels, cyclic-AMP, inositol phosphate turnover, and downstream 
gene transcription (directly or via reporter-assays) along with other 
translocation assays available for measuring GPCR activation when the 
5 polypeptide encoded by a gene of the invention is a GPCR. Thus, such 
proteins work through a second messenger. The result is activation of CREB, 
a transcription factor that stimulates the production of gene products. One 
useful assay is the so-called BRET2/arrestin assay, useful in screening for 
compounds that interact with GPCRs. (See: Bertrand et al, J. Recept. Signal 
10 Transduct Res., 22:533-41 (Feb.-Nov. 2002)). In addition, numerous assays 
are commercially available, such as the Transfluor Assay, available from 
Norak Biosciences, Inc. (www.norakbio.com) or ArrayScan and KineticScan, 
both from Cellomics, or assays from CyBio (Jena, Germany). 

15 Assays useful with the invention are usually set up to screen for 

agonists or antagonists after adding ligand, but effects on most of these 
parameters can be measured whether or not the ligand for the receptor is 
known. Such assays may involve radioligand-binding assays. Activation of 
the majority of GPCRs by agonists leads to the interaction of beta-arrestin (a 

20 protein that is involved in receptor desensitization and sequestration) with 
the receptor, which is measurable by fluorescence energy transfer 

The disclosure of all journal articles, or other publications, referred to 
herein are hereby incorporated by reference in their entirety. 

25 

In one embodiment, the polypeptide is in a solution or suspension and 
contact with the test compound is by direct contact between the test compound 
and the protein molecule. Alternatively, the polypeptide may be in a cell and the 
test compound may have to diffuse into the cell in order to contact the 
30 polypeptide. In an alternative embodiment, the test compound may be contacted 
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with a cell that contains or expresses the polypeptide but the test compound may 
have no direct contact with the polypeptide. In stead, the test compound may act 
to induce production and/or activity of a different compound, such as an 
intracellular second messenger that serves to contact the polypeptide and 
5 modulate or change the biological activity of this polypeptide. 

In accordance with the foregoing, the method of the present invention 
includes cancer modulating agents that are themselves either polypeptides, or 
small chemical entities, that affect the cancerous process, including initiation, 
1 0 suppression or facilitation of tumor growth, either in vivo or ex vivo. Such agents 
may also be antibodies that react with one or more polypeptides encoded by 
genes present in the amplicons of the invention. 

In keeping with the disclosure herein, the present invention also relates to 
1 5 a method for treating cancer comprising contacting a cancerous cell with an 
agent having activity against an expression product encoded by a gene mapping 
within regions of chromosomal interest 

The method of the present invention includes embodiments of the above- 
20 recited method wherein said cancer cell is contacted in vivo as well as ex vivo, 
preferably wherein said agent comprises a portion, or is part of an overall 
molecular structure, having affinity for said expression product. In one such 
embodiment, said portion having affinity for said expression product is an 
antibody. 

25 

In one embodiment of the present invention, a chemical agent, such as a 
protein or other polypeptide, is joined to an agent, such as an antibody, having 
affinity for an expression product of a cancerous cell, such as a polypeptide or 
protein encoded by a gene related to the cancerous process, especially a gene 
30 mapping to an amplicon as disclosed herein In a specific embodiment, said 
expression product acts as a therapeutic target for the affinity portion of said 
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anticancer agent and where, after binding of the affinity portion of such agent to 
the expression product, the anti-cancer portion of said agent acts against said 
expression product so as to neutralize its effects in initiating, facilitating or 
promoting tumor formation and/or growth. In a separate embodiment of the 
5 present invention, binding of the agent to said expression product may, without 
more, have the effect of deterring cancer promotion, facilitation or growth, 
especially where the presence of said expression product is related, either 
intimately or only in an ancillary manner, to the development and growth of a 
tumor. Thus, where the presence of said expression product is essential to tumor 
1 0 initiation and/or growth, binding of said agent to said expression product will have 
the effect of negating said tumor promoting activity. In one such embodiment, 
said agent is an apoptosis-inducing agent that induces cell suicide, thereby killing 
the cancer cell and halting tumor growth. 

15 Many cancers contain chromosomal rearrangements, which typically 

represent translocations, amplifications, or deletions of specific regions of 
genomic DNA. A recurrent chromosomal rearrangement that is associated with a 
specific stage and type of cancer always affects a gene (or possibly genes) that 
play a direct and critical role in the initiation or progression of the disease. Many 

20 of the known oncogenes or tumor suppressor genes that play direct roles in 
cancer have either been initially identified based upon their positional cloning 
from a recurrent chromosomal rearrangement or have been demonstrated to fall 
within a rearrangement subsequent to their cloning by other methods. In all 
cases, such genes display amplification at both the level of DNA copy number 

25 and at the level of transcriptional expression at the mRNA level. 

In accordance with the present invention, said functionally related genes 
are genes modulating the same metabolic pathway or said genes are genes 
encoding functionally related polypeptides. In one such embodiment, said genes 
30 are genes whose expression is modulated by the same transcriptional activator 
or enhancer sequence, especially where said transcriptional activator or 
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enhancer increases, or otherwise modulates, the activity of a gene mapping to 
one of the amplicons of the invention. 

The present invention also relates to a process that comprises a method 
5 for producing a product, such as test data, comprising identifying an agent 
according to one of the disclosed methods for identifying such an agent (i.e., the 
therapeutic agents identified according to the assay procedures disclosed herein) 
wherein said product is the data collected with respect to said agent as a result of 
said identification process, or assay, and wherein said data is sufficient to convey 

10 the chemical character and/or structure and/or properties of said agent. For 
example, the present invention specifically contemplates a situation whereby a 
user of an assay of the invention may use the assay to screen for compounds 
having the desired enzyme modulating activity and, having identified the 
compound, then conveys that information (i.e., information as to structure, 

1 5 dosage, etc) to another user who then utilizes the information to reproduce the 
agent and administer it for therapeutic or research purposes according to the 
invention. For example, the user of the assay (user 1) may screen a number of 
test compounds without knowing the structure or identity of the compounds (such 
as where a number of code numbers are used the first user is simply given 

20 samples labeled with said code numbers) and, after performing the screening 
process, using one or more assay processes of the present invention, then 
imparts to a second user (user 2), verbally or in writing or some equivalent 
fashion, sufficient information to identify the compounds having a particular 
modulating activity (for example, the code number with the corresponding 

25 results). This transmission of information from user 1 to user 2 is specifically 
contemplated by the present invention. 

In accordance with the foregoing, the present invention relates to a 
method for producing test data with respect to the anti-neoplastic activity of 
30 a compound, such as a test compound as defined herein, comprising: 
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(a) identifying a test compound as having antineoplastic activity using a 
method of the invention, such as measuring the biological activity of a 
polypeptide encoded by a gene of Figure 1, and 

(b) producing test data with respect to the anti-neoplastic activity of said 
5 test compound sufficient to identify the chemical structure of said test compound. 

In another embodiment, the present invention provides a method for 
monitoring the progress of a cancer treatment, such as where the methods of the 
invention permit a determination that a given course of cancer therapy is or is not 

1 0 proving effective because of an increased or decreased expression of a gene, or 
genes, mapping to an amplicon as disclosed herein. For example, where there is 
an increased copy number of one or more of said genes monitoring of such 
genes can predict success or failure of a course of therapy, such as 
chemotherapy, or predict the likelihood of a relapse based on elevated activity or 

1 5 expression of one or more of these genes following such course of therapy. 

In accordance with the foregoing, the present invention contemplates a 
method for determining the progress of a treatment for cancer in a patient 
afflicted with cancer, following commencement of a cancer treatment on said 

20 patient, comprising determining in said patient a change in expression of one or 
more genes, preferably more than one, corresponding to a gene of Figure 1 or 
encoding a polypeptide or transcript of such a gene, or genes compared to 
expression of said one or more determined genes prior to commencement of 
said cancer treatment, wherein a change in expression, especially a decrease in 

25 expression, indicates positive effects of such treatment, thereby determining the 
progress of said treatment. 

In a preferred embodiment, the detected change in expression is a 
decrease in expression. In another preferred embodiment, the cancer treatment 
30 is treatment with a chemotherapeutic agent, especially an agent that modulates, 
preferably decreases, expression of a gene identified herein, such as where said 
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agent was first identified as having anti-neoplastic activity using a method of the 
invention. Thus, in accordance with this aspect of the present invention, a 
patient, or even a research animal, such as a mouse, rat, rabbit or primate, 
afflicted with cancer, including a cancer induced for research purposes, is 
5 introduced to a cancer treatment regimen, such as administration of an anti- 
cancer agent, including one first identified as having anti-neoplastic activity by 
one or more of the screening methods disclosed herein. The progress and 
success or failure of such treatment is subsequently ascertained by determining 
the subsequent expression of one or more, preferably at least 3, or 5, or 10, of 

1 0 genes mapping to one or more of the amplicons disclosed herein, preferably to 
the same amplicon, or that encodes a transcript or polypeptide of such a gene 
following said treatment. In a preferred embodiment, a treatment that reduces 
said expression is deemed advantageous and may then be the basis for 
continuing said treatment. The methods of the invention thereby provide a means 

1 5 of continually monitoring the success of the treatment and evaluating both the 
need, and desirability, of continuing said treatment. In addition, more than one 
said treatment may be administered simultaneously without diminishing the value 
of the methods of the invention in determining the overall success of such 
combined treatment. Thus, more than one said anti-neoplastic agent may be 

20 administered to the same patient and overall effectiveness ascertained by the 
recited methods. 

In accordance with the foregoing, the present invention also contemplates a 
method for determining the likelihood of survival of a patient afflicted with cancer, 

25 following commencement of a cancer treatment on said patient, comprising 
determining in said patient a change in expression of one or more genes, 
preferably more than one, corresponding to a gene of Figure 1 or encoding a 
polypeptide or transcript of such a gene, or genes, compared to expression of 
said one or more determined genes prior to commencement of said cancer 

30 treatment, wherein a change in expression, especially a decrease in expression, 
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indicates positive and life-extending effects of such treatment, thereby 
determining the likelihood of survival of said treatment. 

In a preferred embodiment, the detected change in expression is a 
5 decrease in expression and said determined gene, or genes, may include 2, 3, 5, 
10 or more of the genes described herein. Thus, the methods of the invention 
may be utilized as a means for compiling cancer survival statistics following one 
or more, possibly combined, treatments for cancer as in keeping with the other 
methods disclosed herein. 

10 

The genes of the amplicons, or regions of interest, identified herein also 
offer themselves as pharmacodynamic markers (or as pharmacogenetic and/or 
surrogate markers), such as for patient profiling prior to clinical trials and/or 
targeted therapies, including combination treatments, resulting from the 

1 5 identification of these genes as valid gene targets for chemotherapy based on 
the screening procedures of the invention. In one embodiment thereof, the 
likelihood of success of a cancer treatment with a selected chemotherapeutic 
agent may be based on the fact that such agent has been determined to have 
expression modulating activity with one or more genes identified herein, 

20 especially where said genes have been identified as showing elevated 
expression levels in samples from a prospective patient afflicted with cancer. 
Methods described elsewhere herein for determining cancerous status of a cell 
may find ready use in such evaluations. 

25 It should be cautioned that, in carrying out the procedures of the present 

invention as disclosed herein, any reference to particular buffers, media, 
reagents, cells, culture conditions and the like are not intended to be limiting, but 
are to be read so as to include all related materials that one of ordinary skill in the 
art would recognize as being of interest or value in the particular context in which 

30 that discussion is presented. For example, it is often possible to substitute one 
buffer system or culture medium for another and still achieve similar, if not 
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identical, results. Those of skill in the art will have sufficient knowledge of such 
systems and methodologies so as to be able, without undue experimentation, to 
make such substitutions as will optimally serve their purposes in using the 
methods and procedures disclosed herein. 

5 

The present invention will now be further described by way of the following 
non-limiting example. In applying the disclosure of the example, it should be kept 
clearly in mind that other and different embodiments of the methods disclosed 
1 0 according to the present invention will no doubt suggest themselves to those of 
skill in the relevant art. 



EXAMPLE 

15 

Cancerous cells that over-express one or more genes mapping to the 
amplicons disclosed herein, are grown to a density of 10 5 cells/cm 2 in Leibovitz's 
L-15 medium supplemented with 2 mM L-glutamine (90%) and 10% fetal bovine 
serum. The cells are collected after treatment with 0.25% trypsin, 0.02% EDTA at 

20 37°C for 2 to 5 minutes. The trypsinized cells are then diluted with 30 ml growth 
medium and plated at a density of 50,000 cells per well in a 96 well plate (200 
nl/well). The following day, cells are treated with either compound buffer alone, or 
compound buffer containing a chemical agent to be tested, for 24 hours. The 
media is then removed, the cells lysed and the RNA recovered using the 

25 RNAeasy reagents and protocol obtained from Qiagen. RNA is quantitated and 
10 ng of sample in 1 \i\ are added to 24 nl of Taqman reaction mix containing 1X 
PCR buffer, RNAsin, reverse transcriptase, nucleoside triphosphates, amplitaq 
gold, tween 20, glycerol, bovine serum albumin (BSA) and specific PCR primers 
and probes for a reference gene (18S RNA) and a test gene (Gene X). Reverse 

30 transcription is then carried out at 48°C for 30 minutes. The sample is then 
applied to a Perlin Elmer 7700 sequence detector and heat denatured for 10 
minutes at 95°C. Amplification is performed through 40 cycles using 15 seconds 
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annealing at 60°C followed by a 60 second extension at 72°C and 30 second 
denaturation at 95°C. Data files are then captured and the data analyzed with the 
appropriate baseline windows and thresholds. 

The quantitative difference between the target and reference genes is 
then calculated and a relative expression value determined for all of the samples 
used. This procedure is then repeated for each of the target genes in a given 
signature, or characteristic, set and the relative expression ratios for each pair of 
genes is determined (i.e., a ratio of expression is determined for each target 
gene versus each of the other genes for which expression is measured, where 
each gene's absolute expression is determined relative to the reference gene for 
each compound, or chemical agent, to be screened). The samples are then 
scored and ranked according to the degree of alteration of the expression profile 
in the treated samples relative to the control. The overall expression of the set of 
genes relative to the controls, as modulated by one chemical agent relative to 
another, is also ascertained. Chemical agents having the most effect on a given 
gene, or set of genes, are considered the most anti-neoplastic. 
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WHAT IS CLAIMED IS: 



1. A method for identifying an antineoplastic agent, comprising: 

(a) contacting a test compound with a cell that expresses one or more 
5 amplicons of Table 2 having an amplification ratio of at least 2.0; and 

(b) determining a change in said amplification ratio due to said contacting; 
wherein a change in said amplification ratio due to said contacting 

indicates that said test compound has gene modulating activity 

thereby identifying said test compound as a gene modulating agent. 

10 

2. The method of claim 1 wherein said change in expression is a decrease 
in expression. 

3. The method of claim 2 wherein said decrease in expression is a 
1 5 decrease in copy number of the gene. 

4. The method of claim 1 wherein said cell was genetically engineered to 
express said amplicon. 

20 5. A method for identifying an antineoplastic agent, comprising: 

(a) contacting a test compound with a cell that expresses at least one 
gene corresponding to a polynucleotide comprising a nucleotide sequence of 
Genes 1 - 3049 of Figure 1 and under conditions promoting expression of said 
gene; and 

25 (b) determining a change in expression of said gene as a result of said 

contacting 

wherein a change in expression indicates gene modulation thereby 
identifying said test compound as a gene modulating agent. 

30 6. The method of claim 5 wherein said change in expression is a decrease 

in expression. 
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7. The method of claim 5 wherein said decrease in expression is a 
decrease in copy number of the gene. 

8. The method of claim 5 wherein said gene comprises a nucleotide 
5 sequence of one of Genes 1 - 3049 of Figure 1 . 

9. The method of claim 5 wherein said cell was genetically engineered to 
express said gene. 

10 10. A method for detecting the cancerous status of a cell, comprising 

detecting elevated expression in said cell of at least one gene corresponding to a 
polynucleotide comprising a nucleotide sequence of Genes 1 - 3049 of Figure 1 
whereby such elevated expression is indicative of cancerous status of the cell. 

15 11. The method of claim 10 wherein said elevated expression is an 

elevated copy number of the gene. 

12. A method for identifying a compound as an anti-neoplastic agent, 
comprising: 

20 (a) contacting a test compound with a polypeptide encoded by a gene 

selected from Genes 1 - 3049 of Figure 1 , 

(b) determining a change in a biological activity of said polypeptide due to 
said contacting, 

wherein a change in activity indicates anti-neoplastic activity and thereby 
25 identifies such test compound as an agent having antineoplastic activity. 

13. The method of claim 12 wherein said change in biological activity is a 
decrease in biological activity. 

30 14. The method of claim 12 wherein said biological activity is an enzyme 

activity. 
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15. The method of claim 14 wherein said enzyme is selected from kinase, 
protease, peptidase, phosphodiesterase, phosphatase, dehydrogenase, 
reductase, carboxylase, transferase, deacetylase and polymerase. 

5 1 6. The method of claim 1 5 wherein said kinase is a protein kinase. 

17. The method of claim 15 wherein said kinase is a serine or threonine 

kinase. 

10 18. The method of claim 15 wherein said kinase is a receptor tyrosine 

protein kinase. 

19. The method of claim 15 wherein said protease is a serine protease, 
cysteine protease or aspartic acid protease. 

15 

20. The method of claim 15 wherein said transferase is a 
methyltransferase. 

21. The method of claim 20 wherein said methyl transferase is a cytidine 
20 methyltransferase or an adenine methyltransferase. 

22. The method of claim 15 wherein said deacetylase is a histone 
deacetylase. 

25 23. The method of claim 1 1 wherein said carboxylase is a y-carboxylase. 

24. The method of claim 15 wherein said peptidase is a zinc peptidase. 

25. The method of claim 15 wherein said polymerase is a DNA 
30 polymerase. 
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26. The method of claim 15 wherein said polymerase is a RNA 
polymerase. 

27. The method of claim 12 wherein said biological activity is a membrane 
5 transport activity. 

28. The method of claim 12 wherein said polypeptide is a cation channel 
protein, an anion channel protein, a gated-ion channel protein or an ABC 
transporter protein. 

10 

29. The method of claim 12 wherein said polypeptide is an integrin. 

30. The method of claim 12 wherein said polypeptide is a Cytochrome 
P450 enzyme. 

15 

31. The method of claim 12 wherein said polypeptide is a nuclear 
hormone receptor. 

32. The method of claim 12 wherein said biological activity is a receptor 
20 activity. 

33. The method of claim 12 wherein said receptor is a G-protein-coupled 
receptor. 

25 34. The method of claim 12 wherein said polypeptide is contained in a cell. 

35. A method for identifying an anti-neoplastic agent comprising 
contacting a cancerous cell with a compound found to have anti-neoplastic 
activity in the method of claim 12 under conditions promoting the growth of said 
30 cell and detecting a change in the activity of said cancerous cell. 
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36. The method of claim 35 wherein said change in activity is a decrease 
in the rate of replication of said cancerous cell. 

37. The method of claim 35 wherein said change in activity is a decrease 
5 in the total number of progeny cells that can be produced by said cancerous cell. 

38. The method of claim 35 wherein said change in activity is a decrease 
in the number of times said cancerous cell can replicate. 

10 39. The method of claim 35 wherein said change in activity is the death of 

said cancerous cell. 

40. A method for treating cancer comprising contacting a cancerous cell 
with an agent first identified as having gene modulating activity using the method 

15 of claim 1 , 5, or 12 and in an amount effective to cause a reduction in cancerous 
activity of said cell. 

41. The method of claim 40 wherein said cancerous cell is contacted in 

vivo. 

20 

42. The method of ciaim 40 wherein said reduction in cancerous activity is 
a decrease in the rate of proliferation of said cancerous cell. 

43. The method of claim 40 wherein said reduction in cancerous activity is 
25 the death of said cancerous cell. 

44. The method of claim 40 wherein said cancer is a cancer of breast, 
colon, lung or prostate tissues. 

30 45. A method for treating cancer comprising contacting a cancerous cell 

with an agent having affinity for an expression product of a gene corresponding 
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to a polynucleotide comprising a nucleotide sequence of Gene 1 - 3049 of Figure 
1 and in an amount effective to cause a reduction in cancerous activity of said 
cell. 

5 46. The method of claim 45 wherein said expression product is a 

polypeptide. 

47. The method of claim 45 wherein said agent is an antibody. 

10 48. A method for monitoring the progress of cancer therapy in a patient 

comprising monitoring in a patient undergoing cancer therapy the expression of a 
gene corresponding to a polypeptide having a sequence selected from Genes 1 
- 3049 of Figure 1 . 

15 49. The method of claim 48 wherein said gene comprises a sequence of 

Gene 1 - 3049 of Figure 1 . 

50. The method of claim 48 wherein said cancer therapy is chemotherapy. 

20 51. The method of claim 48 wherein said cancer is a cancer of breast, 

colon, lung or prostate tissues. 

52. A method for determining the likelihood of success of cancer therapy 
in a patient, comprising monitoring in a patient undergoing cancer therapy the 
25 expression of a gene corresponding to a polynucleotide having a sequence of 
one or Genes 1 - 3049 of Figure 1 wherein a decrease in said expression prior to 
completion of said cancer therapy is indicative of a likelihood of success of said 
cancer therapy. 

30 53. The method of claim 52 wherein said gene comprises a sequence of 

Gene 1-3049 of Figure 1. 
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54. The method of claim 52 wherein said cancer therapy is chemotherapy. 

55. The method of claim 52 wherein said cancer is a cancer of breast, 
colon, lung or prostate tissues. 

5 

56. A method for producing test data with respect to the anti-neoplastic 
activity of a compound comprising: 

(a) identifying a test compound as having anti-neoplastic activity using a 
method of claim 12; 

10 (b) producing test data with respect to the anti-neoplastic activity of said 

test compound sufficient to identify the chemical structure of said test compound. 

57. A method for determining the progress of a treatment for cancer in a 
patient afflicted therewith, following commencement of a cancer treatment on 

15 said patient, comprising: 

(a) determining in said patient a change in expression of one or more 
genes corresponding to a polynucleotide comprising a nucleotide sequence of 
Gene 1 - 3049 of Figure 1 ; and 

(b) determining a change in expression of said gene compared to 
20 expression of said one or more determined genes prior to commencement of 

said cancer treatment; 

wherein said change in expression indicates progress of said treatment 
thereby determining the progress of said treatment. 

25 58. The method of claim 57 wherein said change in expression is a 

decrease in expression and said decrease indicates success of said treatment. 

59. A method for determining the progress of a treatment for cancer in a 
patient afflicted therewith, following commencement of a cancer treatment on 
30 said patient, comprising: 
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(a) determining in said patient a change in expression of one or more 
genes corresponding to a polynucleotide comprising a nucleotide sequence of 
Gene 1 - 3049 of Figure 1; and 

(b) determining a change in expression of said gene compared to 
5 expression of said one or more determined genes prior to commencement of 

said cancer treatment; 

wherein said change in expression indicates progress of said treatment 
thereby determining the progress of said treatment. 

10 60. The method of claim 59 wherein said change in expression is a 

decrease in expression and said decrease indicates success of said treatment. 
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ABSTRACT 



Methods for identifying antineoplastic agents by using their ability to 
modify expression of specific genes or the biological activity of polypeptides 
encoded by such genes, wherein said genes are located in specific chromosomal 
regions, called amplicons, or regions of interest, and the presence of such 
amplified regions within a cancerous cell, are disclosed. Also described are 
methods for diagnosing cancerous, or potentially cancerous, conditions .using 
these methods. Also encompassed are methods involving determining the 
modulated expression of the genes in these regions of interest (ROIs), or 
amplicons, as pharmacodynamic/pharmacogenetic/surrogate markers and/or for 
patient profiling prior to accrual for clinical trials/treatments based on the 
identification of these genes as validated gene/drug targets in various cancer 
tissue types. 
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FIGURE 1 

Gene 1. >ENST00000334083 cDNA sequence 

ACGCAGGGCCGGGGCAGTTGGTCGCGGCCTTCAGTCCCCTGGCTTGGTCCTGTGGGGTCC 

CCGGCCCGGCACCTCCTCCCGCGAGCCGTGCGCCCCCATCCTGGGCCTGCGCCCCCTTCC 

CCCGAGCCGTGCGCCCCCATGCTAGGCCCTGTGACCCTCCCCCGAACAGTGCGCCCCGAT 

CCTGGGCCCTGCGCCCCCTCCCCCACCCCATCCCGGGGCGCGCGTGGACCCCCGCCGGCT 

AAGCGCACCCGGGCGGTGACCCCAGGGGCTTCGCCCGTCCTCGACCCCGGCGCTGGGACC 

CCTCCCCAGCCCCCTCCGGGAGCGTCTCGGGACCCCCAGACACCCCCCCGGCTCCCTGTG 

CCTCCCAGCCCCGCACCTCCTCCCTCTGGACCGGCTCCCACAAGGCCACCTGGTCAGCAG 

CCCACGGAGGCTCCCGTGCAGGGACCACCCCCTCCCCGTGCTGGGCCGGCTCCGGGGCCA 

CCCCCTCCTCCCTGCTGCCCCCAGAGCTGCTCACCCTGGGGATCTTCCCCCCATCCTCTT 

CTGGCTCACCGAGCTCGCAACCCCCACACTCCCGTCCCAGCTGGGCTGCTCCGACCACCC 

CACCCCGTGGACATGAGACCGCCCAGCACTCAGCGCCCACCCCTAGGTGCCTGTAGCCCC 

CACACTCCCATCCCAGCCGGGCTGCTCCGACCACCCTGCCCTGCAGACATGAGGCCGCCC 

AGCACTCAGCACCCGCCCCTAGCACCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCC 

CTCACCCAAGGGCCTCCAGCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCCTC 

ACCCAAGGGTCTCATCCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCCTCACC 

CAAGGGCCTCCAGCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCATCACCCAA 

GGGTCTCGTCCACCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCCATCACCCAAGGG 

TCTCATCCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCT 

CCAGCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGCCTCCA 

GCATCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCTCTCACCCAAGGGCCTCCAGCA 

CCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGCCTCCAGCATCA 

CCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCT 

CCTCCCACGCAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGTCTCATCCACCACCTCCT 

CCCACACAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCTCCC 

ACGCAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCTCCCACG 

CAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGCCTCCAGCATCACCTCCTCCCACGCAG 

CAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCXITCCCACGCAGCAG 

TCTCCTGCCTCTTCCATCACCO^GGGTCTCATCCACCACCTCCTCCCACACAGCAGTCT 

CCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCTCCCACGCAGCAGTCTCCT 

GCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCTCCCACACAGCAGTCTCCTGCC 

TCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCT 

Gene 2. >ENST00000333925 cDNA sequence 

GTCCACTCCTCCCCCACCCCGAGTCCACCCTGGGAGCCGTCCACTCCTCCCCCACCCCGA 
GTCCACCCTGGGAGCCGTCCACTCCTCCCCCACCCCAAGTCCACCCTGGGAGCCGTCCAC 
TCCTCCCCCACCCCGAGTCCACCCTGGGAGCCGTCCACTCCTCCCCACCCCGAGTCCACC 
CTGGGAGCCGTCCACTCTTCTCCCACCCCGAGTCCACCCTGGGAGCCGTCCACTCCTCCC 
CACCCCGAGTCCACCCTGGGAGCCGTCCACTCCTCCCCCACCCCGAGTCCACCCTGGGAG 
CCGTCCACTCCTCCCCCACCCCGAGTCCACCCTGGGAGCCGTCCACTCCTCCCCACCCCG 
AGTCCACCCTGGGAGCCGTCCACTCCTCCCCACCCCGAGTCCACCCTGGGAGCCGTCCAC 
TCCTCCCCCACCCCGAGTCCACCCTGGGAGCCGTCCACTCCTCCCCCACCCCGAGTCCAC 
CCTGGGAGCCGTCCACTCCTCCCCACCCCGAGTCCACCCTGGGAGCTGTCCACTGTTCCC 
CAGCCCGAGTCCTGCCTGGGAAGCTCACCACCTCCTCCCACGCAGCAGTCTCCTGCCTCT 
TCCCTCACCCAAGGGCCTCCAGCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCC 
CTCACCCAAGGGTCTCATCCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCCTC 
ACCCAAGGGCCTCCAGCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCATCACC 
CAAGGGTCTCGTCCACCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCCATCACCCAA 
GGGTCTCATCCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGG 
CCTCCAGCACCACCTCCTCCCACACAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGCCT 
CCAGCATCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCTCTCACCCAAGGGCCTCCA 
GCACCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGCCTCCAGCA 
TCACCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCA 
CCTCCTCCCACGCAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGTCTCATCCACCACCT 
CCTCCCACACAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCT 
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CCCACGCAGCAGTCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCTCCC 

ACGCAGCAGTCTCCTGCCTCTTCCATCACCCAAGGGCCTCCAGCATCACCTCCTCCCACG 

CAGCAGTCTCCTGCCTCTTCCCTCACCC^AGGGCCTCCAGCACCACCTCCTCCCACGCAG 

CAGTCTCCTGCCTCTTCCATCACCCAAGGGTCTCATCCACCACCTCCTCCCACACAGCAG 

TCTCCTGCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCTCCTCCCACGCAGCAGTCT 

CCTGCCTCTTCCCT^CCO^GGGCCTCCAGC^CCACCTCCTCCaVCACAGCAGTCTCCT 

GCCTCTTCCCTCACCCAAGGGCCTCCAGCACCACCT 

Gene 3. >ENST00000299543 cDNA sequence 

CTGGGTTGTGTCGCCGCGGTAGGCGCTGCGCTCTGAGCGCAGCGCAGGCCCCGTACCGAC 
CGCCCGCCCGCCCTCTGTCCGCGATGGAGGTGCCGGCCGCGGGTCGCGTTCCTGCCGAGG 
GCGCCCCGACGGCGGCTGTGGCCGAGGTGCGCTGCCCGGGGCCCGCGCCGCTGCGCCTGC 
TGGAGTGGAGGGTGGCGGCGGGCGCGGCCGTGCGCATCGGCTCGGTGCTGGCCGTGTTCG 
AGGCCGCCGCCTCCGCGCAGTCCTCCGGGGCCTCTCAGTCCCGTGTAGCCTCCGGGGGCT 
GCGTGCGCCCCGCGCGGCCGGAACGCAGGCTGAGGTCGGAGCGCGCGGGCGTGGTGCGGG 
AGCTGTGCGCGCAGCCGGGCCAGGTGGTCGCCCCAGGAGCGGTTCTGGTGAGGTTGGAAG 
GATGCAGCCACCCGGTTGTCATGAAAGGCCTGTGTGCTGAATGTGGCCAAGACCTCACCC 
AGTTGCAGAGTAAGAACGGGAAGCAGCAGGTGCCGCTGTCCACGGCGACCGTGTCCATGG 
TGCACAGCGTGCCGGAGTTGATGGTGAGCTCCGAGCAAGCTGAACAGCTGGGAAGAGAAG 
ACCAGCAGCGACTGCACCGAAACCGGAAGCTGGTGCTCATGGTGGACTTGGACCAGACGT 
TGATTCACACAACCGAGCAGCACTGTCAGCAGATGTCGAATAAAGGCATCTTTCACTTCC 
AGCTGGGCCGGGGTGAGCCCATGCTGCACACGCGCCTGCGTCCACACTGCAAGGACTTCC 
TGGAGAAGATCGCCAAGCTGTACGAGCTGCACGTCTTCACCTTCGGCAGCCGGCTGTACG 
CACACACCATCGCAGGCTTTTTAGACCCCGAGAAGAAGCTTTTTTCTCACCGAATATTAT 
CAAGGGATGAATGTATTGACCCATTTTCTAAAACGGGAAACCTTAGAAATCTCTTTCCTT 
GTGGAGACTCAATGGTTTGCATTATTGATGATCGAGAAGATGTCTGGAAGTTTGCCCCCA 
ATCTGATAACTGTGAAGAAATATGTATACTTCCAGGGCACGGGTGATATGAATGCGCCCC 
CTGGGTCCCGAGAATCTCAGACGAGAAAGAAAGTAAATCATTCTCGAGGCACTGAGGTCT 
CAGAGCCATCTCCGCCCGTGAGAGACCCTGAGGGGGTAACGCAGGCCCCTGGAGTGGAGC 
CCAGCAATGGCCTGGAGAAGCCTGCACGGGAGCTGAACGGCAGCGAGGCCGCCACCCCGC 
GGGACTCACCCCGCCCCGGGAAGCCAGACGAGAGGGACATCTGGCCCCCTGCCCAGGCCC 
CCACCAGCAGCCAAGAGCTGGCAGGCGCTCCTGAGCCCCAGGGATCCTGTGCGCAGGGTG 
GCCGGGTGGCACCGGGACAGCGGCCTGCCCAGGGTGCCACGGGCACTGACCTGGACTTTG 
ACTTATCCAGCGACAGCGAGAGCAGCAGTGAGTCCGAGGGCACGAAGTCCTCCTCCTCCG 
CCTCTGATGGCGAAAGCGAGGGGAAAAGAGGCCGGCAGAAGCCGAAGGCTGCCCCAGAGG 
GAGCCGGGGCGCTGGCACAGGGCAGTTCCCTGGAGCCGGGGCGGCCTGCAGCACCGAGTC 
TCCCCGGAGAGGCCGAGCCTGGCGCGCATGCCCCGGACAAGGAGCCTGAGCTGGGTGGGC 
AGGAGGAGGGCGAGCGGGATGGCCTCTGCGGCCTGGGCAACGGCTGTGCCGACAGGAAGG 
AGGCGGAGACCGAGTCACAGAACAGCGAGCTGTCGGGGGTCACTGCGGGTGAGTCCCTGG 
ACCAGAGCATGGAGGAGGAGGAGGAGGAGGACACGGATGAGGATGACCACCTCATCTACC 
TGGAGGAGATCCTGGTCCGTGTACACACTGACTACTATGCCAAGTATGACCGCTACCTCA 
ACAAGGAGATCGAGGAGGCGCCGGACATCCGCAAGATCGTGCCGGAGCTCAAGAGGAAGG 
TGCTGGCAGACGTGGCCATAATTTTCAGTGGGCTACACCCGACAAACTTCCCGATAGAGA 
AGACGCGGGAGCATTACCACGCCACGGCGCTGGGAGCGAAGATCCTCACTCGGCTGGTGC 
TGAGCCCCGACGCCCCTGACAGGGCCACGCACCTGATCGCCGCGCGAGCTGGCACAGAGA 
AGGTGCTGCAGGCACAGGAGTGCGGACACCTGCACGTGGTCAACCCTGACTGGCTGTGGA 
GCTGCCTGGAGCGCTGGGACAAGGTGGAGGAGCAGCTCTTCCCGCTCAGGGACGATCACA 
CCAAGGCACAGAGGGAGAACAGCCCTGCGGCCTTTCCCGACCGGGAGGGTGTGCCCCCCA 
CCGCCTTGTTCCACCCGATGCCGGTTCTTCCCAAGGCCCAGCCTGGCCCCGAGGTTCGGA 
TCTACGACTCCAACACGGGGAAGCTCATCAGGACGGGCGCCCGGGGGCCCCCAGCACCCT 
CCAGCTCCCTACCCATCCGCCAGGAGCCCTCTTCCTTCAGGTGGACGACATCCTTGGAGA 
AGGCAGCGACGACAGCGACAGCGAGAAGAGGAGGCCTGAGGAGCAGGAGGAGGAGCCCCA 
GCCCCGGAAGCCAGGGACCCGCAGGGAGCGGACGCTCGGGGCACCTGCGTCCAGCGAGAG 
GAGCGCGGCAGGGGGCCGGGGGCCCAGAGGCCACAAGAGGAAGCTGAATGAAGAGGACGC 
CGCCAGCGAGTCCAGCAGGGAGTCCAGCAACGAGGATGAGGGCAGCAGCTCCGAGGCCGA 
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CGAGATGGCCAAGGCGCTGGAGGCGGAGCTCAACGACCTCATGTGAGCGCGGGCAGCGGG 

CAGGGACTGAAGCCTGACCGACCTCCAGCAGCACTCGGACGTCCCCGGACCAGCCCTCAG 

TCTCGGTCCACGCTGCTTTCTTCCCAAAGGACATGTATATTTGCAGAGCTCCACATACAG 

AAACACATTATTTTGCAGAAATAGGTGTTTTTAAGAAGTTTTACTACAGGAATGTCTACT 

TTTGTAAGTGACAGGTGTTAAAGGCCCAGGTGTGCTGTGCCAAAGAGCTCAGCAGAGGCT 

CACGTGGCCCAGGCTGGTGCGCCCGCTGTCTCGGTAAGGGGCGGGTTGGTGTGTTTTCCC 

CTTGTGTACCAGAGCACATTCCTTAGGGGACGGCTTTGGGGGTCCCACGAGACATGGACT 

AGGAGTTTAAGCAGGACAGTGTGCGTGCACGAGCTCCGAGCCCAGCACAGACATGCCTGG 

AACCCCCGCCGCCTGCTGCTCCCTCCTAGGGAACCCATTTCCGGGGAACGCCGTGACTGT 

CGGGCAGCCTGGAGCTTCCTGCAGCCTCCTACGCAGGGTCCACGCCACGTGGCCTGGGCT 

GCCATCCTGCCGTCCTCCCACTGGCATCCTGGCAAGGGGGCGTTGCTTTTCCTGGGCGGC 

CTTTTATGTCTTGGAGACACCTGATGTAAAGTTTCTGTAAATCTATTTCATATCTGACCC 

ACCAAACAGATTTCTCTTTAATAAAAATCCTTTTTGTAAGTTC 

Gene 4. >ENST00000075430 cDNA sequence 

GGAAGTCGGCGCGGGCTAGGCGACGGGTGGAAGCCGGTACCGAGAGGAACTACAGCGTCG 
CCGCCTGGGTTGTGTCGCCGCGGTAGGCGCTGCGCTCTGAGCGCAGCGCAGGCCCCGTAC 
CGACCGCCCGCCCGCCCTCTGTCCGCGATGGAGGTGCCGGCCGCGGGTCGCGTTCCTGCC 
GAGGGCGCCCCGACGGCGGCTGTGGCCGAGGTGCGCTGCCCGGGGCCCGCGCCGCTGCGC 
CTGCTGGAGTGGAGGGTGGCGGCGGGCGCGGCCGTGCGCATCGGCTCGGTGCTGGCCGTG 
TTCGAGGCCGCCGCCTCCGCGCAGTCCTCCGGGGCCTCTCAGTCCCGTGTAGCCTCCGGG 
GGCTGCGTGCGCCCCGCGCGGCCGGAACGCAGGCTGAGGTCGGAGCGCGCGGGCGTGGTG 
CGGGAGCTGTGCGCGCAGCCGGGCCAGGTGGTCGCCCCAGGAGCGGTTCTGGTGAGGTTG 
GAAGGATGCAGCCACCCGGTTGTCATGAAAGGCCTGTGTGCTGAATGTGGCCAAGACCTC 
ACCCAGTTGCAGAGTAAGAACGGGAAGCAGCAGGTGCCGCTGTCCACGGCGACCGTGTCC 
ATGGTGCACAGCGTGCCGGAGTTGATGGTGAGCTCCGAGCAAGCTGAACAGCTGGGAAGA 
GAAGACCAGCAGCGACTGCACCGAAACCGGAAGCTGGTGCTCATGGTGGACTTGGACCAG 
ACGTTGATTCACACAACCGAGCAGCACTGTCAGCAGATGTCGAATAAAGGCATCTTTCAC 
TTCCAGCTGGGCCGGGGTGAGCCCATGCTGCACACGCGCCTGCGTCCACACTGCAAGGAC 
TTCCTGGAGAAGATCGCCAAGCTGTACGAGCTGCACGTCTTCACCTTCGGCAGCCGGCTG 
TACGCACACACCATCGCAGGCTTTTTAGACCCCGAGAAGAAGCTTTTTTCTCACCGAATA 
TTATCAAGGGATGAATGTATTGACCCATTTTCTAAAACGGGAAACCTTAGAAATCTCTTT 
CCTTGTGGAGACTCAATGGTTTGCATTATTGATGATCGAGAAGATGTCTGGAAGTTTGCC 
CCCAATCTGATAACTGTGAAGAAATATGTATACTTCCAGGGCACGGGTGATATGAATGCG 
CCCCCTGGGTCCCGAGAATCTCAGACGAGAAAGAAAGTAAATCATTCTCGAGGCACTGAG 
GTCTCAGAGCCATCTCCGCCCGTGAGAGACCCTGAGGGGGTAACGCAGGCCCCTGGAGTG 
GAGCCCAGCAATGGCCTGGAGAAGCCTGCACGGGAGCTGAACGGCAGCGAGGCCGCCACC 
CCGCGGGACTCACCCCGCCCCGGGAAGCCAGACGAGAGGGACATCTGGCCCCCTGCCCAG 
GCCCCCACCAGCAGCCAAGAGCTGGCAGGCGCTCCTGAGCCCCAGGGATCCTGTGCGCAG 
GGTGGCCGGGTGGCACCGGGACAGCGGCCTGCCCAGGGTGCCACGGGCACTGACCTGGAC 
TTTGACTTATCCAGCGACAGCGAGAGCAGCAGTGAGTCCGAGGGCACGAAGTCCTCCTCC 
TCCGCCTCTGATGGCGAAAGCGAGGGGAAAAGAGGCCGGCAGAAGCCGAAGGCTGCCCCA 
GAGGGAGCCGGGGCGCTGGCACAGGGCAGTTCCCTGGAGCCGGGGCGGCCTGCAGCACCG 
AGTCTCCCCGGAGAGGCCGAGCCTGGCGCGCATGCCCCGGACAAGGAGCCTGAGCTGGGT 
GGGCAGGAGGAGGGCGAGCGGGATGGCCTCTGCGGCCTGGGCAACGGCTGTGCCGACAGG 
AAGGAGGCGGAGACCGAGTCACAGAACAGCGAGCTGTCGGGGGTCACTGCGGGTGAGTCC 
CTGGACCAGAGCATGGAGGAGGAGGAGGAGGAGGACACGGATGAGGATGACCACCTCATC 
TACCTGGAGGAGATCCTGGTCCGTGTACACACTGACTACTATGCCAAGTATGACCGCTAC 
CTCAACAAGGAGATCGAGGAGGCGCCGGACATCCGCAAGATCGTGCCGGAGCTCAAGAGC 
AAGGTGCTGGCAGACGTGGCCATAATTTTCAGTGGGCTACACCCGACAAACTTCCCGATA 
GAGAAGACGCGGGAGCATTACCACGCCACGGCGCTGGGAGCGAAGATCCTCACTCGGCTG 
GTGCTGAGCCCCGACGCCCCTGACAGGGCCACGCACCTGATCGCCGCGCGAGCTGGCACA 
GAGAAGGTGCTGCAGGCACAGGAGTGCGGACACCTGCACGTGGTCAACCCTGACTGGCTG 
TGGAGCTGCCTGGAGCGCTGGGACAAGGTGGAGGAGCAGCTCTTCCCGCTCAGGGACGAT 
CACACCAAGGCACAGAGGGAGAACAGCCCTGCGGCCTTTCCCGACCGGGAGGGTGTGCCC 
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CCCACCGCCTTGTTCCACCCGATGCCGGTTCTTCCCAAGGCCCAGCCTGGCCCCGAGGTT 

CGGATCTACGACTCCAACACGGGGAAGCTCATCAGGACGGGCGCCCGGGGGCCCCCAGCA 

CCCTCCAGCTCCCTACCCATCCGCCAGGAGCCCTCTTCCTTCAGAGCGGTTCCGCCACCC 

CAGCCGCAGATGTTTGGTGAAGAGCTGCCTGACGCTCAGGACGGAGAGCAGCCTGGCCCT 

TCTAGAAGAAAGCGACAGCCCAGTATGTCTGAGACAATGCCGCTGTACACTCTTTGTAAG 

GAGGATTTAGAGAGTATGGACAAAGAGGTGGACGACATCCTTGGAGAAGGCAGCGACGAC 

AGCGACAGCGAGAAGAGGAGGCCTGAGGAGCAGGAGGAGGAGCCCCAGCCCCGGAAGCCA 

GGGACCCGCAGGGAGCGGACGCTCGGGGCACCTGCGTCCAGCGAGAGGAGCGCGGCAGGG 

GGCCGGGGGCCCAGAGGCCACAAGAGGAAGCTGAATGAAGAGGACGCCGCCAGCGAGTCC 

AGCAGGGAGTCCAGCAACGAGGATGAGGGCAGCAGCTCCGAGGCCGACGAGATGGCCAAG 

GCGCTGGAGGCGGAGCTCAACGACCTCATGTGAGCGCGGGCAGCGGGCAGGGACTGAAGC 

CTGACCGACCTCCAGCAGCACTCGGACGTCCCCGGACCAGCCCTCAGTCTCGGTCCACGC 

TGCTTTCTTCCCAAAGGACATGTATATTTGCAGAGCTCCACATACAGAAACACATTATTT 

TGCAGAAATAGGTGTTTTTAAGAAGTTTTACTACAGGAATGTCTACTTTTGTAAGTGACA 

GGTGTTAAAGGCCCAGGTGTGCTGTGCCAAAGAGCTCAGCAGAGGCTCACGTGGCCCAGG 

CTGGTGCGCCCGCTGTCTCGGTAAGGGGCGGGTTGGTGTGTTTTCCCCTTGTGTACCAGA 

GCACATTCCTTAGGGGACGGCTTTGGGGGTCCCACGAGACATGGACTAGGAGTTTAAGCA 

GGACAGTGTGCGTGCACGAGCTCCGAGCCCAGCACAGACATGCCTGGAACCCCCGCCGCC 

TGCTGCTCCCTCCTAGGGAACCCATTTCCGGGGAACGCCGTGACTGTCGGGCAGCCTGGA 

GCTTCCTGCAGCCTCCTACGCAGGGTCCACGCCACGTGGCCTGGGCTGCCATCCTGCCGT 

CCTCCCACTGGCATCCTGGCAAGGGGGCGTTGCTTTTCCTGGGCGGCCTTTTATGTCTTG 

GAGACACCTGATGTAAAGTTTCTGTAAATCTATTTCATATCTGACCCACCAAACAGATTT 

CTCTTTAATAAAAATCCTTTTTGT 

Gene 5. >ENST00000307671 cDNA sequence 

AACACATGAATTTGGAGGGGACAAAAACATTTCAACCGTAGCACCATTTGTCTCCTTTGC 
TGCTATTGGAGGGAGAGTCCCAATTTCTCATTAGTTTATGCAGCTTGCTGCTTAGTAATG 
ACTTATCAATGACAGTTGAAACTTGTAGTTGTATTTGATGAAGGAAATATGCACATTTCT 
TTATAGCACTTAGTTTTTTGCTTTGTTTTTCTACTTTATTAACATGCAGGCAAAGTGGGA 
GTGTTTATTTTTAAAGAAGCTTTGAGCATTAGACATGTTTTAAATCTATTTCTTCGTTTA 
ATATCAGTTGTCTTCTAAGAAGTGTTTCTCATCAAAATGGAAACAATAAGGCTTAGATAT 
TTAAGATAAAATGTACCAGCTGGAGGATGAGTCTGCGCATTTGGATGAAATGCCACTAAT 
GATGTCTGAAGAAGGCTTTGAGAATGAGGAAAGTGATTACCACACCTTACCACGAGCCAG 
GATAATGCAAAGGAAAAGAGGACTGGAGTGGTTTGTCTGTGATGGCTGGAAGTTCCTCTG 
TACCAGTTGCTGTGGTTGGCTGATAAATATTTGTCGAAGAAAGAAAGAGCTGAAAGCTCG 
CACAGTATGGCTTGGATGTCCTGAAAAGTGTGAAGAAAAACATCCCAGGAATTCTATAAA 
AAATCAAAAATACAATGTGTTTACCTTTATACCTGGGGTTTTGTATGAACAATTCAAGTT 
TTTCTTGAATCTCTATTTTCTAGTAATATCCTGCTCACAGTTTGTACCAGCATTGAAAAT 
AGGCTATCTCTACACCTACTGGGCTCCTCTGGGATTTGTCTTGGCTGTTACTATGACACG 
GGAAGCAATTGATGAATTTCGGCGTTTTCAGCGTGACAAGGAAGTGAATTCACAACTATA 
TAGCAAGCTTACAGTAAGAGGTAAAGTGCAAGTTAAGAGTTCAGACATACAAGTTGGAGA 
CCTCATCATAGTGGAAAAGAATCAAAGAATTCCATCGGACATGGTGTTTCTTAGGACTTC 
AGAAAAAGCAGGTTCGTGTTTTATTCGAACTGATCAACTAGATGGTGAAACTGACTGGAA 
GCTGAAGGTGGCAGTGAGCTGCACGCAACAGCTGCCGGCTCTGGGGGACCTTTTTTCTAT 
CAGTGCTTATGTTTATGCTCAGAAACCACAAATGGACATTCACAGTTTCGAAGGCACATT 
TACCAGGGAAGACAGTGACCCGCCCATTCATGAAAGTCTCAGCATAGAAAATACATTGTG 
GGCAAGCACCATTGTTGCATCAGGTACTGTAATAGGTGTTGTCATTTATACCGGAAAAGA 
GACTCGAAGTGTAATGAACACATCCAATCCAAAAAATAAGGTTGGTTTGTTGGACCTTGA 
ACTCAATCGGCTGACGAAAGCGCTATTTTTGGCTTTAGTTGCTCTTTCCATTGTTATGGT 
AACCTTACAAGGATTTGTGGGTCCATGGTACCGCAATCTTTTTCGGTTCCTTCTCCTCTT 
TTCTTACATCATTCCCATAAGTTTGCGTGTGAACTTGGACATGGGCAAAGCGGTGTATGG 
ATGGATGATGATGAAAGATGAGAACATCCCTGGCACGGTCGTTCGGACCAGCACTATCCC 
AGAGGAACTTGGGCGCCTGGTGTATTTATTGACAGACAAAACAGGAACCCTCACCCAGAA 
TGAAATGATATTTAAGCGGCTGCACCTGGGCACCGTGTCCTATGGCGCCGACACGATGGA 
TGAGATCCAGAGCCATGTCAGGGACTCCTACTCACAGATGCAGTCTCAAGCTGGTGGAAA 
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CAATACTGGTTCAACTCCACTAAGAAAAGCCCAATCTTCAGCTCCCAAAGTTAGGAAAAG 

TGTCAGTAGTCGAATCCATGAAGCCGTGAAAGCCATCGTGCTGTGTCACAACGTGACCCC 

CGTGTATGAGTCTCGGGCCGGCGTTACTGAGGAGACTGAGTTCGCAGAGGCTGACCAAGA 

CTTCAGTGATGAGAATCGCACCTACCAGGCTTCCAGCCCGGATGAGGTCGCTCTGGTGCA 

GTGGACAGAGAGTGTGGGCCTCACGCTGGTCAGCAGGGACCTCACCTCCATGCAGCTGAA 

GACCCCCAGTGGCCAGGTCCTCAGCTTCTGCATTCTGCAGCTGTTTCCCTTCACCTCCGA 

GAGCAAGCGGATGGGCGTCATCGTCAGGGATGAATCCACGGCAGAAATCACATTCTACAT 

GAAGGGCGCTGACGTGGCCATGTCTCCTATCGTGCAGTATAATGACTGGCTGGAAGAGGA 

GTGCGGAAACATGGCTCGCGAAGGACTGCGGACCCTCGTGGTTGCAAAGAAGGCGTTGAC 

AGAGGAGCAGTACCAGGACTTTGAGAGCCGATACACTCAAGCCAAGCTGAGCATGCACGA 

CAGGTCCCTCAAGGTGGCCGCGGTAGTCGAGAGCCTGGAGAGGGAGATGGAACTGCTGTG 

CCTCACCGGCGTGGAGGACCAGCTGCAGGCAGACGTGCGGCCCACGCTGGAGATGCTGCG 

CAACGCCGGGATCAAGATATGGATGCTAACAGGCGATAAACTCGAGACAGCTACCTGCAT 

TGCCAAAAGTTCACATCTCGTGTCTAGAACACAAGATATTCATATTTTCAGACAGGTAAC 

CAGTCGGGGAGAGGCACATTTGGAGCTGAATGCATTTCGAAGGAAGCATGATTGTGCACT 

AGTCATATCTGGGGACTCTCTGGAGGTTTGTCTAAAGTACTACGAGCATGAATTTGTGGA 

GCTGGCCTGCCAGTGCCCTGCCGTGGTTTGCTGCCGCTGCTCACCCACCCAGAAGGCCCG 

CATTGTGACACTGCTGCAGCAGCACACAGGGAGACGCACCTGCGCCATCGGTGATGGAGG 

AAATGATGTCAGCATGATTCAGGCAGCAGACTGTGGGATTGGGATTGAGGGAAAGGAGGG 

TAAACAGGCCTCGCTGGCGGCCGACTTCTCCATCACGCAGTTCCGGCACATAGGCAGGCT 

GCTCATGGTGCACGGGCGGAACAGCTACAAGAGGTCGGCGGCACTCGGCCAGTTCGTCAT 

GCACAGGGGCCTTATCATCTCCACCATGCAGGCTGTGTTTTCCTCAGTCTTCTACTTCGC 

ATCCGTCCCTTTGTATCAGGGCTTCCTCATGGTGGGGTATGCCACCATATACACCATGTT 

CCCAGTGTTCTCCTTAGTGCTGGACCAGGACGTGAAGCCAGAGATGGCGATGCTCTACCC 

GGAGCTGTACAAGGACCTCACCAAGGGAAGATCCTTGTCCTTCAAAACCTTCCTCATCTG 

GGTTTTAATAAGTATTTACCAAGGCGGCATCCTCATGTATGGGGCCCTGGTGCTCTTCGA 

GTCTGAGTTCGTCCACGTGGTGGCCATCTCCTTCACCGCACTGATCCTGACCGAGCTGCT 

GATGGTGGCGCTGACCGTCCGCACGTGGCACTGGCTGATGGTGGTGGCCGAGTTCCTCAG 

CTTAGGCTGCTACGTGTCCTCACTCGCTTTTCTCAATGAATATTTTGGTATAGGCAGAGT 

GTCTTTTGGAGCTTTCTTAGATGTTGCCTTTATCACCACCGTGACCTTCCTGTGGAAAGT 

GTCGGCGATCACCGTGGTCAGCTGCCTCCCGCTGTATGTCCTCAAGTACCTGAGGCGCAA 

GCTCTCTCCTCCCAGCTACTGCAAGCTGGCCTCCTAA 

Gene 6. >ENST00000299727 cDNA sequence 

ATCCCGCTAGAATCCGTCCAGTCTCTGCTCGCGCACCGTGACTTCTAAGGGGCGCGGATT 
TCAGCCGAGCTGTTTTCGCCTCTCAGTTGCAGCAGAGAAGCCCCTGGCACCCGACTCTAT 
CCACCACCAGGAAGCCTCCCAAAAGAGCTCTCGCCCTGTGGACGACTCGGAATCCCTGGA 
AAAGCCGGGAGGGAGTCGGAGGCGCCAGCCCACTGGGGAGGTGGCGCTGGGCGCGCGGGA 
TGCGCGGGGAGCCTTCTCTGCAGGAGCCGCACAGTGCACTGCTGCGCGCTGGGCAGTGCG 
GGGAAGCGCCGCGGGAAGGAGCGGCTCCGAGCAACAGGTGCAGCACGCAGCCCCTCCGGG 
AGCCAGGGAAAACCGCCGGCGAAGATCTGGAGCGGTAAGGCGGAGAGAAGGGTCTTTCCA 
CCTGCGCGGCTGCAGCCGGCGGATCCCTCTTCCCAGGCTCCGTGGTCGCGGAGCGGGCGG 
AGGCGCCCGGGAAGGGGACCCCAGTGCTCTCGAGATCACCGTCCCTTCCCGAGAAGGTCC 
AGCTCCGGGCTCCCGAACCCACCCTCTCTCAGAAGGTCCCGGCGCAAAGACGGTGCCA.ee 
AGGCACGGCCACCGGATCCCCGCTCCCGCTGGCTCGCGCCTCGGGGGAAGCTCAGACTCC 
TAAACTCGCACTCTCCGTGCTTTGCGCCGGGACCCCTGGCCACCCCCGGCGCCTACTATC 
CCGCCCTCCCTCCCCGCGCGCCCCGCCGCTCGCCGGGACAGCCCCGCGGGCCATGGAGCT 
GGCGGTCGGGAACCTCAGCGAGGGCAACGCGAGCTGGCCGGAGCCCCCCGCCCCGGAGCC 
CGGGCCGCTGTTCGGCATCGGCGTGGAGAACTTCGTCACGCTGGTGGTGTTCGGCCTGAT 
CTTCGCGCTGGGTGTGCTGGGCAACAGCCTAGTGATCACCGTGCTGGCGCGCAGCAAGCC 
GGGCAAGCCGCG<^GCACCACCAACCTGTTCATCCTCAACCTGAGCATCGCCGACCTGGC 
CTACCTGCTCTTCTGCATCCCCTTCCAGGCCACCGTGTACGCGCTGCCCACCTGGGTGCT 
GGGCGCCTTCATCTGCAAGTTCATCCACTACTTCTTCACCGTGTCCATGCTGGTGAGCAT 
CTTCACCCTGGCCGCGATGTCCGTGGACCGCTACGTGGCCATCGTGCACTCGCGGCGCTC 
CTCCTCCCTCAGGGTGTCCCGCAACGCGCTGCTGGGCGTGGGCTGCATCTGGGCGCTGTC 
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CATTGCCATGGCCTCGCCCGTGGCCTACGACCAGGGCCTCTTCCACCCGCGCGCCAGCAA 

CCAGACCTTCTGCTGGGAGCAGTGGCCCGACCCTCGCCACAAGAAGGCCTACGTGGTGTG 

CACCTTCGTCTTCGGCTACCTGCTGCCGCTCCTGCTCATCTGCTTCTGCTATGCCAAGGT 

CCTTAATCACTTGCATAAAAAGTTGAAGAACATGTCAAAGAAGTCTGAAGCATCCAAGAA 

AAAGACTGCACAGACAGTTCTGGTGGTGGTTGTGGTGTTTGGAATCTCCTGGCTGCCGCA 

CCACATCATCCATCTCTGGGCTGAGTTTGGAGTTTTCCCGCTGACGCCGGCTTCCTTCCT 

CTTCAGAATCACCGCCCACTGCCTGGCGTACAGCAATTCCTCCGTGAATCCTATCATTTA 

TGCATTTCTCTCTGAAAATTTCAGGAAGGCCTATAAACAAGTGTTCAAGTGTCACATTCG 

CAAAGATTCACACCTGAGTGATACTAAAGAAAGTAAAAGTCGAATAGACACCCCACCATC 

AACCAATTGTACTCATGTGTGATAAAAGATAGAGTATCCTTATGGTTGAGTTTCCATATA 

AGTGGACCAGACACAGAAACAAACAGAATGAGCTAGTAAGCGATGCTGCAACTTGTTATC 

TTAACAAGAATTCAAGTCGTTTTAATTAAATCCCACGTGTGTTAAAAAGTACTTTGATCC 

ATTTAGGAAATTCCTAGGTCTAGTGAGAATTATTTTTCAATTTTATTTTAGTTCTAAATT 

ATGTTTCAGAAACAAAAGACAATGCTGTACAGTTTTATTCCTCTTCAGACATGAAAGGGA 

ACATATATATTCCATATATATGTTCAACTCTTCATAGATTGTGAACTGGCCCATCAATAT 

GGTCAGGAATATTTGCAGTCTACATTTTAAAGCCAATTTATTTAGAAAAAAAAATTTGAG 

CTTTAATTCTTTAATTTTAAGAGAAGTAATATTGTGAACTATGTATTTTAAAATATGATC 

ATGGACACACAATGATGAATTTTTTGGCCATTTACATAGACATATCTATTAAGTGGAAAG 

AAGGCTTTCTGAAGTCTGTTTGCACAGGTGGCATTTGCTTCCAATTGTAGCTAGCGCACA 

GAGCTTTGGAAGCCTGTCATTATGAGATACAGTCGGTTTACCTCAGGAGTCAATTCAGTG 

TTGTACTGGTGACCTGGGATGCAGTAGTAGGCACTGTTGATTCAAATTTATCCTGTGAAA 

CTGGCTTTATAGAGTTAACAAAACAGAGTCAGAGACCACTGTCTTAACAGTGGAAGATGC 

AAATAAGTTTTTGAGAATAAAACTGGATTTTGAAATTTTACATTAGTACTTGACAAAAGT 

TTTCATTTTGCCTTGAATGGAACCTACTAAAAAGAGAGATGAAAAAAAATCAGCGAGGTT 

GATGTAGATAATAATTTCTATGGGACCAAAGACTAGACAGAATTCAGTAAGTCACATGAA 

GTAATGGTCATGCCTGTACATAAAGCATATTTCATGTTTGATTTAGATGACATTCAAAT^A 

AAATCATGGGACTGAATATACCTGGGGTATCCTATCTTGTACAAATGCATGCTTTTTCAT 

TAAATTTGTAATGATGTTTAATGAACATTTCCACCAAACATTATTTCCTCTAAAAATGTT 

AATTTGGGGTTAAAACCATCACCATTTGAATTTCAAATGTAGTTTTCATGACAATTTTAT 

ATTGATGTGTGTTTACAATGAGAAAATGGCATGAAAATATTAAATTGTCTTGTATCG 

Gene 7. >ENST000003 17008 cDNA sequence 

ATGCAACGCGGGCCGCTGTCGCCCAGTCCCAGTGACGGTCTTGGCGCGCTCGGAACTACG 
TATCCCGGCGTGCACCGCGGACAGAGCATGGCGGGACTACGAGTCCCAGCGTTCAACGCA 
GGCCTGCGTGCCATTACCCCATCACGCGCTGAGACCCAGCATCCCGAGACTACGAGTTCC 
GGCATGCACCGCGAGCCGCTCTCCTCCACTCCCATCGCGCACTGGGAAGGCGCCCAGTCC 
CCAGGAGCACAATCTGTCCTGGCCATGCTTGTCCACCGAACTGCAGCTTACACTCTGCAG 
GTCCTGGAGCCCAAGAAAGACCCCGGGAGGGAGCTCCCGGCCACGCCCAGGTCCTGGGCC 
CCGGCGAGGCAGCCATCACCACTTCACAGCATCCGACAGACAATGCCGGCAAAACCCAGC 
CTGGTAAAGAGGGAGAGAAGGAACCAGGCTTTGGCAAGAGAGGCGCCGTGGTTTCCCCAG 
AGAACACAGTGGAAGACTTCCGAAGGGCCAGGTTCCTCCTCAGGGCGGAGGGGGCGGCGC 
TGA 

Gene 8. >ENST00000217537 cDNA sequence 

CGGGGCGTGCGCGTCCTCCTCCCCAGGCCCGCCGCCTCCCTGCCAAGAATCTGAGAGAGG 
CCGAGTGGAGTTCGGTCCTTCTCTGAACACTTTTAGCTGAGAGTACCAGCATCCAACTGG 
GAGCGTTGTCATTGCATTTCCACATTCCCAGGAAAGCCCAGGTGCTGGCTGCCAGCTGCT 
GCGCCCCCCATGTAGAAGGTGCACCTCCTGGGAGCAGGCACGTCTTTTGGCTCTTCTGAC 
CATGGAGAGATAGGACGGTCCCTGCAGCCCGCGCGACAGAAAGCTGTGCCGCCACCACCG 
GCCGCGCCCGTCCTTCGGATGGATCGCAACAGAGAGGCCGAGATGGAGCTGAGGCGAGGC 
CCCAGCCCCACCAGGGCCGGCCGGGGCCACGAGGTGGATGGGGACAAGGCTACCTGCCAC 
ACCTGCTGCATCTGCGGCAAGAGCTTCCCCTTCCAGAGCTCGCTTTCGCAGCACATGCGC 
AAGCACACGGGCGAGAAGCCCTACAAGTGTCCCTACTGCGACCACCGGGCTTCCCAGAAG 
GGCAACCTGAAGATTCACATCCGGAGCCACCGCACGGGGACTCTGATTCAGGGACACGAG 
CCGGAGGCGGGCGAGGCGCCGCTGGGTGAGATGCGCGCCTCCGAGGGCCTGGACGCCTGC 
GCCAGCCCCACCAAGAGCGCCTCGGCCTGCAACCGGCTGCTGAACGGGGCCTCGCAGGCC 



6/1290 



FIGURE 1 (CONT'D) 



GACGGCGCCAGGGTCCTGAACGGGGCCTCGCAGGCCGACAGCGGCAGAGTCCTGCTGCGG 
AGCAGCAAGAAGGGGGCAGAGGGGTCCGCATGCGCCCCGGGGGAGGCCAAGGCAGCGGTC 
CAGTGCTCCTTCTGCAAGAGCCAGTTCGAGCGTAAGAAGGACCTGGAGCTGCACGTGCAC 
CAGGCGCACAAGCCGTTCAAGTGCAGGCTGTGCAGCTACGCGACGCTGCGGGAGGAGTCG 
CTGCTGAGCCACATCGAGAGGGACCACATCACCGCGCAGGGGCCCGGCAGCGGCGAGGCC 
TGCGTGGAGAACGGCAAGCCCGAGCTGAGCCCCGGGGAGTTCCCGTGCGAGGTGTGTGGC 
CAGGCCTTCAGCCAGACCTGGTTCCTGAAGGCGCACATGAAGAAGCACCGGGGCTCCTTC 
GACCACGGCTGCCACATCTGCGGCCGTAGGTTCAAGGAGCCCTGGTTCCTCAAGAACCAC 
ATGAAGGCGCACGGCCCCAAGACGGGCAGCAAGAACAGGCCCAAGAGTGAGCTGGACCCC 
ATCGCCACCATCAACAACGTGGTCCAGGAGGAGGTGATCGTCGCCGGCCTGAGCCTCTAC 
GAGGTCTGCGCCAAGTGCGGGAACCTGTTTACAAACCTGGACAGCTTGAACGCCCACAAT 
GCCATCCACCGCAGAGTCGAGGCCAGCCGCACGCGCGCCCCGGCCGAGGAGGGGGCGGAG 
GGGCCCTCGGACACCAAGCAGTTCTTCCTCCAGTGCCTGAACCTGAGGCCGTCGGCGGCC 
GGCGACTCGTGCCCTGGCACGCAGGCCGGACGGCGGGTGGCTGAGCTGGACCCGGTCAAC 
AGCTACCAGGCCTGGCAGCTGGCCACGCGGGGTAAGGTGGCCGAGCCGGCCGAGTACCTC 
AAGTACGGGGCCTGGGACGAGGCGCTGGCCGGGGACGTGGCCTTCGACAAGGACAGGCGC 
GAGTACGTCCTGGTGAGCCAGGAGAAGCGCAAGCGTGAGCAGGATGCACCAGCCGCGCAG 
GGGCCCCCGCGGAAGCGCGCGAGCGGGCCTGGGGACCCCGCGCCCGCCGGCCACCTCGAT 
CCCCGCTCGGCCGCGCGCCCCAACCGCAGGGCCGCAGCCACCACCGGCCAGGGCAAGTCC 
TCCGAGTGCTTCGAGTGCGGCAAGATCTTCCGCACCTATCATCAGATGGTGCTGCACTCA 
CGCGTGCATCGCCGCGCGCGCCGCGAGAGGGACAGTGACGGGGACAGGGCGGCGCGGGCC 
CGCTGCGGATCACTCAGTGAGGGTGACTCGGCCTCCCAGCCCAGCAGCCCTGGCTCCGCC 
TGTGCCGCTGCTGACTCCCCGGGCTCTGGCCTGGCCGACGAGGCTGCCGAAGACAGTGGT 
GAGGAGGGCGCCCCTGAACCTGCACCAGGGGGACAGCCGCGCCGCTGCTGCTTTTCCGAA 
GAGGTGACTTCGACCGAGCTCTCCAGTGGAGACCAGAGTCACAAGATGGGAGATAACGCC 
TCGGAAAGAGACACCGGCGAGTCCAAGGCAGGGATCGCAGCTTCTGTGTCCATACTTGAA 
AACAGTAGCAGAGAGACTTCTAGAAGGCAAGAGCAGCACAGATTTTCTATGGACTTAAAG 
ATGCCAGCATTTCACCCCAAGCAGGAGGTGCCCGTCCCTGGTGATGGTGTGGAGTTCCCT 
TCCAGTACGGGAGCGGAGGGCCAGACGGGTCACCCTGCAGAAAAGCTGTCCGATTTGCAC 
AACAAGGAACACTCTGGGGGAGGGAAGCGGGCGCTGGCCCCAGACCTCATGCCGCTAGAT 
TTAAGTGCGAGGTCGACGCGGGATGACCCCAGCAATAAGGAGACGGCCTCCTCCCTGCAG 
GCGGCTTTAGTCGTTCACCCGTGTCCTTACTGCAGCCACAAGACCTACTACCCCGAGGTC 
CTGTGGATGCACAAACGCATCTGGCACCGCGTCAGCTGCAACTCCGTGGCTCCCCCGTGG 
ATTCAGCCCAATGGTTACAAAAGCATCAGAAGCAATTTGGTTTTCCTTTCCCGGAGCGGA 
CGCACGGGCCCCCCGCCTGCCCTCGGTGGCAAAGAATGCCAGCCTTTGCTCCTTGCTCGG 
TTCACCCGCACTCAGGTGCCAGGGGGGATGCCGGGGTCCAAAAGTGGCTCTTCTCCCCTG 
GGAGTGGTCACAAAAGCCGCTAGCATGCCTAAGAATAAGGAGAGCCATTCCGGAGGTCCC 
TGCGCTCTGTGGGCGCCCGGCCCTGACGGGTATCGACAGACCAAACCTTGTCACGGCCAG 
GAGCCACATGGCGCGGCCACACAGGGGCCCCTGGCCAAGCCCAGGCAGGAGGCTAGCTCC 
AAACCGGTGCCTGCCCCGGGTGGCGGGGGCTTCAGCAGGAGCGCCACCCCTACGCCCACC 
GTCATCGCCCGGGCTGGCGCGCAGCCCTCGGCCAATAGCAAGCCTGTGGAGAAGTTTGGG 
GTCCCCCCAGCGGGGGCTGGCTTTGCCCCCACAAATAAGCACAGTGCCCCGGACTCCCTG 
AAAGCCAAATTCAGTGCTCAGCCTCAGGGTCCACCTCCTGCAAAGGGCGAAGGGGGCGCT 
CCTCCTCTACCTCCCCGCGAGCCCCCCTCGAAGGCAGCCCAGGAGCTGAGGACTCTGGCC 
ACCTGTGCTGCGGGGTCCAGGGGCGACGCGGCCTTGCAGGCCCAGCCCGGCGTGGCTGGG 
CCCCCCGTCCTACACTCCATCAAACAGGAGCCGGTGGCCGAGGGGCATGAGAAGCGCCTG 
GACATCCTCAACATCTTTAAGACGTACATTCCAAAGGACTTTGCGACCCTCTACCAGGGA 
TGGGGTGTCAGCGGCCCTGGGTTGGAGCACAGAGGGACACTCCGGACGCAGGCCCGGCCA 
GGAGAGTTCGTCTGCATCGAGTGCGGAAAGAGCTTCCACCAGCCCGGCCACCTCAGGGCC 
CACATGCGGGCACACTCAGTGGTGTTTGAGTCCGATGGGCCTCGGGGTTCTGAAGTTCAT 
ACCACCTCCGCAGACGCCCCCAAACAAGGGAGAGACCATTCTAACACAGGTACCGTCCAG 
ACAGTGCCTCTGAGAAAGGGAACCTAAAGGCGTGTTTCCGACGCACCCCAGGTCCCCGTA 
ACGGCCATTAGCAGTACCCTCACGATGTCCCAGCAGCCTCCCACCTGTGACCTGGCCGCT 
CCATGGAAGAACAGCCGGGGAACTCCTGAGCAGACACCTCACATCCCGAGCCGCTGCGCT 
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GGAGTGGAAACTGAAGGCAGATGCCTCTCCTTGTTAAACGTTCAGAAATAAATGAAGATG 
CTATATTCTAGAAATACATGTAGATACTATATACGCATTTACGTGCTCATCGTCCATAGT 
CCCATATTTTCTTATAATAAACAGTAGTACTGGCAGGCACAGTAGGGGCACAAGGCATCT 
GTCTTATTCAAGACAAGTTTGAGACACTGGAAAAAAAGATACTTGTTGTGTGTGTTGGAC 
AGAGTGGCGAGGCTGAGCACTGTCACAGGGGCCTCCCATGTTAAGAGGGACTGTGGGGAT 
GATGTCAGAACAAGACGTGGTGGATTTGAGGTTGATCGAGTATTAATACTACTGCCTCTC 
CTTGTCTTAGTGGGTATTTAAAATAGTAAATAAGAGAGAGGAAGGAGGTGACGTTCAGGT 
GCTGTGGGAAGCAGGCTTGGCGGAGGGGTATGATGATGAGACCCTCATTGTTCACTGGCT 
CCATCGCACTCCTCCCTGGGGCCGTGTGCCTGTTCCATTCTTCCCACCATTCGAACTGAG 
CGAATCTGGCAAAGGAGACACGTCTGTGGGAATGCGTAGATTCCGCCTCGGAAGAGAGCT 
AGCGCAACACTAAGAAAAGCAGGCTTCTTGTTTATTCTCAGGACCTTTTTGTAACAGGGC 
TACATTCTGCAAACTGCTTACAAAGGAAGACTATACGTCTTAACAAATTATTTAGCCACT 
GAGTCCTCCCGATTCGGACCTGTTTTAGTAATGGCAGAAGAATCCCTGAGCAGGTTCAGG 
TGCCCTAGATGACTAGGGTGCTGAGCTCTGGCGCCTTCTGTCCCCACTCTTTGCCTCCCC 
GCCCCTTCCCTGAGCCACCCCAGCAAGTGGGTGTCTTTTCTCCCTGGGCCTGGTGACCTC 
CACAGGATGAGTGACTTTGTTCATAAAGGGTGGGGATCACCAGCCCCTTGGGTGGGGGAC 
GGCTTCATATACCTCTTCCTCAGTAATGCAAATGCGAGTTTTTGTGGTGGGGGTTAAGGC 
CCATAACAAAGGATCTTAAACCATGCAGTGTACGCAATTGAAATGGTATTCCACAGATAT 
AAATATTTTCTTTTCCCATTGCCGTGACACTATGTGTGATGGTAATATTTCTGAGAGTTT 
CAGATTTTTGCACATATGATTTTATGCATTATCAAAAGTTACTGCTGCCTTGAATGAAAA 
TGTTCTGTGAAATTTTTTGCAAAAGCTTTACTAGGTTTTTTTTTAATTGTGAAATTTTGT 
AAAGGCAGGAAATGGATTAAAACGAGCATGCTAAATATATTTTTCAAAAAAGCAATAATT 
TTACATGTACAGAAATTATCCTAACCTTTAATACTGGCGAGAGCAACAGTTTACTTAATA 
CGGTAATGGACTAGTGCAGTTTTTGTAGACAGTGGGCTTCTGATACAAAGTCTTGTTTAA 
ACACAGACACACACACACACAAACACACACACACACCCTAAAGTGTGGGTTTCCTGTTCT 
AATGATTTGTTGAATATTATTATATTATTATTATTATTATTATTATTATTGTTATTGTTA 
TTAGTAATGTTTGGTTCTGGATTCTACTTGTTACTGAGTTTAAATTACTTGACGGTTCAG 
GTTACTTTGCAACACTTTCAAACGATGCAATGTAACTGGCTAGCTTATATATATATATAT 

AGATATGTACGAAAATGATCTGTCCTGTTGGTGTAATTAGGAATGTCCATGCAGATACAG 

TTAAACAACTGTAATTGACTGTTCTGTAAAGTTATTTTGGGCAAAGTTGCGGAGACACAT 

TCCTCTGTCCACCTAAGAAATCAGAAGACTCTTCTGTTGATTTATGTTTAATCATTTCAG 

TAGTTTCCCCACAGTGATCATTTCTGCATTTTCTGGCTTTTGTTTTCTTGGCTGAAAGTG 

AATGGTGACTGTTAGGAATGTCAGGGACTAGTGACCCAGTCCTGTTTCTCTGTGTTTTAG 

TTATTAAAAAGAAATTCTGTACCCAAAGTG 

Gene 9. >ENST00000269601 cDNA sequence 

GCGGAGTTTGCGTGTGCGGGCGGGACCGGATTTCGTCCGTGGGCCCGGGGGCGGCGGGGG 
CCGGGGAGTGAGGGGCCGGCTGAGCCCACCTCGCTGGGCCCTCCCTGGCGCCCCGCCTTG 
GGCGGCGGCGAGCGCGCGGGCCGCCATGTCGTACATGCTCCCGCACCTGCACAACGGCTG 
GCAGGTGGACCAGGCCATCCTCTCGGAGGAGGACCGCGTGGTCGTCATCCGCTTCGGCCA 
CGACTGGGATCCTACGTGCATGAAGATGGACGAGGTCCTGTACAGCATCGCCGAGAAGGT 
TAAAAATTTTGCAGTTATTTATCTTGTGGATATTACAGAAGTGCCTGACTTCAACAAAAT 
GTATGAGTTATACGATCCATGTACTGTCATGTTTTTCTTCAGGAACAAGCACATCATGAT 
TGACTTGGGGACTGGCAACAACAACAAGATTAACTGGGCCATGGAGGACAAGCAGGAGAT 
GGTGGACATCATCGAGACGGTGTACCGCGGGGCCCGCAAAGGCCGCGGCCTGGTGGTGTC 
CCCCAAGGACTACTCCACCAAGTACCGCTACTGAGGCGCCCTCAGTCTGCGCGGATAAAT 
GTCGTGGAGCCCTTTTTGTATGGAAACGTTTTAAGCTATTTAAAGCCTTTGGAAAATACA 
GGAAGCTCCAGGGCTGGAGCACCTCTGAGATGGAATTGATAACATGGTCTTAACTCACCG 
AAATAAACAAGCACGTGGTGAGAGGAGCAGGCCTACTTGTTTGTTCTCAGGAAACTTAAT 
GAATAGATTACTGATTTTCCTAGTCAAAGTTAATTCTTACCCTTGGAGTAAAACGAAGGT 
GTTTATCCTGTGAGCCTGTGCGTTTTGCATACTGGGTTGGTTTGCTGGGGCTGCGGTGAC 
AGCATATGCCGCGAGCTGGGCTTTAACAGAGATGTGTGCTCTCACAGCTTTGCAGGCGGG 
GGTCTGAGATCAGGGTGTCGCGGGTGGGGGGTCACTGCTGAGGCCGTGAGGGGAATCTGC 
TCAGGCCTGTCCCTGGCTTCTGGGGGCTGCTGGTGGTATTTTCAGTTCCTTGGTGTGTGG 
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ATACTTCGCCCCATCTCTGCCTTCACCTGTGTCCTCCCTGTGTGGGTGCTGGTGTCCAAA 
ATTTCCCCTTTTCGTAGTGACACCAGCTGTGTTGGATTGGGGCCCACCCTGCTCCAGCAT 
GGCCTAATCTTAACTAATTACATTTGCAAGGATCTTATGTCCACAAAAGTCACAGTCTGA 
GGTGCTGGGGGTTAGGACTTCAATATATAAATTTTGCGGTTACACAATTCAATCCATGAC 
AGAATCCAAAGGTTTACTCTGGTTATAAAAACAGTACAATAAAATATTGTTTATAGCCTT 
CCCTGTAAGG 

Gene 10. >ENST00000306735 cDNA sequence 

ACACGCCGCCTGCCAGGCGTGAGTCTTCCTCCCGCTCTGCGCCGTCGCCCCGCCCACACG 
CCGCCACCCTCGCGTCAGTTGTCGCTCCGCGCCTGCGCCCGTTGTCTCCCTGCTCGCTCC 
GGGTCCCGGCGCCGCGCCATGTGGGCTGCGGCGGGCGGGCTGTGGCGCTCCCGCGCGGGT 
CTCCGGGCCCTGTTCCGTAGCCGCGATGCTGCGCTATTTCCAGGCTGCGAGCGGGGACTT 
CACTGCTCTGCTGTCTCCTGCAAGAACTGGCTCAAGAAATTTGCCTCGAAAACCAAAAAA 
AAGGTTTGGTATGAAAGTCCTTCCTTGGGTTCTCACTCGACTTACAAACCATCCAAGTTG 
GAATTCCTCATGAGGAGCACCTCAAAGAAAACCAGGAAGGAAGACCATGCGCGCCTGAGG 
GCCCTGAACGGCCTCCTCTATAAGGCACTGACAGACCTGCTGTGTACCCCTGAAGTGAGT 
CAGGAGCTGTATGACCTTAACGTGGAGCTCTCCAAGGTTTCCCTGACTCCAGACTTCTCA 
GCCTGCCGAGCGTACTGGAAGACAACGCTCTCTGCTGAGCAGAACGCACACATGGAGGCT 
GTCCTGCAGAGAAGTGCCGCGCACATGAGGCACCTTTTGATGTCCCAGCAGACCCTGAGG 
AATGTGCCACCGATAGTGTTTGTTCAAGACAAGGGAAATGCAGCTCTAGCTGAGCTTGAT 
CAGTTACTGGCAGTCGCAGACTTTGGACCCCGGGATGAAAGAGACAACTTTGTACAAAAT 
GATTTCAGGGACCCTGATGCCCCACAACCCTGCGGCACCACAGAGCCGACCACAAGCTCC 
AGTCTGTGTGGGATCGATCATGAGGCGCTCAACAAGCAGATTATGGAGTACAAAAGGAGG 
AAAGATAAAGGGCTCGGGGGCCTGGTGTGGCAGGGGCAGGTGGCTGAGCTGACAACGCAG 
ATGAAAAAGGGAAGGAAGAGGGCCAAGCCCCGCCTGGAGCAGGACAGCTCCCTCAAGAGT 
TACCTGTCAGGCGAGGAGGTTGAAGATGACCTGGACCTGGTTGGTGCCCCGGAGTACGAA 
TGCTATGCCCCGGACACAGAGGAGTTGGAGGCAGAGAGAGGAGGTGGCAGAACAGAGGAT 
GGCCACAGCTGCGGAGCAAGCAGGGAGTAGATGGAGAGGCTCTGCCCATCCCACATTTGC 
AGGGAAAAGCATTGGCACGCAACGCAGCATGTGGCTTCATTGAGGCAGTTGATGGAGTTA 
AACCATCTGCTCTTCTGCTACTTCAACATTTTCTAGCTTTTCCGTGTATCTAAA.CACAAT 

CCATCTTATCACAGATTCTCAC 

Gene 11. >ENST00000262197 cDNA sequence 

CCTGCTCGCTCCGGGTCCCGGCGCCGCGCCATGTGGGCTGCGGCGGGCGGGCTGTGGCGC 
TCCCGCGCGGGTCTCCGGGCCCTGTTCCGTAGCCGCGATGCTGCGCTATTTCCAGGCTGC 
GAGCGGGGACTTCACTGCTCTGCTGTCTCCTGCAAGAACTGGCTCAAGAAATTTGCCTCG 
AAAACCAAAAAAAAGGTTTGGTATGAAAGTCCTTCCTTGGGTTCTCACTCGACTTACAAA 
CCATCCAAGTTGGAATTCCTCATGAGGAGCACCTCAAAGAAAACCAGGAAGGAAGACCAT 
GCGCGCCTGAGGGCCCTGAACGGCCTCCTCTATAAGGCACTGACAGACCTGCTGTGTACC 
CCTGAAGTGAGTCAGGAGCTGTATGACCTTAACGTGGAGCTCTCCAAGGTTTCCCTGACT 
CCAGACTTCTCAGCCTGCCGAGCGTACTGGAAGACAACGCTCTCTGCTGAGCAGAACGCA 
CACATGGAGGCTGTCCTGCAGAGAAGTGCCGCGCACATGAGCTTGATCAGTTACTGGCAG 
TCGCAGACTTTGGACCCCGGGATGAAAGAGACAACTTTGTACAAAATGATTTCAGGGACC 
CTGATGCCCCACAACCCTGCGGCACCACAGAGCCGACCACAAGCTCCAGTCTGTGTGGGA 
TCGATCATGAGGCGCTCAACAAGCAGATTATGGAGTACAAAAGGAGGAAAGATAAAGGGC 
TCGGGGGCCTGGTGTGGCAGGGGCAGGTGGCTGAGCTGACAACGCAGATGAAAAAGGGAA 
GGAAGAGGGCCAAGCCCCGCCTGGAGCAGGACAGCTCCCTCAAGAGTTACCTGTCAGGCG 
AGGAGGTTGAAGATGACCTGGACCTGGTTGGTGCCCCGGAGTACGAATGCTATGCCCCGG 
ACACAGAGGAGTTGGAGGCAGAGAGAGGAGGTGGCAGAACAGAGGATGGCCACAGCTGCG 
GAGCAAGCAGGGAGTAGATGGAGAGGCTCTGCCCATCCCACATTTGCAGGGAAAAGCATT 
GGCACGCAACGCAGCATGTGGCTTCATTGAGGCAGTTGATGGAGTTAAACCATCTGCTCT 
TCTGCTACTTCAACATTTTCTAGCTTTTCCGTGTATCTAAACACAATTTGCTACACAAGT 
CACTGTTTTTTTTTCCATGCACTGTGTGTAATTTAAAAATTAAATGGCCATCTTATCACA 
GATTCTC 

Gene 12. >ENST00000262198 cDNA sequence 
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GGGGACCAGTCGCGCTGGGGGTGGGCGCGCGCTGAGGCGGGGGTCCCGCCGCGCGGGGCG 
GAGGCGCGGGCGGGCGCAGGCGGCCCCACGGGACGCGGCTGCGCTCGGCGGAAGACGCGG 
CAGCCCTGCGAGAGGCAGCAGCGGAGACGCGGTGCTCCTCGGGCGCCAAGCGGAAAATTT 
CAAAAATGTTTCAAATTCCTGTGGAAAATCTTGACAACATCAGAAAGGTGCGAAAAAAGG 
TGAAA.GGTATTCTTGTGGATATTGGGCTTGACAGCTGCAAGGAGTTACTGAAGGACCTTA 
AAGGCTTTGATCCAGGAGAGAAATACTTTCATAACACATCATGGGGTGATGTTTCTCTCT 
GGGAACCTTCTGGAAAGAAAGTGAGATATCGAACAAAGCCATACTGTTGTGGCCTCTGTA 
AATACTCTACAAAGGTGCTTACTTCATTCAAGAATCATTTACATCGTTACCATGAAGATG 
AAATTGACCAAGAGCTGGTGATCCCTTGCCCAAACTGTGTATTTGCATCTCAGCCCAAAG 
TTGTGGGAAGGCACTTCAGAATGTTCCATGCACCTGTCCGGAAAGTCCAGAACTACACAG 
TGAATATTTTAGGTGAAACTAAATCATCTAGGAGCGATGTGATAAGTTTCACATGTCTAA 
AATGTAACTTTTCAAACACTTTGTACTACAGCATGAAGAAGCATGTGCTGGTAGCCCATT 
TTCACTACTTAATTAACTCCTACTTTGGCCTAAGAACTGAGGAAATGGGTGAGCAACCGA 
AAACTAACGATACTGTTTCTATAGAGAAGATCCCACCACCTGACAAATATTACTGTAAAA 
AGTGCAACGCCAATGCCAGCAGCCAGGATGCGTTAATGTATCACATTTTGACATCAGACA 
TACACAGAGATTTGGAGAATAAGCTTAGATCTGTGATTTCAGAACATATTAAGAGGACTG 
GACTCTTGAAGCAAACGCACATTGCTCCAAAACCAGCAGCACATTTGGCTGCACCAGCAA 
ATGGCAGTGCTCCAAGCGCTCCAGCGCAGCCTCCTTGCTTCCATCTTGCTTTGCCACAGA 
ACAGTCCAAGCCCAGCCGCAGGACAGCCAGTGACTGTGGCCCAGGGTGCCCCTGGAAGCC 
TCACTCATTCCCCCCCTGCTGCTGGCCAATCCCACATGACTCTGGTCTCCAGCCCTCTGC 
CTGTGGGCCAGAACAGCCTCACCCTGCAGCCCCCAGCACCTCAGCCCGTCTTTCTTTCTC 
ACGGGGTTCCACTTCATCAGTCTGTGAATCCTCCTGTGTTGCCCTTGAGTCAGCCAGTCG 
GACCTGTCAATAAGTCTGTTGGAACTAGTGTCCTCCCCATAAATCAGACTGTTCGCCCTG 
GGGTTTTACCCCTCACCCAGCCTGTGGGACCCATAAACAGACCTGTTGGGCCTGGTGTTC 
TTCCTGTGAGCCCCTCTGTCACCCCTGGGGTCCTGCAGGCTGTCTCGCCAGGGGTGCTTT 
CTGTGAGTCGGGCGGTCCCGTCTGGAGTCCTTCCTGCAGGCCAGATGACTCCTGCAGGCC 
AGATGACTCCTGCAGGGGTTATCCCTGGGCAAACAGCAACTTCTGGGGTTCTTCCTACTG 
GCCAGATGGTCCAGTCAGGAGTTCTCCCTGTGGGCCAGACAGCTCCGTCACGGGTTCTTC 
CCCCAGGCCAGACAGCCCCATTGAGGGTTATCTCTGCAGGCCAGGTGGTCCCGTCTGGGC 
TTCTTTCTCCCAACCAGACAGTCTCCTCCTCAGCTGTTGTGCCTGTAAACCAGGGTGTGA 
ATTCTGGTGTTCTGCAGCTTAGTCAGCCTGTTGTGTCGGGAGTTCTTCCTGTGGGCCAGC 
CAGTGAGGCCTGGGGTCTTGCAACTCAACCAGACTGTGGGCACCAACATTCTGCCTGTGA 
ATCAGCCAGTGAGACCTGGTGCTTCGCAGAACACCACCTTCCTGACATCAGGCTCTATTC 
TCAGACAGCTCATCCCTACAGGGAAACAAGTGAATGGGATTCCAACCTACACGCTGGCCC 
CCGTGTCTGTCACTCTGCCGGTTCCCCCTGGAGGCCTTGCGACTGTCGCTCCGCCCCAGA 
TGCCCATCCAGCTCCTGCCGTCAGGTGCAGCTGCACCAATGGCCGGTTCCATGCCCGGCA 
TGCCCTCTCCTCCAGTGCTGGTGAATGCTGCTCAGAGCGTGTTTGTTCAGGCCTCCTCCT 
CTGCAGCAGACACAAACCAGGTGCTCAAACAGGCCAAGCAGTGGAAGACCTGCCCTGTCT 
GCAACGAGCTCTTTCCGTCCAACGTCTACCAGGTCCACATGGAGGTAGCGCATAAGCACA 
GCGAGTCCAAGTCTGGTGAGAAACTTGAGCCTGAAAAACTGGCAGCGTGTGCACCATTTC 
TAAAGTGGATGAGAGAGAAAACGGTGCGATGTCTGTCTTGTAAGTGCTTGGTCTCTGAGG 
AAGAGCTTATACACCACTTGCTGATGCATGGCTTGGGGTGCTTGTTCTGTCCATGCACCT 
TCCATGATATCAAAGGTCTTTCAGAGCACAGCAGGAATAGGCACCTGGGGAAGAAGAAGT 
TGCCTATGGATTATAGCAACAGAGGTTTTCAATTAGATGTCGATGCCAATGGCAACCTGC 
TCTTTCCCCACCTTGATTTCATCACCATATTGCCAAAGGAGAAGCTTGGGGAGCGGGAAG 
TCTACTTGGCAATCCTGGCTGGGATACACTCCAAGTCACTGGTGCCTGTGTATGTGAAGG 
TGAGGCCTCAGGCTGAGGGCACCCCCGGGAGCACCGGCAAGCGAGTGTCCACCTGCCCCT 
TTTGCTTTGGCCCCTTTGTGACAACTGAGGCCTATGAGCTGCATTTGAAGGAGAGGCACC 
ACATCATGCCCACAGTCCACACGGTCCTGAAGTCTCCCGCCTTCAAGTGCATCCACTGCT 
GTGGGGTCTACACGGGAAATATGACCCTGGCTGCCATCGCCGTCCATTTGGTGCGCTGCA 
GAAGTGCTCCCAAGGACAGCAGCTCAGACCTGCAGGCCCAGCCGGGTTTTATTCACAACA 
GTGAACTGCTTTTAGTCAGTGGTGAAGTGATGCATGATTCCAGTTTTTCTGTTAAGAGAA 
AGCTGCCTGACGGCCACTTAGGGGCCGAAGACCAGCGGCATGGGGAGGAGCAGCCTCCCA 
TCCTAAATGCCGATGCAGCCCCGGGTCCAGAAAAGGTGACGAGTGTTGTGCCTTTTAAAA 
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GACAAAGGAATGAAAGCAGAACAGAGGGACCTATTGTCAAGGACGAGGCTCTTCAGATTT 

TAGCATTAGATCCTAAAAAATATGAAGGCCGTTCTTATGAAGAAAAGAAGCAATTTCTTA 

AAGATTATTTCCATAAGAAACCATATCCTAGTAAAAAGGAAATAGAACTGTTGTCCTCAC 

TCTTTTGGGTGTGGAAAATTGATGTGGCTTCATTTTTTGGAAAAAGAAGGTATATTTGCA 

TGAAAGCAATAAAAAATCACAAGCCTTCTGTACTTTTAGGCTTTGATATGTCTGAACTTA 

AAAATGTGAAACATAGATTGAACTTTGAATATGAACCATAAAACTTGCAAAAAAAAAAAA 

AAGTAACTCTAAAGTAGTAGGTAGATTTTTTTCAGTTGAAATTTCACAGTGTTGTCCTCA 

CTGTGTTGGTGAATCAACCTCAGTGGTCACTGTGCTGCTCTGCAGAGTTACTTCAGGTGC 

TGGAGAGACCCCTGTTACCAGGAAGCCAGTAGTTATTTCACATCTATTGTTTCCTGCAGT 

TTGATTTGTAACAGAACAGTTGTTTTCAGGTTTTTTTCTCTGTCATGTAAATGAAATCTT 

TTGATATTTCATGCACGCCTTGTTTTCCCACTAGTGTCAGTATCGTATGATAAGAAACTG 

AAATCTATAAATAATTTGCTTTTTCATTAAGGACATTTCAGCCTTTTTCAGAATACTTGA 

TTTAACTGCGAGTGGAAGCATCGATCTCCTTCAGCTTTCCCTGTAGCAGCAGATGGTACA 

GTGAGTGTTCAGAGACGTGGGTACAAACCCTGTGATGTATGTATAAGGCTCCCTGAGGAT 

GCACTGCATTAACTTACGCTGACTTCTTTGTAAGATCTTTGCTTATAGATTATAATTTAG 

ATCTGTATTTTTTTAGGTTTATCCTAATAGCTGTTTTTTTTTTTAACCATAACTCATAGA 

AAATCAAATGTTTTTATTTGTTAAAAGTAGACTGAATTTGACATCTGGTATGCTGGTATG 

TAGCTCATACATCAAGAGTTATTTTACAAATAAATTTATTCTGTAGATGC 

Gene 13. >ENST00000316249 cDNA sequence 

ATGGAGCCATGGCCCTGCTCCCCGGGCGGCGGCGGCGGGACCCGCGCCCGGCACGTCATC 
ATCAACGTGGGCGGCTGCCGCGTGCGCCTGGCATGGGCCGCGCTGGCGCGATGCCCCCTC 
GCGCGCCTGGAGCGCCTGCGCGCCTGCCGCGGCCACGACGACCTGCTGCGCGTGTGTGAC 
GACTACGACGTGAGCCGCGACGAGTTCTTCTTCGACCGCAGCCCGTGCGCCTTCCGCGCC 
ATCGTGGCGCTTTTGCGCGCAGGGAAGCTGCGACTGCTGCGGGGCCCGTGCGCGCTGGCC 
TTCCGCGACGAGCTGGCCTACTGGGGCATCGACGAGGCGCGCCTGGAGCGCTGCTGCCTG 
CGCCGCCTGCGCCGCCGCGAGGAGGAGGCGGCCGAGGCCCGCGCGGGGCCGACGGAGCGC 
GGGGCGCAGGGGAGCCCGGCGCGCGCCCTGGGACCTCGGGGGCGGCTGCAGCGCGGCCGG 
CGGCGCCTGCGCGACGTGGTGGACAACCCGCACTCGGGGCTGGCGGGCAAGCTCTTCGCC 
TGCGTGTCCGTGTCCTTCGTGGCCGTCACGGCCGTGGGCCTCTGCCTGAGCACCATGCCG 
GACATCCGCGCCGAGGAGGAGCGGGGCGAGTGCTCCCCCAAGTGCCGCAGCCTGTTCGTG 
CTGGAGACCGTGTGCGTGGCCTGGTTCTCCTTCGAGTTCCTGCTGCGCTCCCTGCAGGCC 
GAGAGCAAGTGCGCCTTCCTGCGCGCGCCACTCAACATCATTGACATCCTGGCGCTCCTG 
CCGTTCTACGTGTCGCTGCTGCTGGGGCTGGCGGCAGGCCCGGGCGGGACCAAGCTCCTG 
GAGCGCGCGGGGCTGGTGCTGCGGCTGCTGCGTGCGCTGCGCGTGCTCTACGTGATGCGC 
CTGGCGCGCCACTCGCTGGGGCTGCGTTCGCTGGGCCTGACCATGCGCCGCTGCGCGCGC 
GAGTTCGGGCTGCTGCTGCTGTTCCTCTGCGTGGCCATGGCGCTCTTCGCGCCACTGGTG 
CACCTGGCCGAGCGCGAGCTGGGCGCGCGCCGCGACTTCTCCAGCGTGCCCGCCAGCTAT 
TGGTGGGCCGTCATCTCCATGACCACCGTGGGCTACGGCGACATGGTCCCGCGCAGCCTG 
CCCGGGCAGGTGGTGGCGCTCAGCAGCATCCTCAGCGGCATCCTGCTCATGGCCTTCCCG 
GTCACCTCCATCTTCCACACCTTTTCGCGCTCCTACTCCGAGCTCAAGGAGCAGCAGCAG 
CGCGCGGCCAGCCCCGAGCCGGCCCTGCAGGAGGACAGCACGCACTCGGCCACAGCCACC 
GAGGACAGCTCGCAGGGCCCCGACAGCGCGGGCCTGGCCGACGACTCCGCGGATGCGCTG 
TGGGTGCGGGCAGGGCGCTGA 

Gene 14. >ENST00000316111 cDNA sequence 

CAGGTTTGGAAGGCGCTTTGAGTCCCCGCTGCTGTGGCAGAGCGCCATCATGATCCTGAC 
CATGCTGCTGATGCTGAAGCTGTGCACCGAGGTCCGTGTGGCCAACGAGCTCAACGCCAG 
GCGCCGCTCCTTTACAGACTTCGACCCCCACCACTTCTGGCAGTGGAGCAGCTTCTCGGA 
CTACGTGCAGTGCGTCCTGGCCTTCACGGGCGTGGCGGGCTACATCACCTACCTGTCCAT 
TGACTCCGCCCTGTTTGTGGAGACCCTGGGCTTCCTGGCTGTGCTGACCGAAGCCATGCT 
GGGTGTGCCCCAGCTTTACCGCAACCACCGCCACCAGTCCACGGAGGGCATGAGCATCAA 
GATGGTGCTCATGTGGACCAGTGGTGACGCCTTCAAGACGGCCTACTTCCTGCTGAAGGG 
TGCCCCTCTGCAGTTCTCCGTGTGCGGCCTGCTGCAGGTGCTGGTGGACCTGGCCATCCT 
GGGGCAGGCCTACGCCTTCGCCCGCCACCCCCAGAAGCCGGCGCCCCACGCCGTGCACCC 
CACTGGCACCAAGGCCCTCTGACAGTGGGGAGGACGAGGATGTGGGACCGCCAGCCGCGG 
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GCACTGGTGGGCCCTGACCTCCCCGCGGGGAGGGTGGGTGCTGTGGCCCCTGCAGGTGTG 
GCAGAGATGGGGCATGGGCATTGGGGTCTCCATCAGCCTCTGTGGGGTGTCTCAGGGTGG 
GCAGTGGGGGTGGGGCTGGGACGCTGTTTGTGCTCAGCGGGGACAGCCAGGGTTGATCTG 
GCCCCGAGGGTTTTGGATGTTTTTAGGATGACATAAAAAGCAAGTGTTTTCCCCATTTCC 
TCTTATGAAACACCGTCTGAGCCCAAGGTACACATTGGGCGGCCTGCAGGAACCTGCTCC 
AGGTGGACACACGGGCCAGCAGCCGCGAACCTTGAAGCTGGGGTGACCGCAGGAGACCCT 
GTAAGGCCTGTGAGCGGAGCCCTCGACCCCGTGACACCCTGGCCAGACACCCTGCTTGGA 
CTGGGGTGGCCTCTGCTACCCAGGGGTCTGGCACGGGGGAGGGCTGGGGCTTTCTCTGCC 
TGGTACACACGGAAAGGCGGCTGTGCGGACGCAGGGTCACCGTGCTCCGGGTTTTCTGAC 
AGTCGGTGTTTCCTGGGCCTTTGGAGTGGCTGCGAGGCCTGAACGCCTTGTGGATCCGCT 
GTGTCCAGCCCGGCTGAGCATCGCCAGGGCTAGCTCATGCTGCTCTTGTCAGCCTCTGGT 
TCTCCTCGAGTCCTTGGGGACGTGGCAGATGCCAGCGACCATCAGACAACGTGGAGGCCC 
TCATGGGCAATGGCTGAGGGGGCCGGGCTGAGGCTGTGCACATGCAGTCTGCACGCCACT 
CTTGGGCTCTGCTGGCGGAGATCCCCTTCCTTCTGGGTGCAGACTGCACCTCCGGATGCA 
GTTTTGATGTCCATCTTCCAGGAGAGACGGTCTCGGGTCCAGGGAGTGGAGGGGGCTGCC 
CCTGCCGTGCAGGTCCTGGCCGATGGCGCCTTACCCTGCTGCCCTGGGCTTTTGGCCTGA 
AGCAAATTCCTGAGTGGGGGGTACTGGGGCCTGCCGCATCCTGTCCTGTCCACTGCCCAC 
CCCCGTGTGCTGGCTCCCTCACTTCTGGCTGCAGTGGGAGCCGCCAGTCTGACCCTTGTC 
ACCGCACGCTCTGCCCCCACCCCGTTGCAAGAGGTCACACCATGTCAGCAGCCTTGCACT 
GACCGCAGCCGGCCCCCAGGCCTCAGAGTTCTGGATGCTTCCGTGCGGCTCCAACAGGCA 
TCGTCTTCCCTTCCGCAGGTGGAGGGGCCGCTTCCCGCAGGCATCTGAGCTCTGTGCCGG 
GGCCGTGGCCATGGGAAGATGTTCCACGCTGCCTCCTCCTCGAGTTTTCCTCGGAAACAC 
TCTTGAATGTCTGAGTGAGGGTCCTGCTTAGCTCTTTGGCCTGTGAGATGCTTTGAAAAT 
TTTTATTTTTTTAAGATGAAGCAAGATGTCTGTAGCGGTAATTGCCTCACATTAAACTGT 
CGCCGACTGCAGGCGCAGTGACTGCTGAATGTACCCTGTGTGGCGACTTGGAATCAATAA 
ACCATTTGTGGATCCTG 

Gene 15. >ENST00000262199 cDNA sequence 

CGCAGGCCCCGAGGCCGCAGGAGCGCGCGGAGCGGCGATGAGCAGGCGGCCGGTGGCCCG 
CGGGGCGCGGAGCCCGTGACAGCCTCGGCCAGGCGGGCGCTGCGATGGAGGCCGAGGGCC 
TGGACTGGCTCCTGGTGCCACTGCACCAGCTGGTGTCCTGGGGCGCGGCCGCGGCCATGG 
TCTTCGGAGGGGTGGTGCCCTACGTCCCGCAGTATCGGGACATTCGCAGGACGCAGAACG 
CCGACGGCTTCTCCACCTACGTGTGCCTGGTGCTGCTGGTGGCCAACATTTTGCGGATAC 
TCTTCTGGTTTGGAAGGCGCTTTGAGTCCCCGCTGCTGTGGCAGAGCGCCATCATGATCC 
TGACCATGCTGCTGATGCTGAAGCTGTGCACCGAGGTCCGTGTGGCCAACGAGCTCAACG 
CCAGGeGCCGCTCCTTTACAGCTGCAGATAGCAAGGATGAAGAAGTCAAGGTTGCCCCCA 
GGCGGTCCTTCCTGGACTTCGACCCCCACCACTTCTGGCAGTGGAGCAGCTTCTCGGACT 
ACGTGCAGTGCGTCCTGGCCTTCACGGGCGTGGCGGGCTACATCACCTACCTGTCCATTG 
ACTCCGCCCTGTTTGTGGAGACCCTGGGCTTCCTGGCTGTGCTGACCGAAGCCATGCTGG 
GTGTGCCCCAGCTTTACCGCAACCACCGCCACCAGTCCACGGAGGGCATGAGCATCAAGA 
TGGTGCTCATGTGGACCAGTGGTGACGCCTTCAAGACGGCCTACTTCCTGCTGAAGGGTG 
CCCCTCTGCAGTTCTCCGTGTGCGGCCTGCTGCAGGTGCTGGTGGACCTGGCCATCCTGG 
GGCAGGCCTACGCCTTCGCCCGCCACCCCCAGAAGCCGGCGCCCCACGCCGTGCACCCCA 
CTGGCACCAAGGCCCTCTGACAGTGGGGAGGACGAGGATGTGGGACCGCCAGCCGCGGGC 
ACTGGTGGGCCCTGACCTCCCCGCGGGGAGGGTGGGTGCTGTGGCCCCTGCAGGTGTGGC 
AGAGATGGGGCATGGGCATTGGGGTCTCCATCAGCCTCTGTGGGGTGTCTCAGGGTGGGC 
AGTGGGGGTGGGGCTGGGACGCTGTTTGTGCTCAGCGGGGACAGCCAGGGTTGATCTGGC 
CCCGAGGGTTTTGGATGTTTTTAGGATGACATAAAAAGCAAGTGTTTTCCCCATTTCCTC 
TTATGAAACACCGTCTGAGCCCAAGGTACACATTGGGCGGCCTGCAGGAACCTGCTCCAG 
GTGGACACACGGGCCAGCAGCCGCGAACCTTGAAGCTGGGGTGACCGCAGGAGACCCTGT 
AAGGCCTGTGAGCGGAGCCCTCGACCCCGTGACACCCTGGCCAGACACCCTGCTTGGACT 
GGGGTGGCCTCTGCTACCCAGGGGTCTGGCACGGGGGAGGGCTGGGGCTTTCTCTGCCTG 
GTACACACGGAAAGGCGGCTGTGCGGACGCAGGGTCACCGTGCTCCGGGTTTTCTGACAG 
TCGGTGTTTCCTGGGCCTTTGGAGTGGCTGCGAGGCCTGAACGCCTTGTGGATCCGCTGT 
GTCCAGCCCGGCTGAGCATCGCCAGGGCTAGCTCATGCTGCTCTTGTCAGCCTCTGGTTC 
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TCCTCGAGTCCTTGGGGACGTGGCAGATGCCAGCGACCATCAGACAACGTGGAGGCCCTC 
ATGGGCAATGGCTGAGGGGGCCGGGCTGAGGCTGTGCACATGCAGTCTGCACGCCACTCT 
TGGGCTCTGCTGGCGGAGATCCCCTTCCTTCTGGGTGCAGACTGCACCTCCGGATGCAGT 
TTTGATGTCCATCTTCCAGGAGAGACGGTCTCGGGTCCAGGGAGTGGAGGGGGCTGCCCC 
TGCCGTGCAGGTCCTGGCCGATGGCGCCTTACCCTGCTGCCCTGGGCTTTTGGCCTGAAG 
CAAATTCCTGAGTGGGGGGTACTGGGGCCTGCCGCATCCTGTCCTGTCCACTGCCCACCC 
CCGTGTGCTGGCTCCCTCACTTCTGGCTGCAGTGGGAGCCGCCAGTCTGACCCTTGTCAC 
CGCACGCTCTGCCCCCACCCCGTTGCAAGAGGTCACACCATGTCAGCAGCCTTGCACTGA 
CCGCAGCCGGCCCCCAGGCCTCAGAGTTCTGGATGCTTCCGTGCGGCTCCAACAGGCATC 
GTCTTCCCTTCCGCAGGTGGAGGGGCCGCTTCCCGCAGGCATCTGAGCTCTGTGCCGGGG 
CCGTGGCCATGGGAAGATGTTCCACGCTGCCTCCTCCTCGAGTTTTCCTCGGAAACACTC 
TTGAATGTCTGAGTGAGGGTCCTGCTTAGCTCTTTGGCCTGTGAGATGCTTTGAAAATTT 
TTATTTTTTTAAGATGAAGCAAGATGTCTGTAGCGGTAATTGCCTCACATTAAACTGTCG 
CCGACTGC 

Gene 16. >ENST00000299466 cDNA sequence 

ATGTCTCGGCGCAAGCAGGCCAAGCCCCAGCACCTCAAGTCGGACGAGGAGCTGCTGCCG 
CCTGACGGGGCTCCCGAGCACGCCGCCCCGGGGGAAGGTGCGGAGGACGCAGACAGCGGG 
CCCGAGAGCCGCAGCGGGGGCGAGGAGACCAGCGTGTGCGAGAAATGCTGCGCCGAGTTC 
TTCAAGTGGGCGGACTTCCTGGAGCACCAGCGGAGCTGCACCAAGCTCCCGCCCGTGCTG 
ATCGTGCACGAGGACGCGCCCGCGCCGCCCCCCGAGGACTTCCCCGAGCCTTCGCCCGCC 
AGCTCCCCCAGCGAGCGCGCCGAAAGCGAGGCGGCCGAGGAGGCGGGTGCGGAGGGCGCG 
GAGGGCGAGGCCAGGCCGGTGGAGAAGGAGGCCGAGCCCATGGACGCGGAACCCGCGGGG 
GACACGCGCGCGCCCCGGCCCCCGCCTGCGGCCCCTGCACCCCCAACGCCCGCCTACGGC 
GCGCCCAGCACCAACGTGACCCTGGAGGCGCTGCTGAGCACCAAGGTGGCGGTGGCGCAG 
TTCTCGCAGGGCGCGCGCGCGGCAGGCGGCTCGGGAGCAGGTGGAGGCGTGGCAGCTGCA 
GCCGTGCCCCTGATCCTGGAACAGCTCATGGCCCTGCAGCAGCAGCAGATCCACCAGCTG 
CAGCTCATCGAGCAGATCCGCAGCCAGGTGGCCCTCATGCAGCGCCCGCCGCCGCGGCCC 
TCACTCAGCCCCGCGGCCGCCCCGAGCGCACCGGGCCCGGCCCCCAGCCAGCTGCCCGGG 
CTGGCCGCGCTCCCGCTGTCGGCCGGGGCCCCTGCCGCCGCCATCGCGGGCTCGGGCCCC 
GCCGCCCCGGCCGCCTTCGAGGGCGCGCAGCCGCTGTCCCGGCCCGAGTCTGGCGCCAGC 
ACCCCCGGCGGCCCTGCGGAGCCCAGCGCGCCCGCCGCCCCCAGCGCCGCCCCTGCCCCC 
GCTGCCCCCGCCCCGGCGCCAGCGCCGCAGAGCGCAGCCTCGTCGCAGCCGCAGAGCGCA 
TCCACGCCGCCTGCCCTGGCCCCGGGGTCCCTGCTGGGTGCGGCGCCCGGCCTGCCAAGT 
CCGCTTCTACCTCAGACTTCCGCCAGCGGCGTCATCTTCCCCAACCCGCTGGTCAGCATC 
GCGGCCACGGCCAACGCTCTGGACCCGCTGTCCGCGCTCATGAAGCACCGCAAGGGCAAG 
CCGCCCAATGTGTCGGTGTTCGAGCCCAAAGCCAGCGCCGAGGACCCGTTCTTCAAGCAC 
AAATGCCGCTTCTGCGCCAAGGTCTTCGGCAGCGACAGCGCGCTCCAGATCCACCTGCGC 
TCGCACACAGGCGAGCGGCCCTTCAAGTGCAACATCTGCGGGAACCGCTTCTCCACCAAA 
GGCAACCTGAAGGTGCACTTCCAGAGGCACAAGGAGAAGTACCCCCACATCCAGATGAAC 
CCTTACCCGGTCCCCGAGTACCTGGACAACGTGCCCACCTGCTCGGGCATCCCCTACGGC 
ATGTCGCTGCCCCCCGAGAAGCCCGTGACCACCTGGCTGGACAGCAAGCCCGTGCTGCCC 
ACCGTGCCCACGTCCGTGGGGCTGCAACTGCCGCCCACTGTCCCTGGCGCGCACGGCTAC 
GCCGACTCTCCCAGCGCCACCCCAGCCAGCCGCTCCCCGCAGAGGCCCTCGCCCGCCTCC 
AGCGAGTGCGCCTCCTTGTCCCCAGGCCTCAACCACGTGGAGTCCGGCGTGTCGGCCACC 
GCCGAGTCCCCACAGTCGCTCCTCGGCGGGCCGCCCCTCACTAAAGCCGAGCCCGTCAGC 
CTGCCCTGCACCAACGCCAGGGCCGGGGACGCTCCCGTGGGCGCGCAGGCTAGCGCTGCA 
CCCACATCGGTGGACGGCGCACCCACGAGCCTCGGCAGCCCCGGGCTGCCCGCCGTCTCC 
GAGCAGTTCAAGGCCCAGTTTCCGTTCGGGGGGCTGCTAGACTCGATGCAAACGTCGGAA 
ACCTCGAAGCTGCAGCAGCTGGTGGAGAACATCGACAAGAAGATGACGGACCCGAACCAG 
TGCGTCATCTGCCACCGGGTGCTGAGCTGCCAGAGCGCGCTGAAGATGCACTACCGGACG 
CACACGGGGGAGCGGCCGTTCAAGTGCAAGATCTGCGGCCGCGCCTTCACCACCAAGGGC 
AACCTCAAGACGCACTTCGGCGTGCACCGTGCAAAGCCGCCCCTGCGCGTGCAGCACTCC 
TGCCCCATCTGCCAGAAGAAGTTCACCAACGCCGTGGTCCTGCAGCAGCACATCCGCATG 
CACATGGGCGGCCAGATCCCCAACACGCCGCTGCCGGAGGGCTTCCAGGATGCCATGGAC 
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TCCGAGCTGGCCTACGACGACAAGAACGCGGAGACCCTGAGCAGCTACGATGACGACATG 

GACGAGAACTCCATGGAGGACGACGCTGAGCTGAAGGACGCGGCCACCGACCCGGCCAAG 

CCACTCCTGTCCTACGCGGGGTCCTGCCCGCCCTCCCCGCCCTCGGTCATCTCCAGCATT 

GCCGCCCTGGAGAACCAGATGAAGATGATCGACTCGGTCATGAGCTGCCAGCAGCTGACC 

GGCCTCAAGTCCGTGGAGAACGGGTCCGGGGAGAGTGACCGCCTGAGCAACGACTCCTCG 

TCGGCCGTGGGCGACCTGGAGAGCCGCAGCGCGGGCAGCCCCGCCCTGTCCGAGTCCTCG 

TCCTCGCAGGCCCTGTCGCCGGCCCCCAGCAATGGTGAGAGCTTCCGCTCCAAGTCCCCG 

GGCCTGGGCGCCCCGGAGGAGCCCCAGGAAATCCCGCTCAAGACCGAGAGGCCGGACAGC 

CCAGCCGCCGCCCCGGGCAGCGGAGGCGCCCCTGGCCGCGCGGGCATCAAGGAGGAGGCG 

CCCTTCAGCCTGCTGTTCCTGAGCAGGGAGCGGGGTAAGTGTCCCAGCACTGTGTGTGGT 

GTCTGTGGCAAGCCTTTTGCTTGCAAGAGCGCGTTGGAAATCCACTACCGCAGCCATACT 

AAGGAGCGGCCATTCGTCTGCGCGCTCTGCAGGCGAGGGTGCTCCACTATGGGTAATTTA 

AAACAGCACTTACTGACACACAGATTGAAAGAGCTGCCTTCTCAGTTATTTGACCCCAAC 

TTTGCTCTAGGTCCCAGCCAAAGCACTCCTAGCCTGATCTCCAGCGCCGCACCCACCATG 

ATCAAAATGGAAGTGAACGGTCACGGCAAGGCCATGGCGCTGGGCGAGGGTCCCCCGCTG 

CCCGCGGGCGTCCAGGTCCCCGCCGGGCCTCAGACAGTGATGGGCCCGGGCCTGGCGCCC 

ATGCTGGCCCCCCCACCGCGCCGGACGCCCAAGCAGCACAACTGCCAGTCGTGCGGGAAG 

ACCTTCTCCTCGGCCAGCGCCCTGCAGATCCATGAGCGCACGCACACCGGCGAGAAGCCG 

TTCGGCTGCACCATCTGCGGCCGGGCCTTCACCACTAAGGGCAACCTCAAGGTGCACATG 

GGGACACACATGTGGAATAACGCCCCCGCGAGACGCGGCCGCCGCCTGTCTGTGGAGAAC 

CCCATGGCTCTCCTAGGGGGTGATGCCCTGAAGTTCTCTGAAATGTTCCAGAAGGACCTG 

GCAGCTCGGGCAATGAACGTCGACCCCAGTTTTTGGAACCAGTATGCTGCAGCCATCACT 

AACGGGCTCGCCATGAAGAACAACGAGATCTCCGTCATCCAGAACGGCGGCATCCCCCAG 

CTCCCCGTGAGTCTTGGGGGCAGCGCCCTCCCCCCTCTGGGCAGCATGGCCAGTGGGATG 

GACAAAGCACGCACTGGCAGTAGCCCACCCATCGTCAGCTTGGACAAAGCGAGCTCAGAA 

ACAGCAGCCAGCCGCCCATTCACGCGGTTTATCGAGGATAACAAGGAGATTGGTATCAAC 

TAGCCAGTGACTCGCTCATCTGCCCTGCCCAGGCCCACGTTTTGAAGTTGGAGCATCAGG 

CCTCCGACCTTTCTTGCCTCGGTTCTCATTACACTTTCACCCATAGCAGiAAAACACTTTG 

TGCGGCTGCCGAGAGGTGGTCTTGTAAGCGCTGCATGGCGCTCCCTTCAACAGCAAGCCT 

GACTGTTCTCGAGAACTCTGCAATCTTTTAAATAAGCTTCCTTCAAAAAAAAAAGTGCTT 

GGAAAACCGCCTTAGGAACAGAAAGAGCTCAGACCATGTCCACTTCCTTTCTCCTGAAAC 

CTAATAATCTCTCCGAGGGAGAAAGGGGTTCTCTGCGGTATTCCAGTGAAACTCATTTGA 

TGGTTTCTTTTGAATTAGTTAGACACTTGAACGGTGTTTTTTAGAACTCTTCATGTTAAA 

GACGTGGTTTAGTACTCCCAATGCTGTGTATCATGACACTATCTTCGTCTGTAGTATTTA 

TGATGTTAAGATAATGCGGGTAACAGACAATATAATAGCCCCGACCTTAAACGAAGCTTT 

TGTACTGCAGAATACATCTGGCTGTGTGATTTTTTTTTTTAAGCAAGATTTGTTTTACTA 

TAAATAAGTGGATTATTTCAATGCAGGCAAAATTGTGAAGTTCTGTTGGGAAAGATAGCA 

TGCTTTTCGTGTGCAAGTACCTGTCAGTAATAAGCCTTTTTTTTTTTTTTTTTTAATTTA 

AATGTTTGTAGCTGCTATGTGGACAGTTGTTTTCTAGTGTGGTCTGTAGCCCAATAACTG 

GGGAACGAGTTACAGACAAACATCACCGTAAATGACTCACAACATTATAAACAGTTGTGA 

GAAAATATTTCACATTATCAAAGCTGTAC 

Gene 17. >ENST00000334423 cDNA sequence 

GGGCCTGGACGGCCGGCGTCTCCTTCTCCAGGTAATCAGGGCCCCTCTACGTGGCCTCCC 

GGGGCCCCTCTGGGGAGGCAGCCTGGCATCTCACAGGCGGCCGGGGCTCCCGGGAAGCAG 

AGACGGGCTGTGCCAGGGCTCCTAGGCCCAGGCCTGGACCCAGTGCCGTGCCAGCCACCA 

CCCCAGGGGCCCTGCCCTGGTTCGCAGGGAGACACACAGAAATGTGGGAGGCCGGGTGGC 

CTGCACGAGCCCCTCCCGGAGGCCCCCAGCCCAGCACATCCAGAGCCCTCCCCTGAGAAA 

CCCCAGACAGCCAGGTTCGCCCCAAACCCAACATGGTGGGACCCCAGCTCGCCCCCCATC 

TCACGGCCGCCCCATCCCACGGCCGCCCCATCCCACGGCCGCCCCATCCCACGGCCGCCC 

CATCCTCTGGCCCTGGATGTTACCAC 

Gene 18. >ENST00000320610 cDNA sequence 

GCCTGGAAACTACAAAGGATTGTGTTAATTTTGTGTTTAGGAAGAAAGAGGTAATGGGTA 
GGAATCAATGTAAACTTATTCATAGGCCACACCAAACCAGGAATTCTTGTCGTGATTGCA 
CTTGGTAGAGTTAACACACGTGCACATTACGGAAACGTTGGTGACCAACAGGCGTTTCAG 



14/1290 



FIGURE 1 (CONT'D) 



CGAGCTTTCGCACACCTCATGGGCCTTTGTGGGCTGCTGGAGAGATGTTGGCTGCACCAT 
GACCCAGATGGAGTTTTAACATTGAATGCGGAGAACACTAATTATGCCTATCAAGTTCCA 
AACTTCCATAAATGTGAAATCTGTCTACTATCTTTTCCAAAAGAATCCCAGTTTCAACGC 
CACATGAGGGATCACGAGCGAAATGACAAGCCACATCGATGTGACCAGTGCCCCCAAACA 
TTTAATGTTGAATTCAACCTGACACTTCATAAATGCACCCACAGCGGGGAAGATCCTACC 
TGCCCTGTGTGTAACAAGAAATTCTCCAGAGTGGCTAGTCTCAAAGCGCATATTATGCTA 
CATGAAAAGGAAGAGAATCTCATCTGTTCTGAGTGTGGGGATGAGTTTACTCTGCAGAGT 
CAGCTGGCCGTGCACATGGAGGAGCACCGCCAGGAGCTGGCTGGAACCCGGCAGCATGCC 
TGCAAGGCCTGCAAGAAAGAGTTCGAGACCTCCTCGGAGCTGAAGGAACACATGAAGACT 
CATTACAAAATTAGGGTATCAAGTACAAGGTCTTATAACCGGAATATCGACAGAAGTGGA 
TTCACGTATTCGTGTCCGCACTGTGGAAAGACGTTTCAAAAGCCAAGCCAGTTAACGCGA 
CACATTAGGATACACACAGGTGAAAGGCCGTTCAAATGTAGTGAATGTGGAAAGGCTTTT 
AACCAGAAGGGGGCACTGCAGACCCACATGATCAAGCACACAGGTGAAAAACCCCATGCC 
TGTGCCTTCTGTCCTGCCGCCTTCTCTCAGAAAGGGAATCTTCAGTCGCACGTGCAGCGA 
GTCCACTCAGAGGTCAAGAATGGTCCTACCTATAACTGTACAGAATGTAGTTGTGTATTT 
AAAAGTTTAGGCAGCTTAAACACGCATATCAGCAAGATGCATATGGGTGGGCCACAGAAT 
TCAACAAGTTCTACAGAGACTGCTCATGTTTTAACGGCCACACTTTTTCAGACGTTACCT 
CTTCAACAGACGGAAGCCCAAGCCACGTCGGCCTCAAGCCAGCCGAGCTCCCAGGCGGTG 
AGCGACGTCATCCAGCAGCTCCTGGAGCTCTCAGAGCCGGCGCCGGTGGAGTCGGGGCAG 
TCCCCGCAGCCTGGGCAGCAGCTGAGCATCACAGTGGGCATCAACCAGGACATTTTACAG 
CAAGCCTTAGAAAACAGTGGGCTGTCTTCAATTCCAGCTGCAGCACATCCTAATGACTCC 
TGCCATGCCAAGACCTCTGCACCACACGCTCAAAACCCAGATGTTTCCAGCGTTTCAAAT 
GAGCAGACGGACCCCACAGACGCAGAGCAAGAAAAAGAACAGGAAAGCCCGGAGAAACTG 
GATAAAAAAGAAAAAAAAATGATAAAGAAGAAGTCACCGTTTCTACCTGGCTCCATCCGC 
GAGGAGAACGGCGTGCGCTGGCATGTGTGTCCCTACTGCX3CCAAGGAGTTCCGCAAGCCC 
AGCGACCTGGTCCGCCACATCCGCATCCACACCCACGAGAAGCCCTTCAAGTGCCCGCAG 
TGCTTCCGCGCCTTCGCCGTGAAGAGCACGCTGACAGCGCACATCAAGACGCACACCGGC 
ATCAAGGCGTTCAAGTGCCAGTACTGCATGAAGAGCTTCTCCACCTCTGGCAGCCTCAAG 
GTGCACATTCGCCTGCACACAGGAGTTAGACCTTTTGCTTGTCCTCACTGTGACAAAAAA 
TTTCGAACCTCAGGCCATAGGAAGACTCACATTGCTTCCCACTTTAAACATACGGAATTA 
AGGAAAATGAGGCACCAGCGTAAACCTGCAAAGGTCCGTGTTGGCAAGACGAATATTCCA 
GTCCCTGATATTCCTTTGCAGGAACCAATCCTCATAACTGACTTAGGTCTCATCCAGCCC 
ATTCCAAAAAACCAGTTTTTCCAAAGCTATTTCAATAATAATTTTGTCAATGAAGCAGAT 
AGACCATACAAGTGTTTTTACTGTCATCGTGCATATAAAAAATCTTGCCACCTTAAACAA 
CACATCAGATCCCATACAGGTGAAAAACCTTTTAAATGTTCTCAGTGTGGAAGAGGCTTT 
GTTTCTGCAGGCGTGCTCAAAGCACACATCAGAACACACACAGGACTGAAATCTTTCAAG 
TGTCTGATATGTAATGGGGCTTTCACTACTGGTGGCAGCTTACGGCGACACATGGGTATC 
CACAACGACCTTCGTCCCTATATGTGTCCCTATTGCCAAAAAACATTTAAGACTTCACTA 
AATTGCAAAAAGCACATGAAAACCCACAGATATGAGCTTGCCCAGCAGCTCCAACAGCAT 
CAGCAGGCAGCCTCGATAGATGACAGCACTGTAGACCAGCAGAGCATGCAGGCCTCCACT 
CAAATGCAGGTGGAGATCGAGAGCGACGAGCTGCCGCAGACGGCAGAGGTGGTCGCAGCG 
AACCCCGAGGCCATGCTGGACCTGGAGCCTCAGCATGTGGTGGGCACGGAGGAAGCAGGG 
CTGGGCCAGCAGTTGGCAGATCAGCCCCTGGAAGCAGATGAAGATGGGTTTGTGGCTCCA 
CAGGACCCTCTGCGAGGGCACGTAGACCAGTTTGAAGAGCAGAGCCCTGCGCAACAGTCC 
TTCGAACCAGCAGGGCTACCCCAAGGTTTTACAGTGACTGATACGTACCATCAGCAGCCT 
CAGTTTCCACCTGTCCAACAGCTACAGGATTCCAGCACACTTGAGTCTCAGGCCCTCTCC 
ACAAGCTTCCACCAGCAGAGCTTGCTGCAGGCTCCCAGCTCTGATGGGATGAATGTAACA 
ACTCGCTTGATTCAGGAGTCATCCCAAGAGGAACTGGACCTGCAGGCACAAGGTTCCCAG 
TTTCTGGAGGACAACGAGGACCAGAGCAGGCGCTCTTACAGGTGTGACTATTGCAACAAA 
GGCTTTAAGAAGTCCAGCCACCTGAAGCAGCATGTGCGGTCGCACACCGGGGAAAAGCCC 
TACAAGTGCAAGCTCTGTGGACGCGGCTTTGTTTCCTCTGGGGTCCTCAAGTCCCACGAG 
AAGACACACACAGGAGTGAAGGCGTTCAGCTGCAGTGTGTGCAATGCTTCCTTCACCACC 
AATGGCAGCCTCACCCGGCACATGGCCACACATATGAGCATGAAGCCTTATAAGTGTCCG 
TTTTGTGAGGAGGGTTTCCGAACTACAGTGCATTGTAAAAAGCACATGAAGAGACACCAA 
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ACAGTCCCCTCTGCTGTGTCAGCCACTGGAGAGACAGAAGGAGGAGACATTTGTATGGAG 
GAAGAGGAAGAACATTCTGACAGAAATGCATCACGGAAGTCTCGTCCTGAGGTCATCACT 
TTCACGGAGGAGGAGACAGCCCAGTTAGCCAAGATCCGGCCGCAGGAGAGCGCCACGGTG 
TCAGAGAAGGTCCTGGTGCAGTCCGCGGCAGAAAAGGACCGCATCAGTGAGCTGAGGGAC 
AAGCAGGCGGAGCTGCAGGACGAGCCCAAGCACGCCAACTGCTGCACATACTGCCCCAAG 
AGCTTCAAGAAACCTAGCGACCTGGTGAGGCATGTTCGAATCCATACTGGAGAAAAGCCA 
TACAAATGTGATGAATGTGGAAAGAGTTTTACTGTGAAATCCACTCTCGATTGTCATGTG 
AAGACTCACACAGGTCAGAAGCTCTTCAGCTGTCACGTCTGCAGCAACGCCTTCTCCACG 
AAGGGAAGTCTGAAGGTCCACATGCGCCTGCACACGGGAGCCAAGCCCTTCAAATGCCCG 
CATTGCGAGCTGCGTTTCCGTACCTCGGGTAGAAGAAAGACACACATGCAGTTTCATTAT 
AAACCAGACCCAAAGAAGGCCAGAAAGCCTATGACTCGAAGCTCATCGGAAGGACTGCAG 
CCTGTAAACCTCCTCAACTCCTCCTCTACTGACCCAAACGTGTTTATCATGAACAACTCT 
GTTCTAACAGGACAGTTTGATCAGAATCTGCTGCAACCAGGACTGGTGGGCCAAGCTATT 
CTCCCTGCCTCTGTGTCAGCTGGGGGTGACCTGACCGTGTCTCTGACAGATGGGAGCCTG 
GCTACCCTAGAAGGCATCCAGTTACAGTTGGCTGCTAACTTGGTTGGACCAAATGTACAG 
ATTTCTGGAATCGATGCTGCCAGCATTAATAACATTACGTTGCAGATTGATCCAAGCATT 
CTGCAGCAGACGCTACAGCAGGGCAACCTATTGGCTCAGCAGCTCACGGGGGAGCCTGGC 
CTGGCCCCACAGAACAGCTCTCTCCAGACATCGGACAGCACGGTCCCTGCCAGTGTTGTC 
ATCCAGCCCATCTCAGGCCTGTCCTTACAGCCCACAGTGACCTCTGCGAACCTGACCATA 
GGCCCGCTGTCTGAGCAGGATTCAGTGCTGACCACTAACAGCAGTGGGACCCAAGACCTC 
ACTCAAGTGATGACTTCGCAAGGTCTAGTGTCCCCCTCCGGCGGTCCCCACGAGATCACC 
CTGACCATTAACAACTCCAGCCTGAGCCAGGTCCTGGCACAGGCCGCTGGGCCCACTGCC 
ACGTCTTCCTCGGGGTCTCCACAGGAAATTACCCTGACTATCTCCGAACTTAACACTACA 
AGCGGAAGCCTTCCTTCAACAACACCGATGTCTCCATCGGCCATCTCGACTCAGAACCTG 
GTCATGTCCTCGTCGGGCGTGGGAGGTGACGCTAGTGTCACGCTGACGCTGGCCGATACT 
CAGGGTATGCTATCTGGAGGCCTGGACACTGTCACACTCAACATCACCTCTCAGGCAATA 
CTAATCTTTTGCCAGGGTCAGCAGTTCCCAGCGCTCCTCACGGATCCCTCTCTCTCGGGC 
CAGGGTGGAGCAGGCTCGCCGCAAGTCATACTAGTGAGCCACACGCCACAGTCAGCGTCT 
GCTGCTTGTGAAGAAATAGCCTACCAGGTAGCTGGCGTCTCTGGGAACCTGGCCCCGGGC 
AACCAGCCAGAGAAGGAGGGCCGGGCGCACCAGTGCCTGGAGTGTGACCGCGCCTTCTCA 
TCGGCGGCGGTGCTCATGCACCACAGCAAGGAGGTGCATGGCCGGGAGCGCATCCACGGC 
TGCCCCGTGTGCAGGAAGGCCTTCAAGCGCGCCACGCACCTCAAGGAGCACATGCAGACA 
CACCAGGCCGGCCCCTCTTTGAGCTCCCAGAAGCCAAGAGTGTTTAAATGTGACACTTGT 
GAGAAGGCATTTGCCAAACCAAGCCAGCTGGAGCGCCACAGCCGCATACATACAGGGGAG 
CGGCCGTTCCATTGCACGCTTTGTGAGAAAGCCTTCAACCAGAAGAGTGCGCTGCAGGTG 
CACATGAAGAAGCACACGGGGGAGCGGCCCTACAAGTGTGCCTACTGCGTCATGGGCTTC 
ACGCAGAAGAGCAACATGAAGCTGCACATGAAGCGGGCGCACAGCTATGCTGGAGCTCTG 
CAGGAGTCTGCAGGTCACCCGGAGCAGGACGGGGAGGAGCTGAGCCGGACCCTCCACCTG 
GAGGAGGTGGTGCAGGAGGCCGCCGGCGAGTGGCAGGCCCTCACCCACGTCTTCTGATGC 
GAGTTGGAAGTACACCTTTAAGAATGTTTCTGAAGTTACGTTTTGTGAAGAGCAAAGCAC 
TTGGAATCTCCGTTTTAAAGCTTCAAGTGTTAAAAATGCTACAATAGTTTTTTATCTATA 
AAATTATCTAAAGAATCATTGTCTTTCAGAGACTCATAGGAAAAAAAAACTAGGAAAAGT 
GTCACCGCATTGTTCTCTTTTGTCTACAAATCACTGAACTCAGGTACTACTGTAGGCAGT 
TTCCTCCTCAGTCTCCTCCGTGGCTAGTGTGTCTAGTTCACGAAGCAATTAACTGGGTCT 
TACTATCATTGTAGTGTGATTTCTTTGTATTAGCAAAGACAAAAACGCTAACATTGAAAA 
AGTATGTCAGATTTTCCTTCATGTTTCTGGTTATAAGAAGCATAGCTTACAAAGCAAGCG 
TAAGATTGAGGCATGAAGTTCAGAAAAAAAAGTGTTACAACACACAGGGAAGTTTTTTCC 
ACTCTTTTCTCTGTGCATTTTGAAAATTAGTCAAAATGGACTCTTTTCAGTCTACCATAA 
GTTAATATAACTGATACCTTGAGAGATGGCTGGACCAATTCTCTCCATGACAAATGTTTA 
ATCATTAGTTACAAGAATGCAGTATCTGGGGCGTCAACATGGGGACTCGAGTAAACCTGA 
CCCACCAATAAGGATTCAGCTGTCCACACGGGCTGGCGACACACTTACCGCATCAATCTG 
TGTTCAGGTCCAGGGTTACATAATTGCAGAAGCACAAGCCATACATCGCAGGTAGGAAAC 
CACAGAACCGTCTGCAAGGAGCAAGCAACGGTGGCCCTGTCCACCCCAGCAAATAAGAAG 
CATATCTGTAGCTTAAGGCCACGAATCCGTAAAAACCCCATGACTTTCTCTTCGTGCATA 
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AACAGATGTATTTTTGATTTCAGGGAATTCTTTAGTATCGTCAATGGTGCCACATAAAAC 

ATGTCCCAAACCAAATCCCACCCGTGCTGGGCAGAGTGCGTGCACGCCATTCCTACAGCA 

TTCCAAAGATGGAAGGTTCTTTACTTCATGTTAATTTTTCCTTTGAAATTATTTATATGT 

TCTATATATAAATACATATGTACATAGATATATGGGCCTCTGTGTGGCTGAACAGTATAT 

TTTGTAAATATAAGTACTAGTCCTAATTGCAGAAAGAGCGTCAGTTTCACCTCCCCACGA 

GCACTTCAGATCAGTATTGTATTCATTTTATTCATAAATGGATATCTTTTTCATTGTCAT 

ATAAAGCTGGGTTTTATTTTTTTTTCCTGAAAAATAATTGCCTTTATTTTCTCTCGTTGC 

CTCCTTGGTTTCAGAAGAGAGTAGTTTTATTATAAATATTGTATGGACTTTGTATATTAA 

GAGAGGAGCTCATTTCAGATTCCTAAAGAAATAGACATTTTACTGTTATTTTGAAAGGGC 

ATCTTTTGATTTTTTTGTTGTTGTTGTTCACTTTTGGCATATGTATATAAGTAATATTGA 

CGGTGATATGAAAACTTTTGTTATGTGAAGATATTTAAGTCAGAAAATTGTTAAATAATA 

TTACTTCTTTTCCAAACTGCTTTGTGTATTGTATATTTTTTTAAGAAAAAGAAAAGCCTT 

ATTTGACTTATGCTTGTGATACTGGACTTCTTACCAATCCGGAGGTTTCCTTCCTTGAAT 

GTCAGTGTGTAAACCTGGCTGTAGCCGCATATGCAGAATAACTGTAATTGTGCTAGAGTT 

TTAAAGGTTCTGCTTTTAATGCACTTTTTATTTTATAATTTTGTATTGAAATATTTTAGA 

AATGTTGATTAATTTTGGTGAAAAAATATCCCCAAAGTGGAAATTATTGGAATTTTAAAC 

TTTTGTTCTTGCTGGGTTATTTATTTTGATTTTAGCATTAAATGTCATCTCAGGACATCT 

CTAAAAGGGGTTGTTTAATTCCTAATTGTATAGAAAGCTAGTTTGGTGAATTGTATTGGT 

TAATTGACTGTTTAAGGCCTTAACAGGTGAATCTAGAGCCTACTTTTATTTTGGTTAAAG 

AAAAAGAAAATATCAATAATTCAATTTTGTGTCTTTTCTCAATTTATTAGCAAACACAAG 

ACATTTTATGTATTATTTCGATTTACTTCCTAATTATAAAAGCTGCTTTTTTGCAGAACA 

TTCCTTGAAAATATAAGGTTTTGAAAAGACATAATTTTACTTGAATCTTTGTGGGGTACA 

GGTTGATCTTTATATTTTACTGGTTGTTTTAAAAATTCTAGAAAAGAGATTTCTAGGCCT 

CATGTATAACCAGGGTTTTGAGGATAAAGAACTGTATTTTTAGAACTATCTCATCATAGC 

ATATCTGCTTTGGAATAACTATAAATAAAAGATGAAGTTAGG 

Gene 19. >ENST00000253159 cDNA sequence 

GCCTGGAAACTACAAAGGATTGTGTTAATTTTGTGTTTAGGAAGAAAGAGGTAATGGGTA 
GGAATCAATGTAAACTTATTCATAGGCCACACCAAACCAGGAATTCTTGTCGTGATTGCA 
CTTGGTAGAGTTAACACACGTGCACATTACGGAAACGTTGGTGACCAACAGGCGTTTCAG 
CGAGCTTTCGCACACCTCATGGGCCTTTGTGGGCTGCTGGAGAGATGTTGGCTGCACCAT 
GACCCAGATGGAGTTTTAACATTGAATGCGGAGAACACTAATTATGCCTATCAAGTTCCA 
AACTTCCATAAATGTGAAATCTGTCTACTATCTTTTCCAAAAGAATCCCAGTTTCAACGC 
CACATGAGGGATCACGAGCGAAATGACAAGCCACATCGATGTGACCAGTGCCCCCAAACA 
TTTAATGTTGAATTCAACCTGACACTTCATAAATGCACCCACAGCGGGGAAGATCCTACC 
TGCCCTGTGTGTAACAAGAAATTCTCCAGAGTGGCTAGTCTCAAAGCGCATATTATGCTA 
CATGAAAAGGAAGAGAATCTCATCTGTTCTGAGTGTGGGGATGAGTTTACTCTGCAGAGT 
CAGCTGGCCGTGCACATGGAGGAGCACCGCCAGGAGCTGGCTGGAACCCGGCAGCATGCC 
TGCAAGGCCTGCAAGAAAGAGTTCGAGACCTCCTCGGAGCTGAAGGAACACATGAAGACT 
CATTACAAAATTAGGGTATCAAGTACAAGGTCTTATAACCGGAATATCGACAGAAGTGGA 
TTCACGTATTCGTGTCCGCACTGTGGAAAGACGTTTCAAAAGCCAAGCCAGTTAACGCGA 
CACATTAGGATACACACAGGTGAAAGGCCGTTCAAATGTAGTGAATGTGGAAAGGCTTTT 
AACCAGAAGGGGGCACTGCAGACCCACATGATCAAGCACACAGGTGAAAAACCCCATGCC 
TGTGCCTTCTGTCCTGCCGCCTTCTCTCAGAAAGGGAATCTTCAGTCGCACGTGCAGCGA 
GTCCACTCAGAGGTCAAGAATGGTCCTACCTATAACTGTACAGAATGTAGTTGTGTATTT 
AAAAGTTTAGGCAGCTTAAACACGCATATCAGCAAGATGCATATGGGTGGGCCACAGAAT 
TCAACAAGTTCTACAGAGACTGCTCATGTTTTAACGGCCACACTTTTTCAGACGTTACCT 
CTTCAACAGACGGAAGCCCAAGCCACGTCGGCCTCAAGCCAGCCGAGCTCCCAGGCGGTG 
AGCGACGTCATCCAGCAGCTCCTGGAGCTCTCAGAGCCGGCGCCGGTGGAGTCGGGGCAG 
TCCCCGCAGCCTGGGCAGCAGCTGAGCATCACAGTGGGCATCAACCAGGACATTTTACAG 
CAAGCCTTAGAAAACAGTGGGCTGTCTTCAATTCCAGCTGCAGCACATCCTAATGACTCC 
TGCCATGCCAAGACCTCTGCACCACACGCTCAAAACCCAGATGTTTCCAGCGTTTCAAAT 
GAGCAGACGGACCCCACAGACGCAGAGCAAGAAAAAGAACAGGAAAGCCCGGAGAAACTG 
GATAAAAAAGAAAAAAAAATGATAAAGAAGAAGTCACCGTTTCTACCTGGCTCCATCCGC 
GAGGAGAACGGCGTGCGCTGGCATGTGTGTCCCTACTGCGCCAAGGAGTTCCGCAAGCCC 
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AGCGACCTGGTCCGCCACATCCGCATCCACACCCACGAGAAGCCCTTCAAGTGCCCGCAG 
TGCTTCCGCGCCTTCGCCGTGAAGAGCACGCTGACAGCGCACATCAAGACGCACACCGGC 
ATCAAGGCGTTCAAGTGCCAGTACTGCATGAAGAGCTTCTCCACCTCTGGCAGCCTCAAG 
GTGCACATTCGCCTGCACACAGGAGTTAGACCTTTTGCTTGTCCTCACTGTGACAAAAAA 
TTTCGAACCTCAGGCCATAGGAAGACTCACATTGCTTCCCACTTTAAACATACGGAATTA 
AGGAAAATGAGGCACCAGCGTAAACCTGCAAAGGTCCGTGTTGGCAAGACGAATATTCCA 
GTCCCTGATATTCCTTTGCAGGAACCAATCCTCATAACTGACTTAGGTCTCATCCAGCCC 
ATTCCAAAAAACCAGTTTTTCCAAAGCTATTTCAATAATAATTTTGTCAATGAAGCAGAT 
AGACCATACAAGTGTTTTTACTGTCATCGTGCATATAAAAAATCTTGCCACCTTAAACAA 
CACATCAGATCCCATACAGGTGAAAAACCTTTTAAATGTTCTCAGTGTGGAAGAGGCTTT 
GTTTCTGCAGGCGTGCTCAAAGCACACATCAGAACACACACAGGACTGAAATCTTTCAAG 
TGTCTGATATGTAATGGGGCTTTCACTACTGGTGGCAGCTTACGGCGACACATGGGTATC 
CACAACGACCTTCGTCCCTATATGTGTCCCTATTGCCAAAAAACATTTAAGACTTCACTA 
AATTGCAAAAAGCACATGAAAACCCACAGATATGAGCTTGCCCAGCAGCTCCAACAGCAT 
CAGCAGGCAGCCTCGATAGATGACAGCACTGTAGACCAGCAGAGCATGCAGGCCTCCACT 
CAAATGCAGGTGGAGATCGAGAGCGACGAGCTGCCGCAGACGGCAGAGGTGGTCGCAGCG 
AACCCCGAGGCCATGCTGGACCTGGAGCCTCAGCATGTGGTGGGCACGGAGGAAGCAGGG 
CTGGGCCAGCAGTTGGCAGATCAGCCCCTGGAAGCAGATGAAGATGGGTTTGTGGCTCCA 
CAGGACCCTCTGCGAGGGCACGTAGACCAGTTTGAAGAGCAGAGCCCTGCGCAACAGTCC 
TTCGAACCAGCAGGGCTACCCCAAGGTTTTACAGTGACTGATACGTACCATCAGCAGCCT 
CAGTTTCCACCTGTCCAACAGCTACAGGATTCCAGCACACTTGAGTCTCAGGCCCTCTCC 
ACAAGCTTCCACCAGCAGAGCTTGCTGCAGGCTCCCAGCTCTGATGGGATGAATGTAACA 
ACTCGCTTGATTCAGGAGTCATCCCAAGAGGAACTGGACCTGCAGGCACAAGGTTCCCAG 
TTTCTGGAGGACAACGAGGACCAGAGCAGGCGCTCTTACAGGTGTGACTATTGCAACAAA 
GGCTTTAAGAAGTCCAGCCACCTGAAGCAGCATGTGCGGTCGCACACCGGGGAAAAGCCC 
TACAAGTGCAAGCTCTGTGGACGCGGCTTTGTTTCCTCTGGGGTCCTCAAGTCCCACGAG 
AAGACACACACAGGAGTGAAGGCGTTCAGCTGCAGTGTGTGCAATGCTTCCTTCACCACC 
AATGGCAGCCTCACCCGGCACATGGCCACACATATGAGCATGAAGCCTTATAAGTGTCCG 
TTTTGTGAGGAGGGTTTCCGAACTACAGTGCATTGTAAAAAGCACATGAAGAGACACCAA 
ACAGTCCCCTCTGCTGTGTCAGCCACTGGAGAGACAGAAGGAGGAGACATTTGTATGGAG 
GAAGAGGAAGAACATTCTGACAGAAATGCATCACGGAAGTCTCGTCCTGAGGTCATCACT 
TTCACGGAGGAGGAGACAGCCCAGTTAGCCAAGATCCGGCCGCAGGAGAGCGCCACGGTG 
TCAGAGAAGGTCCTGGTGCAGTCCGCGGCAGAAAAGGACCGCATCAGTGAGCTGAGGGAC 
AAGCAGGCGGAGCTGCAGGACGAGCCCAAGCACGCCAACTGCTGCACATACTGCCCCAAG 
AGCTTCAAGAAACCTAGCGACCTGGTGAGGCATGTTCGAATCCATACTGGAGAAAAGCCA 
TACAAATGTGATGAATGTGGAAAGAGTTTTACTGTGAAATCCACTCTCGATTGTCATGTG 
AAGACTCACACAGGTCAGAAGCTCTTCAGCTGTCACGTCTGCAGCAACGCCTTCTCCACG 
AAGGGAAGTCTGAAGGTCCACATGCGCCTGCACACGGGAGCCAAGCCCTTCAAATGCCCG 
CATTGCGAGCTGCGTTTCCGTACCTCGGGTAGAAGAAAGACACACATGCAGTTTCATTAT 
AAACCAGACCCAAAGAAGGCCAGAAAGCCTATGACTCGAAGCTCATCGGAAGGACTGCAG 
CCTGTAAACCTCCTCAACTCCTCCTCTACTGACCCAAACGTGTTTATCATGAACAACTCT 
GTTCTAACAGGACAGTTTGATCAGAATCTGCTGCAACCAGGACTGGTGGGCCAAGCTATT 
CTCCCTGCCTCTGTGTCAGCTGGGGGTGACCTGACCGTGTCTCTGACAGATGGGAGCCTG 
GCTACCCTAGAAGGCATCCAGTTACAGTTGGCTGCTAACTTGGTTGGACCAAATGTACAG 
ATTTCTGGAATCGATGCTGCCAGCATTAATAACATTACGTTGCAGATTGATCCAAGCATT 
CTGCAGCAGACGCTACAGCAGGGCAACCTATTGGCTCAGCAGCTCACGGGGGAGCCTGGC 
CTGGCCCCACAGAACAGCTCTCTCCAGACATCGGACAGCACGGTCCCTGCCAGTGTTGTC 
ATCCAGCCCATCTCAGGCCTGTCCTTACAGCCCACAGTGACCTCTGCGAACCTGACCATA 
GGCCCGCTGTCTGAGCAGGATTCAGTGCTGACCACTAACAGCAGTGGGACCCAAGACCTC 
ACTCAAGTGATGACTTCGCAAGGTCTAGTGTCCCCCTCCGGCGGTCCCCACGAGATCACC 
CTGACCATTAACAACTCCAGCCTGAGCCAGGTCCTGGCACAGGCCGCTGGGCCCACTGCC 
ACGTCTTCCTCGGGGTCTCCACAGGAAATTACCCTGACTATCTCCGAGGTTCCAGGTCTG 
TGCAGCACAGTGTGGGACCCCAGGAGTGTGGATCTGTGGAGGCATTGTATTTGGAGAACT 
CCAGCGACAAAACTTAACACTACAAGCGGAAGCCTTCCTTCAACAACACCGATGTCTCCA 
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TCGGCCATCTCGACTCAGAACCTGGTCATGTCCTCGTCGGGCGTGGGAGGTGACGCTAGT 
GTCACGCTGACGCTGGCCGATACTCAGGGTATGCTATCTGGAGGCCTGGACACTGTCACA 
CTCAACATCACCTCTCAGGGTCAGCAGTTCCCAGCGCTCCTCACGGATCCCTCTCTCTCG 
GGCCAGGGTGGAGCAGGCTCGCCGCAAGTCATACTAGTGAGCCACACGCCACAGTCAGCG 
TCTGCTGCTTGTGAAGAAATAGCCTACCAGGTAGCTGGCGTCTCTGGGAACCTGGCCCCG 
GGCAACCAGCCAGAGAAGGAGGGCCGGGCGCACCAGTGCCTGGAGTGTGACCGCGCCTTC 
TCATCGGCGGCGGTGCTCATGCACCACAGCAAGGAGGTGCATGGCCGGGAGCGCATCCAC 
GGCTGCCCCGTGTGCAGGAAGGCCTTCAAGCGCGCCACGCACCTCAAGGAGCACATGCAG 
ACACACCAGGCCGGCCCCTCTTTGAGCTCCCAGAAGCCAAGAGTGTTTAAATGTGACACT 
TGTGAGAAGGCATTTGCCAAACCAAGCCAGCTGGAGCGCCACAGCCGCATACATACAGGG 
GAGCGGCCGTTCCATTGCACGCTTTGTGAGAAAGCCTTCAACCAGAAGAGTGCGCTGCAG 
GTGCACATGAAGAAGCACACGGGGGAGCGGCCCTACAAGTGTGCCTACTGCGTCATGGGC 
TTCACGCAGAAGAGCAACATGAAGCTGCACATGAAGCGGGCGCACAGCTATGCTGGAGCT 
CTGCAGGAGTCTGCAGGTCACCCGGAGCAGGACGGGGAGGAGCTGAGCCGGACCCTCCAC 
CTGGAGGAGGTGGTGCAGGAGGCCGCCGGCGAGTGGCAGGCCCTCACCCACGTCTTCTGA 
TGCGAGTTGGAAGTACACCTTTAAGAATGTTTCTGAAGTTACGTTTTGTGAAGAGCAAAG 
CACTTGGAATCTCCGTTTTAAAGCTTCAAGTGTTAAAAATGCTACAATAGTTTTTTATCT 
ATAAAATTATCTAAAGAATCATTGTCTTTCAGAGACTCATAGGAAAAAAAAACTAGGAAA 
AGTGTCACCGCATTGTTCTCTTTTGTCTACAAATCACTGAACTCAGGTACTACTGTAGGC 
AGTTTCCTCCTCAGTCTCCTCCGTGGCTAGTGTGTCTAGTTCACGAAGCAATTAACTGGG 
TCTTACTATCATTGTAGTGTGATTTCTTTGTATTAGCAAAGACAAAAACGCTAACATTGA 
AAAAGTATGTCAGATTTTCCTTCATGTTTCTGGTTATAAGAAGCATAGCTTACAAAGCAA 
GCGTAAGATTGAGGCATGAAGTTCAGAAAAAAAAGTGTTACAACACACAGGGAAGTTTTT 
TCCACTCTTTTCTCTGTGCATTTTGAAAATTAGTCAAAATGGACTCTTTTCAGTCTACCA 
TAAGTTAATATAACTGATACCTTGAGAGATGGCTGGACCAATTCTCTCCATGACAAATGT 
TTAATCATTAGTTACAAGAATGCAGTATCTGGGGCGTCAACATGGGGACTCGAGTAAACC 
TGACCCACCAATAAGGATTCAGCTGTCCACACGGGCTGGCGACACACTTACCGCATCAAT 
CTGTGTTCAGGTCCAGGGTTACATAATTGCAGAAGCACAAGCCATACATCGCAGGTAGGA 
AACCACAGAACCGTCTGCAAGGAGCAAGCAACGGTGGCCCTGTCCACCCCAGCAAATAA.G 
AAGCATATCTGTAGCTTAAGGCCACGAATCCGTAAAAACCCCATGACTTTCTCTTCGTGC 
ATAAACAGATGTATTTTTGATTTCAGGGAATTCTTTAGTATCGTCAATGGTGCCACATAA 
AACATGTCCCAAACCAAATCCCACCCGTGCTGGGCAGAGTGCGTGCACGCCATTCCTACA 
GCATTCCAAAGATGGAAGGTTCTTTACTTCATGTTAATTTTTCCTTTGAAATTATTTATA 
TGTTCTATATATAAATACATATGTACATAGATATATGGGCCTCTGTGTGGCTGAACAGTA 
TATTTTGTAAATATAAGTACTAGTCCTAATTGCAGAAAGAGCGTCAGTTTCACCTCCCCA 
CGAGCACTTCAGATCAGTATTGTATTCATTTTATTCATAAATGGATATCTTTTTCATTGT 
CATATAAAGCTGGGTTTTATTTTTTTTTCCTGAAAAATAATTGCCTTTATTTTCTCTCGT 
TGCCTCCTTGGTTTCAGAAGAGAGTAGTTTTATTATAAATATTGTATGGACTTTGTATAT 
TAAGAGAGGAGCTCATTTCAGATTCCTAAAGAAATAGACATTTTACTGTTATTTTGAAAG 
GGCATCTTTTGATTTTTTTGTTGTTGTTGTTCACTTTTGGCATATGTATATAAGTAATAT 
TGACGGTGATATGAAAACTTTTGTTATGTGAAGATATTTAAGTCAGAAAATTGTTAAATA 
ATATTACTTCTTTTCCAAACTGCTTTGTGTATTGTATATTTTTTTAAGAAAAAGAAAAGC 
CTTATTTGACTTATGCTTGTGATACTGGACTTCTTACCAATCCGGAGGTTTCCTTCCTTG 
AATGTCAGTGTGTAAACCTGGCTGTAGCCGCATATGCAGAATAACTGTAATTGTGCTAGA 
GTTTTAAAGGTTCTGCTTTTAATGCACTTTTTATTTTATAATTTTGTATTGAAATATTTT 
AGAAATGTTGATTAATTTTGGTGAAAAAATATCCCCAAAGTGGAAATTATTGGAATTTTA 
AACTTTTGTTCTTGCTGGGTTATTTATTTTGATTTTAGCATTAAATGTCATCTCAGGACA 
TCTCTAAAAGGGGTTGTTTAATTCCTAATTGTATAGAAAGCTAGTTTGGTGAATTGTATT 
GGTTAATTGACTGTTTAAGGCCTTAACAGGTGAATCTAGAGCCTACTTTTATTTTGGTTA 
AAGAAAAAGAAAATATCAATAATTCAATTTTGTGTCTTTTCTCAATTTATTAGCAAACAC 
AAGACATTTTATGTATTATTTCGATTTACTTCCTAATTATAAAAGCTGCTTTTTTGCAGA 
ACATTCCTTGAAAATATAAGGTTTTGAAAAGACATAATTTTACTTGAATCTTTGTGGGGT 
ACAGGTTGATCTTTATATTTTACTGGTTGTTTTAAAAATTCTAGAAAAGAGATTTCTAGG 
CCTCATGTATAACCAGGGTTTTGAGGATAAAGAACTGTATTTTTAGAACTATCTCATCAT 
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AGCATATCTGCTTTGGAATAACTATAAATAAAAGATGAAGTTAGG 
Gene 20. >ENST00000327986 cDNA sequence 

CACCACCATCATCTCCAGGTGCATGGGAGAACCCTCTCCAAGAGAACCCTACCCCAGGAG 
AACCCCCCCAGGAGAAGCCCCCTCCAGGAGAAGCCCCCCAGGAGAAGCCCCCTCCAGGAG 
AACCCCCCCAGGAGAAGCCCCCTCCAGGAGAACCCCCCCGGGAGAAGCCCCCTCCAGGAG 
AACCCCCCCGGGAGAAGCCCCCTCCAGGAGAACCCCCCCGGGAGAAGCCCCCTCCAGGAG 
AACCCCCCCGGGAGAAGCCCCCTCCAGGAGAACCCCCCCGGGAGAAGCCCCCTCCAGGAG 
AACCCCCCTGGGAGACTCCCCCCCAGGAGACCCCCCCCGGGAGACTCCCCCCCCAGGAGA 
CCCCCCCTCCAGGAGAACCCTCCCAGGAGACTCCCCCCCAGGAGAACCCTCCCAGGAGAC 
TCCCCCCCAGGAGATACCTCCCAGGAGACTCCCCCCCAGGAGAACCCCCCCAGGAGACTC 
TCCCCCAGGAGACTCCCTCCTCCAGAACCCCCCAGGAGACTCCCCCCCAGGAGACTCCCC 
CTCCAGGAGACTCCCCCCCAGGAGAACCTCCCCAGGAGACTCCCCCTCCAGGACCCCCCC 
CTCCAGGAGACTCCCCCCCCCAGGAGACTCCCCCCCCAGGAGAACCCCCAACATCCACAA 
GCCCC 

Gene 21. >ENST00000318747 cDNA sequence 

AGACCATCCAAGAAGACAGTGCAGCCACCTCCGAGAGCCTGGATGTGATGGCGTCACAGA 

AGAGACCCTCCCAGAGGCACGGATCCAAGTACCTGGCCACAGCAAGTACCATGGACCATG 

CCAGGCATGGCTTCCTCCCAAGGCACAGAGACACGGGCATCCTTGACTCCATCGGGCGCT 

TCTTTGGCGGTGACAGGGGTGCGCCCAAGCGGGGCTCTGGCAAGGACTCACACCACCCGG 

CAAGAACTGCTCACTACGGCTCCCTGCCCCAGAAGTCACACGGCCGGACCCAAGATGAAA 

ACCCCGTAGTCCACTTCTTCAAGAACATTGTGACGCCTCGCACACCACCCCCGTCGCAGG 

GAAAGGGGAGAGGACTGTCCCTGAGCAGATTTAGCTGGGGGGCCGAAGGCCAGAGACCAG 

GATTTGGCTACGGAGGCAGAGCGTCCGACTATAAATCGGCTCACAAGGGATTCAAGGGAG 

TCGATGCCCAGGGCACGCTTTCCAAAATTTTTAAGCTGGGAGGAAGAGATAGTCGCTCTG 

GATCACCCATGGCTAGACGCTGAAAACCCACCTGGTTCCGGAATCCTGTCCTCAGCTTCT 

TAATATAACTGCCTTAAAACTTTAATCCCACTTGCCCCTGTTACCTAATTAGAGCAGATG 

ACCCCTCCCCTAATGCCTGCGGAGTTGTGCACGTAGTAGGGTCAGGCCACGGCAGCCTAC 

CGGCAATTTCCGGCCAACAGTTAAATGAGAACATGAAAACAGAAAACGGTTAAAACTGTC 

CCTTTCTGTGTGAAGATCACGTTCCTTCCCCCGCAATGTGCCCCCAGACGCACGTGGGTC 

TTCAGGGGGCCAGGTGCACAGACGTCCCTCCACGTTCACCCCTCCACCCTTGGACTTTCT 

TTTCGCCGTGGCTGCGGCACCCTTGCGCTTTTGCTGGTCACTGCCATGGAGGCACACAGC 

TGCAGAGACAGAGAGGACGTGGGCGGCAGAGAGGACTGTTGACATCCAAGCTTCCTTTGT 

TTTTTTTTCCTGTCCTTCTCTCACCTCCTAAAGTAGACTTCATTTTTCCTAACAGGATTA 

GACAGTCAAGGAGTGGCTTACTACATGTGGGAGCTTTTGGTATGTGACATGCGGGCTGGG 

CAGCTGTTAGAGTCCAACGTGGGGCAGCACAGAGAGGGGGCCACCTCCCCAGGCCGTGGC 

TGCCCACACACCCCAATTAGCTGAATTCGCGTGTGGCAGAGGGAGGAAAAGGAGGCAAAC 

GTGGGCTGGGCAATGGCCTCACATAGGAAACAGGGTCTTCCTGGAGATTTGGTGATGGAG 

ATGTCAAGCAGGTGGCCTCTGGACGTCACCGTTGCCCTGCATGGTGGCCCCAGAGCAGCC 

TCTATGAACAACCTCGTTTCCAAACCACAGCCCACAGCCGGAGAGTCCAGGAAGACTTGC 

GCACTCAGAGCAGAAGGGTAGGAGTCCTCTAGACAGCCTCGCAGCCGCGCCAGTCGCCCA 

TAGACACTGGCTGTGACCGGGCGTGCTGGCAGCGGCAGTGCACAGTGGCCAGCACTAACC 

CTCCCTGAGAAGATAACCGGCTCATTCACTTCCTCCCAGAAGACGCGTGGTAGCGAGTAG 

GCACAGGCGTGCACCTGCTCCCGAATTACTCACCGAGACACACGGGCTGAGCAGACGGCC 

CCGTGGATGGAGACAAAGAGCTCTTCTGACCATATCCTTCTTAACACCCGCTGGCATCTC 

CTTTCGCGCCTCCCTCCCTAACCTACTGACCCACCTTTTGATTTTAGCGCACCTGTGATT 

GATAGGCCTTCCAAAGAGTCCCACGCTGGCATCACCCTCCCCGAGGACGGAGATGAGGAG 

TAGTCAGCGTGATGCCAAAACGCGTCTTCTTAATCCAATTCTAATTCTGAATGTTTCGTG 

TGGGCTTAATACCATGTCTATTAATATATAGCCTCGATGATGAGAGAGTTACAAAGAACA 

AAACTCCAGACACAAACCTCCAAATTTTTCAGCAGAAGCACTCTGCGTCGCTGAGCTGAG 

GTCGGCTCTGCGATCCATACGTGGCCGCACCCACACAGCACGTGCTGTGACGATGGCTGA 

ACGGAAAGTGTACACTGTTCCTGAATATTGAAATAAAACAATAAACTTTT 

Gene 22. >ENST00000281193 cDNA sequence 

CCTGGATGTGATGGCGTCACAGAAGAGACCCTCCCAGAGGCACGGATCCAAGTACCTGGC 
CACAGCAAGTACCATGGACCATGCCAGGCATGGCTTCCTCCCAAGGCACAGAGACACGGG 
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CATCCTTGACTCCATCGGGCGCTTCTTTGGCGGTGACAGGG6TGCGCCCAAGCGGGGCTC 

TGGCAAGGTACCCTGGCTAAAGCCGGGCCGGAGCCCTCTGCCCTCTCATGCCCGCAGCCA 

GCCTGGGCTGTGCAACATGTACAAGGACTCACACCACCCGGCAAGAACTGCTCACTACGG 

CTCCCTGCCCCAGAAGTCACACGGCCGGACCCAAGATGAAAACCCCGTAGTCCACTTCTT 

CAAGAACATTGTGACGCCTCGCACACCACCCCCGTCGCAGGGAAAGGGGGCCGAAGGCCA 

GAGACCAGGATTTGGCTACGGAGGCAGAGCGTCCGACTATAAATCGGCTCACAAGGGATT 

CAAGGGAGTCGATGCCCAGGGCACGCTTTCCAAAATTTTTAAGCTGGGAGGAAGAGATAG 

TCGCTCTGGATCACCCATGGCTAGACGCTGAAAACCCACCTGGTTCCGGAATCCTGTCCT 

CAGCTTCTTAATATAACTGCCTTAAAACTTTAATCCCACTTGCCCCTGTTACCTAATTAG 

AGCAGATGACCCCTCCCCTAATGCCTGCGGAGTTGTGCACGTAGTAGGGTCAGGCCACGG 

CAGCCTACCGGCAATTTCCGGCCAACAGTTAAATGAGAACATGAAAACAGAAAACGGTTA 

AAACTGTCCCTTTCTGTGTGAAGATCACGTTCCTTCCCCCGCAATGTGCCCCCAGACGCA 

CGTGGGTCTTCAGGGGGCCAGGTGCACAGACGTCCCTCCACGTTCACCCCTCCACCCTTG 

GACTTTCTTTTCGCCGTGGCTGCGGCACCCTTGCGCTTTTGCTGGTCACTGCCATGGAGG 

CACACAGCTGCAGAGACAGAGAGGACGTGGGCGGCAGAGAGGACTGTTGACATCCAAGCT 

TCCTTTGTTTTTTTTTCCTGTCCTTCTCTCACCTCCTAAAGTAGACTTCATTTTTCCTAA 

CAGGATTAGACAGTCAAGGAGTGGCTTACTACATGTGGGAGCTTTTGGTATGTGACATGC 

GGGCTGGGCAGCTGTTAGAGTCCAACGTGGGGCAGCACAGAGAGGGGGCCACCTCCCCAG 

GCCGTGGCTGCCCACACACCCCAATTAGCTG 

Gene 23. >ENST00000309607 cDNA sequence 

ATGACTCTTAACGAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCG 
CCCTTAATCCATTTAACCCTGAGTGGACACAGCACATGTTTCAGAGAGCACAGGGTTGGG 
GGTAAGGTCACCGATCAACAGGATCCCAAGGCAGAAGAATTTTTCTTAGTACAGAACAAA 
ATGAAAAGTCTCCCATGTCTACCTCTTTCTACACAGACACGGCAACCATCCGATTTCTCA 
ATCTTTTCCCCACCTTTCCCCCCTTTCTATTCCACAAAACCGCCATTGTCATCATGGCCC 
GTTCTCAATGAGCTGTTGGGTACACCTCCCAGACGGGGTGGTGGCCGGGCAGAGGGGCTC 
CTCACTTCCCAGTAG 

Gene 24. >ENST00000253506 cDNA sequence 

GAGCCGCCGGGCCGGCGGGGAGGCGGGGGAGGTGTTTTCCAGCTTTAAAAAGGCAGGAGG 
CAGAGCGCGGCCCTGCGTCAGAGCGAGACTCAGAGGCTCCGAACTCGCCGGCGGAGTCGC 
CGCGCCAGATCCCAGCAGCAGGGCGCGGGCACCGGGGCGCGGGCAGGGCTCGGAGCCACC 
GCGCAGGTCCTAGGGCCGCGGCCGGGCCCCGCCACGCGCGCACACGCCCCTCGATGACTT 
TCCTCCGGGGCGCGCGGCGCTGAGCCCGGGGCGAGGGCTGTCTTCCCGGAGACCCGACCC 
CGGCAGCGCGGGGCGGCCGCTTCTCCTGTGCCTCCGCCCGCCGCTCCACTCCCCGCCGCC 
GCCGCGCGGATGCCAAGCACCAGCTTTCCAGTCCCTTCCAAGTTTCCACTTGGCCCTGCG 
GCTGCGGTCTTCGGGAGAGGAGAAACTTTGGGGCCCGCGCCGCGCGCCGGCGGCACCATG 
AAGTCAGCGGAGGAAGAACACTATGGCTATGCATCCTCCAACGTCAGCCCCGCCCTGCCG 
CTCCCCACGGCGCACTCCACCCTGCCGGCCCCGTGCCACAACCTTCAGACCTCCACACCG 
GGCATCATCCCGCCGGCGGATCACCCCTCGGGGTACGGAGCAGCTTTGGACGGTGGGCCC 
GCGGGCTACTTCCTCTCCTCCGGCCACACCAGGCCTGATGGGGCCCCTGCCCTGGAGAGT 
CCTCGCATCGAGATAACCTCGTGCTTGGGCCTGTACCACAACAATAACCAGTTTTTCCAC 
GATGTGGAGGTGGAAGACGTCCTCCCTAGCTCCAAACGGTCCCCCTCCACGGCCACGCTG 
AGTCTGCCCAGCCTGGAGGCCTACAGAGACCCCTCGTGCCTGAGCCCGGCCAGCAGCCTG 
TCCTCCCGGAGCTGCAACTCAGAGGCCTCCTCCTACGAGTCCAACTACTCGTACCCGTAC 
GCGTCCCCCCAGACGTCGCCATGGCAGTCTCCCTGCGTGTCTCCCAAGACCACGGACCCC 
GAGGAGGGCTTTCCCCGCGGGCTGGGGGCCTGCACACTGCTGGGTTCCCCGCGGCACTCC 
CCCTCCACCTCGCCCCGCGCCAGCGTCACTGAGGAGAGCTGGCTGGGTGCCCGCTCCTCC 
AGACCCGCGTCCCCTTGCAACAAGAGGAAGTACAGCCTCAACGGCCGGCAGCCGCCCTAC 
TCACCCCACCACTCGCCCACGCCGTCCCCGCACGGCTCCCCGCGGGTCAGCGTGACCGAC 
GACTCGTGGTTGGGCAACACCACCCAGTACACCAGCTCGGCCATCGTGGCCGCCATCAAC 
GCGCTGACCACCGACAGCAGCCTGGACCTGGGAGATGGCGTCCCTGTCAAGTCCCGCAAG 
ACCACCCTGGAGCAGCCGCCCTCAGTGGCGCTCAAGGTGGAGCCCGTCGGGGAGGACCTG 
GGCAGCCCCCCGCCCCCGGCCGACTTCGCGCCCGAAGACTACTCCTCTTTCCAGCACATC 
AGGAAGGGCGGCTTCTGCGACCAGTACCTGGCGGTGCCGCAGCACCCCTACCAGTGGGCG 
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AAGCCCAAGCCCCTGTCCCCTACGTCCTACATGAGCCCGACCCTGCCCGCCCTGGACTGG 
CAGCTGCCGTCCCACTCAGGCCCGTATGAGCTTCGGATTGAGGTGCAGCCCAAGTCCCAC 
CACCGAGCCCACTACGAGACGGAGGGCAGCCGGGGGGCCGTGAAGGCGTCGGCCGGAGGA 
CACCCCATCGTGCAGCTGCATGGCTACTTGGAGAATGAGCCGCTGATGCTGCAGCTTTTC 
ATTGGGACGGCGGACGACCGCCTGCTGCGCCCGCACGCCTTCTACCAGGTGCACCGCATC 
ACAGGGAAGACCGTGTCCACCACCAGCCACGAGGCCATCCTCTCCAACACCAAAGTCCTG 
GAGATCCCACTCCTGCCGGAGAACAGCATGCGAGCCGTCATTGACTGTGCCGGAATCCTG 
AAACTCAGAAACTCCGACATTGAACTTCGGAAAGGAGAGACGGACATCGGGAGGAAGAAC 
ACACGGGTACGGCTGGTGTTCCGCGTTCACGTCCCGCAACCCAGCGGCCGCACGCTGTCC 
CTGCAGGTGGCCTCCAACCCCATCGAATGCTCCCAGCGCTCAGCTCAGGAGCTGCCTCTG 
GTGGAGAAGCAGAGCACGGACAGCTATCCGGTCGTGGGCGGGAAGAAGATGGTCCTGTCT 
GGCCACAACTTCCTGCAGGACTCCAAGGTCATTTTCGTGGAGAAAGCCCCAGATGGCCAC 
CATGTCTGGGAGATGGAAGCGAAAACTGACCGGGACCTGTGCAAGCCGAATTCTCTGGTG 
GTTGAGATCCCGCCATTTCGGAATCAGAGGATAACCAGCCCCGTTCACGTCAGTTTCTAC 
GTCTGCAACGGGAAGAGAAAGCGAAGCCAGTACCAGCGTTTCACCTACCTTCCCGCCAAC 
GTTCCAATTATAAAAACAGAACCCACTGATGATTATGAGCCTGCTCCAACCTGTGGACCG 
GTGAGCCAGGGGTTAAGTCCTCTCCCAAGACCATACTACAGCCAGCAGCTCGCGATGCCA 
CCCGACCCCAGCTCCTGCCTCGTGGCCGGCTTCCCGCCCTGTCCGCAGAGAAGCACCCTG 
ATGCCAGCGGCCCCTGGCGTGAGCCCCAAGCTCCACGACCTTTCTCCCGCTGCCTACACC 
AAGGGCGTTGCCAGCCCGGGCCACTGTCACCTCGGACTCCCGCAGCCGGCCGGAGAGGCC 
CCCGCCGTCCAGGACGTGCCCAGGCCAGTGGCCACGCACCCCGGCTCGCCCGGGCAGCCA 
CCCCCGGCCCTGCTGCCACAGCAGTAAATGAAATAATACGAAATGACCTCTCCAGCACGA 
GCACCCACTCCTAGTTGCCACATTGGAGCACTCAGTTCAGCAGGGGTATGCTGACTTCAG 
CAGACAAAGACTTTTGAATAAATAAACTGAACTCACACCTGGTACCACTCAGAACCTCCA 
ACTGACTGAATGCCAGGAGCTGAACATTAATATGTGCAAAGATTGGCTCTCCAACAAGAA 
GGAAAGCAGGGAGGAAGGGAGACCACTGTGTCACCTGGAGGAGAAGTCATCTCATGACAA 
CAGAAGGGAGGTGGCCGGGCTGAGCACGGGAGACCCACCGTGCAGGGGCCTTTCATGGGA 
ACGGCCCACACGCAGTTTGACCCCACGCCCAGCCCTTCTGGCACCCCTGGGGTTCAATAC 
TGGAAGTGCCTTATTTAACCAGACCATCAGGGCATCATAGAATTGAGCATTGAATTTGCT 
ACTGTAGGAGTATTTTTAGGAGCAGAAACTGCAAACACATTTCATTGTGAGGTTTTACCC 
TCTGTATGAATGAAGAGAACGCTGGAAGGCTGCGAGAGGACTCTAGTATGAGTCTCCAAC 
ATTTGGAACGTTTCCTGGGCTGTCACGTACACTCCTGCTGCCTTACACAGTGCATTTTAG 
AATCTTCGAGTCTGTCATCTCAGCTCTTTTGTAACATGCTTCCCTTGTCTGCGCGGTTGA 
AACCGTAGGCTTGTTCATAGTCGCATGCTCGCATCTTTGTTTTTAATCTGGCTTCGAACA 
TAGCACAAGTAACTTGAATAGCACATCAATAGGTTACTGGACAAAAGCAGAAAAACCTGT 
TACAGGATAGCCTGCATTTGCATGTGTGTACATATCTAGGCATCTATTTATGTATAAATA 
ATAACAGAGCCGACGTGTCCTCGCCCAGGAGGGCTTCCCTGTCAGCAATAACCGGCATCC 
GTTTTGGAACCTGCGTCTGGGGCTCCAGTCGCTGCTCTTGCTGGCGTCCATCGCCGCCTC 
GGACGGCCGTGCATTTTCTCGTCTCACGCAGTTCGAGGAGGACCCTAGAAAGCCAGGAGC 
TGTGATTGACAGTAGCTGTAGGTTACCAGACGGCAACATTAGAAAGTGATTGTAAATAAC 
ATGCAACCTAAGTGTAATATATTTGTTCAGTTATAAGATGATTGTTTCACAGAAGCCTTA 
CCACTCTCTGCTTCATCTAAGAAAACCAATACCAAAAACGCCACTTTAATGCTCAGCCCT 
GCGTTGTGTGTTTTCAGATGAGTTACTGTTAACAGGTAGGTTTGTGTAGGCCTTGCTGGG 
CACTCTGTACAATTAGTTGCTTATTACGTATGATTACTCACAGCGATCTATTGTTCCATA 
TAACCAAAAAGCATGGTTTATTCATTGAAACACGGTTGACCTGAACTCGTGCCTTAGGAA 
TTAATGCCCCCTTATGGAACCTGCCTGAATTGCACCTGCGGGTGGAGGCTCCGGCTGTGA 
AGTCACTGAACAGAACGTCGCTGATGGAGAAAGGGCTCCCGCAGAAGGAACGGCCTGTAC 
CGTGCGCTCCGGCACAATCGCGTCTCTTGTGTCTCACTCACGGAAAGAAACAACCTGAAG 
GCCATCCCGTCGGTCTGCACGTAACCGTGAAGACGTGTGGCCGCGTCCCACCTGCGGCTG 
GGTACCCTGCACCCGGCACTGTAGGAGTCACGTGCAGCCTTTCTCAGGGGACTGTCATTG 
AAAAGGAAACGTTTGATGTCTGTGTCAGCTGTCTTTGTAGTTAGGAAATAGATCCAATAA 
AGCCGTATTTTTTTGCTGG 

Gene 25. >ENST00000329101 cDNA sequence 

GCCGGGAGAACCGAACCCCTGGCGGCCGCGACCCCGGCTCCCGCCCCGGCCCCGGCCCGA 
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CCCGCCATGACGGGGCTGGAGGACCAGGAGTTCGACTTCGAGTTCCTCTTCGAGTTTAAC 
CAGCGCGACGAGGGCGCCGCCGCGGCCGCCCCAGAACACTATGGCTATGCATCCTCCAAC 
GTCAGCCCCGCCCTGCCGCTCCCCACGGCGCACTCCACCCTGCCGGCCCCGTGCCACAAC 
CTTCAGACCTCCACACCGGGCATCATCCCGCCGGCGGATCACCCCTCGGGGTACGGAGCA 
GCTTTGGACGGTGGGCCCGCGGGCTACTTCCTCTCCTCCGGCCACACCAGGCCTGATGGG 
GCCCCTGCCCTGGAGAGTCCTCGCATCGAGATAACCTCGTGCTTGGGCCTGTACCACAAC 
AATAACCAGTTTTTCCACGATGTGGAGGTGGAAGACGTCCTCCCTAGCTCCAAACGGTCC 
CCCTCCACGGCCACGCTGAGTCTGCCCAGCCTGGAGGCCTACAGAGACCCCTCGTGCCTG 
AGCCCGGCCAGCAGCCTGTCCTCCCGGAGCTGCAACTCAGAGGCCTCCTCCTACGAGTCC 
AACTACTCGTACCCGTACGCGTCCCCCCAGACGTCGCCATGGCAGTCTCCCTGCGTGTCT 
CCCAAGACCACGGACCCCGAGGAGGGCTTTCCCCGCGGGCTGGGGGCCTGCACACTGCTG 
GGTTCCCCGCGGCACTCCCCCTCCACCTCGCCCCGCGCCAGCGTCACTGAGGAGAGCTGG 
CTGGGTGCCCGCTCCTCCAGACCCGCGTCCCCTTGCAACAAGAGGAAGTACAGCCTCAAC 
GGCCGGCAGCCGCCCTACTCACCCCACCACTCGCCCACGCCGTCCCCGCACGGCTCCCCG 
CGGGTCAGCGTGACCGACGACTCGTGGTTGGGCAACACCACCCAGTACACCAGCTCGGCC 
ATCGTGGCCGCCATCAACGCGCTGACCACCGACAGCAGCCTGGACCTGGGAGATGGCGTC 
CCTGTCAAGTCCCGCAAGACCACCCTGGAGCAGCCGCCCTCAGTGGCGCTCAAGGTGGAG 
CCCGTCGGGGAGGACCTGGGCAGCCCCCCGCCCCCGGCCGACTTCGCGCCCGAAGACTAC 
TCCTCTTTCCAGCACATCAGGAAGGGCGGCTTCTGCGACCAGTACCTGGCGGTGCCGCAG 
CACCCCTACCAGTGGGCGAAGCCCAAGCCCCTGTCCCCTACGTCCTACATGAGCCCGACC 
CTGCCCGCCCTGGACTGGCAGCTGCCGTCCCACTCAGGCCCGTATGAGCTTCGGATTGAG 
GTGCAGCCCAAGTCCCACCACCGAGCCCACTACGAGACGGAGGGCAGCCGGGGGGCCGTG 
AAGGCGTCGGCCGGAGGACACCCCATCGTGCAGCTGCATGGCTACTTGGAGAATGAGCCG 
CTGATGCTGCAGCTTTTCATTGGGACGGCGGACGACCGCCTGCTGCGCCCGCACGCCTTC 
TACCAGGTGCACCGCATCACAGGGAAGACCGTGTCCACCACCAGCCACGAGGCCATCCTC 
TCCAACACCAAAGTCCTGGAGATCCCACTCCTGCCGGAGAACAGCATGCGAGCCGTCATT 
GACTGTGCCGGAATCCTGAAACTCAGAAACTCCGACATTGAACTTCGGAAAGGAGAGACG 
GACATCGGGAGGAAGAACACACGGGTACGGCTGGTGTTCCGCGTTCACGTCCCGCAACCC 
AGCGGCCGCACGCTGTCCCTGCAGGTGGCCTCCAACCCCATCGAATGCTCCCAGCGCTCA 
GCTCAGGAGCTGCCTCTGGTGGAGAAGCAGAGCACGGACAGCTATCCGGTCGTGGGCGGG 
AAGAAGATGGTCCTGTCTGGCCACAACTTCCTGCAGGACTCCAAGGTCATTTTCGTGGAG 
AAAGCCCCAGATGGCCACCATGTCTGGGAGATGGAAGCGAAAACTGACCGGGACCTGTGC 
AAGCCGAATTCTCTGGTGGTTGAGATCCCGCCATTTCGGAATCAGAGGATAACCAGCCCC 
GTTCACGTCAGTTTCTACGTCTGCAACGGGAAGAGAAAGCGAAGCCAGTACCAGCGTTTC 
ACCTACCTTCCCGCCAACGTTCCAATTATAAAAACAGAACCCACTGATGATTATGAGCCT 
GCTCCAACCTGTGGACCGGTGAGCCAGGGGTTAAGTCCTCTCCCAAGACCATACTACAGC 
CAGCAGCTCGCGATGCCACCCGACCCCAGCTCCTGCCTCGTGGCCGGCTTCCCGCCCTGT 
CCGCAGAGAAGCACCCTGATGCCAGCGGCCCCTGGCGTGAGCCCCAAGCTCCACGACCTT 
TCTCCCGCTGCCTACACCAAGGGCGTTGCCAGCCCGGGCCACTGTCACCTCGGACTCCCG 
CAGCCGGCCGGAGAGGCCCCCGCCGTCCAGGACGTGCCCAGGCCAGTGGCCACGCACCCC 
GGCTCGCCCGGGCAGCCACCCCCGGCCCTGCTGCCACAGCAGGTGAGTGCGCCTCCAAGC 
AGTAGCTGCCCCCCTGGTCTCGAACACTCGCTCTGCCCCAGCAGCCCCTCTCCTCCACTC 
CCGCCTGCCACCCAAGAGCCGACCTGCCTGCAGCCCTGCAGCCCAGCGTGCCCGCCCGCC 
ACGGGCCGCCCGCAGCACCTGCCGTCCACGGTCCGCAGGGACGAGTCTCCGACTGCCGGG 
CCACGGCTGCTGCCAGAGGTGCATGAGGACGGTAGTCCTAATTTGGCCCCTATTCCTGTA 
ACGGTCAAGCGAGAGCCTGAAGAGTTGGACCAGTTGTACCTGGATGACGTAAATGAAATA 
ATACGAAATGACCTCTCCAGCACGAGCACCCACTCCTAGTTGCCACATTGGAGCACTCAG 
TTCAGCAGGGGTATGCTGACTTCAGCAGACAAAGACTTTTGAATAAATAAACTGAACTCA 
CACCTGGTACCACTCAGAACCTCCAACTGACTGAATGCCAGGAGCTGAACATTAATATGT 
GCAAAGATTGGCTCTCCAACAAGAAGGAAAGCAGGGAGGAAGGGAGACCACTGTGTCACC 
TGGAGGAGAAGTCATCTCATGACAACAGAAGGGAGGTGGCCGGGCTGAGCACGGGAGACC 
CACCGTGCAGGGGCCTTTCATGGGAACGGCCCACACGCAGTTTGACCCCACGCCCAGCCC 
TTCTGGCACCCCTGGGGTTCAATACTGGAAGTGCCTTATTTAACCAGACCATCAGGGCAT 
CATAGAATTGAGCATTGAATTTGCTACTGTAGGAGTATTTTTAGGAGCAGAAACTGCAAA 
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CACATTTC^TTGTGAGGTTTTACCCTCTGTATGAATGAAGAGAACGCTGGAAGGCTGCGA 

GAGGACTCTAGTATGAGTCTCCAACATTTGGAACGTTTCCTGGGCTGTCACGTACACTCC 

TGCTGCCTTACACAGTGCATTTTAGAATCTTCCAGTCTGTCATCTCAGCTCTTTTGTAAC 

ATGCTTCCCTTGTCTGCGCGGTTGAAACCGTAGGCTTGTTCATAGTCGCATGCTCGCATC 

TTTGTTTTTAATCTGGCTTCGAACATAGCACAAGTAACTTGAATAGCACATCAATAGGTT 

ACTGGACAAAAGCAGAAAAACCTGTTACAGGATAGCCTGCATTTGCATGTGTGTACATAT 

CTAGGCATCTATTTATGTATAAATAATAACAGAGCCGACGTGTCCTCGCCCAGGAGGGCT 

TCCCTGTCAGCAATAACCGGCATCCGTTTTGGAACCTGCGTCTGGGGCTCCAGTCGCTGC 

TCTTGCTGGCGTCCATCGCCGCCTCGGACGGCCGTGCATTTTCTCGTCTCACGCAGTTCG 

AGGAGGACCCTAGAAAGCCAGGAGCTGTGATTGACAGTAGCTGTAGGTTACCAGACGGCA 

ACATTAGAAAGTGATTGTAAATAACATGCAACCTAAGTGTAATATATTTGTTCAGTTATA 

AGATGATTGTTTCACAGAAGCCTTACCACTCTCTGCTTCATCTAAGAAAACCAATACCAA 

AAACGCCACTTTAATGCTCAGCCCTGCGTTGTGTGTTTTCAGATGAGTTACTGTTAACAG 

GTAGGTTTGTGTAGGCCTTGCTGGGCACTCTGTACAATTAGTTGCTTATTACGTATGATT 

ACTCACAGCGATCTATTGTTCCATATAACCAAAAAGCATGGTTTATTCATTGAAACACGG 

TTGACCTGAACTCGTGCCTTAGGAATTAATGCCCCCTTATGGAACCTGCCTGAATTGCAC 

CTGCGGGTGGAGGCTCCGGCTGTGAAGTCACTGAACAGAACGTCGCTGATGGAGAAAGGG 

CTCCCGCAGAAGGAACGGCCTGTACCGTGCGCTCCGGCACAATCGCGTCTCTTGTGTCTC 

ACTCACGGAAAGAAACAACCTGAAGGCCATCCCGTCGGTCTGCACGTAACCGTGAAGACG 

TGTGGCCGCGTCCCACCTGCGGCTGGGTACCCTGCACCCGGCACTGTAGGAGTCACGTGC 

AGCCTTTCTCAGGGGACTGTCATTGAAAAGGAAACGTTTGATGTCTGTGTCAGCTGTCTT 

TGTAGTTAGGAAATAGATCCAATAAAGCCGTATTTTTTTGCTGG 

Gene 26. >ENST00000314741 cDNA sequence 

ATGAACCGAAGTTTTCACAAGTCTCAGACCTTGCGATTCTACGATTGCAGCGCAGTGGAA 

GTCAAGAGCAAGTTTGGGGCGGAATTCCGAAGGTTCTCTCTGGACCGTCATAAGCCTGGG 

AAGTTTGAAGATTTCTACAAGCTGGTTGTGCACACCCACCATATCTCCAACAGTGATGTA 

ACTATTGGCTATGCAGATGTGCACGGAGACCTGCTGCCCATCAACAATGATGACAACTTC 

TGCAAGGCGGTTTCTAGTGCAAATCCCCTGCTCAGGGTCTTCATCCAGAAACGAGAGGAG 

GCCGAGCGTGGCAGCCTCGGCGCGGGCTCGCTGTGCAGGCGGAGGCGGGCGCTGGGCGCG 

CTGCGTGATGAAGGACCCCGGCGGCGTGCACACCTGGACATCGGCCTCCCGCGCGACTTC 

CGCCCCGTATCATCCATCATCGATGTGGACCTGGTCCCCGAGACGCACCGGCGAGTGCGG 

CTGCACCGGCACGGCTGCGAGAAGCCGCTGGGCTTCTACATCCGCGATGGCGCCAGCGTG 

CGCGTGACCCCGCACGGGCTGGAGAAGGTGCCCGGCATCTTCATCTCGCGCATGGTACCC 

GGGGGCCTGGCGGAGAGCACCGGGCTGCTGGCTGTGAATGACGAGGTCCTGGAGGTGAAC 

GGCATTGAGGTGGCCGGGAAGACGCTGGACCAGGTCACGGACATGATGATCGCCAACAGC 

CACAACCTCATCGTCACCGTCAAGCCCGCCAACCAGCGCAACAACGTGGTGCGCGGCGGC 

CGCGCGTTGGGCAGCTCGGGACCGCCCTCGGACGGCACCGCGGGCTTCGTGGGTCCCCCC 

GCCCCGCGCGTCCTGCAGAACTTCCACCCCGACGAGGCGGAGAGCGATGAGGACAACGAC 

GTCGTCATCGAGGGCACACTGGAGCCTGCACGTCCCCCCCAGACCCCGGGCGCGCCCGCA 

GGCAGCCTCTCCCGGGTCAATGGCGCGGGCCTGGCGCAGCGGCTGCAGCGGGACCTGGCC 

CTGGACGGCGGCCTCCAGCGGCTGCTCAGCTCCCTGCGGGCCGACCCCCGTCACAGCCTG 

GCGCTGCCGCCAGGCGGCGTGGAGGAGCACGGGCCCGCGGTCACGCTCTAG 

Gene 27. >ENST00000306722 cDNA sequence 

GCGCTCGGCGCAGCGAAGTAGCCTCCGGCGGTGGCAACTACGGCGGCGGCGCCGGGGCGA 
TGCTGTGGGTCTCGTTGGGCGCCGGTGTCCTGGCCTCTTCCTTAGATGAAAAGATTCTGA 
AGAATAGAGATCTTGAACATAGCATGGTGCCAGACACATAACAGAACGAAGAACAAACTA 
AATTCATCTCAAAATGATTATAAATCATCAAGAAGGAGTAGCCTGCCACCTGAACTACTC 
ATAGGAAATGACATTAGAGGAAGACTTCAAAGAAACATTAAGAACTTGGATCCCATTCAC 
CTGAGGCACCCGAAGAAGAGACCATCCATATTTCCAGGACGGAAACACACCCTTTCCTTA 
GGCGTCCTGCGTCCCCCGATTCCTGCTCCCTGGTTGCCGCGTCCTTGGCTGGCGTCAGAA 
AAATGGCTACAAACTTTCTAGTAGGTGAGAAGATCTGGTTCCACAAGTTCAAATATGGCG 
ATGCAGAAAGGAGATTCTACGAACAGATGAACGGGCCTGTGGCCGGCGCCTCCCTCCAGG 
AGGCCAGCATGATCCTCCATGATATTGCCAGAGCCAGAGAGAACATCCCGAAATCCCTGG 
CCGGAAGCTTAGGCCCAGGGGCGTCTAGCGGCCCCAGCGGAGACCACAGCGAGCTCGTCG 
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TCCGGATCGCCAGTCTGGAAGTGGACAACCAGAGAGACCTGCTGAACGTGCTGGAGAAGA 

GCTTGCCCGGCCACTGGGCCACAGCCCCGCAGACCCAGCACATGTCTCCCATGCGCCAAG 

TGGAGCCCCCGGCCAAGAAGCTAGCCACACCAGCAGAGGATGACGAGGACGATGACATTG 

ACCTGTTTGGCAGCGACAATGAGCAACACAGCTGCGGCATTACCAATGAGGAGCGGCTGC 

AGCAGTACGCGGAGAAGAAGGCCAAGAAGCCCGCGCTGGTGGCCAAGTCCTCCATCCTGC 

TGGACTTCAAGCCTTGGGACGATGAGACGGACACGGCCCACCTGGAGGCCTGTGTGCGCT 

TCATCCAGCCGGACGGGCTGGTGCGGGGGGCCTCCAAGCTGGTGCCCGTGGGCTACGGTA 

TCTGGAAGCTGCAGATTCAGCGTGTGGTGGAGGACAAGGTGGGGACAGACTTGCTGGAGG 

AGGAGATCACCAAGTTTGAAGAGTGTATGCAGAGTGTCGACATCGCAGCTTTCAACAAGA 

TCTGGCCTGAGTGTGTGTGTGTGCCCGCGTGCATGAGGCCCTGACACAATTAAAAACTGA 

GACCGGCAAAAAAAAAAAAAAAAAAAAGGGACGAAAACAAACTTAATGAAGCT 

Gene 28. >ENST00000241471 cDNA sequence 

GCAGAGAACAAAGATTGGTGGCTTCCTCCTGAGCACACTGGGATGTGGCATTACATCGGG 
GCTGCTGAGTGCCCTTACCTTCAGCTGCCCAGATGCAGAGGCAGTTCCACAAGGTACTGG 
CACAAGAAGAGTCGTGGAAGACTGACCTGGCCATGGCTTCTCATGTCCCAGCTCAGGACC 
TGCCACATCAATTCTCCCTTTCCTCTGGCCGTCACGTGTGGAGTGAAATTCTCAGAAGCG 
GCTGTCCCTGTGCACCTCTCTGGCTGTGTCCAGAAAATGAACATCTGTTTACAGCTTCAA 
TTTTCTAATGATTAG 

Gene 29. >ENST00000241470 cDNA sequence 

CGCGAGTTGAGCCGTTTCCCCGCGCTGTCCGCGCGGGCGCTCCGACAGCGGCTCTGCAGG 
GTCCGCGGCCAGCGTCCGGCCACCGCTCGGCCGCCACTCAAGGCTCACGCGTCGATGTGT 
AGCTACATAGTTATCTGTGTACATCCACGCTGGGGCATTTTTCTCCTGCTTAATGAGGAC 
TTGACTCGGGAGCAAGTGTGAATCATTGCCGGGGCTGGGAAAGGAGGAAGGCGCATTTAA 
CCCCCTCCCACCCCTCTCCATGTCCGTGTGTCACTCGGCTCGGTCCACCTGGCGCGGCCG 
GTCCTGGGGCTGCTGCTGCTGTTGACGACGACGACGACGACGGGGGCTGCCTCTGCTGTC 
CCGGGAGTTTCCTCCTGCTCCGGCCACACAGCTCCTGGGGATTGTTCCTCTTCGAACCAG 
AACCTCGGCCTGACCGGCACTTTGGCTCCAAAATAACTTTATTTTTGGGGGAGAAAGCAC 
ATCACGAACCAGTCAAAATCGTGGTTTATTTCTGTAACGTGAAGACTTCTGCTCTTTTTT 
CTTTGTTTGTTTTTTTCGTAAACATCTGGGTGTATATCAAACGGCAAGATGTCCAGTAAT 
GTCCCGGCGGATATGGATAAATTTGCGCCTCATTTTGGTAAGCGGAAAAACAAAAGAGTT 
CCTGTTTTCTCCTAACGATTCTGCTTCTGACATTGCAAAGCATGTATATGACAATTGGCC 
AATGGGACTGGGAAGAAGAGCAGGTCAGCAGTCCAAATATTCTACGACTTATTTATCAAG 
GACGATTTCTACATGGAAATGTCACATTAGGAGGCATTAAAACTTCCTTTTGGCAAAACA 
ACAGTGATGCATTTGGTGGCCAGAGAGACATTACCAGAGCCAAACTCTCAAGGGTCAGAG 
GAATCGTGAGAAGACTGGAGAGAGTAATTGTTGTGTAATCCTGTAAACACTGTCTGCCTA 
GTGTGATGTGATATAGTCTTTGTCTTTCATGCTGCTGGGACAGAAAAGACCCGACATTGC 
TTCAGAAACCGTTCAGAACAGTCTGCCTGTAAACACATGGAACTGAATTACCACATGAAC 
ACTGTCATCTTTTCTCATGAAAGTAAAAAGAACCAAGAACATTTTTCACTCTGATTTTTT 
ATTTCTTGTATTTTTTGTTGAGCTGTTTTAACACATATTGGTTTTTGAATGCAGTCAATC 
TCCAGGGGAAAAGTTAACAAGTTATCTTTCGTAGCAGAAACCATTTTGCTGCCACAAAAT 
TTTCATCATCAGAACTAATAAATCAAGTGTTCCAAATACAATTTGCATTAAAAAGATTGG 
CATTATTTTCCTCATCAGCAGAATTTATAACAGTGTGTGGTATCTAGAAATACTTATATA 
TACAATTCCACACTGGAAGACACTCAGCAATTAATGAAGTTAATTACTGGGCCAACTTGA 
GAGGAAAAAATGGAAAAGAAACTAAAATGTTGGGTGAATTCTACCAAAGTCAGCCGTGGT 
GGCTGCACTGGCACAGAATACTAAACTGAGTGTGACTATTTTCACTGCAACAAATGAAAA 
AACAAAATGTGCCTGTTTAAAGCACTCAGTAGAGGGCTGATGAAACTAATTTTTTTTCCT 
TTAAGACATGCACTCTTGAGTCCTACAGTAACTGAGTGTTTGTTTAGACAGCACAAGAAG 
GGGTGAGAGTGCGTCTCCTAGCCTTAATGTGGGAGGGTAGTTTCAGTCACTCATCGGCTT 
TCATTATTGTGCAGAAATATTAGAAAACCTCATTGATCAATTTTATGTATTTGAATATCA 
GCAAATTGAAATTTTCCATAATTATCATTAATTTGTAACCACATCCAGTGTCATGCTTAC 
TCCTTAGAGTTCAGATGAATTCTTAAAATTAAAAAAAAACTCCATAGTACTAATTTTGTT 
TCTTTATATAGTTTGCGTTTGATATTAGTGCTTGCAATTGTATTAAAGTCAAAAGCTGAT 
TTTTATGGCATACACAAGAATGCCACTTTTTCTTTTATTTCATACCAATAATTTAAAGAT 
TGATATGCTAAAAACAATTTGCACAGCACTAAAGCATGAGCTACTTTCATCTAAACCTGT 
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AAAAATATGAAAGATTTTTATATTTTTTCACTGGGAAGAAATTCTTCCTGGATGAAATTA 
CAAATATGTGTAGAATATATTTAATAAAAGACTTATAAAATACCTAACTACAGGACTTAA 
AATATAGATTGGCGCGTAGTATACAGAACAATATTCCATATAAATAAGTTTAGCCTTTAT 
AAAAATGAAGTTGCAGGCTGACATTACATTCTGTACTAAGTGTCAACAGCCCTTACAAAC 
ATTAAATGTAAATGGTTTCAAATGGTCAGCGTTGTTTAAATGTAATCATGTTATTTTATT 
CATTGTTAATGCTTTGATGAAAAGGCTTTATATGCAGTAGATCTACGAAAATATTGTTCA 
TACTGATCAGAATTAAATTTGTATAGAGCAGAGTTTTAAAATGAATGTAAATAGCACTAA 
ACGTTTTCTTTCTGCAACCTGTACTTACAGATTCTTCCTGTAAACTAAATAAAAAAAAAA 
TGATAGTGCATTTTGGTGGTAATTTTAAAGGTCTTGATTAGGTCAATAATTGTTTAAGCA 
CCGTCTCATTCATGTTTTCTACTTTCATTTCTTAAGCTTTTAAAATTCATTTAATTAATA 
TTCTGTTGTTGTTTTGGGGAGTATTCCCAATGTATCTTTGATATTTAACCTGGTTAATTT 
GTGGACAGTCACAACAATGGATAGAATTATGTAGTCTCCGTTATCACTAAAATGTTATCT 
TCAAGAGATGTTAAATATTTATATGCTTTGTTGACTAGCTGAAATGTGAATTCTGTTAGT 
GTTGACTAAAGAATCTGGTAGTTGCTTAATTGGGCAATTAAACAATTTATGGCTCTATTT 
TGTAAAACAAACTACTGGTAATTATTTTTAATACCTATTTTCATTCTGATTACTCTTTTT 
TTAAGTTAAAGACTATCAGTTAATTAAGATTGAGTTTTTATGATGGTTAAAAATAATTCT 
CTATTGGTTTTTCAATATATTTTTCTGTGTGTTCTCAGATTATATATTTCCCTCAATTTA 
GAGTTTGCTAAGTGAAATAAACTGGTTCACTAGTAGAGAAAGAATTACGTCGCTTAATAC 
CTAATATCATAGTTGTACAATATGAAAAAAAAGAATAAAAAGTAGCAGTAAAATTATATA 
CTGAAAACACCAAAAATTTAGATGCCTTAATAGTATATACGTGAAATACTCAGCTGTCCC 
TTTAAAAATAATTCCTTGGACTGCCTGGTGGTTAAAATACGATTCCTCATATCCAAGGCT 
ACTTTTGAAGATCCCTCTGCCAAAAATATAGCTCACTTATCTAAAGGTGAGAGCTGCATA 
GATCCAGTAATGTACATAAAGCCTGAATGATGAGCCTATGTCCCTGCCTAACGCTGGTGT 
CTCACTCATCTCTTTTACCTAAATTGTCCTGAACTTTGTTAAGTGTTCTGGACAAGGCCA 
AGCTTTTCTTTATTAAAACCTCAGCATGTCTCCCTGATCTGAACTATTTGCTTTCTCTTC 
AAGATAAGTTGTATTTTACCATGGAAAAATACAGTATCTAACATTACCATTCACGTTAAA 
TGAAGTTTCCTCATAACATTTATCTTTAGTTTTATGAAGTCATCGTGACCAATGTTACAG 
TAATTTCTGTTAGCTGATTGTGGTAAACAATGTTTAATGTGAAAAGAAATTAAAACTTTC 
TTCATCTGTTGT 

Gene 30. >ENST00000301980 cDNA sequence 

ATGTCGCAGCCGCCGCTGCTCCCCGCCTCGGCGGAGACTCGGAAGTTCACCCGGGCGCTG 
AGTAAGCCGGGCACGGCGGCCGAGCTGCGGCAGAGCGTGTCTGAGGTGGTGCGCGGCTCC 
GTGCTCCTGGCAAAGCCAAAGCTAATTGAGCCACTCGACTATGAAAATGTCATCGTCCAG 
AAGAAGACTCAGATCCTGAACGACTGTTTACGGGAGATGCTGCTCTTCCCTTACGATGAC 
TTTCAGACGGCCATCCTGAGACGACAGGGTCGATACATATGCTCAACAGTGCCTGCGAAG 
GCGGAAGAGGAAGCACAGAGCTTGTTTGTTACAGAGTGCATCAAAACCTATAACTCTGAC 
TGGCATCTTGTGAACTATAAATATGAAGATTACTCAGGAGAGTTTCGACAGCTTCCGAAC 
AAAGTGGTCAAGTTGGATAAACTTCCAGTTCATGTCTATGAAGTTGACGAGGAGGTCGAC 
AAAGATGAGGATGCTGCCTCCCTTGGTTCCCAGAAGGGTGGGATCACCAAGCATGGCTGG 
CTGTACAAAGGCAACATGAACAGTGCCATCAGCGTGACCATGAGGTCATTTAAGAGACGA 
TTTTTCCACCTGATTCAACTTGGCGATGGATCCTATAATTTGAATTTTTATAAAGATGAA 
AAGATCTCCAAAGAACCAAAAGGATCAATATTTCTGGATTCCTGTATGGGTGTCGTTCAG 
AACAACAAAGTCAGGCGTTTTGCTTTTGAGCTCAAGATGCAGGACAAAAGTAGTTATCTC 
TTGGCAGCAGACAGTGAAGTGGAAATGGAAGAATGGATCACAATTCTAAATAAGATCCTC 
CAGCTCAACTTTGAAGCTGCAATGCAAGAAAAGCGAAATGGCGACTCTCACGAAGATGAT 
GAACAAAGCAAATTGGAAGGTTCTGGTTCCGGTTTAGATAGCTACCTGCCGGAACTTGCC 
AAGAGTGCAAGAGAAGCAGAAATCAAACTGAAAAGTGAAAGCAGAGTCAAACTTTTTTAT 
TTGGACCCAGATGCCCAGAAGCTTGACTTCTCATCAGCTGAGCCAGAAGTGAAGTCATTT 
GAAGAGAAGTTTGGAAAAAGGATCCTTGTCAAGTGCAATGATTTATCTTTCAATTTGCAA 
TGCTGTGTTGCCGAAAATGAAGAAGGACCCACTACAAATGTTGAACCTTTCTTTGTTACT 
CTATCCCTGTTTGACATAAAATACAACCGGAAGATTTCTGCCGATTTCCACGTAGACCTG 
AACCATTTCTCAGTGAGGCAAATGCTCGCCACCACGTCCCCGGCGCTGATGAATGGCAGT 
GGGCAGAGCCCATCTGTCCTCAAGGGCATCCTTCATGAAGCCGCCATGCAGTATCCGAAG 
CAGGGAATATTTTCAGTCACTTGTCCTCATCCAGATATATTTCTTGTGGCCAGAATTGAA 
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AAAGTCCTTCAGGGGAGCATCACACATTGCGCTGAGCCATATATGAAAAGTTCAGACTCT 
TCTAAGGTGGCCCAGAAGGTGCTGAAGAATGCCAAGCAGGCATGCCAAAGACTAGGACAG 
TATAGAATGCCATTTGCTTGGGCAGCAAGGACATTGTTTAAGGATGCATCTGGAAATCTT 
GACAAAAATGCCAGATTTTCTGCCATCTACAGGCAAGACAGCAATAAGCTATCCAATGAT 
GACATGCTCAAGTTACTTGCAGACTTTCGGAAACCTGAGAAGATGGCTAAGCTCCCAGTG 
ATTTTAGGCAATCTAGACATTACAATTGATAATGTTTCCTCAGACTTCCCTAATTATGTT 
AATTCATCATACATTCCCACAAAACAATTTGAAACCTGCAGTAAAACTCCCATCACGTTT 
GAAGTGGAGGAATTTGTGCCCTGCATACCAAAACACACTCAGCCTTACACCATCTACACC 
AATCACCTTTACGTTTATCCTAAGTACTTGAAATACGACAGTCAGAAGTCTTTTGCCAAG 
GCTAGAAATATTGCGATTTGCATTGAATTCAAAGATTCAGATGAGGAAGACTCTCAGCCC 
CTTAAGTGCATTTATGGCAGACCTGGTGGGCCAGTTTTCACAAGAAGCGCCTTTGCTGCA 
GTTTTACACCATCACCAAAACCCAGAATTTTATGATGAGATTAAAATAGAGTTGCCCACT 
CAGCTGCATGAAAAGCACCACCTGTTGCTCACATTCTTCCATGTCAGCTGTGACAACTCA 
AGTAAAGGAAGCACGAAGAAGAGGGATGTCGTTGAAACCCAAGTTGGCTACTCCTGGCTT 
CCCCTCCTGAAAGACGGAAGGGTGGTGACAAGCGAGCAGCACATCCCGGTCTCGGCGAAC 
CTTCCTTCGGGCTATCTTGGCTACCAGGAGCTTGGGATGGGCAGGCATTATGGTCCGGAA 
ATTAAATGGGTAGATGGAGGCAAGCCACTGCTGAAAATTTCCACTCATCTGGTTTCTACA 
GTGTATACTCAGGATCAGCATTTACATAATTTTTTCCAGTACTGTCAGAAAACCGAATCT 
GGAGCCCAAGCCTTAGGAAACGAACTTGTAAAGTACCTTAAGAGTCTGCATGCGATGGAA 
GGCCACGTGATGATCGCCTTCTTGCCCACTATCCTAAACCAGCTGTTCCGAGTCCTCACC 
AGAGCCACACAGGAAGAAGTCGCGGTTAACGTGACTCGGGTCATTATTCATGTGGTTGCC 
CAGTGCCATGAGGAAGGATTGGAGAGCCACTTGAGGTCATATGTTAAGTACGCGTATAAG 
GCTGAGCCATATGTTGCCTCTGAATACAAGACAGTGCATGAAGAACTGACCAAATCCATG 
ACCACGATTCTCAAGCCTTCTGCCGATTTCCTCACCAGCAACAAACTACTGAAGTACTCA 
TGGTTTTTCTTTGATGTACTGATCAAATCTATGGCTCAGCATTTGATAGAGAACTCCAAA 
GTTAAGTTGCTGCGAAACCAGAGATTTCCTGCATCCTATCATCATGCAGTGGAAACCGTT 
GTAAATATGCTGATGCCACACATCACTCAGAAGTTTCGAGATAATCCAGAGGCATCTAAG 
AACGCGAATCATAGCCTTGCTGTCTTCATCAAGAGATGTTTCACCTTCATGGACAGGGGC 
TTTGTCTTCAAGCAGATCAACAACTACATTAGCTGTTTTGCTCCTGGAGACCCAAAGACC 
CTCTTTGAATACAAGTTTGAATTTCTCCGTGTAGTGTGCAACCATGAACATTATATTCCG 
TTGAACTTACCAATGCCATTTGGAAAAGGCAGGATTCAAAGATACCAAGACCTCCAGCTT 
GACTACTCATTAACAGATGAGTTCTGCAGAAACCACTTCTTGGTGGGACTGTTACTGAGG 
GAGGTGGGGACAGCCCTCCAGGAGTTCCGGGAGGTCCGTCTGATCGCCATCAGTGTGCTC 
AAGAACCTGCTGATAAAGCATTCTTTTGATGACAGATATGCTTCAAGGAGCCATCAGGCA 
AGGATAGCCACCCTCTACCTGCCTCTGTTTGGTCTGCTGATTGAAAACGTCCAGCGGATC 
AATGTGAGGGATGTGTCACCCTTCCCTGTGAACGCGGGCATGACTGTGAAGGATGAATCC 
CTGGCTCTACCAGCTGTGAATCCGCTGGTGACGCCGCAGAAGGGAAGCACCCTGGACAAC 
AGCCTGCACAAGGACCTGCTGGGCGCCATCTCCGGCATTGCTTCTCCATATACAACCTCA 
ACTCCAAACATCAACAGTGTGAGAAATGCTGATTCGAGAGGATCTCTCATAAGCACAGAT 
TCGGGTAACAGCCTTCCAGAAAGGAATAGTGAGAAGAGCAATTCCCTGGATAAGCACCAA 
CAAAGTAGCACATTGGGAAATTCCGTGGTTCGCTGTGATAAACTTGACCAGTCTGAGATT 
AAGAGCCTACTGATGTGTTTCCTCTACATCTTAAAGAGCATGTCTGATGATGCTTTGTTT 
ACATATTGGAACAAGGCTTCAACATCTGAACTTATGGATTTTTTTACAATATCTGAAGTC 
TGCCTGCACCAGTTCCAGTACATGGGGAAGCGATACATAGCCAGAACAGGAATGATGCAT 
GCCAGATTGCAGCAGCTGGGCAGCCTGGATAACTCTCTCACTTTTAACCACAGCTATGGC 
CACTCGGACGCAGATGTTCTGCACCAGTCATTACTTGAAGCCAACATTGCTACTGAGGTT 
TGCCTGACAGCTCTGGACACGCTTTCTCTATTTACATTGGCGTTTAAGAACCAGCTCCTG 
GCCGACCATGGACATAATCCTCTCATGAAAAAAGTTTTTGATGTCTACCTGTGTTTTCTT 
CAAAAACATCAGTCTGAAACGGCTTTAAAAAATGTCTTCACTGCCTTAAGGTCCTTAATT 
TATAAGTTTCCCTCAACATTCTATGAAGGGAGAGCGGACATGTGTGCGGCTCTGTGTTAC 
GAGATTCTCAAGTGCTGTAACTCCAAGCTGAGCTCCATCAGGACGGAGGCCTCCCAGCTG 
CTCTACTTCCTGATGAGGAACAACTTTGATTACACTGGAAAGAAGTCCTTTGTCCGGACA 
CATTTGCAAGTCATCATATCTGTCAGCCAGCTGATAGCAGACGTTGTTGGCATTGGGGGA 
ACCAGATTCCAGCAGTCCCTGTCCATCATCAACAACTGTGCCAACAGTGACCGGCTTATT 
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AAGCACACCAGCTTCTCCTCTGATGTGAAGGACTTAACCAAAAGGATACGCA.CGGTGCTA 
ATGGCCACCGCCCAGATGAAGGAGCATGAGAACGACCCAGAGATGCTGGTGGACCTCCAG 
TACAGCCTGGCCAAATCCTATGCCAGCACGCCCGAGCTCAGGAAGACGTGGCTCGACAGC 
ATGGCCAGGATCCATGTCAAAAATGGCGATCTCTCAGAGGCAGCAATGTGCTATGTCCAC 
GTAACAGCCCTAGTGGCAGAATATCTCACACGGAAAGAAGCAGTCCAGTGGGAGCCGCCC 
CTTCTCCCCCACAGCCATAGCGCCTGCCTGAGGAGGAGCCGGGGAGGCGTGTTTAGACAA 
GGATGCACCGCCTTCAGGGTCATTACCCCAAACATCGACGAGGAGGCCTCCATGATGGAA 
GACGTGGGGATGCAGGATGTCCATTTCAACGAGGATGTGCTGATGGAGCTCCTTGAGCAG 
TGCGCAGATGGACTCTGGAAAGCCGAGCGCTACGAGCTCATCGCCGACATCTACAAACTT 
ATCATCCCCATTTATGAGAAGCGGAGGGATTTTGAGAGGCTGGCCCATCTGTATGACACG 
CTGCACCGGGCCTACAGCAAAGTGACCGAGGTCATGCACTCGGGCCGCAGGCTTCTGGGG 
ACCTACTTCCGGGTAGCCTTCTTCGGGCAGCAATACCAGTTTACAGACAGTGAAACAGAT 
GTGGAGGGATTCTTTGAAGATGAAGATGGAAAGGAGTATATTTACAAGGAACCCAAACTC 
ACACCGCTGTCGGAAATTTCTCAGAGACTCCTTAAACTGTACTCGGATAAATTTGGTTCT 
GAAAATGTCAAAATGATACAGGATTCTGGCAAGGTCAACCCTAAGGATCTGGATTCTAAG 
TATGCATACATCCAGGTGACTCACGTCATCCCCTTCTTTGACGAAAAAGAGTTGCAAGAA 
AGGAAAACAGAGTTTGAGAGATCCCACAACATCCGCCGCTTCATGTTTGAGATGCCATTT 
ACGCAGACCGGGAAGAGGCAGGGCGGGGTGGAAGAGCAGTGCAAACGGCGCACCATCCTG 
ACAGCCATACACTGCTTCCCTTATGTGAAGAAGCGCATCCCTGTCATGTACCAGCACCAC 
ACTGACCTGAACCCCATCGAGGTGGCCATTGACGAGATGAGTAAGAAGGTGGCGGAGCTC 
CGGCAGCTGTGCTCCTCGGCCGAGGTGGACATGATCAAACTGCAGCTCAAACTCCAGGGC 
AGCGTGAGTGTTCAGGTCAATGCTGGCCCACTAGCATATGCGCGAGCTTTCTTAGATGAT 
ACAAACACAAAGCGATATCCTGACAATAAAGTGAAGCTGCTTAAGGAAGTTTTCAGGCAA 
TTTGTGGAAGCTTGCGGTCAAGCCTTAGCGGTAAACGAACGTCTGATTAAAGAAGACCAG 
CTCGAGTATCAGGAAGAAATGAAAGCCAACTACAGGGAAATGGCGAAGGAGCTTTCTGAA 
ATCATGCATGAGCAGGTGAGAAGATCTGCCCCCTGGAGGAGAAGACGAGCGTCTTACCGA 
ATTCCCTTCACATCTTCAACGCCATCAGTGGGACTCCAACAAGCACAATGGTTCACGGGA 
TGACCAGCTCGTCTTCGGTCGTGTGATTACATCTCATGGCCCGTGTGTGGGGACTTGCTT 
TGTCATTTGCAAACTCAGGATGCTTTCCAAAGCCAATCACTGGGGAGACCGAGCACAGGG 
AGGACCAAGGGGAAGGGGAGAGAAAGGAAATAAAGAACAACGTTATTTCTTAACAGACTT 
TCTATAGGAGTTGTAAGAAGGTGCACATATTTTTTTAAATCTCACTGGCAATATTCAAAG 
TTTTCATTGTGTCTTAACAAAGGTGTGGTAGACACTCTTGAGCTGGACTTAGATTTTATT 
CTTCCTTGCAGAGTAGTGTTAGAATAGATGGCCTACAGAAAAAAAAGGTTCTGGGATCTA 
CATGGCAGGGAGGGCTGCACTGACATTGATGCCTGGGGGACCTTTTGCCTCGAGGCTGAG 

TATTTTTGTGACTAGTTTTTGATGACCTAAGGGAACTGACCATTGTAATTTTTGTACCAG 
TGAACCAGGAGATTTAGTGCTTTTATATTCATTTCCTTGCATTTAAGAAAATATGAAAGC 
TTAAGGAATTATGTGAGCTTAAAACTAGTCAAGCAGTTTAGAACCAAAGGCCTATATTAA 
TAACCGCAACTATGCTGAAAAGTACAAAGTAGTACAGTATATTGTTATGTACATATCATT 
GTTAATACAGTCCTGGCATTCTGTACATATATGTATTACATTTCTACATTTTTAATACTC 
ACATGGGCTTATGCATTAAGTTTAATTGTGATAAATTTGTGCTGTTCCAGTATATGCAAT 
ACACTTTAATGTTTTATTCTTGTACATAAAAATGTGCAATATGGAGATGTATACAGTCTT 
TACTATATTAGGTTTATAAACAGTTTTAAGAATTTCATCCTTTTGCCAAAATGGTGGAGT 
ATGTAATTGGTAAATCATAAATCCTGTGGTGAATGGTGGTGTACTTTAAAGCTGTCACCA 
TGTTATATTTTCTTTTAAGACTTTAATTTAGTAATTTTATATTTGGGAAAATAAAGGTTT 
TTAATTTTATTTAACTGGAATCACTGCCCTGCTGTAATTAAACATTCTGTACCACATCTG 
TATTAAAAAGACATTGCTGACC 

Gene 31. >ENST00000218552 cDNA sequence 

CAGTCACCGGTAAGTTACTGAATCTGCGTTGGCTGCCTTTCATGCCACTGGTGCTCCTTT 
GTGGCTATGGACCAGTGGGGGGTGTATTTCAATCCTGTGCTTGTTTCTTTTTTGTCAGAG 
TTTCTTTGGTTATCCCCTGAGCATCTTCTTCATCGTGGTCAATGAGTTTTGCGAAAGATT 
TTCCTACTATGGAATGCGAGCAATCCTGATTCTGTACTTCACAAATTTCATCAGCTGGGA 
TGATAACCTGTCCACCGCCATCTACCATACGTTTGTGGCTCTGTGCTACCTGACGCCAAT 
TCTCGGAGCTCTTATCGCCGACTCGTGGCTGGGAAAGTTCAAGACCATTGTGTCGCTCTC 
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CATTGTCTACACAATTGGACAAGCAGTCACCTCAGTAAGCTCCATTAATGACCTCACAGA 
CCACAACCATGATGGCACCCCCGACAGCCTTCCTGTGCACGTGGTGCTGTCCTTGATCGG 
CCTGGCCCTGATAGCTCTCGGGACTGGAGGAATCAAACCCTGTGTGTCTGCGTTTGGTGG 
AGATCAGTTTGAAGAGGGCCAGGAGAAACAAAGAAACAGATTTTTTTCCATCTTTTACTT 
GGCTATTAATGCTGGAAGTTTGCTTTCCACAATCATCACACCCATGCTCAGAGTTCAACA 
ATGTGGAATTCACAGTAAACAAGCTTGTTACCCACTGGCCTTTGGGGTTCCTGCTGCTCT 
CATGGCTGTAGCCCTGATTGTGTTTGTCCTTGGCAGTGGGATGTACAAGAAGTTCAAGCC 
ACAGGGCAACATCATGGGTAAAGTGGCCAAGTGCATCGGTTTTGCCATCAAAAATAGATT 
TAGGCATCGGAGTAAGGCATTTCCCAAGAGGGAGCACTGGCTGGACTGGGCTAAAGAGAA 
ATACGATGAGCGGCTCATCTCCCAAATTAAGATGGTTACGAGGGTGATGTTCCTGTATAT 
TCCACTCCCAATGTTCTGGGCCTTGTTTGACCAGCAGGGCTCCAGGTGGACACTGCAGGC 
AACAACTATGTCCGGGAAAATCGGAGCTCTTGAAATTCAGCCCGATCAGATGCAGACCGT 
GAACGCCATCCTGATCGTGATCATGGTCCCGATCTTCGATGCTGTGCTGTACCCTCTCAT 
TGCAAAATGTGGCTTCAATTTCACCTCCTTGAAGAAGATGGCAGTTGGCATGGTCCTGGC 
CTCCATGGCCTTTGTGGTGGCTGCCATCGTGCAGGTGGAAATCGATAAAACTCTTCCAGT 
CTTCCCCAAAGGAAACGAAGTCCAAATTAAAGTTTTGAATATAGGAAACAATACCATGAA 
TATATCTCTTCCTGGAGAGATGGTGACACTTGGCCCAATGTCTCAAACAAATGCATTTAT 
GACTTTTGATGTAAACAAACTGACAAGGATAAACATTTCTTCTCCTGGATCACCAGTCAC 
TGCTGTAACTGACGACTTCAAGCAGGGCCAACGCCACACGCTTCTAGTGTGGGCCCCCAA 
TCACTACCAGGTGGTAAAGGATGGTCTTAACCAGAAGCCAGAAAAAGGGGAAAATGGAAT 
CAGATTTGTAAATACTTTTAACGAGCTCATCACCATCACAATGAGTGGGAAAGTTTATGC 
AAACATCAGCAGCTACAATGCCAGCACATACCAGTTTTTTCCTTCTGGCATAAAAGGCTT 
CACAATAAGCTCAACAGAGATTCCGCCACAATGTCAACCTAATTTCAATACTTTCTACCT 
TGAATTTGGTAGTGCTTATACCTATATAGTCCAAAGGAAGAATGACAGCTGCCCTGAAGT 
GAAGGTGTTTGAAGATATTTCAGCCAACACAGTTAACATGGCTCTGCAAATCCCGCAGTA 
TTTTCTTCTCACCTGTGGCGAAGTGGTCTTCTCTGTCACGGGATTGGAATTCTCATATTC 
TCAGGCTCCTTCCAACATGAAGTCGGTGCTTCAGGCAGGATGGCTGCTGACCGTGGCTGT 
TGGCAACATCATTGTGCTCATCGTGGCAGGGGCAGGCCAGTTCAGCAAACAGTGGGCCGA 
GTACATTCTATTTGCCGCGTTGCTTCTGGTCGTCTX3TGTAATTTTTGCCATCATGGCTCG 
GTTCTATACTTACATGAACCCAGCGGAGATCGAAGCTCAATTTGATGAGGATGAAAAGAA 
AAACAGACTGGAAAAGAGTAACCCATATTTCATGTCAGGGGCCAATTCACAGAAACAGAT 
GTGA 

Gene 32. >ENST00000313260 cDNA sequence 

ATGGACCAGTGGGGGGTGTATTTCAATCCTGTGCTTGTTTTTTGTCAGAGTTTCTTTGGT 
TATCCCCTGAGCATCTTCTTCATCGTGGTCAATGAGTTTTGCGAAAGATTTTCCTACTAT 
GGAATGCGAGCAATCCTGATTCTGTACTTCACAAATTTCATCAGCTGGGATGATAACCTG 
TCCACCGCCATCTACCATACGTTTGTGGCTCTGTGCTACCTGACGCCAATTCTCGGAGCT 
CTTATCGCCGACTCGTGGCTGGGAAAGTTCAAGACCATTGTGTCGCTCTCCATTGTCTAC 
ACAATTGGACAAGCAGTCACCTCAGTAAGCTCCATTAATGACCTCACAGACCACAACCAT 
GATGGCACCCCCGACAGCCTTCCTGTGCACGTGGTGCTGTCCTTGATCGGCCTGGCCCTG 
ATAGCTCTCGGGACTGGAGGAATCAAACCCTGTGTGTCTGCGTTTGGTGGAGATCAGTTT 
GAAGAGGGCCAGGAGAAACAAAGAAACAGATTTTTTTCCATCTTTTACTTGGCTATTAAT 
GCTGGAAGTTTGCTTTCCACAATCATCACACCCATGCTCAGAGGTAAGAGATACCTGAAA 
GGAACTTCTGTTGGTCTTTTT 

Gene 33. >ENST00000320096 cDNA sequence 

GGCCGCCTCCTGGGGCAGAATGGAACAGCCTGGGCCCAGGGCTCCGGATCCCTCTCTCTG 
CCACCACAACCTCCAGCCAACAGATGACCCCAACTGGGATTCCTATGCTACCACTATGAG 
GACTGCATTCACGCCTAAAACAGGAGCAGTGCCTGCCTTAATTCGCCAAAACGGTATCAG 
AAGATTAGGATATACATATTCACTTAGTGATCCTATTCTCAATCAGACACAATATAGTGA 
TGAGTACACTTGGAAATCACACTCTAAAGAAGATTTGATCAAAACTGAGACTTCAAGAGG 
AATCAAGAGCCACAAATCTCATCTCAATGAAGACATTTTCCTGTGGACACTACCTCACTG 
TCAACAAACGGGGACACTAAAGAACTGCCTCCCTTGGAAAATCCCGGCTTCAATGAAAGA 
AGTTAACAAGGCACTATCAAATCAGTTTATTTCCCTTACTAAGAGAGACTTTGTGGACAG 
ATCAAAAGCTCAGAAGATTAAGAAAAGTTCTCACTTGTCTCTGGAATGGAAAAAGTTACT 
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TCCCCAACCTCCA.GACACTGAATTCCGAAGGAATTACCAAATTCCAGCTAAAATTCCTGA 

GCTTCAAGATTTCAGTTTCAAATATGGATGCTACTCAAGCTTGCCTGTTGCTTCTCAGGG 

TCTAGTGCCTTCTGTGCTGCACAGCTACCTGAGGAACCAAGAGCACACAAAGAAACAGAC 

CACATACCAAAGTGACTACGACAAAACCTACCCAGATTTCTTAATGCTTTTAAACTCATT 

TACTTCCTCTCAAGTCAAAGAGTACCTTCAGAGTCTTTCCTACAAAGATAGACAAATTAT 

TGATCGCTTTATTCGTACTCACTGTGACACTAACAAAAAGAAGAAATGAAAAGGGAAAAT 

AGTACAAATGAAGAAAATCTGAAAATCAATGGAAGCACGAGGACATTCCTAGTCATTTTC 

TCAATTATCAAGGAAAAATAAGATGCAAATAGCTTC 

Gene 34. >ENST00000325317 cDNA sequence 

GTGAAGGCCAGAAAAAACAGATTTGGCCATATTGGGGGCCTGGTCACCAGGGATGCCAAC 

TCTGGCAAAGTGGATATTGTCACTATCAATGACCTCAACTACATGGTCTCCATGTTCCAG 

TATGATTCCGCTCATGGCAAGTTCCACGGCACCATCAAGGCTGAGAACGGGAAGCCTGCC 

ATCAATGACAATCCCATCACCATCTCGCAG 

Gene 35. >ENST00000218987 cDNA sequence 

CTGGGGTCGTGGCCGTGGGCCGGCAGGGGCGAGGCGGGCGTCCAGAGGGCGGATAAAAGG 
GGCCGCGCTGCGCCGGGGCCGCTTTCTCCGCGCGGTGCCTGCAGGGCTCCCAGCGAGTGG 
CAGCTTGGGAGGGGCCGCCCGGGCGGTCAGACTGGCACCTGAGCGGCCACCGCGTCCCGG 
CCAGGCGGGCAGACCGACCCCCTCCTCACCTCGCGCGCGGCTGACGCAGGCAGGGCGCCC 
GGCCCCTCCTGGGGACCATCAGGTGCCGGCTGGGGGCTGTAGGCACCGGACGGAAGCAGG 
CGGTGTGAGGACCGACGACGCGGGCATGGCGGGGGCGGCCTGCGAGCCGGTGGCCAGGCC 
GAGCCTGACCTCCATCTCGTCTGGGGAGCTTCGCAGCCTGTGGACCTGCGACTGCGAGCT 
GGCCCTGCTGCCGCTGGCTCAGCTGCTGCGCCTGCAGCCCGGTGCCTTCCAGCTGAGCGG 
CGACCAGCTCGTGGTGGCCAGGCCCGGGGAGCCGGCGGCGGCGCGGGGGGGCTTCAACGT 
CTTCGGTGACGGCCTCGTGCGCCTCGACGGGCAGCTCTACCGCCTCAGCAGCTACATCAA 
GAGGTATGTGGAACTGACCAACTACTGTGATTATAAAGACTACAGGGAAACTATATTGAG 
CAAACCAATGTTGTTCTTTATTAATGTACAGACCAAAAAAGACACCTCAAAAGAAAGGAC 
GTACGCGTTTCTTGTAAACACGAGGCACCCCAAGATAAGAAGACAGATAGAGCAAGGGAT 
GGACATGGTCATCTCCTCAGTGATTGGAGAAAGTTACCGGCTTCAGTTTGATTTTCAAGA 
GGCAGTGAAGAATTTCTTCCCCCCAGGAAATGAAGTGGTTAATGGAGAAAATTTAAGCTT 
TGCATATGAATTCAAAGCTGATGCATTATTTGATTTCTTCTATTGGTTTGGGCTCAGTAA 
TTCCGTTGTAAAAGTAAATGGAAAAGTTCTGAATTTGTCAAGTACAAGTCCAGAAAAGAA 
GGAGACGATTAAGTTATTTCTGGAAAAAATGAGTGAGCCTTTAATCCGAAGGAGCAGTTT 
CTCTGACCGAAAGTTCAGTGTAACTTCCAGAGGTTCAATAGATGATGTTTTTAACTGCAA 
TCTGTCACCCAGATCATCTCTGACAGAGCCTCTTTTGGCAGAATTACCATTTCCAAGTGT 
TCTGGAATCTGAAGAGACACCCAACCAATTTATCTGATTGAACTGAACATTGTAGCAGTT 
GCTCCCGCACTCCAGGCCTGTGCTAGACTATAGGCTGGGGGGAGGGTAGGAGGTGGGAGG 
CAGATACTTCCACCTGCGTGTCAATCTCCGGCTCCTCCATGGCTTCTATGGAGGACTCCT 
CTCTTCTGCTTCTGTGGATGTGATGCCCTGGCAGGCCCAGGGCAGCTGATTCCCCTAAAA 
CTTATGATTACCAGGATGGAAAGGCCTTGGTCCCATGGCACTGGGTGGGGCTGGGGGATA 
TTCTCTACTTTGAACACTTCTCCAAAGAGGCAGAAGGGCCACAGAGTTCTGCCACCCTGA 
ACATTTTTCTCAGTTCCCTGGGAGTTTTTGTGGCAGCCTTTGTGGGAGTGGTCTGACTGG 
CTGTTGACCTAGCATGCTTCATAAATCAGGGTTTGGCCCTCTGCTTGGAGCATCCAACCC 
CTTGAACTCAAACCTGTCGAGCAAGGGGTTAAGAGTTCTGTTCTCTTGCCAACCTGGCTG 
GGCAAAAGCCTGTGCCATCTTTCACTGGGAGGCAAATATGTTTTTCATCCTGCCATATGA 
CACCTATGAGAAACGTTCACAGTGAGGAGTAGCCAGGTTGCTAGGACAGTAACCCTGCCA 
CACACTGCCTGAAATCGGAACTCCCTTGGCCTCCCTCTTAACTAAGTGACCCATGTAGAA 
GGAAGCCAGGAGATATGGTACCGAACAATGACAGGGGAAGGGTATTGGACACGGCAGCGT 
CCTCCTTATTGAAAACACATTATGTCAGTTGGGAATTTTAAATAAGCTTTTAGCAAACCT 
AACACTAAAAGCAAAATAGAAGAAAGCTATACCATTACCATAATACATTTTTCATCTCAT 
GGCTACAATGGAATTCTTGAAAAGGAAAAAAAAATCCTATCTACATATAAAAACCTGCAT 
GAATGAATCACTACATATGCTTATAATGAGGAAGAGTTATGGGTCCTGAGTGTAATTTTT 
TATCCTTTCTTAAAAAGTTTCTGTATTATGCATTTTGATAACACTACTGATGATCCTTCC 
ACTTATATTTGAAATGTTATGTACCACATTTGCACAATTAAAACTTTTCTTAGCATTCAA 
CCT 
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Gene 36. >ENST00000261578 cDNA sequence 

GCTGGCTGCGGAAGGGGAGGGGGGGGGAGAAGGCGATTGGATGCGGCGGCGGCGGCGGAT 
CCCGGAGAGCCCCGGAGTGAGCGGAGTAGCGAGTCGGCAACCCGGAGGGGGTAGAAATAT 
TTCTGTCATGGCTCATTCAAAGACTAGGACCAATGATGGAAAAATTACATATCCGCCTGG 
GGTCAAGGAAATATCAGATAAAATATCTAAAGAGGAGATGGTGAGACGATTAAAGGATGG 
TTGTGAAAACTTTTATGGATATGGACCAGGACTCTGAAGAAGAAAAGGAGCTTTATTTAA 

TACTGGTAGCCTGCTGCCTTGCTGATATTTTCAGGATTTATGCTCCTGAAGCTCCTTACA 
CAT C C C CTGAT AAACT AAAGGCAAGGAT AT ATTT ATGTTT AT AACAAGACAGTTGAAGGG 
GCTAGAGGATACAAAGAGCCCACAATTCAATAGGTATTTTTATTTACTTGAGAACATTGC 
TTGGGTCAAGTCATATAACATATGCTTTGAGTTAGAAGATAGCAATGAAATTTTCACCCA 
GCTATACAGAACCTTATTTTCAGTTATAAACAATGGCCACAATCAGAAAGTCCATATGCA 
CATGGTAGACCTTATGAGCTCTATTATTTGTGAAGGTGATACAGTGTCTCAGGAGCTTTT 
GGATACGGTTTTAGTAAATCTGGTACCTGCTCATAAGAATTTAAACAAGCAAGCATATGA 
TTTGGCAAAGGCTTTACTGAAGAGGACAGCTCAAGCTATTGAGCCATATATTACCAATTT 
TTTTAATCAGGTTCTGATGCTTGGGAAAACATCTATCAGCGATTTGTCAGAGCATGTCTT 
TGACTTAATTTTGGAGCTCTACAATATTGATAGTCATTTGCTGCTCTCTGTTTTACCCCA 
GCTTGAATTTAAATTAAAGAGCAATGATAATGAGGAGCGCCTACAAGTTGTTAAACTACT 
GGCAAAAATGTTTGGGGCAAAGGATTCAGAATTGGCTTCTCAAAACAAGCCACTTTGGCA 
GTGCTACTTGGGCAGGTTTAATGATATCCATGTACCAATCCGCCTGGAATGTGTGAAATT 
TGCTAGCCATTGTCTCATGAACCATCCTGATTTAGCAAAAGACTTAACAGAGTATCTTAA 
AGTGAGGTCACATGACCCTGAGGAAGCTATTAGACATGATGTTATTGTGTCAATAGTTAC 
AGCTGCTAAAAAGGATATTCTTCTGGTCAATGATCACTTACTTAATTTTGTGAGAGAGAG 
AACATTAGACAAACGATGGAGAGTACGCAAAGAAGCCATGATGGGACTTGCCCAAATTTA 
TAAGAAATATGCTTTACAGTCAGCAGCTGGAAAAGATGCTGCAAAACAGATAGCATGGAT 
CAAAGACAAATTGCTACATATATATTATCAAAATAGTATTGATGATCGACTACTTGTTGA 
ACGGATCTTTGCTCAATACATGGTTCCTCACAATTTAGAAACTACAGAACGGATGAAATG 
CTTATATTACTTGTATGCCACACTGGATTTAAATGCTGTGAAAGCATTGAATGAAATGTG 
GAAATGTCAAAATCTGCTCCGACATCAAGTAAAGGATTTGCTTGACTTGATTAAGCAACC 
CAAAGTAAATGCCAGTGTCAAGGCCATATTTTCAAAAGTGATGGTTATTACAAGAAATTT 
ACCTGATCCTGGTAAGGCTCAGGATTTCATGAAGAAATTCACACAGGTGTTAGAAGATGA 
TGAGAAAATAAGAAAGCAGTTAGAAGTACTTGTTAGTCCAACATGCTCCTGCAAGCAGGC 
TGAAGGTTGTGTGCGTGAAATAACTAAGAAGTTGGGCAACCCCAAACAGCCTACAAATCC 
TTTCCTGGAAATGATCAAGTTTCTCTTGGAGAGGATAGCACCTGTGCACATAGATACCGA 
ATCTATCAGTGCTCTTATTAAACAAGTGAACAAATCAATAGATGGAACAGCAGATGATGA 
AGATGAGGGTGTTCCAACTGATCAAGCCATCAGAGCAGGTCTTGAACTGCTTAAGGTACT 
CTCATTTACACATCCCATCTCATTTCATTCTGCTGAAACATTTGAATCATTACTGGCTTG 
TCTGAAAATGGATGATGAAAAAGTAGCAGAAGCTGCACTACAAATTTTCAAAAACACAGG 
AAGCAAAATTGAAGAGGATTTTCCACACATCAGATCAGCCTTGCTTCCTGTTTTACATCA 
CAAATCTAAAAAAGGACCCCCCCGTCAAGCCAAATATGCCATTCATTGTATCCATGCGAT 
ATTTTCTAGTAAAGAGACCCAGTTTGCACAGATATTTGAGCCTCTGCATAAGAGCCTAGA 
TCCAAGCAACCTGGAACATCTCATAACACCATTGGTTACTATTGGTCATATTGCTCTCCT 
TGCACCTGATCAATTTGCTGCTCCTTTGAAATCTTTGGTAGCTACTTTCATTGTGAAAGA 
TCTTCTCATGAATGATCGGCTTCCAGGGAAAAAGACAACTAAACTTTGGGTTCCAGATGA 
AGAAGTATCTCCTGAGACAATGGTCAAAATTCAGGCTATTAAAATGATGGTTCGATGGCT 
ACTTGGAATGAAAAATAATCACAGTAAATCAGGAACTTCTACCTTAAGATTGCTAACAAC 
AATATTGCATAGTGATGGAGACTTGACAGAACAGGGGAAAATTAGTAAACCAGATATGTC 
ACGTCTGAGACTTGCTGCTGGGAGTGCTATTGTGAAGCTGGCACAAGAACCCTGTTACCA 
TGAAATCATCACATTAGAACAATATCAGCTATGTGCATTAGCTATCAACGATGAATGCTA 
TCAAGTAAGACAAGTGTTTGCCCAGAAACTTCACAAAGGCCTTTCCCGTTTACGGCTTCC 
ACTTGAGTATATGGCAATCTGTGCCCTTTGTGCAAAAGATCCTGTAAAGGAGAGAAGAGC 
TCATGCTAGGCAATGTTTGGTGAAAAATATAAATGTAAGGCGGGAGTATCTGAAGCAGCA 
TGCAGCTGTTAGTGAAAAATTATTGTCTCTTCTACCAGAGTATGTTGTTCCATATACAAT 
TCACCTTTTGGCACATGACCCAGATTATGTCAAAGTACAGGATATTGAACAACTTAAAGA 
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TGTTAAAGAATGTCTTTGGTTTGTTCTGGAAATATTAATGGCTAAAAATGAAAATAACAG 
TCACGCTTTTATCAGAAAGATGGTAGAAAATATTAAACAAACAAAAGATGCCCAAGGA.ee 
AGATGATGCAAAAATGAATGAAAAACTGTACACTGTGTGTGATGTTGCCATGAATATCAT 
CATGTCAAAGAGTACTACATACAGTTTGGAATCTCCTAAAGACCCGGTACTACCAGCTCG 
TTTCTTCACTCAACCTGACAAGAATTTCAGTAACACCAAAAATTATCTGCCTCCTGAAAT 
GAAATC^TTTTTCACTCCTGGAAAACCTAAAACAACCAATGTTCTAGGAGCTGTTAACAA 
GCCACTTTCATCAGCAGGCAAGCAATCTCAGACCAAATCATCACGAATGGAAACTGTAAG 
CAATGCAAGCAGCAGCTCAAATCCAAGCTCTCCTGGAAGAATAAAGGGGAGGCTTGATAG 
TTCTGAAATGGATCACAGTGAAAATGAAGATTACACAATGTCTTCACCTTTGCCGGGGAA 
AAAAAGTGACAAGAGAGACGACTCTGATCTTGTAAGGTCTGAATTGGAGAAGCCTAGAGG 
CAGGAAAAAAACGCCCGTCACAGAACAGGAGGAGAAATTAGGTATGGATGACTTGACTAA 
GTTGGTACAGGAACAGAAACCTAAAGGCAGTCAGCGAAGTCGGAAAAGAGGCCATACGGC 
TTCAGAATCTGATGAACAGCAGTGGCCTGAGGAAAAGAGGCTCAAAGAAGATATATTAGA 
AAATGAAGATGAACAGAATAGTCCGCCAAAAAAGGGTAAAAGAGGCCGACCACCAAAACC 
TCTTGGTGGAGGTACACCAAAAGAAGAGCCAACAATGAAAACTTCTAAAAAAGGAAGCAA 
AAAAAAATCTGGACCTCCAGCACCAGAGGAGGAGGAAGAAGAAGAAAGACAAAGTGGAAA 
TACGGAACAGAAGTCCAAAAGCAAACAGCACCGAGTGTCAAGGAGAGCACAGCAGAGAGC 
AGAATCTCCTGAATCTAGTGCAATTGAATCCACACAGTCCACACCACAGAAAGGACGAGG 
AAGACCATCAAAAACGCCATCACCATCACAACCAAAAAAAAATGTCCGTGTAGGACGCTC 
CAAACAAGCAGCTACTAAGGAAAATGATTCAAGTGAAGAAGTAGATGTGTTTCAGGGTAG 
CTCTCCTGTCGATGATATTCCACAGGAAGAAACAGAGGAGGAGGAAGTTTCTACAGTAAA 
TGTACGGCGGCGAAGTGCTAAAAGGGAACGGCGATGAACAAATGTAATTAATAACTTTCT 
CTGTGAAAGCTTTGGAAAAATCTTTTTTTTTTTTTTTGGTCAAGCTTGAGGCTGAATAAA 
GCCTTTGATGCACAAAATGGGACTGCTGAAGAGTGGACAGTTGGACCTTACTTTGGTGAC 
CCCATACATTTGTGGTCACATGCTTTAGCCATACACATGGTAACATTGACTATGGAGTCT 
TGTGAAAGTGTAATGTGCGATGGCTATGTAGACATAAAGAAGAAACTTGTAAATATCTTT 

AAACTGACAGTACCCGACTGTTTATTGGATCTATTGATTTGAAAAGAATTTGTTAGGATA 
GATCTTAAGCAGTAATCTGTCAGTGTTTGTATTTGTATTCTCTGCAATTTTACTGTGAAA 
AAAAATTTGTTTTCAACAATTGGTGTCATTTTCTTGATGTCACTATTTGTTGGAGAGTTA 
AATGGTCTCTTCCCTTTGTGTATCTTACCTAGTGTTTACTCCTGGGCACCCTTAATCTTC 
AGAGGTGCTAAATTGTCTGCCATTACACCAGAAGGATGCCTCTGATAGGAGGACAACCAT 
GCAAATTGTGAAATAGTCCTGAAGTTCTTGGATTACTTTACACCTCAGTATTGATTTGTC 
CCAGAATTTTCTGGCCTTTCATGGCAATGAAAATTTTAAGAAGAAAGATTTAAAGTATTT 
TAATTTTAAAGAGTGTGTTATAAAATAATGTACTGAATTCTTTATCCCATTTTATCATCC 
TTTCAGTTTTTATTAATCTACTGTATCAATAAAATTCTGTAATTTGAATGAGTTTTTAAT 
AGTCTAGAATGTTATTGTGTATAGATATTTCCTCTTGAACGTTATGTTCAGAAAATGCAA 
ATTACACTATAATATAAAACCTGATATATACACATTAGAAATATTCCAGTTCTCCGTAAC 
AGTGTAAAGTTAATCAGAAAGAAAAAATTTTATTGATGCAGTGTGTCTTTATAAAGCTGT 
TCTTGAAAGCCAAGTGTTTTGTATTTTATAGTGAGTTGCATGTTTTTGAAAAAAAGTGCT 
GAAAATGGGATGTGCTGTTTTCTGTAAATTCATATTTAGCCATAGTATATGATAGATTGC 
CCCATAACATAGTTTTTCATCAAGAGTTTATTATTGTACTTTATTTTGGAGCCAAAAAAT 
TGATTCTGGGGGGTGGGGGCAGCGTAGAAGTGGTATATCCAAGTATATCAGCTACTGTAG 
TTGTCACAGTCTTGTGAACTTTGAATGAAATTCCACTTTGTCCAGATTGGGAGAAGTGGA 
AATTTATTTGGATTTAGAGCAGGTCTTTTTTTTTCTTCATTGTAATCTGCAAAATGTAGA 
AATAAATTACTTAAGGCAGTATCCTTTATACAGTTGTATAAACTGTATTTTGAACCAAAA 
CATATAGGTTACTACTTAATGCTTACCTAATTTCATTTTAGTATTTTAGGTGCTGTTATG 
TTTTTTCATGGTTAACACCAGAGGGGAAAAAATCATATTCTAACTTATTAAATTTATCAC 
ATTGAATAGTGGAACATTTTCATATGATACACCATTATGTTTAAGATATATTTCCAAGAT 
TGGTTATAATAGATGGGGCATATAATAAAGAAGCTACTATTTTGGAAAATGACATTTTAC 
TATTTGCCAATGTATATTGCAATTGATGTGATTATTTTTCTTTTAAAGATTTGTTTGTGT 
TTATGAAACAGCCATTTATTTTTTAAAAAGTGTTTTGAATTGTGTCTTAATCTCTCCATA 
TTCAACTATTCTTCATTTACAACAATAGTGACACCAGTAATTATGAGAGGCTGTCATATA 
TCAAAGCAGCTCAGGTGGGATCAACATACATTGGTTTTGAAATGTTTCCTTAGCTCGGTT 
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CTCCCAAACACATAATTTCTGTTTCAGCAGTACAAAGGC3VTGTTTTAAAATCTATAACAT 
AAAGAATAAGGAATAGCTTTGTATTTTTGTCATTGATTAAATTGCACCAGAAATGTTTAT 
GGAAATATTAAGAACATTTTATAAAACATACGAAAAAGTGATTGTGAAGGATTTTTATTT 
GCATGATTATAGTTAAGCAAATTTCATTTCACATTTTTGTAATGCTGTACAGCAGTTCAC 
AAAAAAATGTTCATTGTAGATTTTGTTATGTTCAATGCCAATGAGTCTGTAATTTTACGA 
CCTGTCTGTTCTTTTTTTGGGTGGATTACGATGTAAATTTTTCTTTTCTTTCTTTCTTTT 
TTTTTTTTTTTGTGTAGAAAAATAGGTGCAATAATGATCAAAGTTTTGATGTCTTGAGTC 
TCCATCTTAGGGGATTATCTTACGTTTAAGCTTAACATTTCATGTAGTAAGATTTGGAGA 
GCCACATACTTTACAGTAAAATTAAGTGTGTATAAAACATTAATTGCTAACAATTGTTAG 
CAAACTATTTCAGTGATAATGTTCATTTTGAAAATATGTACTGTATAACATTAAGAAAAT 
ATTTAACTCCCTGTAACAAGTTCCATTATGAAAATCTTATTCCTCAGTGAGGTTATCTTG 
CTGCACTCTGTAGCAAATTTGTTTAATCTACATTATAATAAAATTTCTTGCTGCAGTGCA 
ACAGGAGGCTTTTTCAGTGATCTTCACTGTATATGTAAATTACAAATGTGGCTGTAAAAC 
TTATTCCAGGTATTAAAGGTTAAATTGCTTTCTATATCTTCTTATAACTTGTAAGTCTGA 
TTTTTAAGATTTCCTTTTGTCCACTTGTAAGAATGTCAGGAATTTAAGAATTTGTTTAAA 
TTAGGCATATCTCTGCCATCACATAGTATTATGTCACCATAATGAACAATTGCTATTTAA 
ATAGATAACCAATTTTCAGACACATTTTTGGATTTCTGTGAAGTTGAATAAACATAAAAG 
CTAA 

Gene 37. >ENST00000310787 cDNA sequence 

GTGAGAGGTCAGCAGAGGGGCGGTCTGCGGGGACAACAATGGCGGGGTTCTGGGTCGGGA 
CAGCACCGCTGGTCGCTGCCGGACGGCGTGGGCGGTGGCCGCCGCAGCAGCTGATGCTGA 
GCGCGGCGCTGCGGACCCTGAAGCATGTTCTGTACTATTCAAGACAGTGCTTAATGGTGT 
CCCGTAATCTTGGTTCAGTGGGATATGATCCTAATGAAAAAACTTTTGATAAAATTCTTG 
TTGCTAATAGAGGAGAAATTGCATGTCGGGTTATTAGAACTTGCAAGAAGATGGGCATTA 
AGACAGTTGCCATCCACAGTGATGTTGATGCTAGTTCTGTTCATGTGAAAATGGCGGATG 
AGGCTGTCTGTGTTGGCCCAGCTCCCACCAGTAAAAGCTACCTCAACATGGATGCCATCA 
TGGAAGCCATTAAGAAAACCAGGGCCCAAGCTGTACATCCAGGTTATGGATTCCTTTCAG 
AAAACAAAGAATTTGCCAGATGTTTGGCAGCAGAAGATGTCGTTTTCATTGGACCTGACA 
CACATGCTATTCAAGCCATGGGCGACAAGATTGAAAGCAAATTATTAGCTAAGAAAGCAG 
AGGTTAATACAATCCCTGGCTTTGATGGAGTAGTCAAGGATGCAGAAGAAGCTGTCAGAA 
TTGCAAGGGAAATTGGCTACCCTGTCATGATCAAGGCCTCAGCAGGTGGTGGTGGGAAAG 
GCATGCGCATTGCTTGGGATGATGAAGAGACCAGGGATGGTTTTAGATTGTCATCTCAAG 
AAGCTGCTTCTAGTTTTGGCGATGATAGACTACTAATAGAAAAATTTATTGATAATCCTC 
GTCATATAGAAATCCAGGTTCTAGGTGATAAACATGGGAATGCTTTATGGCTTAATGAAA 
GAGAGTGCTCAATTCAGAGAAGAAATCAGAAGGTGGTGGAGGAAGCACCAAGCATTTTTT 
TGGATGCGGAGACTCGAAGAGCGATGGGAGAACAAGCTGTAGCTCTTGCCAGAGCAGTAA 
AATATTCCTCTGCTGGGACCGTGGAGTTCCTTGTGGACTCTAAGAAGAATTTTTATTTCT 
TGGAAATGAATACAAGACTCCAGGTTGAGCATCCTGTCACAGAATGCATTACTGGCCTGG 
ACCTAGTCCAGGAAATGATCCGTGTTGCTAAGGGCTACCCTCTCAGGCACAAACAAGCTG 
ATATTCGCATCAACGGCTGGGCAGTTGAATGTCGGGTTTATGCTGAGGACCCCTACAAGT 
CTTTTGGTTTACCATCTATTGGGAGATTGTCTCAGTACCAAGAACCGTTACATCTACCTG 
GTGTCCGAGTGGACAGTGGCATCCAACCAGGAAGTGATATTAGCATTTATTATGATCCTA 
TGATTTCAAAACTAATCACATATGGCTCTGATAGAACTGAGGCACTGAAGAGAATGGCAG 
ATGCACTGGATAACTATGTTATTCGAGGTGTTACACATAATATTGCATTACTTCGAGAGG 
TGATAATCAACTCACGCTTTGTAAAAGGAGACATCAGCACTAAATTTCTCTCCGATGTGT 
ATCCTGATGGCTTCAAAGGACACATGCTAACCAAGAGTGAGAAGAACCAGTTATTGGCAA 
TAGCATCATCATTGTTTGTGGCATTCCAGTTAAGAGCACAACATTTTCAAGAAAATTCAA 
GAATGCCTGTTATTAAACCAGACATAGCCAACTGGGAGCTCTCAGTAAAATTGCATGATA 
AAGTTCATACCGTAGTAGCATCAAACAATGGGTCAGTGTTCTCGGTGGAAGTTGATGGGT 
CGAAACTAAATGTGACCAGCACGTGGAACCTGGCTTCGCCCTTATTGTCTGTCAGCGTTG 
ATGGCACTCAGAGGACTGTCCAGTGTCTTTCTCGAGAAGCAGGTGGAAACATGAGCATTC 
AGTTTCTTGGTACAGTGTACAAGGTGAATATCTTAACCAGACTTGCCGCAGAATTGAACA 
AATTTATGCTGGAAAAAGTGACTGAGGACACAAGCAGTGTTCTGCGTTCCCCGATGCCCG 
GAGTGGTGGTGGCCGTCTCTGTCAAGCCTGGAGACGCGGTAGCAGAAGGTCAAGAAATTT 
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GTGTGATTGAAGCCATGAAAATGCAGAATAGTATGACAGCTGGGAAAACTGGCACGGTGA 

AATCTGTGCACTGTCAAGCTGGAGACACAGTTGGAGAAGGGGATCTGCTCGTGGAGCTGG 

AATGAAGGATTTATAACCTTTCAGTCATCACCCAATTTAATTAGCCATTTGCATGATGCT 

TTCACACACAATTGATTCAAGCATTATACAGGAACACCCCTGTGCAGCTACGTTTACGTC 

GTCATTTATTCCACAGAGTCAAGACCAATATTCTGCCAAAAAATCACCAATGGAAATTTT 

CATTGATATAAATACTTGTACATATGATTTGTACTTCTGCTGTGAGATTCCCTAGTGTCA 

AAATTAAATCAATAAAACTGAGCATTTGTCT 

Gene 38. >ENST00000257302 cDNA sequence 

ATTTACCTTCACGCTGGAGCCAAGATCGCTGCGGGGAGTCCCGTGAAGCACCACTGCCCT 

CTAAGACCTTGGAAGGGGAAACACCAGAAGGTGTGGGTGCTGAGCTCCGCTGCGTCAGAC 

TGCCAGGACCTGAGTGGAACTCAGTGCTGAAACCTGGGTTCTCACTGCAGCTGGATAGCA 

GCTCTGCCCGGATGGCCCTAGTCTTCGTGTACGGCACCCTGAAGCGGGGTCAGCCCAACC 

ACAGGGTCCTGCGGGACGGCGCCCACGGCTCCGCAGCCTTTCGGGCGCGCGGCCGCACGC 

TGGAGCCCTACCCGTTGGTGATCGCGGGGGAGCACAACATCCCGTGGCTGCTGCACCTGC 

CCGGCTCGGGGCGCCTCGTGGAGGGCGAGGTCTACGCGGTAGACGAGCGGATGCTGCGCT 

TTCTGGATGACTTCGAGAGTTGCCCGGCCCTGTACCAGCGCACGGTGCTGCGGGTACAGC 

TGCTGGAGGACCGGGCCCCGGGCGCAGAGGAGCCGCCAGCGCCCACCGCGGTGCAGTGCT 

TCGTGTACAGCAGGGCCACCTTCCCGCCGGAGTGGGCCCAGCTCCCGCACCATGACAGCT 

ACGACTCCGAGGGGCCGCACGGGCTGCGCTACAACCCCCGGGAGAACAGATAAGGGGGAC 

GGGCAGGGTGGGCCTAGGTTTGAGAGCCCTGGGGCTCCAAGATGCGCCCAGCCCATGCTG 

GGTGAAGGCGGAAGCCGAACAGGGCCCTTTCCAATGAATCTGCCGGAAAGGAACCAATCT 

TTCAGTGGCAGCTGATTTTACAAATAATGTTGAGATACGAATAGCAAGGTGCTTCCCTCC 

CATCTTTCTACCTGGTAAGAAAAATTTAGGATTTTAACTCCCCTAAATGACATTTAGAGA 

ACTCGTGTTATGCCTAATTCTTCTTCCTCCTCGTGTTGTTTCTGCTGTTGGCTCTGCTTT 

GAGCTCAAGATAATAATAAATATTTAGGATCAGTGTAftAGACTTGGTGTTGCCGCTAGAT 

TTTAGCAGCCCTACTATACTGATTCTGGCCTGTAACCCCTGAGAAAGCCGATTTTACACG 

GCTGGGTAGAATTTGTAGAAAAGATCCACAGGGCAAGCATGCTGTATATCAGAGTGCGTA 

TAGCACCATTCTTCCTAATTTTCAGATCAAGCTTCACAGCAAATATTAAAGATTATTTAA 

ATTTGAAGTCGATGTTTTGGGAAATC 

Gene 39. >ENST00000245316 cDNA sequence 

ATGACAAAGAAAAGAAGGAACAATGGTCGTGCCAAAAAGGGCCGCGGCCACGTGCAGCCT 

ATTCGCTGCACTAACTGTGCCCGATGCGTGCCCAAGGACAACGCCATTAAGAAATTCGTC 

ATTCGAAACATAGTGGAGGCCGCAGCAGTCAGGGACATTTCTGAAGCGAGCGTCTTCGAT 

GCCTATGTGCTTCCCAAGCTGTATGTGAAGCTACATTACTGTGTGAGTTGTGCAATTCAC 

AGCAAAGTAGTCAGGAATCGATCTCGTGAAGCCCGCAAGGACCGAACACCCCCACCTCGA 

TTTAGACCTGCGGGTGCTGCCCCACGTCCCCCACCAAAGCCCATGTAA 

Gene 40. >ENST000003 19015 cDNA sequence 

ATGGCCTCAGGTAATGCGTGCATGGGAAAGCCTGCCCCTAACTTCAAGGCCACATCCATG 

GTGGATGGCGCCTTCAAAGAGGTGAAGCTGTCAGACTACAAAGGGAAGTACGTGGTCCTC 

TTTTTCTACCCTCTGGACTTCACTTTTGTGTGCCCCACGGAGATCACTGCAGTCAGCAGC 

CATGCCGAGGACTTCCGCAAGCTGGGCTGCGAAGTGCTGGGCATCTTGGTGGACTCTCAG 

TTCACCCACCTGGCTTGGATTAACATCCCCCGGAAGGAGGGAGGCTTGGGCCCCCTGAAC 

ATCCCCCTGCTTGCTAATGTGGCATCTGAGGATTACGGTGAGCTGAAAACAGATGAGTGC 

ATTGCCTACTGGGGCCTCTTTATCATTGATGGCAAGGGTGTCCTTTGCCAGATCACTGTT 

AATGATTTGCCTGTGGGACGCTCATTGGATGAGGCTCTGCAGCTGGTCCAGACCATCCAG 

TACACGGACGAGCACAGGGAAGTTTGTCCTGCTGGCTGGAAGCTTGGCAGTGACACAATT 

AAGCTCAACGTGGATGACGGCGAGGAATATTTCTCCAAACAAAATTAG 

Gene 41. >ENST00000261628 cDNA sequence 

CGCCGCCTTTTCACGCACGTCGCGAGCTAACGGACTCGGCGGCGGCGGCGGCGGCGGCCT 
GCGCCCCACCCGCACCCCATCTGGACCGCATCGCTGAATGTGCCCGGACCTGCGCCTTCT 
GGGTCTCTGAAAGAAGATGAATTTGGCTGAGATTTGTGATAATGCAAAGAAAGGAAGAGA 
ATATGCCCTTCTTGGAAATTACGACTCATCAATGGTATATTACCAGGGGGTGATGCAGCA 
GATTCAGAGACATTGCCAGTCAGTCAGAGATCCAGCTATCAAAGGCAAATGGCAACAGGT 
TCGGCAGGAATTATTGGAGGAATATGAACAAGTTAAAAGTATTGTCAGCACTTTAGAAAG 
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TTTTAAAATTGACAAGCCTCCAGATTTCCCTGTGTCCTGTCAAGATGAACCATTTAGAGA 
TCCTGCTGTTTGGCCACCCCCTGTTCCTGCAGAACACAGAGCTCCACCTCAGATCAGGCG 
TCCCAATCGAGAAGTAAGACCTCTGAGGAAAGAAATGGCAGGAGTAGGAGCCCGGGGACC 
TGTAGGCCGAGCACATCCTATATCAAAGAGTGAAAAGCCTTCTACAAGTAGGGACAAGGA 
CTATAGAGCAAGAGGGAGAGATGACAAGGCAAGATGCTGTCTTTCTGGAAGGAAGAATAT 
GCAA.GATGGTGCAAGTGATGGTGAAATGCCAAAATTTGATGGTGCTGGTTATGATAAGGA 
TCTGGTGGAAGCCCTTGAAAGAGACATTGTATCCAGGAATCCTAGCATTCATTGGGATGA 
CATAGCAGATCTGGAAGAAGCTAAGAAGTTGCTAAGGGAAGCTGTTGTTCTTCCAATGTG 
GATGCCTGACTTTTTCAAAGGGATTAGAAGGCCATGGAAGGGTGTACTGATGGTTGGACC 
CCCAGGCACTGGTAAAACTATGCTAGCTAAAGCTGTTGCCACTGAATGTGGTACAACATT 
CTTCAACGTTTCGTCTTCTACACTGACATCTAAATACAGAGGTGAATCTGAGAAGTTAGT 
TCGTCTGTTGTTTGAGATGGCTAGATTTTATGCCCCTACCACGATCTTCATTGATGAGAT 
AGATTCTATCTGCAGTCGAAGAGGAACCTCTGATGAACATGAGGCAAGTCGCAGGGTCAA 
GTCTGAACTGCTCATTCAGATGGATGGAGTTGGAGGAGCTTTAGAAAATGATGATCCTTC 
CAAAATGGTTATGGTATTGGCTGCTACTAATTTCCCGTGGGACATTGATGAAGCTTTGCG 
AAGAAGGTTAGAAAAAAGGATATATATACCTCTCCCAACAGCAAAAGGAAGAGCTGAGCT 
TCTGAAGATCAACCTTCGTGAGGTCGAATTAGATCCTGATATTCAACTGGAAGATATAGC 
CGAGAAGATTGAGGGCTATTCTGGTGCTGACATCACTAATGTTTGCAGGGATGCCTCTTT 
AATGGCAATGAGACGGCGTATCAATGGCTTAAGTCCAGAAGAAATCCGTGCACTTTCTAA 
AGAGGAACTTCAGATGCCTGTTACCAAAGGAGACTTTGAATTGGCCCTAAAGAAAATTGC 
TAAGTCTGTCTCTGCTGCAGACTTGGAGAAGTATGAAAAATGGATGGTTGAATTTGGATC 
TGCTTGAATTTCTGTCAGCTCTTTAATTTCTGGTATTTTTGTTGATAAAATACGAAGAAA 
TTCCTGCAATTTTT 

Gene 42. >ENST00000255486 cDNA sequence 

CGGAAACATGAGAGAGGACTATCATCTGCTCCTTGCTCTGAATTTCTTTGAACCTCCATG 
CTGGAACCCTCCTCAGTTCTCCATGCAAACGTTAACCAGGCCCCTTTGTGGTGCTTGGTG 
CTGCGCTGGTGCAGAGAATGCAAAGACACTGTCTGTGGTGGGAAACAGAAAAGCAGAGTG 
AACCACACATTCCAGCGCCGGGAAATTGAGGCAAAAGAAGCATGTGACTGGCTCCGTGCT 
GCCGGGTTCCCGCAATACGCTCAGTTATATGAGGATTCACAATTTCCCATCAACATTGTG 
GCTGTCAAGAATGATCATGATTTTCTTGAAAAGGACCTTGTAGAACCTCTTTGCAGACGA 
CTAAATACGTTGAACAAGTGTGCCTCAATGAAACTTGATGTGAACTTCCAAAGGAAAAAG 
GGTGACGACTCCGATGAGGAAGATCTTTGTATCAGCAACAAATGGACTTTCCAAAGAACC 
AGTCGCAGGTGGTCTCGTGTGGACGACCTCTACACGCTGCTCCCTCGAGGAGACAGAAAT 
GGGTCACCGGGAGGCACGGGGATGAGGAACACGACCAGCAGTGAGAGCGTCCTCACAGAC 
CTGAGCGAGCCTGAGGTCTGCTCCATTCACAGCGAAAGCAGTGGAGGCAGCGACAGTCGC 
AGCCAGCCGGGCCAGTGCTGTACAGACAACCCGGTCATGCTGGATGCCCCACTCGTCAGC 
AGCAGCCTCCCACAGCCCCCCAGAGATGTCCTCAACCACCCCTTCCACCCCAAGAATGAG 
AAGCCCACGAGGGCTAGGGCCAAATCATTTTTGAAACGCATGGAAACACTCCGAGGGAAG 
GGAGCCCACGGGAGGCATAAGGGGTCTGGGCGGACAGGTGGCCTGGTGATCAGTGGGCCC 
ATGTTGCAGCAGGAGCCAGAGTCCTTTAAGGCTATGCAGTGCATCCAAATACCAAATGGA 
GATCTCCAGAATTCGCCGCCACCTGCCTGCAGAAAAGGGCTCCCATGCTCTGGCAAGTCG 
AGTGGCGAGAGCAGCCCGTCGGAGCACAGCAGCAGCGGGGTGAGCACGCCCTGCCTGAAG 
GAACGCAAGTGCCACGAGGCCAACAAGCGCGGGGGCATGTACTTGGAGGACCTAGATGTG 
CTGGCGGGGACAGCACTGCCGGATGCAGGGGACCAAAGCCGTATGCATGAATTTCACTCC 
CAAGAGAATTTGGTGGTGCATATTCCCAAGGATCACAAACCAGGAACATTCCCCAAGGCA 
CTTTCTATTGAAAGCCTCTCTCCCACAGATAGTAGCAATGGGGTTAATTGGAGGACCGGT 
AGCATCTCCCTGGGCAGAGAGCAGGTCCCTGGTGCCAGGGAGCCCCGGCTCATGGCGTCC 
TGCCACAGAGCCAGCCGAGTCAGTATCTATGACAATGTCCCTGGCTCCCATCTGTATGCC 
AGCACAGGAGATCTTTTGGACTTGGAGAAAGATGACCTTTTCCCTCACTTGGATGACATT 
CTGCAGCATGTCAATGGGCTCCAAGAGGTAGTCGATGACTGGTCCAAAGATGTCTTGCCT 
GAACTGCAAACTCATGATACATTGGTTGGGGAACCTGGCTTATCCACCTTTCCATCTCCT 
AATCAGATCACCTTAGATTTTGAAGGTAACTCTGTCTCAGAAGGTCGGACGACACCCAGT 
GATGTGGAAAGAGATGTAACATCTCTTAATGAATCTGAGCCTCCTGGGGTCAGAGACAGG 
AGGGATTCTGGTGTAGGGGCCTCTCTGACCAGGCCAAACAGGCGACTCCGATGGAACAGT 
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TTCCAGCTGTCGCACCAGCCCCGGCCGGCCCCAGCATCGCCCCACATCAGCAGCCAGACG 
GCCAGCCAGCTGAGCCTGCTCCAGCGCTTCTCACTGCTCCGCCTCACGGCCATCATGGAG 
AAGCACTCCATGTCCAACAAGCACGGCTGGACATGGTCAGTTCCAAAGTTCATGAAGAGG 
ATGAAAGTTCCCGACTACAAAGACAAGGCTGTCTTTGGCGTTCCTCTCATAGTCCACGTC 
CAAAGAACGGGACAGCCCCTGCCTCAAAGTATTCAGCAAGCACTGAGATATCTACGCAGC 
AACTGCCTCGATCAGGTGGGTCTTTTTCGCAAATCAGGAGTGAAGTCTCGAATCCATGCC 
CTTCGCCAAATGAATGAAAACTTCCCTGAGAACGTCAACTATGAAGACCAGTCTGCTTAT 
GATGTGGCGGATATGGTGAAACAGTTCTTCCGGGACCTCCCTGAGCCTCTTTTCACCAAC 
AAGCTCAGTGAGACCTTTCTCCATATCTATCAGTATGTCTCCAAAGAGCAGCGGCTGCAG 
GCCGTGCAGGCTGCCATCCTGCTACTGGCCGATGAGAACAGGGAGGTCCTGCAGACGCTC 
TTGTGTTTCCTGAACGACGTCGTCAACTTGGTGGAAGAGAATCAGATGACGCCCATGAAC 
CTGGCAGTGTGTCTGGCCCCCTCCCTCTTTCATCTTAATTTATTGAAGAAAGAAAGCTCT 
CCACGAGTCATACAGAAGAAATATGCCACTGGGAAGCCAGATCAAAAGGACCTCAACGAG 
AATCTGGCAGCAGCTCAGGGGCTAGCGCACATGATCATGGAATGCGACAGACTTTTTGAG 
GTTCCACACGAGTTGGTGGCCCAGTCTCGTAACTCGTATGTGGAGGCTGAGATCCACGTG 
CCAACCCTGGAAGAATTGGGGACACAGCTGGAGGAGAGTGGGGCAACTTTCCACACTTAC 
CTGAACCATCTCATCCAGGGCCTCCAGAAAGAAGCCAAGGAGAAGTTCAAAGGATGGGTC 
ACGTGCTCCAGCACGGACAATACAGATCTTGCTTTCAAAAAGGTGGGCGACGGGAACCCG 
CTGAAGCTGTGGAAGGCTTCTGTGGAGGTGGAAGCACCCCCCTCAGTGGTCCTGAACCGC 
GTGCTGAGAGAGCGCCACCTGTGGGACGAGGACTTTGTGCAGTGGAAGGTTGTGGAAACT 
CTAGACAGGCAAACAGAGATCTACCAGTATGTGCTGAACAGCATGGCTCCCCATCCTTCC 
AGAGACTTTGTGGTTCTCAGGACCTGGAAAACTGATTTGCCCAAAGGAATGTGTACCCTG 
GTGTCCCTCTCCGTGGAGCATGAGGAAGCCCAGCTCCTGGGTGGTGTGCGAGCAGTGGTG 
ATGGACTCGCAGTACTTGATAGAACCGTGTGGCTCTGGCAAGTCAAGACTGACTCACATC 
TGCAGGATAGACCTGAAAGGTCACTCCCCAGAATGGTACAGCAAAGGCTTTGGACATCTG 
TGTGCAGCAGAAGTTGCCAGGATTAGAAACTCTTTCCAGCCCCTCATTGCTGAGGGCCCA 
GAAACTAAAATCTGAGTTTTGCCCAGTGTGACATCAAA.CTCAGGGAAGAGGAAGCTAAAG 
TGACGAGTGTGGCAGAGAGTGTGCATGTGAGAAAGCGAGAGAAAGAGGAA.CTGAAGGACG 
CGGTTAATGCCTAAAAATGGAAACGTTAAGAAGTTGGAATGTTGGAGATGCAAGAATTTC 
CAAGAACTTTCTTAGCCTTCCTGGAGATGGCTACATCCCTACTAATATAATTTTAAAATG 
AGAACTTTATATATATTACTTAAAATTAAA.TGGACTATTCCTTGTGCATTGCCTAATTTG 
CTATTTAAAGGCTTCTAAGAAGCGTATACCTAACTGTAAATAAATGTATGTATAGCATAT 
GTACATATGTGTGTATATCTCCATCTTTACTGTATATATGTAAAATACCAATTTTATATA 
GAATTGTGTGTTTTGAAAATGACGGTGTCTGACTCAGTGAGTCCCTTCCTCACACAGTTC 
TTTCCAAGTGGCTCTGGGCCCCATCTCTCCACTGTCCTGTAAGCTGTGCAGAACCTGCTG 
CTAACACCAAGGTGTGAACATGCCCTGATGCCTAACCAAAGATGAGTTAACCAAAGGAAA 
ATAACATTAAAGGAGACTTATGTGTTAACGCTTTGTTTCTGCTATTCAAAAACTGAGAGT 
GGAGATCTGGGATAAAGCAAGGAAATAATAATTACTCCTCCTTAAAGCAAATGGGGGGGT 
GAGAAGTCATTACCAAATTTAAAGCTAGATGAGGAGTTGCCACTGGGCCCAGTAAGATGG 
AATTTCAGTGAGATATGGACCACCGGAGTCAGCGAGAGTGACTGAAACAGAAGCGATACC 
TCTCGCTCCCATGCCCATCACTACAGACCCCAAGTCAAGATGAATATCATAGCCTTTACT 
TCTTCACAGCCAAAGGGAGCCCCTGTGTTGTCTCAAGTTTTTATAAATACATTTCATAAT 
GTTATTAAATGTCATTCTATTTGACCAGTGGCCTATTTGGTCACAGTTAATTGGTGTTTT 
CTTATTGCACTGAATTCAACTCCAGACACCATACAAAGGGAGATGATGGCCATTCCGTTC 
AAATCCTAGATCGTTACAGCTTCAGGGAATTCATATTTTGTTATGTGTAGGATACTCTTA 
AAATGTAATTCATTAAACTTTTACAATCTGAAAGACAGGGTTTTTAACTAACATGAGACC 
AAAACTATGTTCTTTGATTAGTTTTAGATAGTATAATCGGGTTTATTAATTCTTCTGTGT 
TTCTTCACTAGCCAGTCCAAGCTACCTATGCATTTGACCCAACCTTATTTATTATTGTAC 
AGATGAAGCGAATTGACTCCCTTTAGCCAACTGCTAATGGATCGAATGTGCTTTTTATTG 
TAATTCAACAGCTATAGAGAGAAAGATAACTTATTGTGTGTTTGATTTCAGGGAGAGAGA 
TTTTCTTTGGTCATCCATAATAGAGATTGATAAGATTTAGCAACTGGTGTTGGAGAAAAA 

TGTTATCAGCAATGTGCAATTATTTTATTGAGAGGAATAAAAAAGCTTTCTATGAGTTTG 
GTATGGTGCGAGGAAAATCTTACAGTTTGAATTATGACCTAGAAATTTTTCATTCCCATA 
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TCTACCTAAGAAGGAAGCAGTAAATCCATAATTTACCTTTTGGGCAATGCTTTGTGAGCA 

AAACAAAGTCACTTCTGCCATAACATCTTGAATTTAACCATATATGCCAGATTACTTTAT 

ATGCATCAACAAGATCACCAGTGAAGTTTAATCTAGCTAAACACTGGTCCTGCTCCTGAG 

ATGGGATCCTATGTGTTTGGAAAACGTGATAGGCACACGAGGATGAGTGGCTTTGTATCG 

CCCAGAGAGGTGCTTGTCCAGATTTCACATGCACATGAATTGCCTGGGGATCTTGTGAAA 

CTGCAGACTCTGCTCCAAGTAATCTGGGCTGGGCCTGAGATTCTGCATTTCTAAGGAGTC 

TCAGGGATGCCTATGCTGCTGGCCTAAAACCACACTCAGAAACGAGGACCTAGAAGATCC 

CTAAAACAGAATAAGAACAAATGTGATTGTATTTCTGATTCTCCCTCTCTTCGAATTATC 

TGACTTTTTTGTTTTTGTGCACATAGTAATCATATCACCGCTGCATAACAACACAGTGCA 

TCTTTTTAAAACAAGGAAAAGGGAAAAAAAGGAGAAAAAACGATGCATCAAGCTTGTTTG 

TCAAATACCACAGTATTTTATTCATTGTTATCTTGCCAATGGAAATAAAGTATGATATTG 

CATTTAAATATTATATTTATACCTCATGTATATTTTTACCTCAATTGTTGATATCAATCA 

TCAATTGTAAATAAATAATTGCCAAGGCAAATAAATTT 

Gene 43. >ENST00000310336 cDNA sequence 

AGCGCCGGAGCGGGCCGGGCTGAGGCGCAGGCGGGGAGCGGGCCCGGCGCCGCGGCGCTG 
GTGGATGCTGGGGCTCCGAGGCGACGGCCGGGGGGCGGGGGCCGAGGCAGGTATAACGGT 
ACCGGCGGCGGCAGCGCCGCTGCTCTTCCCTTCTCCTCAGGAGGGGGGCCAATGGCTAGC 
GAGAAGCCGGGCCCGGGCCCGGGGCTCGAGCCTCAGCCCGTGGGGCTCATTGCCGTCGGG 
GCCGCTGGCGGAGGCGGCGGGGGCAGCGGTGGTGGCGGCACCGGGGGCAGCGGGATGGGG 
GAGCTAAGGGGGGCGTCCGGCTCCGGCTCGGTGATGCTCCCCGCGGGGATGATTAACCCT 
TCGGTGCCGATCCGCAACATCCGGATGAAATTCGCAGTGTTGATTGGACTCATACAGGTC 
GGAGAGGTCAGCAACAGGGACATCGTGGAGACGGTGCTCAACCTGCTGGTTGGTGGAGAA 
TTTGACTTGGAGATGAACTTTATTATCCAGGATGCTGAGAGTATAACATGTATGACAGAG 
CTTTTGGAGCACTGTGATGTAACATGTCAAGCAGAAATATGGAGCATGTTTACAGCCATT 
CTACGAAAAAGTGTTCGGAATTTACAGACTAGCACAGAAGTTGGGCTAATTGAACAAGTA 
TTGCTGAAAATGAGTGCTGTAGATGACATGATAGCAGATCTTCTAGTTGATATGTTGGGG 
GTTCTTGCCAGCTACAGCATCACTGTCAAGGAGTTGAAGCTTTTGTTCAGCATGCTTCGA 
GGAGAAAGTGGAATCTGGCCAAGACATGCAGTAAAATTATTATCAGTTCTTAATCAGATG 
CCACAGAGACACGGTCCTGATACTTTTTTCAATTTCCCTGGTTGTAGCGCTGCGGCAATT 
GCCTTGCCTCCTATTGCAAAGTGGCCTTATCAGAATGGCTTCACCTTAAACACTTGGTTT 
CGTATGGATCCATTAAATAATATTAATGTTGATAAGGATAAACCTTATCTTTATTGTTTT 
CGTACTAGCAAAGGAGTTGGTTACTCTGCTCATTTTGTTGGCAACTGTTTAATAGTCACA 
TCATTGAAGTCCAAAGGAAAAGGTTTTCAGCATTGTGTGAAATATGATTTTCAACCACGC 
AAGTGGTACATGATCAGCATTGTCCACATTTACAATCGATGGAGGAACAGTGAAATTCGG 
TGTTATGTTAATGGACAACTGGTATCTTATGGTGATATGGCTTGGCATGTTAACACAAAT 
GATAGCTATGACAAGTGCTTTCTTGGATCATCAGAAACTGCTGATGCAAATAGGGTATTC 
TGTGGTCAACTTGGTGCCGTGTATGTGTTCAGTGAAGCACTCAACCCAGCACAGATATTT 
GCAATTCATCAGTTAGGACCTGGATATAAGAGTACCTTCAAGTTTAAATCTGAGAGTGAT 
ATTCATTTGGCAGAACATCATAAACAGGTGTTATATGATGGGAAACTTGCAAGTAGCATT 
GCCTTTACATATAATGCTAAGGCCACTGATGCTCAGCTCTGCCTGGAATCATCACCAAAA 
GAGAATGCATCAATTTTTGTGCATTCCCCACATGCTCTAATGCTTCAGGATGTGAAAGCG 
ATAGTAACACATTCAATTCATAGTGCAATTCATTCAATTGGAGGGATTCAAGTGCTTTTT 
CCACTTTTTGCCCAATTGGATAATAGGCAGCTCAATGACAGTCAAGTGGAAACAACTGTC 
TGTGCTACTCTGTTGGCATTCCTGGTTGAACTACTTAAAAGTTCAGTAGCCATGCAAGAA 
CAGATGCTGGGTGGAAAAGGCTTTTTAGTCATTGGCTACTTACTTGAAAAGTCATCAAGA 
GTTCATATAACTAGAGCTGTCCTGGAGCAATTTTTATCTTTTGCAAAATACCTTGATGGT 
TTATCTCATGGAGCACCTTTGCTGAAGCAGCTTTGTGATCACATTTTATTTAACCCAGCC 
ATCTGGATACATACACCTGCAAAGGTTCAGCTTTCCCTATACACATATTTGTCTGCTGAA 
TTTATTGGAACTGCTACCATCTACACCACCATACGCAGAGTAGGAACAGTATTACAGCTA 
ATGCACACCTTAAAATATTACTACTGGGTTATTAATCCTGCTGACAGTAGTGGCATTACA 
CCTAAAGGATTAGATGGTCCCCGGCCATCACAAAAAGAAATTATATCACTGAGGGCATTT 
ATGCTACTTTTTCTGAAACAGCTGATACTAAAGGATCGAGGGGTCAAGGAAGATGAACTT 
CAGAGTATATTAAATTACCTACTTACGATGCATGAGGATGAAAATATTCATGATGTGCTA 
CAGTTACTGGTGGCTTTAATGTCGGAACACCCAGCCTCAATGATACCAGCATTTGATCAA 
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AGAAATGGAATAAGGGTGATCTACAAATTATTGGCTTCTAAAAGTGAAAGTATTTGGGTT 
CAAGCTTTGAAGGTTCTGGGATACTTTCTGAAGCATTTAGGTCACAAGAGAAAAGTTGAA 
ATTATGCACACCCATAGTCTTTTCACTCTTCTTGGAGAAAGGCTGATGTTGCATACAAAC 
ACTGTGACTGTCACCACATACAACACACTTTATGAGATCTTGACAGAACAAGTATGTACT 
CAGGTCGTACACAAACCACATCCAGAGCCAGATTCTACAGTGAAAATTCAGAATCCAATG 
ATTCTTAAAGTGGTGGCAACTTTGTTAAAAAACTCTACACCAAGTGCAGAGCTGATGGAA 
GTTCGTCGTTTATTTTTATCTGATATGATAAAACTTTTCAGTAACAGCCGTGAAAATAGA 
AGATGCTTATTGCAGTGTTCAGTGTGGCAGGATTGGATGTTTTCTCTTGGCTATATCAAT 
CCTAAAAATTCTGAGGAACAGAAGATTACCGAAATGGTCTACAATATCTTCCGGATTCTT 
TTGTATCATGCAATAAAATATGAATGGGGAGGCTGGAGAGTCTGGGTGGATACCCTCTCA 
ATAGCCCATTCCAAGGTCACTTATGAAGCTCATAAGGAATACCTAGCCAAAATGTATGAG 
GAATATCAAAGACAAGAGGAGGAAAACATTAAAAAGGGAAAGAAAGGGAATGTGAGCACC 
ATCTCTGGTCTTTCATCACAGACAACAGGAGC^AAAGGTGGAATGGAAATTCGAGAGATA 
GAAGATCTTTCACAAAGCCAGAGCCCAGAAAGTGAGACCGATTACCCTGTCAGCACAGAT 
ACTCGAGACTTACTCATGTCAACAAAAGTGTCAGATGATATTCTTGGAAATTCAGATAGA 
CCAGGAAGTGGTGTACATGTGGAAGTACATGATCTTTTAGTAGATATAAAAGCAGAGAAA 
GTGGAAGCAACAGAAGTAAAGCTCGATGATATGGATTTATCACCGGAGACTTTAGTAGGT 
GGAGAGAATGGTGCCCTTGTGGAGGTTGAATCTCTGTTGGATAATGTATATAGTGCTGCT 
GTTGAGAAACTCCAGAACAATGTACATGGAAGTGTTGGTATCATTAAAAAAAATGAAGAA 
AAGGATAATGGTCCATTGATAACATTAGCAGATGAGAAAGAAGACCTTCCCAATAGTAGT 
ACATCATTTCTCTTTGATAAAATACCCAAACAGGAGGAAAAACTACTTCCTGAACTTTCT 
AGCAATCACATTATTCCAAATATTCAGGACACACAAGTACATCTTGGTGTTAGTGATGAT 
CTTGGATTGCTTGCTCACATGACCGGTAGCGTAGACTTAACTTGTACATCCAGTATAATA 
GAAGAAAAAGAATTCAAAATCCATACAACTTCAGATGGAATGAGCAGTATTTCTGAAAGA 
GACTTAGCGTCATCAACTAAGGGGCTGGAGTATGCTGAAATGACTGCTACAACTCTGGAA 
ACTGAGTCTTCTAGTAGCAAAATTGTACCAAATATTGATGCAGGAAGTATAATTTCAGAT 
ACTGAAAGGTCTGACGATGGCAAAGAATCAGGAAAAGAAATCCGAAAAATCCAAACAACT 
ACTACGACACAAGCTGTGCAGGGTCGGTCTATCACCCAACAAGACCGAGATCTCCGAGTT 
GATTTAGGATTTCGAGGAATGCCAATGACTGAGGAACAGCGACGCCAGTTTAGCCCAGGT 
CCACGGACTACAATGTTTCGTATTCCTGAGTTTAAATGGTCTCCAATGCACCAGCGGCTT 
CTCACTGATTTACTATTTGCATTAGAAACTGATGTACATGTTTGGAGGAGCCATTCTACA 
AAGTCTGTAATGGATTTTGTCAATAGCAATGAAAATATTATTTTTGTACATAACACAATT 
CACCTCATTTCCCAAATGGTAGACAACATCATCATTGCTTGTGGAGGAATTTTACCTTTG 
CTCTCTGCTGCTACATCACCAACTACGGAATTGGAAAATATTGAAGTGACACAAGGCATG 
TCAGCTGAGACAGCAGTAACTTTCCTCAGCCGGCTGATGGCTATGGTTGATGTACTTGTG 
TTTGCAAGCTCTCTAAATTTTAGTGAGATTGAAGCTGAGAAAAACATGTCTTCTGGAGGT 
TTAATGCGACAGTGCCTAAGATTAGTTTGTTGTGTTGCTGTGAGAAACTGTTTAGAATGT 
CGGCAAAGACAGAGAGACAGGGGAAATAAATCTTCCCATGGAAGCAGTAAACCTCAGGAA 
GTTCCTCAAAGTGTGACTGCTACAGCAGCTTCGAAGACTCCATTGGAAAATGTTCCAGGT 
AACCTTTCTCCTATTAAGGATCCGGATAGACTTCTTCAGGATGTTGATATCAATCGCCTT 
CGTGCTGTTGTCTTTCGGGATGTGGATGATAGCAAACAAGCACAGTTCTTAGCTCTGGCT 
GTTGTTTACTTCATTTCGGTTCTGATGGTTTCCAAGTATCGTGACATATTAGAACCCCAG 
AGAGAGACTACAAGAACTGGAAGCCAACCAGGTAGAAACATCAGGCAAGAAATAAATTCA 
CCAACAAGTACAGTTGTGGTCATACCATCTATCCCTCATCCAAGTTTGAACCATGGATTC 
CTTGCCAAGTTAATTCCTGAGCAGAGCTTTGGCCACTCATTTTACAAAGAAACACCTGCT 
GCATTTCCAGACACCATAAAAGAAAAAGAAACACCAACTCCTGGTGAAGATATTCAGGTA 
GAAAGTTCAATTCCCCATACAGATTCAGGAATTGGAGAGGAGCAAGTGGCTAGCATCCTG 
AATGGGGCAGAATTAGAAACAAGTACAGGCCCTGATGCCATGAGTGAACTCTTATCCACT 
TTGTCATCCGAAGTGAAGAAATCACAAGAGAGCTTAACTGAAAATCCTAGTGAAACGTTG 
AAGCCTGCAACATCCATATCTAGCATTAGTCAAACCAAAGGCATCAATGTGAAGGAAATA 
CTGAAAAGTCTTGTGGCTGCTCCAGTTGAAATAGCAGAATGTGGCCCTGAACCTATCCCA 
TACCCAGATCCAGCATTGAAGAGAGAAACACAAGCTATTCTTCCTATGCAGTTTCATTCC 
TTTGACAGGAGTGTTGTGGTGCCTGTAAAGAAACCACCTCCAGGTAGTTTAGCTGTAACC 
ACTGTGGGAGCCACTACTGCTGGAAGTGGGCTGCCAACAGGCAGTACCTCTAATATATTT 
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GCTGCTACTGGAGCTACACCAAAAAGTATGATTAATACAACAGGTGCCGTGGATTCAGGG 
TCCTCCTCCTCTTCCTCCTCTTCTAGTTTTGTGAATGGTGCTACTAGCAAAAACCTTCCA 
GCTGTACAAACTGTTGCTCCAATGCCAGAAGATTCAGCTGAAAATATGAGCATCACTGCA 
AAACTTGAAAGAGCGTTAGAAAAAGTTGCTCCTCTTCTTCGTGAAATTTTTGTAGACTTT 
GCCCCATTCCTATCTCGTACACTTCTTGGCAGTCATGGACAAGAGCTATTGATAGAAGGC 
CTTGTTTGTATGAAGTCCAGCACATCTGTGGTTGAGCTTGTTATGCTGCTTTGTTCTCAG 
GAATGGCAAAACTCTATTCAGAAGAATGCAGGACTTGCATTTATTGAGCTCATCAATGAA 
GGAAGATTACTGTGCCATGCTATGAAGGACCATATAGTCCGTGTTGCAAATGAAGCTGAG 
TTTATTTTGAACAGACAAAGAGCCGAGGATGTACATAAACATGCAGAGTTTGAGTCACAG 
TGTGCCCAATATGCTGCTGATAGAAGAGAGGAAGAAAAGATGTGTGACCATCTTATCAGT 
GCTGCTAAACATCGAGATCATGTAACAGCAAATCAGCTGAAACAGAAGATTCTCAATATT 
CTCACAAATAAACATGGTGCTTGGGGAGCAGTTTCTCATAGCCAATTGCATGATTTCTGG 
CGTTTGGATTACTGGGAAGATGATCTTCGTCGAAGGAGACGATTTGTTCGCAATGCATTT 
GGCTCCACTCATGCTGAAGCATTGCTGAAAGCTGCAATAGAATATGGCACGGAAGAAGAT 
GTAGTAAAGTCAAAGAAAACATTCAGAAGTCAAGCAATAGTGAACCAAAATGCAGAGACA 
GAACTTATGCTGGAAGGAGACGATGATGCAGTCAGTCTGCTACAGGAGAAAGAAATTGAC 
AACCTTGCAGGCCCAGTGGTTCTCAGCACCCCTGCCCAGCTCATCGCTCCCGTGGTGGTG 
GCCAAGGGGACTCTCTCCATCACCACGACAGAAATCTACTTCGAGGTAGATGAGGATGAT 
TCTGCCTTCAAGAAGATCGACACGAAAGTTCTTGCATACACTGAGGGACTTCACGGAAAA 
TGGATGTTCAGCGAGATACGAGCTGTATTTTCAAGACGTTACCTTCTACAAAACACTGCT 
TTGGAAGTATTTATGGCAAACCGAACCTCAGTTATGTTTAATTTCCCTGATCAAGCAACA 
GTAAAAAAAGTTGTCTATAGCTTGCCTCGGGTTGGAGTAGGGACCAGCTATGGTCTGCCA 
CAAGCCAGGAGGATATCATTGGCCACTCCTCGACAGCTTTATAAATCTTCCAATATGACT 
CAGCGCTGGCAAAGAAGGGAAATTTCAAACTTCGAATATTTGATGTTCCTTAATACTATT 
GCAGGACGGACATATAATGATCTGAACCAATATCCAGTGTTTCCGTGGGTGTTAACCAAC 
TATGAATCAGAAGAGTTGGACCTGACTCTTCCAGGAAACTTCAGGGATCTATCAAAGCGA 
ATTGGTGCTTTGAACCCCAAGAGAGCTGTGTTTTATGCAGAGCGTTATGAGACATGGGAA 
GATGATCAAAGCCCACCCTACCATTATAATACCCATTATTCAACAGCAACATCTACTTTA 
TCCTGGCTTGTTCGAATTGAACCTTTCACAACCTTCTTCCTCAATGCAAATGATGGAAAA 
TTTGATCATCCAGATCGAACCTTCTCATCCGTTGCAAGGTCTTGGAGAACTAGTCAGAGA 
GATACTTCTGATGTAAAGGAACTAATTCCAGAGTTCTACTACCTACGAGAGATGTTTGTC 
AACAGTAATGGATATAATCTTGGAGTCAGAGAAGATGAAGTAGTGGTAAATGATGTTGAT 
CTTCCCCCTTGGGCAAAAAAACCTGAAGACTTTGTGCGGATCAACAGGATGGCCCTAGAA 
AGTGAATTTGTTTCTTGCCAACTTCATCAGTGGATCGACCTTATATTTGGCTATAAGCAG 
CGAGGACCAGAAGCAGTTCGTGCTCTGAATGTTTTTCACTACTTGACTTATGAAGGCTCT 
GTGAACCTGGATAGTATCACTGATCCTGTGCTCAGGGAGGCCATGGAGGCACAGATACAG 
AACTTTGGACAGACGCCATCTCAGTTGCTTATTGAGCCACATCCGCCTCGGAGCTCTGCC 
ATGCACCTGTGTTTCCTTCCACAGAGTCCGCTCATGTTTAAAGATCAGATGGAACAGGAT 
GTGATAATGGTGCTGAAGTTTCCTTCAAATTCTCCAGTAACCCATGTGGCAGCCAACACT 
CTGCCCCACTTGACCATCCCCGCAGTGGTGACAGTGACTTGCAGCCGACTCTTTGCAGTG 
AATAGATGGCACAACACAGTAGGCCTCAGAGGAGCTCCAGGATACTCCTTGGATCAAGCC 
CACCATCTTCCCATTGAAATGGATCCATTAATAGCCAATAATTCAGGTGTAAACAAACGG 
CAGATCACAGACCTCGTTGACCAGAGTATACAAATCAATGCACATTGTTTTGTGGTAACA 
GCAGATAATCGCTATATTCTTATCTGTGGATTCTGGGATAAGAGCTTCAGAGTTTATTCT 
ACAGAAACAGGGAAATTGACTCAGATTGTATTTGGCCATTGGGATGTGGTCACTTGCTTG 
GCCAGGTCCGAGTCATACATTGGTGGGGACTGCTACATCGTGTCCGGATCTCGAGATGCC 
ACCCTGCTGCTCTGGTACTGGAGTGGGCGGCACCATATCATAGGAGACAACCCTAACAGC 
AGTGACTATCCGGCACCAAGAGCCGTCCTCACAGGCCATGACCATGAAGTTGTCTGTGTT 
TCTGTCTGTGCAGAACTTGGGCTTGTTATCAGTGGTGCTAAAGAGGGCCCTTGCCTTGTC 
CACACCATCACTGGAGATTTGCTGAGAGCCCTTGAAGGACCAGAAAACTGCTTATTCCCA 
CGCTTGATATCTGTCTCCAGCGAAGGCCACTGTATCATATACTATGAACGAGGGCGATTC 
AGTAATTTCAGCATTAATGGGAAACTTTTGGCTCAAATGGAGATCAATGATTCAACACGG 
GCCATTCTCCTGAGCAGTGACGGCCAGAACCTGGTCACCGGAGGGGACAATGGGGTAGTA 
GAGGTCTGGCAGGCCTGTGACTTGAAGCAACTGTACATTTACCCTGGATGTGATGCTGGC 
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ATTAGAGCAA.TGGACTTGTCCCATGACCAGAGGACTCTGATCACTGGCATGGCTTCTGGT 
AGCATTGTAGCTTTTAATATAGATTTTAATCGGTGGCATTATGAGCATCAGAACAGATAC 
TGAAGATAAAGGAAGAACCAAAAGCCAAGTTAAAGCTGAGAGCACAAGTGCTGCATGGAA 
AGGCAATATCTCTGGTGGAAAAAACTCGTCTACATCGACCTCCGTTTGTACATTCCATCA 
CACCCAGCAATAGCTGTACATTGTAGTCAGCAACCATTTTACTTTGTGTGTTTTTTCACG 
ACTGAACACCAGCTGCTATCAAGCAAGCTTATATCATGTAAATTATATGAATTAGGAGAT 
GTTTTGGTAATTATTTCATATATTGTTGTTTATTGAGAAAAGGTTGTAGGATGTGTCACA 
AGAGACTTTTGACAATTCTGAGGAACCTTGTGTCCAGTTGTTACAAAGTTTAAGCTTTGA 
ACCTAACCTGCATCCCATTTCCAGCCTCTTTTCAAGCTGAGAAAAAAAAAAAAAAACACG 
TTTGATACTTTGTACATCAGATGCATCTTATTTAAAAGGGATACTTTTGTAAAAGTAAAA 
CCTTGTATAAAGAACAAAATGTTTCTTAATTTTATTGTGGAGTTACAACTTGCATGTTCC 
TTACTCCTGTTGGCTTGATGGAACAGGTGCATTCACACTATGAAACAGAAAGATCTGTCC 
AAGGACACAGCTTGTATGAAAGGGTTGAATTTGGGCTCCATCAGTAATTTTTGACATTTT 
CACCAAAATATAGTTTGCACTTTTTAATCTAAAGTCATCCCTTCTGAGTGAAATTTGCTC 
ATAAAGCATTTGGATACTAAGCCATTATTTGCCATTTTGGGTACTTTATACAAAGAAAAT 
TCAGCCCTACCCTGCATAATTTGAAGACACAGCAGAAAGGGGGCTTAGGGATGAGGTCCT 
GGTTTTTCTTGTATAAATAGGAGTCATGGGCGTTAGTTCTGTAGTAATAACTTCCCAGCA 
CCTGGACATCTCTTCCAGAGTTATCCCACTGGCTTGGTGTGTATACATTAGGGGAGGATA 

AGTCAAACTTTATTACAACAATAACTGAAGTTATTCTTTTAGGTTCTCGTGAAATTCTCA 
CTGAAAGCCACATTCTTAGCCTAAGGCATTTCATCTTTTATGATATAAAATGATGGCTAT 
CAAATGATTTTCCATACATTGTACTGATCAAGTTATACACCCAGGGGTATATACACTTTC 
TTCATGTTTCTTCTTTGTATATTTGGTGACTGTATCGTCATAGATGTACATATTGTGTCG 
GTAGGGCTATGAGGCATGTTACAGGAATGTAATTTTCTCAGAATTTACACTCACTCGCAG 
TCATTTATTTAAAAAGATAAAACAAGATAATGGGTTCTTTGTATTGGCACTTTGCACCAG 
AAACATATCATTATTTATTGATGTGATTACTTATTTGTTATCCACCTTGTACTAGTAAGT 
TTTAGCACTGAATTCCTTCTTCACTGTTGTTTGTATTTATGAAATTCTGAAATTATGGGG 
AATCAGCGTAATGATTAAGTTATTCATCACCAGGCTGTAAGCAATATCTTGAGTTTGTAG 
CTTAGAATTGGGAGGATACTTAACATCTGGAAGACAAGTTCATTTCATCTTGAGATCATG 
GTGAAATATTTTGGATATATAAATTCCTTAAGCTATTGTAACCATGTTTTATTGCAAAGA 
TGTAAAATATGCCAGATGTGTGTGAGTTGGAAATCAAAAAAAGAAAAATAAAATATGCAA 
AGAATTC 

Gene 44. >ENST00000333692 cDNA sequence 

ATGGCAGAGCAAGAGCAAAGAAAAATCCCTTTGGTTCTAGAAAATCTGAAAAAGAGGAAG 

GCTTATCAAGCCCTCAAAGCCACTCAGGCAAAGCAGGCACTTTTAGCAAAGAAGGAGCAG 

AAGAAAGGAAAACAGCTCAGGTTTAAGCGACTGGAATCATTCCTATATGATTCCTCGTGG 

CAGAAACACGACAAGCTGCATCTCAGACAACTAGAAGTGAAACCTCATGCCTTGGAATTG 

CCAGATAAACATTCCTTGGCCTTTGTTTTACGCATCCAAAGAATTAATGGTGTGACTTCA 

CTGGTGCAGAGAACCATTGCAAGACTTTGCCTGAAGAAAATTTTCAGTGGTATCTTTGTA 

AAAGTCACCCCAAAGAGCAAAATGTTGCTTATAGTAGAACCTTATGTGAACTGGGGATTT 

CCACTAAAGTCTGTCCAAGAACTCATTTTGAAACATGAACAAGCCAAGGTCAAGAATGAG 

ACCATCCCTCTGACAGACAGCACAGCAATTGAGGAGCACCTGGGGGAGTTTGGTGTCATT 

TGCCTGGGAGACCTCATACATGAAATTGCCTTCCCAGGGAAGTATTTCCAGGAGATCTCA 

TGGGTCTTGCACCCTTTCCACCTCTCGGTGGCCCATCATGCTACCAAGAATAGAGTGGGC 

TTCCTCAAGGAGATGGCCTCACCTGGG 

Gene 45. >ENST00000325028 cDNA sequence 

GCACTTCAGCTTCCCCTCCCCCGGCGCCCTCTGGGGCTCCGAGCCCGGCGGGACCATGTT 
CACCAGCACCGGCTCCAGTGGGCTCTACAAGGCGCCTCTGTCGAAGAGCCTTCTGCTGGT 
CCCCAGTGCCCTCTCCCTCCTGCTCGCCCTCCTCCTGCCTCACTGCCAGAAGCTCTTTGT 
GTATGACCTTCACGCAGTCAAGAACGACTTCCAGATTTGGAGGTTGATATGTGGAAGAAT 
AATTTGCCTTGATTTGAAAGATACTTTCTGCAGTAGTCTGCTTATTTATAATTTTAGGAT 
ATTTGAAAGAAGATATGGAAGCAGAAAATTTGCATCCTTTTTGCTGGGTTCCTGGGTTTT 
GTCAGCCTTATTTGACTTTCTCCTCATTGAAGCTATGCAGTATTTCTTTGGCATCACTGC 
AGCTAGTAATTTGCCTTCTGGATTCCTGGCACCTGTGTTTGCTCTGTTTGTACCATTTTA 
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CTGCTCCATACCAAGAGTCCAAGTGGCACAAATTCTGGGTCCGTTGTCCATCACAAACAA 
GACATTGATTTATATATTGGGACTGCAGCTTTTCACCTCTGGTTCCTACATCTGGATTGT 
AGCCATAAGTGGACTTATGTCCGGTCTGTGCTACGACAGCAAAATGTTCCAGGTGCATCA 
GGTGCTCTGCATCCCCAGCTGGATGGCAAAATTCTTTTCTTGGACACTTGAACCCATCTT 
CTCTTCTTCAGAACCCACCAGCGAAGCCAGAATTGGGATGGGAGCCACGCTGGACATCCA 
GAGACAGCAGAGAATGGAGCTGCTGGACCGGCAGCTGATGTTCTCTCAGTTTGCACAAGG 
GAGGCGACAGAGACAGCAGCAGGGAGGAATGATCAATTGGAATCGTCTTTTTCCTCCTTT 
ACGTCAGCGACAAAACGTAAACTATCAGGGCGGTCGGCAGTCTGAGCCAGCAGCGCCCCC 
TCTAGAAGTTTCTGAGGAACAGGTCGCCCGGCTCATGGAGATGGGATTTTCCAGAGGTGA 
TGCTTTGGAAGCCCTGAGAGCTTCAAACAATGACCTCAATGTCGCCACCAACTTCCTGCT 
GCAGCACTGATAGTCCCAGGCCAACACTGGGACCGGACCGGCAGCCGAGTGACAGTGCGT 
GGTCCCCACCATCAGATCAGCCCGGGGACCGAGCATCTCTGGTGCTGATGTTCTTGTGGG 
AAGAGGGAGGTTCCACCGCACCCCTGCCCTCAACCGCAAGACTGTTGCCGTTTTAGTGTG 
GAGATAAGTTTGCCATTACATTAGCATGTATTTTCTATCTATATTTTTTATTGGGCATTT 
TCCCTAGGTTGGAGAGTCAGCACTCGTTTTGAATGTGTTTAAAATGCATTAAAATGGAAG 
ATTTCTGCAGGCAGTTGAATGGCACTCCAGATGGGGAATTGCTGTAACCCTCTTACTGTA 
ACATGTCATCTCCTGCGTCGTGATGGGGAGAGGGTAATGTTACTTCACAAAGGACATGTC 
AGATCCTTCTTCATGGACTTTTTTAGTTACTGTTTTTTCTCTCAAACTTGTTTTCGAATC 
TCCTGGGAGTGAGGGAGAAACAGGGAGCTGAATCCTCCCCCAAGCTGTTCCAGGCCAGAG 
GACTCTGCAGTACCTTCTCCTACATCTAGTAACAAAGAATGGTGATAACCATGCACTGGT 
TCAAGGTTCTGGAGTTCTCCATGAAACTTGGGTTAATTTTGCTCAGAGTATCCAGAGTTA 
GCCACTAGGCTGCGGGTGAAATGGGATGGAGAAGAACAACAGCAGGCTTCCTGGAGCCAC 
ATGGGCTGACTAGGGCACTCTGTGGCTGGCCTGGCATGGGCTCAGCCCAGGAAGAGGAGA 
AACGATCCCTTGCCTGCCCCTCCCTGTGGCAGGGCTAACTGCCTGGCCCTCCTGGCTCGC 
AGCCAGCCAGCCCCCTGGCAGCAGGTTCTCCTCAGGGCTTGGGTCTTCAACCTGTGGCGA 
CAGGAGGCAGGGCAGACTGTGGAGGACAGGATGCAGGTCAGGGAGAGGGAAGGCAGGGGT 
GGACCGCCATGAGCATGAAAAGACCCGAAGCAAGTTGACTCTTGCAATGTGCAACTGTTA 
TGTTCTGCAAAATGAGCAACGATGTATCAAATTGATGCAAATTTAGATGTTGATACTTAC 
AATAAAGTTTTTAATGTGT 

Gene 46. >ENST00000257320 cDNA sequence 

ATGTTCACCAGCACCGGCTCCAGTGGGCTCTGTGAGTACCGGCCTCCGCCATCCTGGCTG 
CCCCCTACACGCCACCCTAGGCACCTCTTTGAGGAGGCTGGGGCAGCGGGGACCCTCGGG 
TTTGCCGGAGGTGGTGGGGCCGACCCTCCAGACCCGCGTCCGAACCCTGCTAGTTCCCGG 
TCTTGGGGGTCAGCGGAAACCGCCCCCATTTCGGCCTGGAGGGGCGAATGGGGACAAAGC 
CCCGCCGCCCGCCCCGACCCCACCTGGTATCCCCAGGTGCTCTGCCCAGGAGTCTCTTGG 
GGCCGCTGCAAGTGGGCAGGTGCCCTGGTGTTCTCGTGGGCCGGCCCCAGGCCCTTTGCG 
GAGCGTGTGCCGCGCTGAAGGAAGGGGCCGTCCCCCTTACCATGCCCCATTCTTTTAGGC 
TTGGGGGACCGAACTAACTCCCCCCGCCCCCACTTGCAAAGTTCAGCCTCCGCTTTAGAA 
GCTGACCTCTCAGTTTCACTTGGATGTGTTTCTTCTTCAGTCTCCAAGAAGAGTTTTTAG 
ACAAACACACACTGATGAGAGTGCTTTCAAGTGGAGGGAAGTTAGGAAGTCGTGGCGAGG 
GAGCGCAGCTGTGCTGCTGGATGTTGCTGTTTTCCTGGCGTGTTAGCGGTGGTCAGCAGA 
CAAGGCGCCTCTGTCGAAGAGCCTTCTGCTGGTCCCCAGTGCCCTCTCCCTCCTGCTCGC 
CCTCCTCCTGCCTCACTGCCAGAAGCTCTTTGTGTATGACCTTCACGCAGTCAAGAACGA 
CTTCCAGCCTGGCACCTGTGTTTGCTCTGTTTGTACCATTTTACTGCTCCATACCAAGAG 
TCCAAGTGGCACAAATTCTGGGTCCGTTGTCCATCACAAACAAGACATTGATTTATATAT 
TGGGACTGCAGCTTTTCACCTCTGGTTCCTACATCTGGATTGTAGCCATAAGTGGACTTA 
TGTCCGGTCTGTGCTACGACAGCAAAATGTTCCAGGTGCATCAGGTGCTCTGCATCCCCA 
GCTGGATGGCAAAATTCTTTTCTTGGACACTTGAACCCATCTTCTCTTCTTCAGAACCCA 
CCAGCGAAGCCAGAATTGGGATGGGAGCCACGCTGGACATCCAGAGACAGCAGAGAATGG 
AGCTGCTGGACCGGCAGCTGATGTTCTCTCAGTTTGCACAAGGGAGGCGACAGAGACAGC 
AGCAGGGAGGAATGATCAATTGGAATCGTCTTTTTCCTCCTTTACGTCAGCGACAAAACG 
TAAACTATCAGGGCGGTCGGCAGTCTGAGCCAGCAGCGCCCCCTCTAGAAGTTTCTGAGG 
AACAGGTCGCCCGGCTCATGGAGATGGGATTTTCCAGAGGTGATGCTTTGGAAGCCCTGA 
GAGCTTCAAACAATGACCTCAATGTCGCCACCAACTTCCTGCTGCAGCACTGATAGTCCC 
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AGGCCAACACTGGGACCGGACCGGCAGCCGAGTGACAGTGCGTGGTCCCCACCATCAGAT 
CAGCCCGGGGACCGAGCATCTCTGGTGCTGATGTTCTTGTGGGAAGAGGGAGGTTCCACC 
GCACCCCTGCCCTCAACCGCAAGACTGTTGCCGTTTTAGTGTGGAGATAAGTTTGCCATT 
ACATTAGCATGTATTTTCTATCTATATTTTTTATTGGGCATTTTCCCTAGGTTGGAGAGT 
CAGCACTCGTTTTGAATGTGTTTAAAATGCATTAAAATGGAAGATTTCTGCAGGCAGTTG 
AATGGCACTCCAGATGGGGAATTGCTGTAACCCTCTTACTGTAACATGTCATCTCCTGCG 
TCGTGATGGGGAGAGGGTAATGTTACTTCACAAAGGACATGTCAGATCCTTCTTCATGGA 
CTTTTTTAGTTACTGTTTTTTCTCTCAAACTTGTTTTCGAATCTCCTGGGAGTGAGGGAG 
AAACAGGGAGCTGAATCCTCCCCCAAGCTGTTCCAGGCCAGAGGACTCTGCAGTACCTTC 
TCCTACATCTAGTAACAAAGAATGGTGATAACCATGCACTGGTTCAAGGTTCTGGAGTTC 
TCCATGAAACTTGGGTTAATTTTGCTCAGAGTATCCAGAGTTAGCCACTAGGCTGCGGGT 
GAAATGGGATGGAGAAGAACAACAGCAGGCTTCCTGGAGCCACATGGGCTGACTAGGGCA 
CTCTGTGGCTGGCCTGGCATGGGCTCAGCCCAGGAAGAGGAGAAACGATCCCTTGCCTGC 
CCCTCCCTGTGGCAGGGCTAACTGCCTGGCCCTCCTGGCTCGCAGCCAGCCAGCCCCCTG 
GCAGCAGGTTCTCCTCAGGGCTTGGGTCTTCAACCTGTGGCGACAGGAGGCAGGGCAGAC 
TGTGGAGGACAGGATGCAGGTCAGGGAGAGGGAAGGCAGGGGTGGACCGCCATGAGCATG 
AAAAGACCCGAAGCAAGTTGACTCTTGCAATGTGCAACTGTTATGTTCTGCAAAATGAGC 
AACGATGTATCAAATTGATGCAAATTTAGATGTTGATACTTACAATAAAGTTTTTAATGT 
GTTTT 

Gene 47. >ENST00000298386 cDNA sequence 

GGCACTGAACTTACTACATCAGAACTCCTGCTGAGGTATAAGAGGATACGTCTAATAACT 
CAATTGCTGTAAACCTATGATTGTTTTTCTGGTTTTTAAACATCTCTTCAGCCTCAGATT 
GATTACAATGTTCTTTCTACTTCATTTCATCGTTCTGATCAATGTCAAAGATTTTGCACT 
GACTCAAGGTAGCATGATCACTCCTTCATGCCAAAAAGGATATTTTCCCTGTGGGAATCT 
TACCAAGTGCTTACCCCGAGCTTTTCACTGTGATGGCAAGGATGACTGTGGGAACGGGGC 
GGACGAAGAGAACTGTGGTGACACTAGTGGATGGGCGACCATATTTGGCACAGTGCATGG 
AAATGCTAAGAGCGTGGCCTTAACA.CAGGAGTGCTTTCTAAAACAGTATCCACAATGCTG 
TGACTGCAAAGAAACTGAATTGGAATGTGTAAATGGTGACTTAAAGTCTGTGCCGATGAT 
TTCTAAGAATGTGACATTACTGTCTCTTAAGAAAAACAAAATCCACAGTCTTCCAGATAA 
AGTTTTCATCAAATACACAAAACTTAAAAAGATATTTCTTCAGCATAATTGCATTAGACA 
CATATCCAGGAAAGCATTTTTTGGATTATGTAATCTGCAAATATTATATCTCAACCACAA 
CTGCATCACAACCCTCAGACCTGGAATATTCAAAGACTTACATCAGCTAACTTGGCTAAT 
TCTAGATGACAATCCAATAACCAGAATTTCACAGCGCTTGTTTACGGGATTAAATTCCTT 
GTTTTTCCTGTCTATGGTTAATAACTACTTAGAAGCTCTTCCCAAGCAGATGTGTGCCCA 
AATGCCTCAACTCAACTGGGTGGATTTGGAAGGCAATAGAATAAAGTATCTCACAAATTC 
TACGTTTCTGTCGTGCGATTCGCTCACAGTGCTGTTTCTGCCTAGAAATCAAATTGGTTT 
TGTTCCAGAGAAGACATTTTCTTCATTAAAAAATTTAGGAGAACTGGATCTGTCTAGCAA 
TACGATAACGGAACTATCACCTCACCTTTTTAAAGACTTGAAGCTTCTACAAAAGCTGAA 
CCTGTCATCCAATCCTCTTATGTATCTTCACAAGAACCAGTTTGAAAGTCTTAAACAACT 
TCAGTCTCTAGACCTGGAAAGGATAGAGATTCCAAATATAAACACACGAATGTTTCAACC 
CATGAAGAATCTTTCTCACATTTATTTCAAAAACTTTCGATACTGCTCCTATGCTCCCCA 
TGTCCGAATATGTATGCCCTTGACGGACGGCATTTCTTCATTTGAGGACCTCTTGGCTAA 
CAATATCCTCAGAATATTTGTCTGGGTTATAGCTTTCATTACCTGCTTTGGAAATCTTTT 
TGTCATTGGCATGAGATCTTTCATTAAAGCTGAAAATACAACTCACGCTATGTCCATCAA 
AATCCTTTGTTGTGCTGATTGCCTGATGGGTGTTTACTTGTTCTTTGTTGGCATTTTCGA 
TATAAAATACCGAGGGCAGTATCAGAAGTATGCCTTGCTGTGGATGGAGAGCGTGCAGTG 
CCGCCTCATGGGGTTCCTGGCCATGCTGTCCACCGAAGTCTCTGTTCTGCTACTGACCTA 
CTTGACTTTGGAGAAGTTCCTGGTCATTGTCTTCCCCTTCAGTAACATTCGACCTGGAAA 
ACGGCAGACCTCAGTCATCCTCATTTGCATCTGGATGGCGGGATTTTTAATAGCTGTAAT 
TCCATTTTGGAATAAGGATTATTTTGGAAACTTTTATGGGAAAAATGGAGTATGTTTCCC 
ACTTTATTATGACCAAACAGAAGATATTGGAAGCAAAGGGTATTCTCTTGGAATTTTCCT 
AGGTGTGAACTTGCTGGCTTTTCTCATCATTGTGTTTTCCTATATTACTATGTTCTGTTC 
CATTCAAAAAACCGCCTTGCAGACCACAGAAGTAAGGAATTGTTTTGGAAGAGAGGTGGC 
TGTTGCAAATCGTTTCTTTTTTATAGTGTTCTCTGATGCCATCTGCTGGATTCCTGTATT 
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TGTAGTTAAAATCCTTTCCCTCTTCCGGGTGGAAATACCAGACACAATGACTTCCTGGAT 

AGTGATTTTTTTCCTTCCAGTTAACAGTGCTTTGAATCCAATCCTCTATACTCTCACAAC 

CAACTTTTTTAAGGACAAGTTGAAACAGCTGCTGCACAAACATCAGAGGAAATCAATTTT 

CAAAATTAAAAAAAAAAGTTTATCTACATCCATTGTGTGGATAGAGGACTCCTCTTCCCT 

GAAACTTGGGGTTTTGAACAAAATAACACTTGGAGACAGTATAATGAAACCAGTTTCCTA 

GCAATCATTTTGGATCACTGGACTTTCAGTGGACTACCTAAAACAGGGGACAGCTTTTGG 

AAGATGACATCTGCAATGCTTTTCATCTTTACCAACGGCAAGCCTTTCTGCACAGAGAGC 

ACAGCAGAATGGCTCCTGTCACTGCATTCCAATGGCAGCTGTACTATCTACCAACCATGC 

TGAGGACAGCACCAAAGGTTCCTCTCCTCACCCCACATGCCTGAAAAGCACATGTGAATT 

CGTGTATAGTGGGCTGAGGTGCAGCTGATCTCTAGCTAATCAACACAACCCACCAACAAA 

TGACCACAGGTTGGCACTGTGTGGTCTTTCACATCGGGTTGCACTGTCCATGAAATAGAA 

ACACTCACAACATCTGATTCCAGTGTGGCCATAATAACAGAAATCTAACAACTCTTTCCT 

TGCCTTTTCAATATCAAATAAAACCATCAGCATCCTGCTGGATTGATA 

Gene 48. >ENST00000267291 cDNA sequence 

ATGGCAGCGCCACCTTCTCCAGGAAGGACGGCCGACCAAGCAGACCAGGTATGCACCTTC 

CTCTTCAAAAAGCCTGGACGGAAAGGGGCTGCAGGCCTCAGAAAGCGCCCGGCCTGCGAC 

CCCGAGCACGGAGAGAGCAGCAGCAGCGGGGACGAGGGCGACACAGTGGCTCAGCCCCCG 

CGGGTGGCACCGAGGCCCCGGGGCCTCCACAGCTGGCAGAAGGCGGCTCACGGCGACAGG 

AGGGGCGAGGAGGCGGCGCCTGAGAGCCTCGACGTGGTGTACAGGTCCACCCGCTCGGCG 

AAGCCTGTGGGGCCAGAGGACATGGGGGCCACCGCTGACTTCGAGCAGGACACCGAGAAG 

GAGCACCATACGCCGACCATCCTCAAGTGCAGCCAGCGGGTCCAGGAGGCACTGCGGGGT 

CGGGAGCACGACCACATCTACCGGGGAATCCACAGCTACCTGAGGTACCTGAAGCCCAAG 

GACACGTCCATGGGCAACTCCTCCTCGGGGATGGCGAGGAAGGGCCCCATACGTGCGCCA 

GGGCATCTGCGCGCCACTGTGCGCTGGGATTACCAGCCTGACATCTGCAAGGACTACAAG 

GAGACTGGCTTCTGTGGCTTCGGGGACAGCTGCAAATTCCTCCACGACCGTTCCGATTAC 

AAGCTCGGGTGGGAGATTGAACGGGAGCTTGAAGAGGGTCGCTACTGTATCTGCGAGGAC 

GAAAACCATGAAGTGGGAAGCGAGGAAGAGGAAATACCATTCAGGTGTTTCATATGTCGC 

CAGGCCTTCCAAAACCCAGTCGTCACCAAGTGCAGGCATTATTTCTGCGAGAGCTGCGCG 

CTGGAGCACTTCCGGGCCACCCCGCGCTGCTACATCTGTGACCAGCCAACCGGCGGCATC 

TTTAACCCCGCCAAAGAACTGATGGCGAAACTGCAAAAGCTTCAGGCTGCAGAAGGT 

Gene 49. >ENST00000319562 cDNA sequence 

GCGACCCGGAGCCCGCTCCCCACCCACCCCGCCTGCTCCGCCCTCCCCTCCGCCCCGCGC 
CACCTTTGATGGCTCGGACCTCAGCCGGCCACCGCCAGCCCTGCTCGCGCGCCCGCGCCG 
CCGCCGCCCGCGGGTATTAATAGCCGGCGCCGCCGCGCCCTCGGCCGCCGGGGGCTTGGG 
AGCCGCCGATCCCGGAGCCCGAGCCGGGAGAGGGAGCCGCCGCAGCCGCCGGCGCTGTGG 
AGATATTCTCTAAGCCGCTTTCATCATGGGAGAAATAGAGCAGAGGCCGACCCCAGGATC 
ACGACTGGGGGCCCCGGAAAATTCGGGGATCAGTACCTTGGAACGTGGACAGAAGCCGCC 
CCCAACACCTTCAGGAAAACTCGTGTCCATCAAAATCCAGATGCTGGATGACACCCAGGA 
GGCATTTGAAGTTCCACAAAGAGCTCCTGGGAAGGTGCTGCTGGATGCAGTTTGCAACCA 
CCTCAACCTCGTGGAAGGTGACTATTTTGGCCTCGAGTTTCCTGATCACAAAAAGATCAC 
GGTGTGGCTGGATCTCCTAAAACCCATTGTGAAACAGATTAGAAGGCCAAAGCACGTTGT 
TGTTAAGTTTGTGGTGAAATTCTTTCCGCCTGACCACACACAACTCCAAGAAGAACTCAC 
AAGGTACCTGTTCGCGCTGCAGGTGAAGCAGGACTTGGCTCAAGGCAGGTTGACGTGTAA 
TGACACCAGCGCAGCTCTCTTGATTTCACACATTGTGCAATCTGAGATTGGGGATTTTGA 
TGAAGCCTTGGACAGAGAGCACTTAGCAAAAAATAAATACATACCTCAGCAAGACGCACT 
AGAGGACAAAATCGTGGAATTTCACCATAACCACATTGGACAAACACCAGCAGAATCAGA 
TTTCCAGCTCCTAGAGATTGCCCGTCGGCTAGAGATGTATGGAATCCGGTTGCACCCGGC 
CAAGGACAGGGAAGGCACGAAGATCAATCTGGCCGTTGCCAACACGGGAATTCTAGTGTT 
TCAGGGTTTCACTAAGATCAATGCCTTCAACTGGGCCAAGGTGCGGAAGCTGAGCTTCAA 
GAGGAAGCGCTTTCTCATCAAGCTCCGGCCAGATGCCAATAGTGCGTACCAGGATACCTT 
GGAATTCCTGATGGCCAGTCGGGATTTCTGCAAGTCCTTCTGGAAAATCTGTGTTGAACA 
TCATGCCTTCTTTAGACTTTTTGAAGAGCCCAAACCAAAGCCCAAGCCCGTCCTCTTTAG 
CCGGGGGTCATCATTTCGGTTCAGTGGTCGGACTCAGAAGCAGGTTCTCGACTATGTTAA 
AGAAGGAGGACATAAGAAGGTGCAGTTTGAAAGGAAGCACAGCAAGATTCATTCTATCCG 
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GAGCCTTGCTTCACAGCCTACAGAACTGAATTCGGAAGTGCTGGAGCAGTCTCAGCAGAG 

CACCAGCCTTACATTTGGAGAAGGTGCCGAATCTCCAGGGGGCCAGAGCTGCCGGCGAGG 

AAAGGAACCGAAGGTTTCCGCCGGGGAGCCGGGGTCGCACCCGAGCCCTGCGCCGAGGAG 

AAGCCCCGCGGGTAACAAGCAGGCGGACGGAGCCGCCTCGGCGCCCACGGAGGAAGAGGA 

GGAGGTCGTTAAGGATAGGACCCAGCAGAGTAAACCTCAGCCCCCGCAGCCAAGCACAGG 

CTCCCTGACTGGCAGTCCTCACCTTTCCGAGCTGTCTGTGAACTCGCAGGGGGGAGTGGC 

CCCTGCCAACGTGACCTTGTCTCCCAACCTGAGCCCCGACACCAAGCAGGCCTCTCCCTT 

GATCAGCCCGCTGCTGAATGACCAGGCCTGCCCCCGGACGGACGATGAGGATGAGGGCCG 

GAGGAAGAGATTCCCAACTGATAAAGCGTACTTCATAGCTAAGGAAGTGTCTACCACCGA 

GCGAACATATCTGAAGGATCTCGAAGTTATCACTTCGTGGTTTCAGAGCACAGTGAGCAA 

AGAGGACGCCATGCCGGAAGCACTGAAAAGTCTCATATTCCCGAATTTTGAACCTTTGCA 

CAAATTTCATACTAATTTTCTCAAGGAAATTGAGCAACGACTTGCCCTGTGGGAAGGCCG 

CTCAAATGCCCAAATCAGAGATTACCAAAGAATCGGCGATGTCATGCTGAAGAACATTCA 

GGGCATGAAGCACCTGGCGGCTCACCTGTGGAAGCACAGCGAGGCCTTGGAGGCCCTGGA 

GAATGGAATCAAGAGCTCCCGGCGGCTGGAGAACTTCTGCAGAGACTTTGAGCTGCAGAA 

GGTGTGTTACCTACCGCTCAACACCTTCCTCCTGCGGCCACTGCACCGGCTCATGCACTA 

CAAGCAGGTCCTGGAGCGGCTGTGCAAACACCACCCGCCGAGCCACGCCGACTTCAGGGA 

CTGCCGAGCCGCTTTGGCAGAGATCACGGAGATGGTGGCACAGCTCCACGGTACGATGAT 

CAAGATGGAGAATTTCCAGAAGCTGCACGAACTCAAGAAAGATTTGATTGGCATTGACAA 

TCTTGTGGTTCCGGGAAGGGAGTTCATCCGTCTGGGCAGCCTCAGCAAGCTCTCGGGGAA 

GGGGCTCCAGCAGCGCATGTTCTTCCTGTTCAACGACGTCCTGCTATACACGAGCCGGGG 

GCTGACGGCCTCCAATCAGTTTAAAGTCCACGGGCAGCTCCCGCTCTATGGCATGACGAT 

TGAGGAGAGCGAAGACGAGTGGGGGGTGCCCCACTGCCTGACCCTCCGGGGCCAGCGGCA 

GTCCATCATCGTGGCCGCCAGTTCTCGGTCCGAGATGGAGAAGTGGGTTGAGGACATCCA 

GATGGCCATTGACCTGGCGGAGAAGAGCAGCAGCCCCGCCCCTGAGTTCCTGGCCAGCAG 

CCCCCCTGACAACAAGTCCCCTGATGAAGCCACCGCGGCTGACCAGGAGTCAGAGGATGA 

CCTGAGCGCCTCGCGCACATCGCTGGAGCGCCAGGCCCCGCACCGCGGCAACACAATGGT 

GCACGTGTGCTGGCACCGCAACACCAGCGTCTCCATGGTGGACTTCAGCATCGCAGTGGA 

GAATCAGTTGTCTGGAAACCTGCTGAGGAAATTCAAAAACAGCAACGGGTGGCAGAAGCT 

GTGGGTGGTGTTCACAAACTTCTGCCTGTTCTTCTACAAATCACACCAGGACAATCATCC 

CCTTGCCAGCCTGCCTCTGCTCGGCTACTCGCTCACCATCCCCTCTGAGTCCGAGAACAT 

CCAGAAAGACTACGTGTTCAAGCTGCACTTCAAGTCCCACGTCTACTACTTCAGGGCGGA 

AAGCGAGTACACGTTCGAAAGGTGGATGGAAGTGATCCGCAGTGCCACCAGCTCTGCCTC 

GCGACCCCACGTGTTGAGTCACAAAGAGTCTCTTGTGTATTGATGGCCGGACACACTCGT 

TTCCGCAGTGGCTGCTTTCCTGGAAGACGTTTCCTTTCTTCTGTATTAATGAAGCCTGGT 

AAAATTAACACCTGTCTGAAAATCAAAAACATGGCTTCCCAGCAGCTC 

Gene 50. >ENST00000310635 cDNA sequence 

ATGGGGAAAAAACAGAACAGAAAAACTGGAAACTCTAAAACGCAGAGCGCCTCTCCTCCT 
CCAAAGGAACGCAGTTCCTCACCAGCAACAGAACAAAGCTGGATGGAGAATGATTTTGAC 
GAGCTGAGAGAAGAAGGCTTCAGACGATCAAATTACTCTGAGCTACGGGAGGACATTCAA 
ACCAAAGGCAAAGAAGTTGAAAACTTTGAAAAAAATTTAGAAGAATGTATAACTAGAATA 
ACCAATACAGAGAAGTGCTTAAAGGAGCTGATGGAGCTGAAAACCAAGGCTCGAGAACTA 
CGTGAAGAATGCAGAAGCCTCAGGAGCCGATGCGATCAACTGGAAGAAAGGGTATCAGCA 
ATGGAAGATGAAATGAATGAAATGAAGCGAGAAGGGAAGTTTAGAGAAAAAAGAATAAAA 
AGAAATGAGCAAAGCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTACGTCTG 
ATTGGTGTACCTGAAAGTGATGTGGAGAATGGAACCAAGTTGGAAAACACTCTGCAGGAT 
ATTATCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACGTTCAGATTCAGGAAATA 
CAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGTCAGA 
TTCACCAAAGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGGTCGGGTT 
ACCCTCAAAGGAAAGCCCATCAGACTAACAGCGGATCTCTCGGCAGAAACCCTACAAGCC 
AGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATT 
TCATATCCAGCCAAATTAAGCTTCATAA.GTGAAGGAGAAATAAAATACTTTATAGACAAG 
CAAATGTTGAGAGATTTTGTCACCACCAGGCCTGCCCTAAAAGAGCTCCTGAAGGAAGCG 
CTAAACATGGAAAGGAACAACCGGTACCAGCCGCTGCAAAATCATGCCAAAATGTAA 



44/1290 



FIGURE 1 (CONT'D) 



Gene 51. >ENST00000255303 cDNA sequence 

ATGACAGGATCAAATTCACACATAACAATATTAACTTTAAATATAAATGGACTAAATTCT 
GCAATTAAAAGACACAGACTGGCAAGTTGGATAAAGAGTCAAGACCCATCAGTGTGCTGT 
ATTCAGGAAACCCATCTCACGTGCAGAGACACACATAGGCTCAAAATAAAAGGATGGAGG 
AAGATCTACCAAGCCAATGGAAAACAAAAAAAGGCAGGGGTTGCAATCCTAGTCTCTGAC 
AAAACAGACTTTAAACCAACAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTA 
AAGGGAT CAATT CAACAAGAGGAGCT AACT AT C CTAAATATTTATGCAC C CAAT ACAGGA 
GCACCCAGATTCATAAAGCAAGTCCTCAGTGACCTACAAAGAGACTTAGACTCCCACACA 
TTAATAATGGGAGACTTTAACACCCCACTGTCAACATTAGACAGATCAACGAGACAGAAA 
GTCAACAAGGATACCCAGGAATTGAACTCAGCTCTGCACCAAGCAGACCTAATAGACATC 
TACAGAACTCTCCACCCCAAATCAACAGAATATACATTTTTTTCAGCACCACACCACACC 
TATTCCAAAATTGACCACATAGTTGGAAGTAAAGCTCTCCTCAGCAAATGTAAAAGAACA 
GAAATTATAACAAACTATCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGATTAAG 
AATCTCACTCAAAGCCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTAC 
TGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAACGAGAACAAA 
GACACCACATACCAGAATCTCTGGGACGCATTCAAAGCAGTGTGTAGAGGGAAATTTATA 
GCACTAAATGCCTACAAGAGAAAGCAGGAAAGATCCAAAATTGACACCCTAACATCACAA 
TTAAAAGAACTAGAAAAGCAAGAGCAAACACATTCAAAAGCTAGCAGAAGGCAAGAAATA 
ACTAAAATCAGAGCAGAACTGAAGGAAATAGAGACAGAAAAAACCCTTCAAAAAATCAAT 
GAATCCAGGAGCTGGTTTTTTGAAAGGATCAACAAAATTGATAGACCGCTAGCAAGACTA 
ATAAAGAAAAAGAGAGAGAAGAATCAAATAGACACAATAAAAAATGATAAAGGGGATATC 
ACGACCGATCCCACAGAAATACAAACTACCATCAGAGAATACTACAAACACCTCTACGCA 
AATAAACTAGAAAATCTAGAAGAAATGGATACATTCCTCGACACATACACTCTCCCAAGA 
CTAAACCAGGAAGAAGTTGAATCTCTGAATAGACCAATAACAGGCTCTGAAATTGTGGCA 
ATAATCAATAGTTTACCAACCAAAAAGAGTCCAGGACCAGATGGATTCACAGCCGAATTC 
TACCAGAGGTACATGGAGGAACTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAA 
AAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAGCATCATTCTGATACCAAAGCCG 
GGCAGAGACACAACCAAAAAAGAGAATTTTAGACCAATATCCTTGATGAACATTGATGCA 
AAAATCCTCAATAAAATACTGGCAAACCGAATCCAGCAGCACATCAAAAAGCTTATCCAC 
CATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAATATACGCAAATCAATA 
AATGTAATCCAGCATATAAACAGAGCCAAAGACAAAAACCACATGATTATCTCAATAGAT 
GCAGAAAAAGCCTTTGACAAAATTCAACAACCCTTCATGCTAAAAACTCTCAATAAATTA 
GGTATTGATGGGACGTATTTCAAAATAATAAGAGCTATCTATGACAAACCCACAGCCAAT 
ATCATACTGAATGGGCAAAAACTGGAAGCATTCCCTTTGAAAACCGGCACAAGACAGGGA 
TGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATCAGG 
CAGGAGAAGGAAATAAAGGGTATTCAATTAGGAAAAGAGGAAGTCAAATTGTCCCTGTTT 
GCAGACGACATGATTGTTTATCTAGAAAACCCCATCGTCTCAGCCCAAAATCTCCTTAAG 
CTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATCAATGTACAAAAATCACAAGCA 
TTCTTATACACCAACAACAGACAAACAGAGAGCCAGATCATGGGTGAACTCCCATTCACA 
ATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAGCTTACAAGGGATGTGAAGGACCTC 
TTCAAGGAGAACTACAAACCACTGCTCAAGGAAATAAAAGAGGAGACAAACAAATGGAAG 
AACATTCCATGCTCATGGGTAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAG 
GTAATTTACAGATTCAATGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAGAATTG 
GAAAAAACTACTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCGCCAAGTCAATC 
CTAAGCCAAAAGAACAAAGCTGGAGGCATCACACTACCTGACTTCAAACTATACTACAAG 
GCTACAGTAACGAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGATCAATGGAAC 
AGAACAGAGCCCTCAGAAATAATGCCGCATATCTACAACTATCTGATCTTTGACTiAACCT 
GAGAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGG 
CTAGCCATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAAT 
TCAAGATGGATTAAAGATTTAAACGTTAAACCTAAAACCATAAAAACCCTAGAAGAAAAC 
CTAGGGATTACCATTCAGGACATAGGCGTGGGGAA.GGACTTCATGTCCAAAACACCAAAA 
GCAATGGCAACAAAAGACAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCTTCTGC 
ACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAACATGGGAGAAAATTTTT 
GCAACCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACAATGAACTCAAACAAATT 
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TACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGTGAAGGACATGAACAGACACTTC 

TCAAAAGAAGACATTTATGCAGCCAAAAAACACATGAAGAAATGCTCATCATCACTGGCC 

ATCAGAGAAATGCAAATCAAAACCACTATGAGATATCATCTCACACCAGTTAGAATGGCA 

ATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGCGGAGAAATAGGAACACTT 

TTACACTGTTGGTGGGACTGTAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTC 

CTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCCATTACTGGGTATATAC 

CCAAATGAGTATAAATCATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCGGCA 

CTATTCACAATAGCAAAGACTTGGAACCAACCCAAATGTCCAACAATGATAGACTGGATT 

AAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATAAAAAATGATGAGTTC 

ATATCCTTTGTAGGGACATGGATGAAATTGGAAACCATCATTCTCAGTAAACTATCGCAA 

GAACAAAAAACCAAACACCGCATATTCTCACTCATAGGTGGGAATTGA 

Gene 52. >ENST00000323941 cDNA sequence 

GTCGGGAAGATGGCGCTACGTCTGCTGCGGAGGGCGGCGCGCGGAGCTGCGGCGGCGGCG 
CTGCTGAGGCTGAAAGCGTCTCTAGCAGCTGATATCCCCAGACTTGGATATAGTTCCTCA 
TCCCATCACAAGTACATCCCCCGGAGGGCAGTGCTTTATGTACCTGGAAATGATGAAAAG 
AAAATAAAGAAGATTCCATCCCTGAATGTAGATTGTGCAGTGCTCGACTGTGAGGATGGA 
GTGGCTGCAAACAAAAAGAATGAAGCTCGACTGAGAATTGTAAAAACTCTTGAAGACATT 
GATCTGGGCCCTACTGAAAAATGTGTGAGAGTCAACTCAGTTTCCAGTGGTCTGGCGGAA 
GAAGACCTAGAGACCCTTTTGCAATCCCGGGTCCTTCCTTCCAGCCTGATGCTACCAAAG 
GTGGAAAGTCCTGAAGAAATCCAGTGGTTTGCAGACAAATTTTCATTCCACTTAAAAGGC 
CGAAAACTTGAACAACCAATGAATTTAATCCCTTTTGTGGAAACTGCAATGGGTTTGCTC 
AATTTTAAGGCAGTGTGTGAAGAAACCCTGAAGGTCGGGCCTCAAGTAGGTCTCTTTCTA 
GATGCAGTCGTTTTTGGAGGAGAAGACTTTCGAGCCAGCATAGGTGCAACAAGTAGTAAA 
GAAACCCTGGATATTCTCTACGCCCGGCAAAAGATTGTTGTCATAGCGAAAGCCTTTGGT 
CTCCAAGCCATAGATCTGGTGTACATTGACTTTCGAGATGGAGCTGGGCTGCTTAGACAG 
TCACGAGAAGGAGCCGCCATGGGCTTCACTGGTAAGCAGGTGATTCACCCTAACCAAATT 
GCCGTGGTCCAGGAGCAGTTTTCTCCTTCCCCTGAAAAAATTAAGTGGGCTGAAGAACTG 
ATTGCTGCCTTTAAAGAACATCAACAATTAGGAAAGGGGGCCTTTACTTTCCAAGGGAGT 
ATGATCGACATGCCATTACTGAAGCAGGCCCAGAACACTGTTACGCTTGCCACCTCCATC 
AAGGAAA?VATGATCTGTTAAATGAAGCTGTCATCAGGGAATGCTGAGCTGCAATGACCAT 
TACTGTAGAGTTACAACAAGAGGGTAAAGTTCATACATGGCGACCTGTGTCAAATCCGTC 
CATTGATCTGCCCTCCAGCACACATTTACTGAGCTTCTGTTACGTGCCTGTGGTTCTTGG 
AAAGAGCTTTTTCCTTCTCTACAAGGAGGAATCTGATGCAACTGACATCCTCAATAGCTA 
CAGAGAACTTGCAAAGGAGTAGAGAGAATGTTTGAGGTCCAGCCTTGGTGTAGAGAAGCG 
GCAGAAACAGAAATCCCAAAAGGTGTCATGCTTGGCTCCAGCTCTGTGCTCTCAGAACTC 
CCTTCCCTCTGGGCAGAGGCCCATCTGCTCTGTTTACACACCTGGACCTGGTGTGAAGGG 
AGGTTTGGAGGAGGGTAGCTCCCTGACCATTTGTGGAATCGTTCCTGCTTCCAAGCAGCA 
TGCTACAGGCCAGCCTTCAAAGAAAGACCAGAAGCCAAGTGTACTCTGTCATCACTTAAT 
AATGCTTGAAGCTTTTCATATAACAAAAGGAATGAAGCAGCCCCGCCTCGCAGTGTGGAA 
GCCTGATCATTCTTCCATCAGCTCTGCACCAAAAAGCTTTTCCTGAGCTTTGAATATTAG 
ATCTGACCAATATGGGTAACCAATGCCCTTAGGTAAGGTAAAATAGGAATAAAATAGCTG 
TTTGCAATGTTATTTCACCACACAGTGTGGTAGGGAGGGAACTGATATGTTGCAATGCAA 
AGTAATCTAGTAGTACTGTTTGTAGAACAGACAAGTGTGTCCAATTTAAAGAATATCAAC 
ATCATTTTTCTATATCATACTCTTGTGAGGTTGGATTTAACCACAGAGGCAGAAAGTTGG 
TCTACTTTGCTCGTTCCTGGCAACTAGCATGGTGCCTGCCCCTAATACATTTTCACTGAA 
TGAATGAATCAGTGAGTTAATGAATAAATAAACAAATGGGAGGTGTTCTCCTTTATATTG 
TGTTAGAGGCTGAGGATATAGAAATATGTAACTCAGAGTCCCATTCCACAAGCCCATGCT 
AGTGAGCGAACACAAACAAAAAACAACTCAAATTCAATGTGATTAATTCCTAAAATCATA 
GCACTAACATTCAGTAGTCATGTCCAGCTCTTCCTTTATGTCAGGTACCTAGACATAGCG 
GAAGAGAAAACCCTTCAAAAGTTCAGTCTAGTCTGGAAAACAAACATGAAGCAAAGAAGG 
CACAACACCATATGGAAAAGCAAGACAGAAA.TATGTACAGGGCAGAGAGGCTGCACTGTG 
TCATTTAATCACGAAGACTCTGTTATTAGACTGCTCGAATACACAAAGCTGTGTTACCTT 
GGACATGTTACTTCACCTCTCTGGGCTTCAGTTGTCTCATTCTGTAAAATGGTGATATTA 
CTGGAACTCATCTCATAGGGTTGTTAGTGAGTGAATGTTTGTAAAACAGGATAGTGCCCA 
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GCACATACTAGTAACAAATGTAAAATACATGAAACAAATAAATATTTCCTGTGTCCTCTG 
AACTTTAAACTCTCATC 

Gene 53. >ENST00000255481 cDNA sequence 

CGCGCAGCATGCCCGCCAGCGCCCCGCCGCGCCGCCCGCGGCCGCCGCCGCCGTCGCTGT 
CGCTGCTGCTGGTGCTGCTGGGCCTGGGCGGCCGCCGCCTGCGTGCGGAGCCGGGCGACG 
GCGCGCAGACCTGGGCCCGTTTCTCGCGGCCTCCTGCCCCCGAGGCCGCGGGCCTCTTCC 
AGGGCACCTTCCCCGACGGCTTCCTCTGGGCCGTGGGCAGCGCCGCCTACCAGACCGAGG 
GCGGCTGGCAGCAGCACGGCAAGGGTGCGTCCATCTGGGATACGTTCACCCACCACCCCC 
TGGCACCCCCGGGAGACTCCCGGAACGCCAGTCTGCCGTTGGGCGCCCCGTCGCCGCTGC 
AGCCCGCCACCGGGGACGTAGCCAGCGACAGCTACAACAACGTCTTCCGCGACACGGAGG 
CGCTGCGCGAGCTCGGGGTCACTCACTACCGCTTCTCCATCTCGTGGGCGCGAGTGCTCC 
CCAATGGCAGCGCGGGCGTCCCCAACCGCGAGGGGCTGCGCTACTACCGGCGCCTGCTGG 
AGCGGCTGCGGGAGCTGGGCGTGCAGCCCGTGGTCACCCTGTACCACTGGGACCTGCCCC 
AGCGCCTGCAGGACGCCTACGGCGGCTGGGCCAACCGCGCCCTGGCCGACCACTTCAGGG 
ATTACGCGGAGCTCTGCTTCCGCCACTTCGGCGGTCAGGTCAAGTACTGGATCACCATCG 
ACAACCCCTACGTGGTGGCCTGGCACGGCTACGCCACCGGGCGCCTGGCCCCCGGCATCC 
GGGGCAGCCCGCGGCTCGGGTACCTGGTGGCGCACAACCTCCTCCTGGCTCATGCCAAAG 
TCTGGCATCTCTACAATACTTCTTTCCGTCCCACTCAGGGAGGTCAGGTGTCCATTGCCC 
TAAGCTCTCACTGGATCAATCCTCGAAGAATGACCGACCACAGCATCAAAGAATGTCAAA 
AATCTCTGGACTTTGTACTAGGTTGGTTTGCCAAACCCGTATTTATTGATGGTGACTATC 
CCGAGAGCATGAAGAATAACCTTTCATCTATTCTGCCTGATTTTACTGAATCTGAGAAAA 
AGTTCATCAAAGGAACTGCTGACTTTTTTGCTCTTTGCTTTGGACCCACCTTGAGTTTTC 
AACTTTTGGACCCTCACATGAAGTTCCGCCAATTGGAATCTCCCAACCTGAGGCAACTGC 
TTTCCTGGATTGACCTTGAATTTAACCATCCTCAAATATTTATTGTGGAAAATGGCTGGT 
TTGTCTCAGGGACCACCAAGAGAGATGATGCCAAATATATGTATTACCTCAAAAAGTTCA 
TCATGGAAACCTTAAAAGCCATCAAGCTGGATGGGGTGGATGTCATCGGGTATACCGCAT 
GGTCCCTCATGGATGGTTTCGAGTGGCACAGAGGTTACAGCATCAGGCGTGGACTCTTCT 
ATGTTGACTTTCTAAGCCAGGACAAGATGTTGTTGCCAAAGTCTTCAGCCTTGTTCTACC 
AAAAGCTGATAGAGAAAAATGGCTTCCCTCCTTTACCTGAAAATCAGCCCCTAGAAGGGA 
CATTTCCCTGTGACTTTGCTTGGGGAGTTGTTGACAACTACATTCAAGTAGATACCACTC 
TGTCTCAGTTTACCGACCTGAATGTTTACCTGTGGGATGTCCACCACAGTAAAAGGCTTA 
TTAAAGTGGATGGGGTTGTGACCAAGAAGAGGAAATCCTACTGTGTTGACTTTGCTGCCA 
TCCAGCCCCAGATCGCTTTACTCCAGGAAATGCACGTTACACATTTTCGCTTCTCCCTGG 
ACTGGGCCCTGATTCTCCCTCTGGGTAACCAGTCCCAGGTGAACCACACCATCCTGCAGT 
ACTATCGCTGCATGGCCAGCGAGCTTGTCCGTGTCAACATCACCCGAGTGGTGGCCCTGT 
GGCAGCCTATGGCCCCGAACGAAGGACTGCCGCGCCTCCTGGCCAGGGAGGGCGCCTGGG 
AGAACCCCTACACTGCCCTGGCCTTTGCAGAGTATGCCCGACTGTGCTTTCAAGAGCTCG 
GCCATCACGTCAAGCTTTGGATAACGATGAATGAGCCGTATACAAGGAATATGACATACA 
GTGCTGGCCACAACCTTCTGAAGGCCCATGCCCTGGCTTGGCATGTGTACAATGAAAAGT 
TTAGGCATGCTCAGAATGGGAAAATATCCATAGCCTTGCAGGCTGATTGGATAGAACCTG 
CCTGCCCTTTCTCCCAAAAGGACAAAGAGGTGGCTGAGAGAGTTTTGGAATTTGACATTG 
GCTGGCTGGCTGAGCCCATTTTCGGCTCTGGAGATTATCCATGGGTGATGAGGGACTGGC 
TGAACCAAAGAAACAATTTTCTTCTTCCTTATTTCACTGAAGATGAAAAAAAGCTAATCC 
AGGGTACCTTTGACTTTTTGGCTTTAAGCCATTATACCACCATCCTTGTAGACTCAGAAA 
AAGAAGATCCAATAAAATACAATGATTACCTAGAAGTGCAAGAAATGACCGACATCACGT 
GGCTCAACTCCCCCAGTCAGGTGGCGGTAGTGCCCTGGGGGTTGCGCAAAGTGCTGAACT 
GGCTGAAGTTCAAGTACGGAGACCTCCCCATGTACATAATATCCAATGGAATCGATGACG 
GGCTGCATGCTGAGGACGACCAGCTGAGGGTGTATTATATGCAGAATTACATAAACGAAG 
CTCTCAAAGCCCACATACTGGATGGTATCAATCTTTGCGGATACTTTGCTTATTCGTTTA 
ACGACCGCACAGCTCCGAGGTTTGGCCTCTATCGTTATGCTGCAGATCAGTTTGAGCCCA 
AGGCATCCATGAAACATTACAGGAAAATTATTGACAGCAATGGTTTCCCGGGCCCAGAAA 
CTCTGGAAAGATTTTGTCCAGAAGAATTCACCGTGTGTACTGAGTGCAGTTTTTTTCACA 
CCCGAAAGTCTTTACTGGCTTTCATAGCTTTTCTATTTTTTGCTTCTATTATTTCTCTCT 
CCCTTATATTTTACTACTCGAAGAAAGGCAGAAGAAGTTACAAATAGTTCTGAACATTTT 
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TCTATTCATTCATTTTGAAATAATTATGCAGACACATCAGCTGTTAACCATTTGCACCTC 
TAAGTGTTGTGAAACTGTAAATTTCATACATTTGACTTCTAGAAAACATTTTTGTGGCTT 
ATGACAGAGGTTTTGAAATGGGCATAGGTGATCGTAAAATATTGAATAATGCGAATAGTG 
CCTGAATTTGTTCTCTTTTTGGGTGATTAAAAAACTGACAGGCACTATAATTTCTGTAAC 
ACACTAACAAAAGCATGAAAAATAGGAACCACACCAATGCAACATTTGTGCAGAAATTTG 
AATGACAAGATTAGGAATATTTTCTTCTGCACCCACTTCTAAATTTAATGTTTTTCTGGA 
AGTAGTAATTGCAAGAGTTCGAATAGAAAGTTATGTACCAAGTAACCATTTCTCAGCTGC 
CATAATAATGCCTAGTGGCTTCCCCTCTGTCAAATCTAGTTTCCTATGGAAAAGAAGATG 
GCAGATACAGGAGAGACGACAGAGGGTCCTAGGCTGGAATGTTCCTTTCGAAAGCAATGC 
TTCTATCAAATACTAGTATTAATTTATGTATCTGGTTAATGACATACTTGGAGAGCAAAT 
TATGGAAATGTGTATTTTATATGATTTTTGAGGTCCTGTCTAAACCCTGTGTCCCTGAGG 
GATCTGTCTCACTGGCATCTTGTTGAGGGCCTTGCACATAGGAAACTTTTGATAAGTATC 
TGCGGAAAAACAAACATGAATCCTGTGATATTGGGCTCTTCAGGAAGCATAAAGCAATTG 
TGAAATACAGTATACCGCAGTGGCTCTAGGTGGAGGAAAGGAGGAAAAAGTGCTTATTAT 
GTGCAACATTATGATTAATCTGATTATACACCATTTTTGAGCAGATCTTGGAATGAATGA 
CATGACCTTTCCCTAGAGAATAAGGATGAAATAATCACTCATTCTATGAACAGTGACACT 
ACTTTCTATTCTTTAGCTGTACTGTAATTTCTTTGAGTTGATAGTTTTACAAATTCTTAA 
TAGGTTCAAAAGCAATCTGGTCTGAATAACACTGGATTTGTTTCTGTGATCTCTGAGGTC 
TATTTTATGTTTTTGCTGCTACTTCTGTGGAAGTAGCTTTGAACTAGTTTTACTTTGAAC 
TTTCACGCTGAAACATGCTAGTGATATCTAGAAAGGGCTAATTAGGTCTCATCCTTTAAT 
GCCCCTTAAATAAGTCTTGCTGATTTTCAGACAGGGAAGTCTCTCTATTACACTGGAGCT 
GTTTTATAGATAAGTCAATATTGTATCAGGCAAGATAAACCAATGTCATAACAGGCATTG 
CCAACCTCACTGACACAGGGTCATAGTGTATAATAATATACTGTACTATATAATATATCA 
TCTTTAGAGGTATGATTTTTTCATGAAAGATAAGCTTTTGGTAATATTCATTTTAAAGTG 
GACTTATTAAAATTGGATGCTAGAGAATCAAGTTTATTTTATGTATATATTTTTCTGATT 
ATAAGAGTAATATATGTTCATTGTAAAAATTTTTAAAACACAGAAACTATATGCAAAGAA 
AAAATAAAAATTATCTATAATCTCAGAACCCAGAAATAGCCACTATTAACATTTCCTACG 
TATTTTATTTTACATAGATCATATTGTATATAGTTAGTATCTTTATTAATTTTTATTATG 
AAACTTTCCTTTGTCATTATTAGTCTTCAAAAGCATGATTTTTAATAGTTGTTGAGTATT 
CCACCACAGGAATGTATCACAACTTAACCGTTCCCGTTTGTTAGACTAGTTTCTTATTAA 
TGTTGATGAATGTTGTTTAAAAATAATTTTGTTGCTACATTTACTTTAATTTCCTTGACT 
GTAAAGAGAAGTAATTTTGCTCCTTGATAAAGTATTATATTAATAATAAATCTGCCTGCA 
ACTTTTTGCCTTCTTTCATAATC 

Gene 54. >ENST00000302464 cDNA sequence 

ATGGCGGCCAGCAGGAGGCTGATGAAGGAGCTTGAAGAAATCCGCAAATGTGGAATGGAA 

AACTTCCGTAACATCCAGGTTGATGAAGCTAATTTATTGACTTGGCAAGGGCTTATTGTT 

CCTGACAACCCTCCGTATAATAAGGGGGCCTTCAGAATCGAAATCAACTTTCCAGCAGAG 

TACCCATTCAAACCACCGAGGATCACATTTAAAACAAAGATCTATCACCCGAACATCGAC 

GAAAAGGGGCAGGTCTGTCTGCCAGTAATTAGTGCTGAAAACTGGAAGCCAGCAACCAAA 

ACCGACCAAGTAATCCAGTCCCTCATAGCACTGGTGAATGACCCGCAGCCCGAGCACCCG 

CTTCGGGCTGACCTAGCTGAAGAATACTCTAACGACCGTAAAAAATTCTGTAAGAATGCT 

GAAGAGTTTACAAAGAAATATGGGGAAAAGCGACCTGTGGACTAA 

Gene 55. >ENST00000261575 cDNA sequence 

TGTGTTTTTAGGAACTATCCCTTCGACATAGTGACATTGTTAAACCTTGTTCTATTCAAG 
GCCTCTGACACCAACAGAGAGATTTATGAAATCTCCATGCAGCTCATGCAGGCACCAAAG 
CTTTTTGTATACTCAAAGAAAGTCGCTGAGCAAAGACCGGGAAGTATTCTCTATGGAACA 
CACGGCCCGCTGCCACCCCTCTACAGCGTGTCACTTGCCCTCTTGTCATGTGAGCTGGCC 
AGGATGTACCCTGAGCTCACACTCCCCCTCTTCTCAGGTAAGCCAGCGATTCCCCACAAC 
ACACCCCAACGGGCGCCAGATCATGCTTACCTACCTGCTGCCCTGGCTGCACAACATCGA 
GCTGGTGGACAGCAGGCTCCTCCTCCCGGGAGCCCCAGCAGCCCAGAGGACGAAGTCAAG 
GACCGGGAAGGTGACGTGACTGCTTCTCACGGGCTGAGAGGAAATGGCTGGGGCTCTCCA 
GAAGCCAGGTCACTGGTCCTGAACAACCTCATGTACATGACGGCCAAGTATGGAGATGAA 
GTTCCTGGGCCAGAAATGGAAAATGCTTGGAATGCTTTAGCCAACAATGAGAAATGGAGC 
AACAACCTGAGGATCACCTTGCAGTTCCTGATTAGCCTCTGTGGGGTCAGCAGCGACACA 
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GTTCTCCTACCCTATATTAAAAAAGTGGCAATATACTTGTGCCGTAACAACACCATTCAA 
ACCATGGAAGAGCTTCTCTTTGAGCTGCAGCAGACAGAGCCCGTGAACCCCATCGTCCAG 
CATTGTGACAACCCGCCCTTCTACCGCTTCACGGCCAGTAGCAAGGCTTCCGCAGCAGCC 
TCAGGAACCACCTCTAGCAGCAATACAGTGGTTGCTGGCCAGGAAAATTTCCCAGATGCT 
GAGGAGAACAAGATATTGAAAGAATCTGATGAAAGGTTTAGTAATGTCATCAGAGCCCAC 
ACTCGCCTCGAGTCAAGATACAGCAATAGCTCTGGAGGATCCTACGATGAAGATAAAAAT 
GATCCAATTTCTCCCTACACGGGCTGGTTGCTGACTATTACAGAGACCAAGCAGCCGCAG 
CCCTTACCGATGCCTTGTACTGGAGGATGCTGGGCCCCCCTGGTTGACTATCTCCCGGAG 
ACCATCACTCCCCGGGGGCCACTCCACAGGTGCAATATTGCTGTAATTTTTATGACTGAA 
ATGGTGGTGGATCACAGTGTACGAGAAGACTGGGCGCTTCATCTACCATTATTACTTCAT 
GCTGTCTTCTTAGGTTTAGACCACTACCGGCCTGAAGTCTTTGAACACAGCAAAAAACTG 
CTTCTTCACCTCTTGATTGCCCTCTCTTGCAACAGCAATTTCCATTCCATTGCTTCCGTG 
CTCCTGCAGACCCGAGAGATGGGTGAAGCTAAGACTCTAACCGTGCAGCCAGCCTACCAA 
CCTGAATATCTCTATACAGGTGGCTTTGACTTCCTGAGAGAGGACCAGTCATCCCCGGTG 
CCTGACTCAGGGCTTAGTTCAAGCTCCACCTCCTCTAGCATCAGTCTGGGAGGCAGCAGT 
GGAAACCTCCCACAGATGACCCAGGAGGTAGAAGATGTGGACACAGCTGCTGAAACAGAT 
GAGAAGGCAAACAAGCTCATTGAGTTTCTCACGACCAGGGCATTTGGTCCACTTTGGTGC 
CATGAAGACATCACACCTAAAAATCAAAATTCAAAGAGTGCTGAACAGCTCACTAATTTT 
CTACGTCACGTTGTATCTGTATTTAAAGATTCCAAATCAGGCTTCCATCTGGAGCACCAG 
TTGAGTGAAGTTGCATTGCAGACAGCCCTCGCAAGCTCTTCAAGGCACTATGCTGGTCGG 
TCCTTCCAGATATTCCGGGCCCTCAAGCAACCTCTGTCAGCACATGCCTTATCTGACCTT 
CTCTCAAGATTGGTGGAGGTGATAGGAGAACATGGAGATGAGATTCAGGGTTATGTAATG 
GAAGCGCTCCTAACCTTGGAGGCGGCTGTGGATAACTTGTCTGACTGCTTGAAGAACAGT 
GACCTCCTAACTGTATTGTCCCGCTCTTCCTCACCAGATTTAAGCTCCAGCAGTAAACTA 
ACAGCAAGCAGAAAGAGCACAGGACAACTAAACATGAACCCGGGAACCACCAGCGGCAAC 
ACCGCAACTGCCGAACGGAGCCGGCATCAACGAAGCTTCTCTGTGCCCAAGAAGTTTGGT 
GTCATCGACCGATCCTCTGACCCACCTCGAAGTGCCACACTGGACAGAATTCAGGCTTGT 
ACCCAACAAGGCCTCTCCTCAAAAACCAGAAGCTCATCCTCCTTG^AGGACAGTCTCACG 
GACCCATCCCACATAAACCATCCCACCAACCTGCTGGCCACCATATTCTGGGTCACAGTG 
GCCTTGATGGAGTCTGATTTTGAGTTTGAATACTTAATGGCCTTAAGGCTGTTGAGCAGA 
CTACTGGCACATATGCCACTCGATAAGGCTGAGAACCGAGAAAAGCTTGAGAAACTCCAG 
GCACAGCTGAAGTGGGCCGACTTCTCCGGGCTGCAGCAGCTGCTGCTGAAAGGATTCACA 
TCCCTCACCACCACAGACCTGACCCTGCAGCTCTTCAGTCTGCTGACACCAGTGTCCAAA 
ATATCCATGGTGGATGCATCCCACGCTATTGGGTTTCCACTGAATGTCTTGTGTCTCCTG 
CCTCAGCTGATTCAGCATTTTGAAAATCCCAATCAGTTCTGTAAGGATATAGCCGAAAGG 
ATTGCTCAGGTTTGTTTAGAAGAGAAGAACCCCAAACTTTCAAATCTTGCACATGTCATG 
ACTCTTTATAAAACGCACAGCTACACGAGGGACTGTGCCACGTGGGTCAATGTGGTCTGT 
CGATACCTTCATGAAGCATATGCTGACATTACCTTGAATATGGTTACCTACCTGGCAGAG 
CTGCTGGAGAAGGGCCTCCCTAGTGTGCAGCAGCCCCTGCTCCAGGTGATCTACAGTCTT 
CTCAGCTACATGGACCTTTCTGTCGTTCCTGTCAAACAGTTCAATGTGGAAGTTCTGAAG 
ACAATTGAAAAATATGTGCAAAGTGTTCACTGGAGAGAAGCTCTGAATATCTTGAAGCTG 
GTAGTTTCTCGGTCAGCCAGCCTTGTTTTACCTTCATACCAGCACAGTGACCTCTCAAAA 
ATAGAAATACATCGAGTGTGGACTAGTGCTTCCAAGGAATTACCTGGGAAAACCCTGGAC 
TTCCACTTCGATATTTCGGAGACTCCAATCATCGGGAGGCGGTATGATGAGCTGCAGAAT 
TCTTCTGGGCGTGATGGGAAGCCCAGGGCCATGGCCGTCACCCGGAGCACATCTTCCACT 
TCCTCAGGCTCCAACTCCAACGTCCTTGTTCCAGTGAGCTGGAAAAGGCCCCAGTATTCT 
CAGAAGAGAACAAAAGAGAAGTTGGTACATGTCCTTTCTCTGTGTGGCCAAGAAGTAGGA 
TTGAGCAAAAATCCATCAGTGATTTTTTCATCGTGTGGGGATCTGGATCTGCTTGAGCAC 
CAGACAAGCTTGGTATCTTCTGAGGACGGTGCCCGAGAGCAGGAGAACATGGATGACACA 
AACAGCGAGCAGCAGTTTAGAGTCTTCAGAGACTTCGACTTCCTAGATGTGGAGCTGGAG 
GATGGAGAGGGTGAGAGTATGGACAATTTCAACTGGGGAGTGCGCAGACGTTCTCTGGAC 
AGCCTGGATAAGTGTGATATGCAGATTCTGGAGGAGCGCCAACTGTCAGGAAGCACTCCT 
AGCCTGAATAAAATGCACCATGAGGACTCCGATGAATCATCCGAGGAGGAGGACCTCACA 
GCCAGCCAGATCCTGGAGCACTCAGACCTAATCATGACTCTCTCCCCCTCTGAAGAGACG 
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AATCCCATGGAGCTGCTCACCACAGCCTGTGACTCGACCCCTGCAGAACCTCATTCCTTT 

AACACCAGAATGTCCAGCTTTGATGCTTCCTTGCCTGATATGAATAATCTGCAGATTTCT 

GAGGGTTCAAAGGCTGAAGCTGTTCGTGAGGAGGAGGACACCACCGTGCATGAGGATGAT 

CTTTCTAGTTCCATCAATGAACTCCCAGCAGCTTTTGAATGCAGCGACAGCTTTAGCCTG 

GACATGACTGAGGGGGAAGAAAAAGGCAATCGGGCACTGGACCAGTTTACCCTGGCGAGC 

TTTGGAGAAGGTGACAGGGGAGTCTCTCCCCCTCCCTCGCCCTTCTTCTCAGCCATCCTT 

GCCGCCTTTCAGCCCGCAGCCTGTGACGATGCCGAGGAGGCCTGGCGCAGCCACATCAAC 

CAGCTTATGTGTGACTCAGATGGCTCCTGTGCTGTGTATACATTTCATGTGTTCTCCTCC 

TTGTTTAAGAATATTCAGAAAAGGTTCTGCTTCCTAACCTGTGATGCAGCCAGTTACCTT 

GGAGATAACCTCCGGGGAATCGGATCCAAATTTGTCAGCTCTTCCCAGATGCTCACCTCC 

TGCTCTGAATGTCCTACACTTTTTGTGGATGCCGAGACTCTCCTTTCATGTGGACTTCTG 

GACAAGCTCAAGTTCAGTGTGTTAGAACTGCAAGAATATTTGGATACCTACAACAACAGG 

AAAGAGGCCACACTCTCTTGGCTTGCAAATTGTAAGGCAACATTTGCAGGGGGATCAAGA 

GATGGAGTAATTACCTGTCAACCAGGGGACTCCGAAGAAAAGCAATTGGAACTGTGTCAG 

AGATTATATAAGCTACACTTCCAGCTGCTATTGCTTTTTCAGTCCTACTGTAAGCTCATC 

GGCCAGGTGCACGAAGTTAGCTCCATGCCAGAGCTGCTGAATATGTCCAGGGAACTGAGT 

GACCTAAAGAAACACCTGAAGGAAGCCAGTGCAGTCATTGCAGCTGACCCTCTCTATTCA 

GACGGCGCGTGGTCCGAGCCCACCTTCACGTCCACTGAAGCAGCCATCCAGTCCATGCTG 

GAGTGCCTGAAGAACAACGAACTCGGCAAAGCTTTGCGGCAGATCAGGGAGTGCAGAAGT 

CTGTGGCCCAATGACATCTTTGGAAGCAGTTCTGATGATGAGGTCCAGACACTACTGAAT 

ATTTATTTCCGTCACCAAACTCTGGGACAGACGGGTACTTATGCCCTGGTGGGGTCTAAC 

CAGAGCCTGACCGAGATCTGCACCAAGCTGATGGAGCTGAACATGGAGATCCGGGACATG 

ATCCGCAGGGCCCAGAGTTACCGAGTCCTCACTACTTTTCTTCCAGACTCCAGTGTTTCT 

GGCACTAGTCTCTGACAGGAGCCTCCTGTCCCCACTGGGTTCCAAACTGGCAGTGCTGCC 

ATGCTGGGGCAACGTCATTCAGTGTCTTCTCGGCCTTCAAAAGGCTTGGACAGACTGTTC 

TCCCTCTTGTTACCTGTAGGGCTTTTTCTAAAGAGGATGGCAGAACTTCCAACGTGTAGC 

AATACTATAAGAACCAAGGTAGCTTAGAACGTCCTGGACAGACTCCACTCATCATGCTGT 

GTGGCACAAATGTGTTACATTTGACCGAGCATATGCAACTCGCTACTGAAGAAGTGACTT 

CCGTTGCATACCAAAGCCGACTACACTGAACAGTACCTTCCTTTCTAGAAACAATTTTAG 

ATTGGCAAAAGTGCAATGTTTTCTTCACTCAAAAAATTTTATATTCTCAAACATGTATAT 

TCTTTCCCTGTCTTGTTCCATTTTCTTTTCTTTTTTCTTTTTTCTTTTTCCTTTCTTTCG 

TGGGCTGAGAAAGGGGCAGGCAAAATGAAGCTGGCCACTGAAAACTGTAAGATGGTCAAA 

AGCTGACAGCCTGTGTATGTGAAAAGGGAATTGTAAATGGACTGCAATGTAATGTACACT 

GTAATTTGAATACAATTACTGTATCTAAAAGGAGCTGCTATGAAGTACCTTTCTTATGTT 

GCTAGGCTACTGTTTCTGAAAGCCCTGGATCTCTTTGCACCAAAAATGGTCCAGATAGAC 

TCTTTTTAAGGATCTTGGCTGCTTTTTACTAGAAGGTTGCTTTTATGAGCATATTTATAC 

TGCTGAAGGATGAGTGTTAATTTTAATTAACTTTGCCGTTTTGTAGAGAAAACTATTCAC 

AAGATAAATTCCAAGTCTTTTCACCTGTCAGGCATGCATATTTTAATATCTGTTTGGATA 

GTCAGAAGTAGAATCATAAAGGTAAAATATGAGTTGTTACTTTGTTTCTTCGATGTCATA 

TTTTATGTGTAATATATATGTAAAGGGCCATTCTTAAGTTCTCTCCTTAAACTTAATGCT 

GTCAAGTGTTAGATGTGTGCATGTGAACTTGTTGCACTGCAGAAACATATTCAGAGTTTA 

TCTATGTAACTTATTCACTCTGTAAATACATTTAAAGTTTTTGTGATGTAAGCTTAATTG 

ATATTCTGTTCAGAACTTTCTTTAGACTAAAAAAAAAAAAAAAGACAAA 

Gene 56. >ENST00000267071 cDNA sequence 

GTGGCGCGAGCTTCTGAAACTAGGCGGCAGAGGCGGAGCCGCTGTGGCACTGCTGCGCCT 
CTGCTGCGCCTCGGGTGTCTTTTGCGGCGGTGGGTCGCCGCCGGGAGAAGCGTGAGGGGA 
CAGATTTGTGACCGGCGCGGTTTTTGTCAGCTTACTCCGGCCAAAAAAGAACTGCACCTC 
TGGAGCGGACTTATTTACCAAGCATTGGAGGAATATCGTAGGTAAAAATGCCTATTGGAT 
CCAAAGAGAGGCCAACATTTTTTGAAATTTTTAAGACACGCTGCAACAAAGCAGATTTAG 
GACCAATAAGTCTTAATTGGTTTGAAGAACTTTCTTCAGAAGCTCCACCCTATAATTCTG 
AACCTGCAGAAGAATCTGAACATAAAAACAACAATTACGAACCAAACCTATTTAAAACTC 
CACAAAGGAAACCATCTTATAATCAGCTGGCTTCAACTCCAATAATATTCAAAGAGCAAG 
GGCTGACTCTGCCGCTGTACCAATCTCCTGTAAAAGAATTAGATAAATTCAAATTAGACT 
T AGGAAGG AATGTT C C CAAT AGT AGACAT AAA&GT CTTCGCACAGTGAAAA.CT AAAATGG 
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ATCAAGCAGATGATGTTTCCTGTCCACTTCTAAATTCTTGTCTTAGTGAAAGTCCTGTTG 
TTCTACAATGTACACATGTAACACCACAAAGAGATAAGTCAGTGGTATGTGGGAGTTTGT 
TTCATACACCAAAGTTTGTGAAGGGTCGTCAGACACCAAAACATATTTCTGAAAGTCTAG 
GAGCTGAGGTGGATCCTGATATGTCTTGGTCAAGTTCTTTAGCTACACCACCCACCCTTA 
GTTCTACTGTGCTCATAGTCAGAAATGAAGAAGCATCTGAAACTGTATTTCCTCATGATA 
CTACTGCTAATGTGAAAAGCTATTTTTCCAATCATGATGAAAGTCTGAAGAAAAATGATA 
GATTTATCGCTTCTGTGACAGACAGTGAAAACACAAATCAAAGAGAAGCTGCAAGTCATG 
GATTTGGAAAAACATCAGGGAATTCATTTAAAGTAAATAGCTGCAAAGACCACATTGGAA 
AGTCAATGCCAAATGTCCTAGAAGATGAAGTATATGAAACAGTTGTAGATACCTCTGAAG 
AAGATAGTTTTTCATTATGTTTTTCTAAATGTAGAACAAAAAATCTACAAAAAGTAAGAA 
CTAGCAAGACTAGGAAAAAAATTTTCCATGAAGCAAACGCTGATGAATGTGAAAAATCTA 
AAAACCAAGTGAAAGAAAAATACTCATTTGTATCTGAAGTGGAACCAAATGATACTGATC 
CATTAGATTCAAATGTAGCAAATCAGAAGCCCTTTGAGAGTGGAAGTGACAAAATCTCCA 
AGGAAGTTGTACCGTCTTTGGCCTGTGAATGGTCTCAACTAACCCTTTCAGGTCTAAATG 
GAGCCCAGATGGAGAAAATACCCCTATTGCATATTTCTTCATGTGACCAAAATATTTCAG 
AAAAAGACCTATTAGACACAGAGAACAAAAGAAAGAAAGATTTTCTTACTTCAGAGAATT 
CTTTGCCACGTATTTCTAGCCTACCAAAATCAGAGAAGCCATTAAATGAGGAAACAGTGG 
TAAATAAGAGAGATGAAGAGCAGCATCTTGAATCTCATACAGACTGCATTCTTGCAGTAA 
AGCAGGCAATATCTGGAACTTCTCCAGTGGCTTCTTCATTTCAGGGTATCAAAAAGTCTA 
TATTCAGAATAAGAGAATCACCTAAAGAGACTTTCAATGCAAGTTTTTCAGGTCATATGA 
CTGATCCAAACTTTAAAAAAGAAACTGAAGCCTCTGAAAGTGGACTGGAAATACATACTG 
TTTGCTCACAGAAGGAGGACTCCTTATGTCCAAATTTAATTGATAATGGAAGCTGGCCAG 
CCACCACCACACAGAATTCTGTAGCTTTGAAGAATGCAGGTTTAATATCCACTTTGAAAA 
AGAAAACAAATAAGTTTATTTATGCTATACATGATGAAACATCTTATAAAGGAAAAAAAA 
TACCGAAAGACCAAAAATCAGAACTAATTAACTGTTCAGCCCAGTTTGAAGCAAATGCTT 
TTGAAGCACCACTTACATTTGCAAATGCTGATTCAGGTTTATTGCATTCTTCTGTGAAAA 
GAAGCTGTTCACAGAATGATTCTGAAGAACCAACTTTGTCCTTAACTAGCTCTTTTGGGA 
CAATTCTGAGGAAATGTTCTAGAAATGAAACATGTTCTAATAATACAGTAATCTCTCAGG 
ATCTTGATTATAAAGAAGCAAAATGTAATAAGGAAAAACTACAGTTATTTATTACCCCAG 
AAGCTGATTCTCTGTCATGCCTGCAGGAAGGACAGTGTGAAAATGATCCAAAAAGCAAAA 
AAGTTTCAGATATAAAAGAAGAGGTCTTGGCTGCAGCATGTCACCCAGTACAACATTCAA 
AAGTGGAATACAGTGATACTGACTTTCAATCCCAGAAAAGTCTTTTATATGATCATGAAA 
ATGCCAGCACTCTTATTTTAACTCCTACTTCCAAGGATGTTCTGTCAAACCTAGTCATGA 
TTTCTAGAGGCAAAGAATCATACAAAATGTCAGACAAGCTCAAAGGTAACAATTATGAAT 
CTGATGTTGAATTAACCAAAAATATTCCCATGGAAAAGAATCAAGATGTATGTGCTTTAA 
ATGAAAATTATAAAAACGTTGAGCTGTTGCCACCTGAAAAATACATGAGAGTAGCATCAC 
CTTCAAGAAAGGTACAATTCAACCAAAACACAAATCTAAGAGTAATCCAAAAAAATCAAG 
AAGAAACTACTTCAATTTCAAAAATAACTGTCAATCCAGACTCTGAAGAACTTTTCTCAG 
ACAATGAGAATAATTTTGTCTTCCAAGTAGCTAATGAAAGGAATAATCTTGCTTTAGGAA 
ATACTAAGGAACTTCATGAAACAGACTTGACTTGTGTAAACGAACCCATTTTCAAGAACT 
CTACCATGGTTTTATATGGAGACACAGGTGATAAACAAGCAACCCAAGTGTCAATTAAAA 
AAGATTTGGTTTATGTTCTTGCAGAGGAGAACAAAAATAGTGTAAAGCAGCATATAAAAA 
TGACTCTAGGTCAAGATTTAAAATCGGACATCTCCTTGAATATAGATAAAATACCAGAAA 
AAAATAATGATTACATGAACAAATGGGCAGGACTCTTAGGTCCAATTTCAAATCACAGTT 
TTGGAGGTAGCTTCAGAACAGCTTCAAATAAGGAAATCAAGCTCTCTGAACATAACATTA 
AGAAGAGCAAAATGTTCTTCAAAGATATTGAAGAACAATATCCTACTAGTTTAGCTTGTG 
TTGAAATTGTAAATACCTTGGCATTAGATAATCAAAAGAAACTGAGCAAGCCTCAGTCAA 
TTAATACTGTATCTGCACATTTACAGAGTAGTGTAGTTGTTTCTGATTGTAAAAATAGTC 
ATATAACCCCTCAGATGTTATTTTCCAAGCAGGATTTTAATTCAAACCATAATTTAACAC 
CTAGCCAAAAGGCAGAAATTACAGAACTTTCTACTATATTAGAAGAATCAGGAAGTCAGT 
TTGAATTTACTCAGTTTAGAAAACCAAGCTACATATTGCAGAAGAGTACATTTGAAGTGC 
CTGAAAACCAGATGACTATCTTAAAGACCACTTCTGAGGAATGCAGAGATGCTGATCTTC 
ATGTCATAATGAATGCCCCATCGATTGGTCAGGTAGACAGCAGCAAGCAATTTGAAGGTA 
CAGTTGAAATTAAACGGAAGTTTGCTGGCCTGTTGAAAAATGACTGTAACAAAAGTGCTT 
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CTGGTTATTTAACAGATGAAAATGAAGTGGGGTTTAGGGGCTTTTATTCTGCTCATGGCA 
CAAAACTGAATGTTTCTACTGAAGCTCTGCAAAAAGCTGTGAAACTGTTTAGTGATATTG 
AGAATATTAGTGAGGAAACTTCTGCAGAGGTACATCCAATAAGTTTATCTTCAAGTAAAT 
GTCATGATTCTGTTGTTTCAATGTTTAAGATAGAAAATCATAATGATAAAACTGTAAGTG 
AAAAAAATAA.TAAATGCCAACTGATATTACAAAATAATATTGAAATGACTACTGGCACTT 
TTGTTGAAGAAATTACTGAAAATTACAAGAGAAATACTGAAAATGAAGATAACAAATATA 
CTGCTGCCAGTAGAAATTCTCATAACTTAGAATTTGATGGCAGTGATTCAAGTAAAAATG 
ATACTGTTTGTATTCATAAAGATGAAACGGACTTGCTATTTACTGATCAGCACAACATAT 
GTCTTAAATTATCTGGCCAGTTTATGAA.GGAGGGAAACACTCAGATTAAAGAAGATTTGT 
CAGATTTAACTTTTTTGGAAGTTGCGAAAGCTCAAGAAGCATGTCATGGTAATACTTCAA 
ATAAAGAACAGTTAACTGCTACTAAAACGGAGCAAAATATAAAAGATTTTGAGACTTCTG 
ATACATTTTTTCAGACTGCAAGTGGGAAAAATATTAGTGTCGCCAAAGAGTCATTTAATA 
AAATTGTAAATTTCTTTGATCAGAAACCAGAAGAATTGCATAACTTTTCCTTAAATTCTG 
AATTACATTCTGACATAAGAAAGAACAAAATGGACATTCTAAGTTATGAGGAAACAGACA 
TAGTTAAACACAAAATACTGAAAGAAAGTGTCCCAGTTGGTACTGGAAATCAACTAGTGA 
CCTTCCAGGGACAACCCGAACGTGATGAAAAGATCAAAGAACCTACTCTATTGGGTTTTC 
ATACAGCTAGCGGGAAAAAAGTTAAAATTGCAAAGGAATCTTTGGACAAAGTGAAAAACC 
TTTTTGATGAAAAAGAGCAAGGTACTAGTGAAATCACCAGTTTTAGCCATCAATGGGCAA 
AGACCCTAAA.GTACAGAGAGGCCTGTAAAGACCTTGAATTAGCATGTGAGACCATTGAGA 
TCACAGCTGCCCCAAAGTGTAAAGAAATGCAGAATTCTCTCAATAATGATAAAAACCTTG 
TTTCTATTGAGACTGTGGTGCCACCTAAGCTCTTAAGTGATAATTTATGTAGACAAACTG 
AAAATCTCAAAACATCAAAAAGTATCTTTTTGAAAGTTAAAGTACATGAAAATGTAGAAA 
AAGAAACAGCAAAAAGTCCTGCAACTTGTTACACAAATCAGTCCCCTTATTCAGTCATTG 
AAAATTCAGCCTTAGCTTTTTACACAAGTTGTAGTAGAAAAACTTCTGTGAGTCAGACTT 
CATTACTTGAAGCAAAAAAATGGCTTAGAGAAGGAATATTTGATGGTCAACCAGAAAGAA 
TAAATACTGCAGATTATGTAGGAAATTATTTGTATGAAAATAATTCAAACAGTACTATAG 
CTGAAAATGACAAAAATCATCTCTCCGAAAAAa^GATACTTATTTAAGTAACAGTAGCA 
TGTCTAACAGCTATTCCTACCATTCTGATGAGGTATATAATGATTCAGGATATCTCTCAA 
AAAATAAACTTGATTCTGGTATTGAGCCAGTATTGAAGAATGTTGAAGATCAAAAAAACA 
CTAGTTTTTCC^AAGTAATATCCAATGTAAAAGATGCAAATGCATACCCACAAACTGTAA 
ATGAAGATATTTGCGTTGAGGAACTTGTGACTAGCTCTTCACCCTGCAAAAATAAAAATG 
CAGCCATTAAATTGTCCATATCTAATAGTAATAATTTTGAGGTAGGGCCACCTGCATTTA 
GGATAGCCAGTGGTAAAATCGTTTGTGTTTCACATGAAACAATTAAAAAAGTGAAAGACA 
TATTTACAGACAGTTTCAGTAAAGTAATTAAGGAAAACAACGAGAATAAATCAAAAATTT 
GCCAAACGAAAATTATGGCAGGTTGTTACGAGGCATTGGATGATTCAGAGGATATTCTTC 
ATAACTCTCTAGATAATGATGAATGTAGCACGCATTCACATAAGGTTTTTGCTGACATTC 
AGAGTGAAGAAATTTTACAACATAACCAAAATATGTCTGGATTGGAGAAAGTTTCTAAAA 
TATCACCTTGTGATGTTAGTTTGGAAACTTCAGATATATGTAAATGTAGTATAGGGAAGC 
TTCATAAGTCAGTCTCATCTGCAAATACTTGTGGGATTTTTAGCACAGCAAGTGGAAAAT 
CTGTCCAGGTATCAGATGCTTCATTACAAAACGCAAGACAAGTGTTTTCTGAAATAGAAG 
ATAGTACCAAGCAAGTCTTTTCCAAAGTATTGTTTAAAAGTAACGAACATTCAGACCAGC 
TCACAAGAGAAGAAAATACTGCTATACGTACTCCAGAACATTTAATATCCCAAAAAGGCT 
TTTCATATAATGTGGTAAATTCATCTGCTTTCTCTGGATTTAGTACAGCAAGTGGAAAGC 
AAGTTTCCATTTTAGAAAGTTCCTTACACAAAGTTAAGGGAGTGTTAGAGGAATTTGATT 
TAATCAGAACTGAGCATAGTCTTCACTATTCACCTACGTCTAGACAAAATGTATCAAAAA 
TACTTCCTCGTGTTGATAAGAGAAACCCAGAGCACTGTGTAAACTCAGAAATGGAAAAAA 
CCTGCAGTAAAGAATTTAAATTATCAAATAACTTAAATGTTGAAGGTGGTTCTTCAGAAA 
ATAATCACTCTATTAAAGTTTCTCCATATCTCTCTCAATTTCAACAAGACAAACAACAGT 
TGGTATTAGGAACCAAAGTGTCACTTGTTGAGAACATTCATGTTTTGGGAAAAGAACAGG 
CTTCACCTAAAAACGTAAAAATGGAAATTGGTAAAACTGAAACTTTTTCTGATGTTCCTG 
TGAAAACAAATATAGAAGTTTGTTCTACTTACTCCAAAGATTCAGAAAACTACTTTGAAA 
CAGAAGCAGTAGAAATTGCTAAAGCTTTTATGGAAGATGATGAACTGACAGATTCTAAAC 
TGCCAAGTCATGCCACACATTCTCTTTTTACATGTCCCGAAAATGAGGAAATGGTTTTGT 
CAAATTCAAGAATTGGAAAAAGAAGAGGAGAGCCCCTTATCTTAGTGGGAGAACCCTCAA 
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TCAAAAGAAACTTATTAAATGAATTTGACAGGATAATAGAAAATCAAGAAAAATCCTTAA 
AGGCTTCAAAAA.GCACTCCAGATGGCACAATAAAAGATCGAAGATTGTTTATGCATCATG 
TTTCTTTAGAGCCGATTACCTGTGTACCCTTTCGCACAACTAAGGAACGTCAAGAGATAC 
AGAATCCAAATTTTACCGCACCTGGTCAAGAATTTCTGTCTAAATCTCATTTGTATGAAC 
ATCTGACTTTGGAAAAATCTTCAAGCAATTTAGCAGTTTCAGGACATCCATTTTATCAAG 
TTTCTGCTACAAGAAATGAAAAAATGAGACACTTGATTACTACAGGCAGACCAACCAAAG 
TCTTTGTTCCACCTTTTAAAACTAAATCACATTTTCACAGAGTTGAACAGTGTGTTAGGA 
ATATTAACTTGGAGGAAAACAGACAAAAGCAAAACATTGATGGACATGGCTCTGATGATA 
GTAAAAATAAGATTAATGACAATGAGATTCATCAGTTTAACAAAAACAACTCCAATCAAG 
CAGTAGCTGTAACTTTCACAAAGTGTGAAGAAGAACCTTTAGATTTAATTACAAGTCTTC 
AGAATGCCAGAGATATACAGGATATGCGAATTAAGAAGAAACAAAGGCAACGCGTCTTTC 
CACAGCCAGGCAGTCTGTATCTTGCAAAAACATCCACTCTGCCTCGAATCTCTCTGAAAG 
CAGCAGTAGGAGGCCAAGTTCCCTCTGCGTGTTCTCATAAACAGCTGTATACGTATGGCG 
TTTCTAAA.CATTGCATAAAAATTAACAGCAAAAATGCAGAGTCTTTTCAGTTTCACACTG 
AAGATTATTTTGGTAAGGAAAGTTTATGGACTGGAAAA.GGAATACAGTTGGCTGATGGTG 
GATGGCTCATACCCTCCAATGATGGAAAGGCTGGAAAAGAAGAATTTTATAGGGCTCTGT 
GTGACACTCCAGGTGTGGATCCAAAGCTTATTTCTAGAATTTGGGTTTATAATCACTATA 
GATGGATCATATGGAAACTGGCAGCTATGGAATGTGCCTTTCCTAAGGAATTTGCTAATA 
GATGCCTAAGCCCAGAAAGGGTGCTTCTTCAACTAAAATACAGGCAATATGATACGGAAA 
TTGATAGAAGCAGAAGATCGGCTATAAAAAAGATAATGGAAAGGGATGACACAGCTGCAA 
AAACACTTGTTCTCTGTGTTTCTGACATAATTTCATTGAGCGCAAATATATCTGAAACTT 
CTAGCAATAAAACTAGTAGTGCAGATACCCAAAAAGTGGCCATTATTGAACTTACAGATG 
GGTGGTATGCTGTTAAGGCCCAGTTAGATCCTCCCCTCTTAGCTGTCTTAAAGAATGGCA 
GACTGACAGTTGGTCAGAAGATTATTCTTCATGGAGCAGAACTGGTGGGCTCTCCTGATG 
CCTGTACACCTCTTGAAGCCCCAGAATCTCTTATGTTAAAGATTTCTGCTAACAGTACTC 
GGCCTGCTCGCTGGTATACCAAACTTGGATTCTTTCCTGACCCTAGACCTTTTCCTCTGC 
CCTTATCATCGCTTTTCAGTGATGGAGGAAATGTTGGTTGTGTTGATGTAATTATTCAAA 
GAGCATACCCTATACAGTGGATGGAGAAGACATCATCTGGATTATACATATTTCGCAATG 
AAAGAGAGGAAGAAAAGGAAGCAGCAAAATATGTGGAGGCCCAACAAAAGAGACTAGAAG 
CCTTATTCACTAAAATTCAGGAGGAATTTGAAGAACATGAAGAAAACACAACAAAACCAT 
ATTTACCATCACGTGCACTAACAAGACAGCAAGTTCGTGCTTTGCAAGATGGTGCAGAGC 
TTTATGAAGCAGTGAAGAATGCAGCAGACCCAGCTTACCTTGAGGGTTATTTCAGTGAAG 
AGCAGTTAAGAGCCTTGAATAATCACAGGCAAATGTTGAATGATAAGAAACAAGCTCAGA 
TCCAGTTGGAAATTAGGAAGGCCATGGAATCTGCTGAACAAAAGGAACAAGGTTTATCAA 
GGGATGTCACAACCGTGTGGAAGTTGCGTATTGTAAGCTATTCAAAAAAAGAAAAAGATT 
CAGTTATACTGAGTATTTGGCGTCCATCATCAGATTTATATTCTCTGTTAACAGAAGGAA 
AGAGATACAGAATTTATCATCTTGCAACTTCAAAATCTAAAAGTAAATCTGAAAGAGCTA 
ACATACAGTTAGCAGCGACAAAAAAAACTCAGTATCAACAACTACCGGTTTCAGATGAAA 
TTTTATTTCAGATTTACCAGCCACGGGAGCCCCTTCACTTCAGCAAATTTTTAGATCCAG 
ACTTTCAGCCATCTTGTTCTGAGGTGGACCTAATAGGATTTGTCGTTTCTGTTGTGAAAA 
AAACAGGACTTGCCCCTTTCGTCTATTTGTCAGACGAATGTTACAATTTACTGGCAATAA 
AGTTTTGGATAGACCTTAATGAGGACATTATTAAGCCTCATATGTTAATTGCTGCAAGCA 
ACCTCCAGTGGCGACCAGAATCCAAATCAGGCCTTCTTACTTTATTTGCTGGAGATTTTT 
CTGTGTTTTCTGCTAGTCCAAAAGAGGGCCACTTTCAAGAGACATTCAACAAAATGAAAA 
ATACTGTTGAGAATATTGACATACTTTGCAATGAAGCAGAAAACAAGCTTATGCATATAC 
TGCATGCAAATGATCCCAAGTGGTCCACCCCAACTAAAGACTGTACTTCAGGGCCGTACA 
CTGCTCAAATCATTCCTGGTACAGGAAACAAGCTTCTGATGTCTTCTCCTAATTGTGAGA 
TATATTATCAAAGTCCTTTATCACTTTGTATGGCCAAAAGGAAGTCTGTTTCCACACCTG 
TCTCAGCCCAGATGACTTCAAAGTCTTGTAAAGGGGAGAAAGAGATTGATGACCAAAAGA 
ACTGCAAAAAGAGAAGAGCCTTGGATTTCTTGAGTAGACTGCCTTTACCTCCACCTGTTA 
GTCCCATTTGTACATTTGTTTCTCCGGCTGCACAGAAGGCATTTCAGCCACCAAGGAGTT 
GTGGCACCAAATACGAAACACCCATAAAGAAAAAAGAACTGAATTCTCCTCAGATGACTC 
CATTTAAAAAATTCAATGAAATTTCTCTTTTGGAAAGTAATTCAATAGCTGACGAAGAAC 
TTGCATTGATAAATACCCAAGCTCTTTTGTCTGGTTCAACAGGAGAAAAACAATTTATAT 
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CTGTCAGTGAATCCACTAGGACTGCTCCCACCAGTTCAGAAGATTATCTCAGACTGAAAC 
GACGTTGTACTACATCTCTGATCAAAGAACAGGAGAGTTCCCAGGCCAGTACGGAAGAAT 
GTGAGAAAAATAAGCAGGACACAATTACAACTAAAAAATATATCTAAGCATTTGCAAAGG 
CGACAATAAATTATTGACGCTTAACCTTTCCAGTTTATAAGACTGGAATATAATTTCAAA 
CCACACATTAGTACTTATGTTGCACAATGAGAAAAGAAATTAGTTTCAAATTTACCTCAG 
CGTTTGTGTATCGGGCAAAAATCGTTTTGCCCGATTCCGTATTGGTATACTTTTGCTTCA 
GTTGCATATCTTAAAACTAAATGTAATTTATTAACTAATCAAGAAAAACATCTTTGGCTG 
AGCTCGGTGGCTCATGCCTGTAATCCCAACACTTTGAGAAGCTGAGGTGGGAGGAGTGCT 
TGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACATAGGGAGACCCCCATCTTTACAAAGA 
AAAAAAAAAGGGGAAAAGAAAATCTTTTAAATCTTTGGATTTGATCACTACAAGTATTAT 
TTTACAATCAACAAAATGGTCATCCAAACTCAAACTTGAGAAAATATCTTGCTTTCAAAT 
TGGCACT 

Gene 57. >ENST00000245361 cDNA sequence 

ATGAGCGCGAGGCTGCCGGTGTTGTCTCCACCTCGGTGGCCGCGGCTGTTGCTGCTGTCG 
CTGCTCCTGCTGGGGGCGGTTCCTGGCCCGCGCCGGAGCGGCGCTTTCTACCTGCCCGGC 
CTGGCGCCCGTCAACTTCTGCGACGAAGAAAAAAAGAGCGACGAGTGCAAGGCCGAAATA 
GAACTATTTGTGAACAGACTTGATTCAGTGGAATCAGTTCTTCCTTATGAATACACAGCG 
TTTGATTTTTGCCAAGCATCAGAAGGAAAGCGCCCATCTGAAAATCTTGGTCAGGTACTA 
TTCGGGGAAAGAATTGAACCTTCACCATATAAGTTTACGTTTAATAAGAAGGAGACCTGT 
AAGCTTGTTTGTACAAAAACATACCATACAGAGAAAGCTGAAGACAAACAAAAGTTAGAA 
TTCTTGAAAAAAAGCATGTTATTGAATTATCAACATCACTGGATTGTGGATAATATGCCT 
GTAACGTGGTGTTACGATGTTGAAGATGGTCAGAGGTTCTGTAATCCTGGATTTCCTATT 
GGCTGTTACATTACAGATAAAGGCCATGCAAAAGATGCCTGTGTTATTAGTTCAGATTTC 
CATGAAAGAGATACATTTTACATCTTCAACCATGTTGACATCAAAATATACTATCATGTT 
GTTGAAACTGGGTCCATGGGAGCAAGATTAGTGGCTGCTAAACTTGAACCGAAAAGCTTC 
AAACATACCCATATAGATAAACCAGACTGCTCAGGGCCCCCCATGGACATAAGTAACAAG 
GCTTCTGGGGAGATAAAAATTGCCTATACTTACTCTGTTAGCTTCGAGGAAGATGATAAG 
ATCAGATGGGCGTCTAGATGGGACTATATTCTGGAGTCTATGCCTCATACCCACATTCAG 
TGGTTTAGCATTATGAATTCCCTGGTCATTGTTCTCTTCTTATCTGGAATGGTAGCTATG 
ATTATGTTACGGACACTGCACAAAGATATTGCTAGATATAATCAGATGGACTCTACGGAA 
GATGCCCAGGAAGAATTTGGCTGGAAACTTGTTCATGGTGATATATTCCGTCCTCCAAGA 
AAAGGGATGCTGCTATCAGTCTTTCTAGGATCCGGGACACAGATTTTAATTATGACCTTT 
GTGACTCTATTTTTCGCTTGCCTGGGATTTTTGTCACCTGCCAACCGAGGAGCGCTGATG 
ACGTGTGCTGTGGTCCTGTGGGTGCTGCTGGGCACCCCTGCAGGCTATGTTGCTGCCAGA 
TTCTATAAGTCCTTTGGAGGTGAGAAGTGGAAAACAAATGTTTTATTAACATCATTTCTT 
TGTCCTGGGATTGTATTTGCTGACTTCTTTATAATGAATCTGATCCTCTGGGGAGAAGGA 
TCTTCAGCAGCTATTCCTTTTGGGACACTGGTTGCCATATTGGCCCTTTGGTTCTGCATA 
TCTGTGCCTCTGACGTTTATTGGTGCATACTTTGGTTTTAAGAAGAATGCCATTGAACAC 
CCAGTTCGAACCAATCAGATTCCACGTCAGATTCCTGAACAGTCGTTCTACACGAAGCCC 
TTGCCTGGTATTATCATGGGAGGGATTTTGCCCTTTGGCTGCATCTTTATACAACTTTTC 
TTCATTCTGAATAGTATTTGGTCACACCAGATGTATTACATGTTTGGCTTCCTATTTCTG 
GTGTTTATCATTTTGGTTATTACCTGTTCTGAAGCAACTATACTTCTTTGCTATTTCCAC 
CTATGTGCAGAGGATTATCATTGGCAATGGCGTTCATTCCTTACGAGTGGCTTTACTGCA 
GTTTATTTCTTAATCTATGCAGTACACTACTTCTTTTCAAAACTGCAGATCACGGGAACA 
GCAAGCACAATTCTGTACTTTGGTTATACCATGATAATGGTTTTGATCTTCTTTCTTTTT 
ACAGGAACAATTGGCTTCTTTGCATGCTTTTGGTTTGTTACCAAAATATACAGTGTGGTG 
AAGGTTGACTGA 

Gene 58. >ENST00000332066 cDNA sequence 

ATGCCTTGCCGTAGGAAAGTAATTAAGACAGAAAAGTTATCAAGGATTCACACCAAAGAC 

CATTTGCCAAGGACTATTTTTAAATTGTATCCTCAAGTGAGATTAGCATCTCAGCAAACT 

TCAGCCATTGAACAGCAGAGAAACACTAAAATAAAACCTCGTTACCTTCTCCCTGGGAGA 

ACCACTGTTAGCAAATATGAAATCATGGAACATCAGAAAAAGAGGAAAGAACAGATGCTT 

CAACTTTCTCACAAAATGTCCATAACTGAAAATTCAGAATGA 

Gene 59. >ENST00000267052 cDNA sequence 
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GGTGTGACTGAAGAAATATCAAATGTTTCCTAGTAAGACAGCAACTCAGGACTCTAGGAT 

GGAAGAAGGTGTCTGACCGTAAATTACACCTGCAGTGCAACCAGCAGACTAATGGGGATG 

AGGTTCTGGTACAAGATGATGAACACCAGTATGTCAGACAATGACTTGGGAGCTGGAATC 

AAGGACATGACCAAGAGCAGCAAGAACAAAAGGGAGACTGACACATTGATCACTTTCTCA 

ACCTTTGATCTCTTGAGAGGATGGTTCACATTTGAGTAAAGACAGGGGAGTTTGTTTTCA 

GAATGACATACTAGTCTGCAGGATGAATTTCATAACTGACATTGCACCTTGGACTGCAAC 

TAGGACTTTCACTGGAATCAGAGAAAGAGTTTTGAAGAAAACTGGGCATAGGCTCAGCAA. 

AACCAAACAGAAGAGGAACAGAAAAAGAAACAAAAAGCAGAACAGTCAGAATAGAATCAT 

GGAGGAAAACTCATTAGAATTCTTAAGTGATCTTACACCGGGAGATCAGGACCCATCTCA 

GAGTGAAGAGGAAGACATTGAAAAGACCAGAAGAGAATCAGAATATCCCTTCATTGATGG 

TCTACAAAATGAAGTCGGAGATTTTGTGACTGGATATAAAGAAAAAAGATGGAAAAATAA 

AGATCCTAAAGACAGTTTCCAAAACGTTATGTCTATAGTTGAATTAGACAACACACCAAA 

GAATTACCTCTCTAAGGAAGGTGATAACTTGTTTGTAAGTTTGTTACTGAGGCCAAATGA 

AATCTCCGTTACTTGTCCAATACTGACTCAAAACCTTTCCTGTGTAACAACTGATGACTG 

CTCTGGCATGAAGGTAGAAAAGCATATTAGAAATAGGCATACCATAGCATTAGACACCCA 

GGACCTTTCTGCGGAAACTTCATGCTTATTTATGAAGAAGAGAGAAATAGTAGATAAAAA 

TCTCTCACATGAACCCATTCTGTGCCATCAACATGGAATCAGAATGTCAGATAAAGTTTT 

AAGAGAGGAACAAGTGTATACAACTAAAATCAATCACTGGGCTTTTTTCACAACCAATTT 

ATCTGATGAAGATTTACAGCTGGGCTCTGACAGACAGCCCTATTTTGGTAGCTGGCCTGC 

AGGACCTCATAAGTTTATATGTGAACAGAGACCAAAGAAAGATAGAGCATGTAAGTTGGC 

TGGTCCTGACAGCAGGGGGCAATGGATTCAAATGATCTTCACTTCGGTGGCAGCATCAGA 

ACCAGGAAACAATCCAGAAATATTGACAGACAAACTACTGATAGGAAATGAAGATTTTTC 

ACCTCCACCTGAAACTATGGATTCATTCATAGAAACAAACCTCTTCAGAAGCTGCTTACC 

TCAACCGGATATACCAAAGAATGCCTTAGAATCAACAAAAAATAAGAAAAGGAGGAAGAA 

AAGGATTTTCAATTTGGTACCAAATTTTGACTTATTAGGACAGAGTCGTATCGGTGTAAA 

AGAAAGGGAGAAATGTGACCTGTTAACAAAAAACCATGGACTAAAAATTACTTTGGGAGA 

AGAAAAAGATAGAATTTCAGAAAGGAACAGTGAAGAGGAGAATAAACAAAAACTTATGAC 

CTTTGATCATCATCCATTGTGGTTTTACCTTGATATTATCAAAGCTACCCCTTTAAATAT 

TGATGGACAGCGTTATTCTCATTGCCTGTCATTTAACAGACTAAGGTGCTCTGCATCTTT 

ATACAAAAATTATATTCCTTCTTTTGTGCTACATAATTTATCTAGTATTTGGAAGCCATC 

TTTTACAAACAAGAAACTGTTTTTGACTTTCGAATCTCAGACAAGAGTAGGTAATAAACT 

AAATGATGCAGGGTTTATTTCTCCAGAAATTTTACATAGTCATCCTGATACTTCGTGCTC 

TTTGGGAGTCACTTCTGATTTTCACTTTTTAAATGAAAGGTTTGATAGAAAGCTGAAAAG 

ATGGGAAGAACCTAAGGAATTACCAGCTGAGGACAGCCAAGACTTAACAAGCACTGACTA 

CCGTTCCCTTGAGCTACCATTATCACAAGGGTTTGCCTTTCAATTAGTAAAGCTTTTTGG 

ATCTCCAGGCGTTCCAATGGAATCCTTGTTGCCTGATGACTATGTGGTTCCCCTTGACTG 

GAAGACACTAAAGATGATCTACTTGCAATGGAAGATGTCAGTGGAGAAAAGACAGAAGAA 

GATTGGTTGAAAAATGAAAATTCCTTGAACTTTGAGTTCTGCTGTCTTCATGGTACTGCT 

GAAGATCATGATCACGGAGAAAAGTCAGAGTGCTCAGTGCCAACCCAAGGGATTCTTTCC 

AGAGACGTACCCGTTGGATACCAAAATTAGTTTGGATAATCTGTTCAACCATTCTTGATA 

AGTTATCTGAATAATAAAAAAACTCAACAGA 

Gene 60. >ENST00000306588 cDNA sequence 

ATGGAGGACAGTTTCCTTCAATCTTTTGGGAGGCTGAGCCTCCAGCCCCAGCAGCAGCAG 

CAGCGGCAGCGGCCGCCCCGGCCGCCCCCGCGGGGGACACCTCCTCGCCGCCACAGCTTT 

AGGAAACACCTCTACCTCCTGCGAGGCCTCCCGGGCTCCGGGAAAACTACACTGGCCAGA 

CAATTGCAGCATGACTTTCCCAGGGCCCTGATTTTCAGCACGGATGATTTTTTCTTCAGG 

GAAGATGGTGCCTATGAGTTCAATCCTGACTTCCTGGAGGAAGCTCATGAATGGAACCAA 

AAAAGAGCAAGAAAAGCAATGAGGAATGGCATATCCCCCATTATTATTGATAATACCAAC 

CTCCACGCCTGGGAAATGAAGCCCTATGCAGTCATGGTATTTCAGACCGAACAAAAGAAT 

CTTTTCAGGCTGGAAATGGACATGGTAGTTTTCAGGCCAGAAATGAAGAAACATTCATGG 

TGTCTCAAGAGAAAAAATCCACCGAATGAAAGAACGGTATGA 

Gene 61. >ENST00000267044 cDNA sequence 

ATGAGGAATGGCATATCCCCCATTATTATTGATAATACCAACCTCCACGCCTGGGAAATG 
AAGCCCTATGCAGTCATGGCACTTGAAAATAACTATGAAGTTATATTCCGAGAACCTGAC 
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ACTCGCTGGAAATTCAA.CGTTCAAGAGTTAGCAAGAAGAAACATTCATGGTGTCTCAAGA 

GAAAAAATCCACCGAATGAAAGAACGGTATGAACACGATGTTACTTTTCACAGTGTGCTT 

CATGCAGAAAAGCCAAGCAGAATGAACAGAAACCAGGACAGGAATAATGCATTGCCTTCC 

AACAATGCCAGATACTGGAATTCCTACACAGAGTTTCCAAACCGGAGGGCCCACGGTGGA 

TTTACAAATGAGAGCTCCTATCACAGAAGGGGCGGTTGTCACCATGGATATTAG 

Gene 62. >ENST00000325202 cDNA sequence 

ATGGCTGACGGTAAGGCTGGGAAGGACTCCGGAAAGGCCAAGACAAAGGCGGTTTCCCGC 
TCGCAGAGAGCCGGCTTGCAGTTCCCAGAGGGCTGTATTCATCAACACCTGAAATCTAGG 
ACGACGGGTCACAGACATGTGGGTGCAACTGCCGCTGTGTACAGCGCAGCCATCCTGGAG 
TACCTCACCGCAGAGGGACTTGAACTGGCAGGAAATGCATCAAAAGACTTAAAGGTAAAG 
ATTACCCCTCGTCACTTGCAACTTGCTATTCGTGCAGATGAAGAATTGGATCTCATCAAG 
GCTACAATTGCTGGTGGTGGTGTCATTCCACACATCCACAAATCTCTGATTGGGAAGAAA 
GGACAACAGAAGACTGTCTAA 

Gene 63. >ENST00000301931 cDNA sequence 

ACTTCAGTTTGGACAACTACTCACAGCTACTACACAGAGACCCGAACGAGTCACTGATAT 
ACACCTGGACCACCACCAATGGATATACAAATGGCAAACAATTTTACTCCGCCCTCTGCA 
ACTCCTCAGGGAAATGACTGTGACCTCTATGCACATCACAGCACGGCCAGGATAGTAATG 
CCTCTGCATTACAGCCTCGTCTTCATCATTGGGCTCGTGGGAAACTTACTAGCCTTGGTC 
GTCATTGTTCAAAACAGGAAAAAAATCAACTCTACCACCCTCTATTCAACAAATTTGGTG 
ATTTCTGATATACTTTTTACCACCGCTTTGCCTACACGAATAGCCTACTATGCAATGGGC 
TTTGACTGGAGAATCGGAGATGCCTTGTGTAGGATAACTGCGCTAGTGTTTTACATCAAC 
ACATATGCAGGTGTGAACTTTATGACCTGCCTGAGTATTGACCGCTTCATTGCTGTGGTG 
CACCCTCTACGCTACAACAAGATAAAAAGGATTGAACATGCAAAAGGCGTGTGCATATTT 
GTCTGGATTCTAGTATTTGCTCAGACACTCCCACTCCTCATCAACCCTATGTCAAAGCAG 
GAGGCTGAAAGGATTACATGCATGGAGTATCCAAACTTTCAAGAAACTAAATCTCTTCCC 
TGGATTCTGCTTGGGGCATGTTTCATAGGATATGTACTTCCACTTATAATCATTCTCATC 
TGCTATTCTC^GATCTGCTGCAAACTCTTCAGAACTGCCAAACAAAACCCACTCACTGAG 
AAATCTGGTGTAAACAAAAAGGCTCTCAACACAATTATTCTTATTATTGTTGTGTTTGTT 
CTCTGTTTCACACCTTACCATGTTGCAATTATTCAACATATGATTAAGAAGCTTCGTTTC 
TCTAATTTCCTGGAATGTAGCCAAAGACATTCGTTCCAGATTTCTCTGCACTTTACAGTA 
TGCCTGATGAACTTCAATTGCTGCATGGACCCTTTTATCTACTTCTTTGCATGTAAAGGG 
TATAAGAGAAAGGTTATGAGGATGCTGAAACGGCAAGTCAGTGTATCGATTTCTAGTGCT 
GTGAAGTCAGCCCCTGAAGAAAATTCACGTGAAATGACAGAAACGCAGATGATGATACAT 
TCCAAGTCTTCAAATGGAAAGTGAAATGGATTGTATTTTGGTTTATAGTGACGTAAACTG 
TATGACAAACTTTGCAGGACTTCCCTTATAAAGCAAAATAATTGTTCAGCTTCCAATTAG 
TATTCTTTTATATTTCTTTCATTGGGCACTTTCCCATCTCCAACTCGGAAGTAAGCCCAA 
GAGAACAACATAAAGCAAACAACATAAAGCACAATAAA7\ATGCAAATAAATATTTCATTT 
TTATTTGTAAACGAATACACCAAAAGGAGGCGCTCTTAATAACTCCCAATGTAAAAAGTT 
TTGTTTTAATAAAAAATTTAATTATTATTTCTTGCCAACAAATGGCTAGAAAGGACTGAA 
TAGATTATATATTGCCAGATGTTAATACTGTAACATACTTTTTAAATAACATATTTCTTA 
AATCCAAATTTCTCTCAATGTTAGATTTAATTCCCTCAATAACACCAATGTTTTGTTTTG 
TTTCGTTCTGGGTCATAAAACTTTGTTAAGGAACTCTTTTGGAATAAAGAGCAGGATGCT 
Gene 64. >ENST00000245300 cDNA sequence 

CAGCAATTAAAGTCAGCCCAGCACCAACTCCGACGCCAAGCGTTACACTGGAAACTACTT 
TTTAAAGCAACAAAAGAGTCTAAAACAAAATACAACATTTCTTAAATACACTGTTTCCAG 
AAAGAGCTATTTTAACAGAAGCAACTCAAAGATATCCCTTCGACAGAAGTGGAAGTGCTG 
AAAAATGCTCATCTCTCACACAGACTTTTGATGGACAGGAGGTGCTGCTTTCTGTGAACC 
ACTGAAGTAGAGCAGCTGAAATCACAAAACCTGGAAGACTTGGCTTTACGTACTCCCAAT 
TGTGCACTAGAAAACAGCTCATCTATTGCTCTAACAGTCTAGTTCTTGATCTGCTGACCA 
TGACACAAAACATTGCTGTTTCTCAACCTATGATAATTTAAAGAGAACATAAGGTAATAA 
GTATCATGCCTACCAACAAGCTGTAAAATGATCACCCTGAACAATCAAGATCAACCTGTC 
CCTTTTAACAGCTCACATCCAGATGAATACAAAATTGCAGCCCTTGTCTTCTATAGCTGT 
ATCTTCATAATTGGATTATTTGTTAACATCACTGCATTATGGGTTTTCAGTTGTACCACC 
AAGAAGAGAACCACGGTAACCATCTATATGATGAATGTGGCATTAGTGGACTTGATATTT 
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ATAATGACTTTACCCTTTCGAATGTTTTATTATGCAAAAGATGAATGGCCATTTGGAGAG 

TACTTCTGCCAGATTCTTGGAGCTCTCACAGTGTTTTACCCAAGCATTGCTTTATGGCTT 

CTTGCCTTTATTAGTGCTGACAGATACATGGCCATTGTACAGCCGAAGTACGCCAAAGAA 

CTTAAAAACACGTGCAAAGCCGTGCTGGCGTGTGTGGGAGTCTGGATAATGACCCTGACC 

ACGACCACCCCTCTGCTACTGCTCTATAAAGACCCAGATAAAGACTCCACTCCCGCCACC 

TGCCTCAAGATTTCTGACATCATCTATCTAAAAGCTGTGAACGTGCTGAACCTCACTCGA 

CTGACATTTTTTTTCTTGATTCCTTTGTTCATCATGATTGGGTGCTACTTGGTCATTATT 

CATAATCTCCTTCACGGCAGGACGTCTAAGCTGAAACCCAAAGTCAAGGAGAAGTCCATA 

AGGATCTiTCATCACGCTGCTGGTGCAGGTGCTCGTCTGCTTTATGCCCTTCCACATCTGT 

TTCGCTTTCCTGATGCTGGGAACGGGGGAGAACAGTTACAATCCCTGGGGAGCCTTTACC 

ACCTTCCTCATGAACCTCAGCACGTGTCTGGATGTGATTCTCTACTACATCGTTTCAAAA 

CAATTTCAGGCTCGAGTCATTAGTGTCATGCTATACCGTAATTACCTTCGAAGCATGCGC 

AGAAAAAGTTTCCGATCTGGTAGTCTACGGTCACTAAGCAATATAAACAGTGAAATGTTA 

TGAATAATAAGGTTCTTTCATTTCAATCCCATCAAAATTCACTTCACTAACTACTCTGGC 

GTCAATGGATATTCTGTATAATACTATCAAGTCCCTTTTCTCTTGAAAAAATAAATTCAT 

TATCTTCATTTTAAAAACTTATATAAAACATTTTTGTGAATT 

Gene 65. >ENST00000267068 cDNA sequence 

CGGAGGTGAGGTTTGTTACCGCGATTCTGAGAGGTGGGCTTTTAGTCCCTCCAGACCTCG 
GCTTTAGTGCTGTCTCCGCTTTTCTTTCACCTTCACAGAGGTTCGTGTCTTCCTAAAAGA 
AGGTTTTATTGGGAGGTAAAGGTCAATGCGTAGGGGTAGAGTAAGATGTCTTATGGTGAA 
ATTGAAGGTAAATTCTTGGGACCTAGAGAAGAAGTAACGAGTGAGCCACGCTGTAAAAAA 
TTGAAGTCAACCACAGAGTCGTATGTTTTTCACAATCATAGTAATGCTGATTTTCACAGA 
ATCCAAGAGAAAACTGGAAATGATTGGGTCCCTGTGACCATCATTGATGTCAGAGGACAT 
AGTTATTTGCAGGAGAACAAAATCAAAACTACAGATTTGCATAGACCTTTGCATGATGAG 
ATGCCTGGTAATAGACCAGATGTTATTGAATCCATTGATTCACAGGTTTTACAGGAAGCA 
CGTCCTCCATTAGTATCCGCAGACGATGAGATATATAGCACAAGTAAAGCATTTATAGGA 
CCCATTTACAAACCCCCTGAGAAAAAGAAACGTAATGAAGGGAGGAATGAGGCACATGTT 
CTAAATGGTATAAATGACAGAGGAGGACAAAAAGAGAAACAGAAATTTAACTCTGAAAAA 
TCAGAGATTGACAATGAATTATTCCAGTTTTACAAAGAAATTGAAGAGCTTGAAAAGGAA 
AAAGATGGTTTTGAGAACAGTTGTAAAGAATCTGAACCTTCTCAGGAACAATTTGTTCCA 
TTTTATGAGGGTCATAATAATGGTCTCTTAAAACCTGATGAAGAAAAGAAAGATCTTAGT 
AATAAAGCTATGCCATCACATTGTGATTATCAGCAGAACTTGGGGAATGAGCCAGACAAA 
TATCCCTGTAATGGACAAGTAATACCTACATTTTGTGACACTTCATTTACTTCTTTCAGG 
CCTGAATGGCAGTCAGTATATCCTTTTATAGTGCCCTATGGTCCCCCTCTTCCCAGTTTG 
AACTATCATTTAAACATTCAGAGATTCAGTGGTCCACCAAATCCACCATCAAATATTTTC 
CAAGCCCAAGATGACTCTCAGATACAAAATGGATATTATGTAAATAATTGTCATGTTAAC 
TGGAATTGCATGACTTTTGATCAGAACAATGAATATACTGACTGTAGTGAGAATAGGAGT 
AGTGTTCATCCCTCTGGAAATGGCTGCAGTATGCAAGATCGATATGTGAGTAATGGTTTC 
TGTGAAGTCAGAGAAAGATGCTGGAAAGATCATTGTATGGACAAGCATAATGGAACAGAC 
AGGTTTGTGAACCAGCAGTTTCAAGAGGAAAAGTTAAATAAATTGCAGAAGTTACTTATT 
CTTTTAAGAGGTCTGCCTGGTTCTGGGAAAACAACATTGTCTCGAATTCTGCTTGGTCAG 
AATCGTGATGGCATTGTGTTCAGCACTGATGACTATTTTCACCATCAAGATGGGTACAGG 
TATAATGTTAATCAACTTGGTGATGCCCATGACTGGAACCAGAACAGAGCAAAACAAGCT 
ATCGATCAGGGAAGATCTCCAGTTATAATAGATAACACTAATATACAAGCTTGGGAAATG 
AAGCCATATGTGGAAGTGGCCATAGGAAAAGGATACAGAGTAGAGTTTCATGAACCTGAA 
ACTTGGTGGAAATTTGATCCTGAAGAATTAGAAAAGAGGAATAAACATGGTGTGTCTCGA 
AAGAAGATTGCTCAGATGTTGGATCGTTATGAATATCAAATGTCCATTTCTATTGTAATG 
AATTCAGTGGAACCATCACACAAAAGCACACAAAGACCTCCTCCTCCACAGGGGAGACAG 
AGGTGGGGAGGCTCTCTTGGCTCACATAATCGTGTCTGTGTCACAAATAATCATTAAATT 
AGCTATTTTCAGCTAACACATTTGTTGTTGCACTTGAAAAAGAGTTAGTGAGCCTGTCTT 
GGAGTTTAAGTAGTTTCAAATAAAAAAAGGCTACAGTGCCTCACAAAGGATGTTCCCAGC 
AAGTTGTTTAAATTCCCAGCAAGTTGTTAAAGTGTAAATAAAAATATATGAAATTGTATT 
TTAAATGTTTTTATATTCTCTTGTTGTAATACTCTTGGCTGTTATGGAAGCACCTGAGTA 
ATAGAGTGGTGGGTAGGAGCTAGGATGTTTTTCTACAATCGAATTTTAAACTAATTTATC 
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TATTTTATAGACACTATTGAACAGTTTTTTAATAGTTCATATCTAAATCTAACTTTTCAT 
AAAACTTTACGGTTTTTCCTTCACTACCTTAAATATGCAAGAAATACTGACTTGGTATAG 
GGTACCTTAGTTTTCTCTATTCATTAGACAGGTAAAATTATATTTCAGCTGATTGATCTG 
TGTGACAAAATTATTTCTTAGCTATAATCAGCACATCACTTAGTTCAAAGAAAATTCCCC 
AGCAAATGTTAGATAGTAGGTATATCAGTCACCTGGGGAGTTTTCTTCATAATATGCATA 
TTCATCTTGTAATGCATACATAGTTATCATCCTCCTTCTCAACCCATCTCCCTAACCCCA 
CATGCTTGCCAGTTCTTGAAGGGATAAAGTGATTCTAATAATGTTTTACTTCTCTCTGTT 
CAATTTAATGTGATATAATTCTAGTATAAAAATATTTTGGACAGTTGCTTAAGATGGTCA 
TAAGAGGATTTGTACTATAGAATATCTTCTAGTACTAATTTTTCTGTAGAGCAAATTATA 
TTTCTCTCACTGGATAGTTTTTAGATGTGTTTCTTCATATAAAATTAAAAACTGAGATGG 
AATTC 

Gene 66. >ENST00000255289 cDNA sequence 

CGGGGTCAGATACCTGGGGGTGGGGAGGGGCCACAGAAGACATTGCCAGACCACGCTGTC 
CCGGCAGCTTTCCCTGCT^ACTGACAGTACCTCAGAGGGAAAGAGTGTGCGTCATCCTAAA 
CCATCTACCTCAGAAAGCAAGCAGAGCACTCCCTCAGAGACCCAAACAGTGGGGGCACAT 
GTACTGCAGGTGTGCAGTGAGCACACATCACATTCCGCCCATCCAGAGCCTGCTCTGAAT 
TTGACTTTGGCATCGAAGGAAATCCCAAGTAAACTGGAAGCACAATTAGGTCAGGGAAAG 
GGAGAGGCCAAGCTGGATCTGAAATATGTTCCTCCCAGGAGAGTTGAACAGGAGGGAAAG 
GCAGCCCAGGAAGGGTATCTGGGATGCCACAAGGAAGAGAATCTGTCAGCCTTGGAGGGA 
AGGGATCCATGTGGGGAAGCACACCCGGAAGCCACCGATGCACTTGGCCATCTGCTGAAC 
AGTGACCTCCACCACCTTGGGGTGGGAAGAGGCAACTGTGAAGAGAAGAGAGGAGTCAAC 
CCAGGGGAGCAGGATTCTCTCCACACCACCCCCAAACAGGGCTCTGCTTCCTTAGGAGGG 
GCTGATAATCAGCCCACTGGCAAAATTTCACCATGTGCAGGTGAGAAGTTGGGTGAAAGG 
ACATCCAGCAGCTTTTCACCAGGTGACAGTCATGTGGCTTTTATTCCTAATAATCTGACT 
GACAGCAAGCCCTTGGATGTCATTGAGGAGGAAAGGCGGTTGGGCAGTGGGAATAAGGAC 
AGTGTTATGGTTTTGGTGTTCAATCCTTCTGTTGGAGAGAACAAGACGGAGGTGCCTGAG 
CCCCTGGACCCTCAAAGTGGCCGCTCAGAAGCACGGGAAAGCAAAGAGGTCACCACATCT 
GTTGCTGAAAACAGGAACCTTCTAGAGAATGCAGATAAGATTGAAAGCACCTCAGCAAGA 
GCAGATTCAGTTCTCAATATTCCAGCACCCCTCCACCCAGAGACAACTGTGAACATGACC 
TACCAGCCTACAACACCCAGTAGCAGTTTTCAGGATGTTAGCGTGTTCGGTATGGATGCG 
GGGTCCCCCTTGGTAGTTCCACCCCCTACTGATAGTGCACGCTTGTTGAACACGTCCCCC 
AAAGTGCCTGACAAGAACACTTGCCCCAGTGGGATCCCCAAGCCTGTCTTCACACATTCC 
AAGGACACACCTTCCTCGCAGGAGGGAATGGAGAACTATCAGGTTGAAAAAACAGAGGAG 
AGGACAGAAACTAAGCCCATCATTATGCCCAAGCCCAAGCATGTGAGGCCCAAGATCATC 
ACCTACATCAGGAGGAATCCCCAGGCCCTGGGCCAGGTGGACGCCTCGCTGGTTCCAGTG 
GGGCTTCCATATGCCCCGCCCACATGTACCATGCCTCTTCCCCACGAAGAGAAGGCAGCA 
GGTGGTGACCTGAAGCCATCTGCCAACCTCTATGAGAAATTCAAGCCAGACCTGCAGAAG 
CCAAGGGTCTTCAGTTCCGGATTGATGGTGTCTGGAATCAAGCCCCCGGGACATCCTTTC 
AGTCAAATGAGTGAAAAGTTTTTGCAGGAGGTTACAGACCACCCTGGAAAAGAAGAGTTT 
TGTTCTCCTCCCTATGCTCATTATGAAGTCCCTCCAACTTTCTATCGGTCAGCCATGCTC 
CTTAAGCCCCAGCTAGGATTGGGTGCAATGTCCCGTTTACCATCTGCAAAGAGCAGGATT 
CTGATTGCAAGTCAGAGGTCTTCAGCGAGCGCCATCCACCCACCAGGACCCATAACAACA 
GCCACCAGTCTCTACAGTTCCGATCCTTCAGATTTAAAGAAAGCTTCCAGTTCAAATGCT 
GCAAAATCCAATCTCCCGAAATCTGGTCTCCGTCCTCCCGGATACTCACGTCTCCCGGCA 
GCCAAACTGGCGGCATTTGGCTTTGTCCGGAGCTCCAGCGTCTCCTCAGTCTCCAGCACC 
CAGTCCGGGGACAGTGCACAGCCAGAGCAGGGCCGGCCAGCCACCCGTTCAACCTTTGGG 
AATGAAGAACAGCCAGTTCTGAAGGCATCTCTGCCTTCTAAGGACACACCCAAGGGGGCC 
GGCCGGGTGGCCCCTCCAGCATCCTCCAGTGTGACAGCACCCCGCAGGAGTTTACTTCCA 
GCGCCAAAATCCACTTCCACACCCGCTGGAACAAAGAAAGATGCTCAGAAAGATCAAGAT 
ACGAATAAACCTGCTGTTTCATCTCCTAAGAGAGTAGCAGCTTCAACCACCAAGCTTCAT 
TCACCAGGATACCCAAAGCAGAGGACTGCGGCAGCTCGAAATGGGTTTCCGCCCAAGCCG 
GACCCGCAGGCCCGTGAGGCTGAGCGGCAGCTGGTGCTGCGGCTGAAGGAGCGGTGTGAG 
CAGCAGACCAGACAGCTGGGCGTTGCGCAAGGGGAGCTGAAGAGGGCCATCTGCGGCTTT 
GATGCCCTCGCCGTGGCCACGCAGCATTTCTTTAGAAAGAATGAAAGTGCCCTTGTGAAA 
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GAAAAAGAGCTGTCAATCGAACTTGCAAACATCAGGGATGAAGTTGCCTTCCATACAGCA 
AAGTGCGAGAAACTACAAAAGGAGAAGGAGGAGCTGGAGAGGCGGTTCGAGGACGAGGTG 
AAGAGGCTGGGCTGGCAGCAGCAGGCCGAGCTCCAGGAGCTGGAGGAGCGGCTGCAGCTG 
CAATTCGAGGCGGAAATGGCGCGCCTGCAGGAGGAGCACGGTGACCAGCTGCTGAGCATC 
CGGTGTCAACACCAGGAGCAGGTGGAAGATCTCACCGCCAGCCATGATGCTGCTCTCCTA 
GAGATGGAAAATAACCACACAGTTGCCATCACAATCCTGCAGGATGACCACGACCACAAA 
GTCCAAGAATTGATGTCCACTCATGAGCTTGAAAAGAAAGAATTGGAAGAAAATTTTGAA 
AAACTGCGGCTGTCATTGCAGGACCAGGTGGACACGCTGACCTTCCAGAGCCAGTCTCTG 
CGGGACAGAGCCCGCCGCTTCGAAGAGGCCTTGAGGAAGAACACAGAGGAGCAGCTGGAG 
ATTGCATTGGCTCCTTATCAGCACTTGGAAGAAGACATGAAGAGTCTGAAGCAGGTATTA 
GAAA.TGAAGAATCA.GCAAATACACGAGCAAGAAAAGAAGATTCTTGAGCTGGAAAAGCTG 
GCAGAAAAGAACATTATCCTAGAAGAAAAGATCCAGGTTCTCCAACAGCAGAACGAAGAC 
CTCAAAGCAAGGATTGACCAAAACACAGTTGTCACCAGACAGCTGTCGGAGGAAAATGCT 
AACCTCCAGGAATATGTTGAGAAGGAAACCCAGGAGAAGAAGAGATTGAGCCGAACCAAT 
GAAGAGCTGCTTTGGAAGCTCCAAACTGGGGACCCGACCAGTCCGATTAAACTCTCGCCC 
ACATCTCCCGTTTACCGCGGCTCCTCCTCGGGGCCCTCCTCTCCGGCCAGAGTCAGCACA 
ACACCCAGATGACGCCACTACACGGCCTGCGGGAGCTCCGGCTTCTCGTCCTCCGGTCTC 
CACCCTGAGGGAGCACCGACCCGGTGCCGCCGGAGCTGGCCCTGTGCGCATGCTCAGTAG 
CTGCGAATGCATCCTAGGCGCGTCCTCCTCTGATCCCCGTGTAAGACTGCCCTGGTGTCG 
GCACTTAGGAATGTGTAAATGGTAAAGTCTGATGTGCAAACGTTTTACCATAGTTAGAGC 
CAAAAGAAAGACACTTGCAATTGTTCTTGAGCAATGAACTTTCACTGCAGAATTTCAGGT 
TAGTTACAAAAAGCTCAGTTTTCAATATACATTGAATAATCATTGTGTACTGCACCGATA 
TGTGTGTATATTTAGATATACGTATATACACATGCTGCGGTTCTGAATTTCATTTTTTAT 
AACATGAAGTGCTGACATATTTTAGTGAAGGTCAGCAGTTTTCTAACTTGTGCCTAAGAA 
TTATTGGGAAATGAAAATGCATTTCTATCTAGCTTCCCAGGAATATTTCTACCCAAAATA 
G 

Gene 67. >ENST00000310558 cDNA sequence 

ATGACTCTTAATGAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCG 
CCCTTAATCCATTTAACTCTGAGTGGACACAGCACATGTTTCAGAGAGCACAGGGTTGGG 
GGTAAGGTTACAGATCAACAGGATCCCAAGGCAGAAGAATTTTTCTTAGTACAGAACAAA 
ATGAAAAGTCTCCCATGTCTACTTCTTTCTACACAGACACGGCAACCATCCGATTTCTCA 
ATCTTTTCCCCACCTTTCCCCCCTTTCTATTCCACAAAACCGCCATTGTCATCCTGGCCC 
GTTCTCAATGAGCTGTTGGGTACACCTCCCAGACGGGGTGGTGGCCGGGCAGAGGGGCTC 
CTCACTTCCCAGTAG 

Gene 68. >ENST00000245302 cDNA sequence 

AGAGTTTCCGCACCCGGGAGGGAGATGCGGCCGGGGCTCAGGCTCCTTGCAGTTGTAATT 
TAGATTCGAGAAGTGGTTTATCCTTTGACTGGAAAAGAAAAGTAGCTGCAGTATTCCCCC 
AGCACTTGCTGAGAGCATGCCGTATGCCAGGCTGTGAGGCTCGAGAGACAAGCAGTGGAA 
GAGTTGCGGCCTGTTTCATCTCTGGATTGTAAATCTGAGCCTCCTTCTGGCCCCTGGAAG 
GGGACAGCATCACCATGGAATGATTCCTAACCAGCATAATGCTGGAGCCGGGAGCCACCA 
ACCTGCAGTTTTCAGAATGGCCGTGTTGGACACTGATTTGGATCACATTCTTCCATCTTC 
TGTTCTTCCTCCATTCTGGGCTAAGTTAGTAGTGGGATCGGTTGCCATTGTGTGTTTTGC 
ACGCAGCTATGATGGAGACTTTGTCTTTGATGACTCAGAAGCTATTGTTAACAATAAGGA 
CCTCCAAGCAGAAACGCCCCTGGGGGACCTGTGGCATCATGACTTCTGGGGCAGTAGACT 
GAGCAGCAACACCAGCCACAAGTCCTACCGGCCTCTCACCGTCCTGACTTTCAGGATTAA 
CTACTACCTCTCGGGAGGCTTCCACCCCGTGGGCTTTCACGTGGTCAACATCCTCCTGCA 
CAGTGGCATCTCTGTCCTCATGGTGGACGTCTTCTCGGTTCTGTTTGGCGGCCTGCAGTA 
CACCAGTAAAGGCCGGAGGCTGCACCTCGCCCCCAGGGCGTCCCTGCTGGCCGCGCTGCT 
GTTTGCTGTCCATCCTGTGCACACCGAGTGTGTTGCTGGTGTTGTCGGCCGTGCAGACCT 
CCTGTGTGCCCTGTTCTTCTTGTTATCTTTCCTTGGCTACTGTAAAGCATTTAGAGAAAG 
TAACAAGGAGGGAGCGCATTCTTCCACCTTCTGGGTGCTGCTGAGTATCTTTCTGGGAGC 
AGTGGCCATGCTGTGCAAAGAGCAAGGGATCACTGTGCTGGGTTTAAATGCGGTATTTGA 
CATCTTGGTGATAGGCAAATTCAATGTTCTGGAAATTGTCCAGAAGGTACTACATAAGGA 
CAAGTCATTAGAGAATCTCGGCATGCTCAGGAACGGGGGCCTCCTCTTCAGAATGACCCT 
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GCTCACCTCTGGAGGGGCTGGGATGCTCTACGTGCGCTGGAGGATCATGGGCACGGGCCC 
GCCGGCCTTCACCGAGGTGGACAACCCGGCCTCCTTTGCTGACAGCATGCTGGTGAGGGC 
CGTAAACTACAATTACTACTATTCATTGAATGCCTGGCTGCTGCTGTGTCCCTGGTGGCT 
GTGTTTTGATTGGTCAATGGGCTGCATCCCCCTCATTAAGTCCATCAGCGACTGGAGGGT 
AATTGCACTTGCAGCACTCTGGTTCTGCCTAATTGGCCTGATATGCCAAGCCCTGTGCTC 
TGAAGACGGCCACAAGAGAAGGATCCTTACTCTGGGCCTGGGATTTCTCGTTATCCCATT 
TCTCCCCGCGAGTAACCTGTTCTTCCGAGTGGGCTTCGTGGTCGCAGAGCGTGTCCTCTA 
CCTCCCCAGCGTTGGGTACTGTGTGCTGCTGACTTTTGGATTCGGAGCCCTGAGCAAACA 
TACCAAGAAAAAGAAACTCATTGCCGCTGTCGTGCTGGGAATCTTATTCATCAACACGCT 
GAGATGTGTGCTGCGCAGCGGCGAGTGGCGGAGTGAGGAACAGCTTTTCAGAAGTGCTCT 
GTCTGTGTGTCCCCTCAATGCTAAGGTTCACTACAACATTGGCAAAAACCTGGCTGATAA 
AGGCAACCAGACAGCTGCCATCAGATACTACCGGGAAGCTGTAAGATTAAATCCCAAGTA 
TGTTCATGCCATGAATAATCTTGGAAATATCTTAAAAGAAAGGAATGAGCTACAGGAAGC 
TGAGGAGCTGCTGTCTTTGGCTGTTCAAATACAGCCAGACTTTGCCGCTGCGTGGATGAA 
TCTAGGCATAGTGCAGAATAGCCTGAAACGGTTTGAAGCAGCAGAGCAAAGTTACCGGAC 
AGCAATTAAACACAGAAGGAAATACCCAGACTGTTACTACAACCTCGGGCGTCTGTATGC 
AGATCTCAATCGCCACGTGGATGCCTTGAATGCGTGGAGAAATGCCACCGTGCTGAAACC 
AGAGCACAGCCTGGCCTGGAACAACATGATTATACTCCTCGACAATACAGGTAATTTAGC 
CCAAGCTGAAGCAGTTGGAAGAGAGGCACTGGAATTAATACCTAATGATCACTCTCTCAT 
GTTCTCGTTGGCAAACGTGCTGGGGAAATCCCAGAAATACAAGGAATCTGAAGCTTTATT 
CCTCAAGGCAATTAAAGCAAATCCAAATGCTGCAAGTTACCATGGTAATTTGGCTGTGCT 
TTATCATCGTTGGGGACATCTAGACTTGGCCAAGAAACACTATGAAATCTCCTTGCAGCT 
TGACCCCACGGCATCAGGAACTAAGGAGAATTACGGTCTGCTGAGAAGAAAGCTAGAACT 
AATGCAAAAGAAAGCTGTCTGA 

Gene 69. >ENST00000255484 cDNA sequence 

GGAAAACTTGTCTCTGCGTTGTGGGGAGGACGCGCGCTCGCGCGGGATTTTCAAGCGTAG 
GCCCCCGGGAACTCGAGCTGCCATGAGCCTCTGGGTGGACAAGTATCGGCCCTGCTCCTT 
GGGACGGCTGGACTATCACAAGGAGCAGGCGGCCCAGCTGCGGAACCTGGTGCAGTGTGG 
TGACTTTCCTCATCTGTTAGTGTACGGACCATCAGGTGCTGGAAAAAAGACAAGAATTAT 
GTGTATTCTACGTGAACTTTATGGTGTTGGAGTGGAAAAATTGAGAATTGAACATCAGAC 
CATCACAACTCCATCTAAAAAAAAAATTGAAATTAGCACCATTGCAAGTAACTACCACCT 
TGAAGTTAATCCTAGTGATGCTGGAAATAGTGACCGAGTAGTCATTCAGGAGATGTTGAA 
AACAGTGGCACAATCACAACAACTTGAAACAAACTCTCAAAGGGATTTTAAAGTGGTATT 
ATTGACAGAAGTTGACAAACTCACCAAAGATGCTCAGCATGCCTTGCGAAGAACCATGGA 
AAAATATATGTCTACCTGCAGATTGATCTTGTGCTGCAATTCTACATCTAAAGTGATCCC 
ACCTATTCGTAGTAGGTGCTTGGCGGTTCGTGTGCCTGCTCCCAGCATTGAAGATATTTG 
CCACGTGTTATCTACTGTGTGTAAGAAGGAAGGTCTGAATCTTCCTTCACAACTGGCTCA 
TAGACTTGCAGAGAAGTCTTGTAGAAATCTCAGAAAAGCCCTGCTTATGTGTGAAGCCTG 
CAGAGTGCAACAATATCCTTTTACTGCAGATCAAGAAATCCCTGAGACAGATTGGGAGGT 
GTATCTGAGGGAGACTGCAAATGCTATTGTCAGTCAGCAAACTCCACAAAGGCTCCTTGA 
AGTTCGTGGAAGGCTGTATGAGCTTCTAACTCATTGTATTCCTCCTGAGATAATAATGAA 
GGGCCTTCTCTCAGAACTGTTACATAATTGTGATGGACAACTGAAAGGGGAGGTGGCACA 
AATGGCAGCTTACTATGAGCATCGTCTACAGCTGGGTAGCAAAGCCATTTATCACTTGGA 
AGCGTTTGTGGCCAAATTCATGGCACTTTATAAGAAGTTCATGGAGGATGGATTGGAAGG 
CATGATGTTCTGACTTCTGTCAGTTATTCTTGCAAAGATTTCTCAGTATCAGTATTTACA 
TACAGCTTATATTAAAAGAGCTGTGGGTAAATTAACTGAACTTAATCATGTCGTATTTGC 
GTTTTTTTGGTAATAACTTCTCTGTGAACTATTAATCATCCTCTGAGTTAAATAATTGCT 
CCTATACTATTGAAGTATGTAGTTTTGTACATAACTTAGAGACTTTAGAGTCTAAGAAAA 
TGATCTTAATTTACTTTAAGCATTGGTTATTCAAGTATTCATTGTTGATCCTCCTATTCT 
CTTCCGTCTAATCTCTCACCTGCTAAAGGAGATTTACACATTAGAAAGCAAAGATTATTT 
TCATTTATCCAGATGACCATTTTCTGCCACAGGTAACATGATTGTTTGACACACCATTAT 
ATTTAATTCTAGTTTCTCTCAATGAATAATTGTATTTTTGTAGGAAATGTAAGATTTCAT 
TCTGAAACATAATTATTGGTATGGACAAAATTGCAGATACCATTTCTGTTGAGGCTGCAG 
ATTTCCAACTTTTATTTCAGTGGTTCAGATTAGTATTAGGTCGGTACTAAGAAATAAGCA 
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TGTTTTCACTAATTTAAGTACTTGAGACTCTTGAAGAAAATTCAGAATGAAGTTCTGGAG 
AAAGGTATGTTACTGTAGTAATTACTCTTTGAACAGGTTTTGTGTTTTGTCATTAGCTCT 
GCCCTTTTTAATTAAATATTTTGGTTCATGGACCAAAGGGTTTACTTGACAAATTTGTGT 
GACAGACTCCGAACAATTCCTTTACTACGAAGTATAATTTATAAAATAAAATATACCCAT 
TTTAAGGGTACAGTTTGATTTTTGACCAGTGAAACTATGATCCCAATCAAGGTATAGATG 
CCGTCACCCCAAAAAGTTCCCTCCATATCCCTTTGC7VGTCAGTTCATCCCTACCCTGGCC 
CAGATGATCACTGATCTTGTCATTATAGATGAGTTTTGCCAGTTCAAGAATTTAATGGAA 
TCAGATATTGTAAGCATTCTTGTGTAATACTTCATTCTCTCTCATTATTGAGATTCATCC 
ATATTGTTGAATGTTTCACTAGTTAATGTTTATTGTTCAATATTTTTGTATATACTTTTA 
AAGCCTATTCACTTGCTGATGGATCTTTGGTTTGTTTCCAGGTTTGGTTATTATGAATAA 
AGTTGCTGTGAATACTTACGTGT 

Gene 70. >ENST00000310576 cDNA sequence 

GGCCTCACCATCTCCTCTTTCTTCTCCCACCTCTTTGACAAGAAGCAGATGCACATTCTG 
ATGGTTGGATTGGATGCCGCTGGCAAGACGACCATTCCGTATGAACTGAAGTTAGGGGAG 
ATAGTCACCACCATTCCTACCGTTGGCTGCAATGTGGAAGCGGTAGACTATAAAAACATT 
CGTTTCACAGTATGGGATGCTGGTGGTCAAGATAGAATTAGGCCTCTCCGGAAGTATTAC 
TTCCCAAATACCCAATATCTTATATTTGTGGTAGATAGCAATAATCGTGAAAGAATTAAG 
GAGGTAGCAGGTGAGCTGCAGAAATTGCTTCTGGTAGATGAGTTGAGAGAGGCAGTGCTG 
CTGCTTTTTGAGAATCACAGGATTTGCCAAATGCTCTTCGATCTCCTCCTAACAGGACAT 
TCTGTTCAAGCCACGTGCATAACACAAGGAACTGGTCTGTGTGAGAGACCTGACCAGCTG 
TCAAAGGAGCTTTCAAAA 

Gene 71. >ENST00000255315 cDNA sequence 

GGAAACGGAAGTGAGCGGCGGGGTCGACTGACGGTAACGGGGCAGAGAGGCTGTTCGCAG 

AGCTGCGGAAGATGAATGCCAGAGGACTTGGATCTGAGCTAAAGGACAGTATTCCAGTTA 

CTGAACTTTCAGCAAGTGGACCTTTTGAAAGTCATGATCTTCTTCGGAAAGGTTTTTCTT 

GTGTGAAAAATGAACTTTTGCCTAGTCATCCCCTTGAATTATCAGAAAAAAATTTCCAGC 

TCAACCAAGATAAAATGAATTTTTCCACACTGAGAAACATTCAGGGTCTATTTGCTCCGC 

TAAAATTACAGATGGAATTCAAGGCAGTGCAGCAGGTTCAGCGTCTTCCATTTCTTTCAA 

GCTCAAATCTTTCACTGGATGTTTTGAGGGGTAATGATGAGACTATTGGATTTGAGGATA 

TTCTTAATGATCCATCACAAAGCGAAGTCATGGGAGAGCCACACTTGATGGTGGAATATA 

AACTTGGTTTACTGTAATAGTGTGCTGTTCATGGAAACCGAGGGCTGCATCTTGTTTATA 

GTCATCTTTGTACTGTAATTTGATGTACACAACATTAAAAGTACTGACACCTGAGAATTT 

CTGCTCAAGTAGTATCAGTGATCATTTAAAATTTGGAGGGGTCTTTGGTTTACAGCCATG 

TGACAATTAAAAGCACTAAAGGGAGATCATGTTAAAGCTCTTAATTTATATTAAAACAGT 

AGCCTTTGTCTTTAAAAAAGTTGTTGCTCATGAATATTATAAAATGATCTACAGGTTTCA 

ATTCAACCTGTTTCTAGGTTTTTTTGTAAATTTAGTTTTGATTAAGCATTATAAGCATTT 

GAGTCTATAAACTTTATAGTAGCATCTTTCAGAATAAACATTTTTAATTGATTTCAGTGG 

CAACTCTCAAATTGATTACAATATGAGATATATCAGTGTCGTCCATTAACACTCATAAGA 

ATAATATTTACTGTGTCAGTGCTATTTTAGGATTATAGTTATTGTTTGATTATTTCAGGT 

TGAAAAGTAGAAGTTCCAAGGTTTTGATTTTGGTCTGGTCTTTAAGTGAAAAATTAAAGC 

AACCAGTAGATGTAGGTTAAACTTTTACTTCATAGACTTAATATGTAATTAATATATTGC 

CAAGCAACACTGTTAAAGAAAAGTAAAACTCATTTTTTCTTGTTCTTAATTTATATATTA 

CAAGATACTGTAAGGTATTCTTTATGAAGTTGATATATAAAAATTTACATTTTTAGAACA 

TTAGTGAATGGATCATCTTTTACAATTAAAAGTATATTTTGATTATCAGTTTCTTAG 

Gene 72. >ENST00000266943 cDNA sequence 

CGGCGGACAGCGATGCTCAGCTGGCTGCGGCCGAGTCATCGCCTAGCGCTGGCAGGGCCG 
CTGACCGACCGACGGAGGCGCCGATTGGCCGATTGTCCACTGCGCAGAAGGAGCAGCTGC 
TCCGCGCCCCGCCGCGCCGCGCTGAGGCCGAGGTCCGCAGGGCCGCGGGGAAGCCGAGGG 
CTGCCGGAGAACCCTGCAGGTGTCACTCGGGACGCGGAAGTGCGCTTGCCGAGGTTTGCT 
TTACAATACGCTTGAGACTCCCCGACAAGCGTAATTTGGTCGAGTTCGACGGGAAAGTAC 
TCTCCCCACCCCAGCGCCGGCCGCGTAGTCCGAGGTTACTGTCCCCGGCGCGTCCTCTGT 
TGCCCCAGTCCAGAGGCTGCCCTTGAACCCGGGCGCGCACGAGCGCAGGGCATCCGAGGC 
GACAGCCCCTGGCACGGCCCGACCTGTACCCAGCCTGGCAGGAAGACTGTAATCGTGGGA 
ATACAGCTACCTACCCAGGCAATATGAAGATTTTATTTGTAGAACCTGCCATTTTCCTTA 
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GTGCATTTGCTATGACTTTGACCGGTCCACTGACAACGCAATATGTTTATCGGAGAATAT 
GGGAAGAAACTGGCAACTACACTTTTTCATCTGATAGCAATATTTCTGAGTGTGAAAAAA 
ACAAAAGCAGCCCAATTTTTGCATTCCAGGAGGAAGTTCAGAAAAAAGTGTCACGTTTTA 
ATCTGCAGATGGACATAAGTGGATTAATTCCTGGTCTAGTGTCTACATTCATACTTTTGT 
CTATTAGTGATCACTACGGACGAAAATTCCCTATGATTTTGTCTTCCGTTGGTGCTCTTG 
CAACCAGCGTTTGGCTCTGTTTGCTTTGCTATTTTGCCTTTCCATTCCAGCTTTTGATTG 
CATCTACCTTCATTGGTGCATTTTGTGGCAATTATACCACATTTTGGGGAGCTTGCTTTG 
CCTATATAGTTGATCAGTGTAAAGAACACAAACAAAAAACAATTCGAATAGCTATCATTG 
ACTTTCTACTTGGACTTGTTACTGGACTAACAGGACTGTCATCTGGCTATTTTATTAGAG 
AGCTAGGTTTTGAGTGGTCGTTTCTAATTATTGCTGTGTCTCTTGCTGTTAATTTGATCT 
ATATTTTATTTTTTCTCGGAGATCCAGTGAAAGAGTGTTCATCTCAGAATGTTACTATGT 
CATGTAGTGAAGGCTTCAAAAACCTATTTTACCGAACTTACATGCTTTTTAAGAATGCTT 
CTGGTAAGAGACGATTTTTGCTCTGTTTGTTACTTTTTACAGTAATCACTTATTTTTTTG 
TGGTAATTGGCATTGCCCCAATTTTTATCCTTTATGAATTGGATTCACCACTCTGCTGGA 
ATGAAGTTTTTATAGGTTATGGATCAGCTTTGGGTAGTGCCTCTTTTTTGACTAGTTTCC 
TAGGAATATGGCTTTTTTCTTATTGTATGGAAGATATTCATATGGCCTTCATTGGGATTT 
TTACCACGATGACAGGAATGGCTATGACCGCGTTTGCCAGTACAACACTGATGATGTTTT 
TAGCCAGGGTGCCGTTCCTTTTCACTATTGTGCCATTCTCTGTTCTACGGTCCATGTTGT 
CAAAAGTGGTTCGTTCGACTGAACAAGGTACCCTGTTTGCTTGTATTGCTTTCTTAGAAA 
CACTTGGAGGAGTCACTGCAGTTTCTACTTTTAATGGAATTTACTCAGCCACTGTTGCTT 
GGTACCCTGGCTTCACTTTCCTGCTGTCTGCTGGTCTGTTACTACTTCCAGCCATCAGTC 
TATGTGTTGTCAAGTGTACCAGCTGGAATGAGGGAAGCTATGAACTTCTTATACAAGAAG 
AATCCAGTGAAGATGCTTCAGACAGGTGACTGTGATTTAAACAAACAAAAAAAATCTATG 
AATGCACATATCATATACCATGACTTCTGAAGACTATAAATGAATTCCACAATCAGTGCT 
TCACTGAGAACCAATTTTACCTATCTTTTCTTCTAAACTGAACAGTCAGAGAGACAGCTC 
CTGGCTTTAGCTTCTTGTGGTACCACGCACTTTGAGCACTTTGTGCGTATCATGCAATAT 
ACTTGCAATACACAGAACAAATTTCAAATACGCCTCACTTTTAGACTTAGAAGAGAAACA 
TTAAAACTTAAGGGTGTAAGGAGGGATCAAGAAACTTGATAAGGTCAAAAGCAATAATCT 
CTCTGACATATTCCAGGCTCTTACACTGAGACCAAAGAGAAATCTTTACCTCAGTTTCTT 
CATCAGCAGAATGGGTTTCTGGCCTCTCTCAGGGATAATTTTGAAGGCATAATGAAAATT 
ATGATGAATCACTCATTGGTAGGAAAATAATGATATAAGTTTCAAATATGTATGATTTTA 
CCTATACTTGGTAATGCTTTATTTTATAGAGCCTGTTAAGCTGCTATTGATAGTCGGAGC 
TTATATACTGTGACTTCTGAAGACTATACATGAATTCCACAATCAGTGCTTTGTTGATAC 
AAAATCCTTAAAAGGGAGGCACTTTAAAGAATATGTATTTTTCACTTTTCTTAATATGTT 
TCATCGGTGACAGGCATGATAATATTTCTATATGTAATGGGTAATTGGGAAAAAATAGAT 
GATAAATAAAATTGCTCTAAAGAAGTTAAAAAACTGAATGAACAGCTAATACTGGTATAA 
AGTAACTAATGTTTGGAGCGAACATTTGTTCCTTGTGTCAGCAAAAGGATATTCAGATTC 
CATGATCCCTGGCTGAGAATTCTGCCTCTAGTCTTTCTTACCCAGCTGTTGTCTATCCTT 
GTTCAATTATAAATACTGCTAAGGGCATTTTTAAAATACGATCTTGTACTCCTTAAATTT 
GAATCCGTCAACACGGTCACTCATAGGAAAATGATCAAACAAGCAAGCCAGTCATGATTT 
GACTCCTTCCCATCTCATTTCTTACTGCCTTACGCTCATCCTGAGGTCCACCTTGGTCTC 
TAAAAACACCATGTGTTCTCATGCCTCCATGTCTTTTCACACACTGTTCCATTTGCTCTT 
CCTCCCACATTACATTGAAACTTTCAAGCCTCAGTCGAAACATTGCTTCTTCTGGATAGC 
AGCCTTCTTGACATCCCTCCTCACTCCCCAGTCCCTACAGGGCTTCCATAGCTCTTTGTG 
TGCACTTCGATCCCAGCATTTTCCATCGACTTGTAATTGTTTCTGCTACCTGACAATCAT 
CGCCTTGAGTACTGGGACAACCTTTGATTACTCATTATATCCTCAATAAATATTTGTTGA 
ACT 

Gene 73. >ENST00000282397 cDNA sequence 

CGGGAGGCTCGGAGCGCGCCAGGCGGACACTCCTCTCGGCTCCTCCCCGGCAGCGGCGGC 
GGCTCGGAGCGGGCTCCGGGGCTCGGGTGCAGCGGCCAGCGGGCGCCTGGCGGCGAGGAT 
TACCCGGGGAAGTGGTTGTCTCCTGGCTGGAGCCGCGAGACGGGCGCTCAGGGCGCGGGG 
CCGGCGGCGGCGAACGAGAGGACGGACTCTGGCGGCCGGGTCGTTGGCCGCGGGGAGCGC 
GGGCACCGGGCGAGCAGGCCGCGTCGCGCTCACCATGGTCAGCTACTGGGACACCGGGGT 
CCTGCTGTGCGCGCTGCTCAGCTGTCTGCTTCTCACAGGATCTAGTTCAGGTTCAAAATT 
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AAAAGATCCTGAACTGAGTTTAAAAGGCACCCAGCACATCATGCAAGCAGGCCAGACACT 
GCATCTCCAATGCAGGGGGGAAGCAGCCCATAAATGGTCTTTGCCTGAAATGGTGAGTAA 
GGAAAGCGAAAGGCTGAGCATAACTAAATCTGCCTGTGGAAGAAATGGCAAACAATTCTG 
CAGTACTTTAACCTTGAACACAGCTCAAGCAAACCACACTGGCTTCTACAGCTGCAAATA 
TCTAGCTGTACCTACTTCAAAGAAGAAGGAAACAGAATCTGCAATCTATATATTTATTAG 
TGATACAGGTAGACCTTTCGTAGAGATGTACAGTGAAATCCCCGAAATTATACACATGAC 
TGAAGGAAGGGAGCTCGTCATTCCCTGCCGGGTTACGTCACCTAACATCACTGTTACTTT 
AAAAAAGTTTCCACTTGACACTTTGATCCCTGATGGAAAACGCATAATCTGGGACAGTAG 
AAAGGGCTTCATCATATCAAATGCAACGTACAAAGAAATAGGGCTTCTGACCTGTGAAGC 
AACAGTCAATGGGCATTTGTATAAGACAAACTATCTCACACATCGACAAACCAATACAAT 
CATAGATGTCCAAATAAGCACACCACGCCCAGTCAAATTACTTAGAGGCCATACTCTTGT 
CCTCAATTGTACTGCTACCACTCCCTTGAACACGAGAGTTCAAATGACCTGGAGTTACCC 
TGATGAAAAAAATAAGAGAGCTTCCGTAAGGCGACGAATTGACCAAAGCAATTCCCATGC 
CAACATATTCTACAGTGTTCTTACTATTGACAAAATGCAGAACAAAGACAAAGGACTTTA 
TACTTGTCGTGTAAGGAGTGGACCATCATTCAAATCTGTTAACACCTCAGTGCATATATA 
TGATAAAGCATTCATCACTGTGAAACATCGAAAACAGCAGGTGCTTGAAACCGTAGCTGG 
CAAGCGGTCTTACCGGCTCTCTATGAAAGTGAAGGCATTTCCCTCGCCGGAAGTTGTATG 
GTTAAAAGATGGGTTACCTGCGACTGAGAAATCTGCTCGCTATTTGACTCGTGGCTACTC 
GTTAATTATCAAGGACGTAACTGAAGAGGATGCAGGGAATTATACAATCTTGCTGAGCAT 
AAAACAGTCAAATGTGTTTAAAAACCTCACTGCCACTCTAATTGTCAATGTGAAACCCCA 
GATTTACGAAAAGGCCGTGTCATCGTTTCCAGACCCGGCTCTCTACCCACTGGGCAGCAG 
ACAAATCCTGACTTGTACCGCATATGGTATCCCTCAACCTACAATCAAGTGGTTCTGGCA 
CCCCTGTAACCATAATCATTCCGAAGCAAGGTGTGACTTTTGTTCCAATAATGAAGAGTC 
CTTTATCCTGGATGCTGACAGCAACATGGGAAACAGAATTGAGAGCATCACTCAGCGCAT 
GGCAATAATAGAAGGAAAGAATAAGATGGCTAGCACCTTGGTTGTGGCTGACTCTAGAAT 
TTCTGGAATCTACATTTGCATAGCTTCCAATAAAGTTGGGACTGTGGGAAGAAACATAAG 
CTTTTATATCACAGATGTGCCAAATGGGTTTCATGTTAACTTGGAAAAAATGCCGACGGA 
AGGAGAGGACCTGAAACTGTCTTGCACAGTTAACAAGTTCTTATACAGAGACGTTACTTG 
GATTTTACTGCGGACAGTTAATAACAGAACAATGCACTACAGTATTAGCAAGCAAAAAAT 
GGCCATCACTAAGGAGCACTCCATCACTCTTAATCTTACCATCATGAATGTTTCCCTGCA 
AGATTCAGGCACCTATGCCTGCAGAGCCAGGAATGTATACACAGGGGAAGAAATCCTCCA 
GAAGAAAGAAATTACAATCAGAGATCAGGAAGCACCATACCTCCTGCGAAACCTCAGTGA 
TCACACAGTGGCCATCAGCAGTTCCACCACTTTAGACTGTCATGCTAATGGTGTCCCCGA 
GCCTCAGATCACTTGGTTTAAAAACAACCACAAAATACAACAAGAGCCTGGAATTATTTT 
AGGACCAGGAAGCAGCACGCTGTTTATTGAAAGAGTCACAGAAGAGGATGAAGGTGTCTA 
TCACTGCAAAGCCACCAACCAGAAGGGCTCTGTGGAAAGTTCAGCATACCTCACTGTTCA 
AGGAACCTCGGACAAGTCTAATCTGGAGCTGATCACTCTAACATGCACCTGTGTGGCTGC 
GACTCTCTTCTGGCTCCTATTAACCCTCTTTATCCGAAAAATGAAAAGGTCTTCTTCTGA 
AATAAAGACTGACTACCTATCAATTATAATGGACCCAGATGAAGTTCCTTTGGATGAGCA 
GTGTGAGCGGCTCCCTTATGATGCCAGCAAGTGGGAGTTTGCCCGGGAGAGACTTAAACT 
GGGCAAATCACTTGGAAGAGGGGCTTTTGGAAAAGTGGTTCAAGCATCAGCATTTGGCAT 
TAAGAAATCACCTACGTGCCGGACTGTGGCTGTGAAAATGCTGAAAGAGGGGGCCACGGC 
CAGCGAGTACAAAGCTCTGATGACTGAGCTAAAAATCTTGACCCACATTGGCCACCATCT 
GAACGTGGTTAACCTGCTGGGAGCCTGCACCAAGCAAGGAGGGCCTCTGATGGTGATTGT 
TGAATACTGCAAATATGGAAATCTCTCCAACTACCTCAAGAGCAAACGTGACTTATTTTT 
TCTCAACAAGGATGCAGCACTACACATGGAGCCTAAGAAAGAAAAAATGGAGCCAGGCCT 
GGAACAAGGCAAGAAACCAAGACTAGATAGCGTCACCAGCAGCGAAAGCTTTGCGAGCTC 
CGGCTTTCAGGAAGATAAAAGTCTGAGTGATGTTGAGGAAGAGGAGGATTCTGACGGTTT 
CTACAAGGAGCCCATCACTATGGAAGATCTGATTTCTTACAGTTTTCAAGTGGCCAGAGG 
CATGGAGTTCCTGTCTTCCAGAAAGTGCATTCATCGGGACCTGGCAGCGAGAAACATTCT 
TTTATCTGAGAACAACGTGGTGAAGATTTGTGATTTTGGCCTTGCCCGGGATATTTATAA 
GAACCCCGATTATGTGAGAAAAGGAGATACTCGACTTCCTCTGAAATGGATGGCTCCTGA 
ATCTATCTTTGACAAAATCTACAGCACCAAGAGCGACGTGTGGTCTTACGGAGTATTGCT 
GTGGGAAATCTTCTCCTTAGGTGGGTCTCCATACCCAGGAGTACAAATGGATGAGGACTT 
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TTGCAGTCGCCTGAGGGAAGGCATGAGGATGAGAGCTCCTGAGTACTCTACTCCTGAAAT 

CTATCAGATCATGCTGGACTGCTGGCACAGAGACCCAAAAGAAAGGCCAAGATTTGCAGA 

ACTTGTGGAAAAACTAGGTGATTTGCTTCAAGCAAATGTACAACAGGATGGTAAAGACTA 

CATCCCAATCAATGCCATACTGACAGGAAATAGTGGGTTTACATACTCAACTCCTGCCTT 

CTCTGAGGACTTCTTCAAGGAAAGTATTTCAGCTCCGAAGTTTAATTCAGGAAGCTCTGA 

TGATGTCAGATACGTAAATGCTTTCAAGTTCATGAGCCTGGAAAGAATCAAAACCTTTGA 

AGAACTTTTACCGAATGCCACCTCCATGTTTGATGACTACCAGGGCGACAGCAGCACTCT 

GTTGGCCTCTCCCATGCTGAAGCGCTTCACCTGGACTGACAGCAAACCCAAGGCCTCGCT 

CAAGATTGACTTGAGAGTAACCAGTAAAAGTAAGGAGTCGGGGCTGTCTGATGTCAGCAG 

GCCCAGTTTCTGCCATTCCAGCTGTGGGCACGTCAGCGAAGGCAAGCGCAGGTTCACCTA 

CGACCACGCTGAGCTGGAAAGGAAAATCGCGTGCTGCTCCCCGCCCCCAGACTACAACTC 

GGTGGTCCTGTACTCCACCCCACCCATCTAG 

Gene 74. >ENST00000310319 cDNA sequence 

ATGGGGAAAAAACAGAACAGAAAAACTGGAAACTCTAAAACGCAGAGTGCCTCTCCTCCT 

CCAAAGGAACGCAGTTCCTCACCAGCAACAGAACAAAGCTGGATGGAGAATGATTTTGAC 

GAGCTGAGAGAAGAAGGCTTCAGACGATCAAATTACTCTGAGCTACGGGAGGACATTCAA 

ACCAAAGGCAAAGAAGTTGAAAACTTTGAAAAAAATTTAGAAGAATGTATAACTAGAATA 

ACCAATACAGAGAAGTGCTTAAAGGAGCTGATGGAGCTGAAAACCAAGGCTCGAGAACTA 

CGTGAAGAATGCAGAAGCCTCAGGAGCCGATGCGATCAACTGGAAGAAAGGGTATCAGCA 

ATGGAAGATGAAATGAATGAAATGAAGCGAGAAGGGAAGTTTAGAGAAAAAAGAATAAAA 

AGAAATGAGCAAAGCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTACGTCTG 

ATTGGTGTACCTGAAAGTGATGTGGAGAATGGAACCAAGTTGGAAAACACTCTGCAGGAT 

ATTATCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACGTTCAGATTCAGGAAATA 

CAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGTCAGA 

TTCACCAAAGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGGTCGGGTT 

ACCCTCAAAGGAAAGCCCATCAGACTAACAGCGGATCTCTCGGCAGAAACCCTACAA.GCC 

AGAAGAGAGTGGGGGCCAATATTGAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATT 

TCATATCCAGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAATACTTTATAGACAAG 

CAAATGCTGAGAGATTTTGTCGCCACCAGGCCTGCCCTAAAAGAGCTCCTGAAGGAAGCG 

CTAAACATGGAAAGGAACAACCGGTACCAGCCGCTGCAAAATCATGCCAAAATGTAA 

Gene 75. >ENST00000267067 cDNA sequence 

ATGGCATTGACAGAGACACAACCACAGCTCCTTTCAGCAGACCTGGTCTTAGCCCTCCAG 
GTGCTCATGCTTTGGGAGATGACAGAGGCAAACAAAGTACTTAAGAGAAGACAACACCCC 
CAACGATCTCACTGTATTTCCAGCAAAATACTTGAGTCCTACCCAGGTGAAAAGCCATTG 
ACAAAATCTCTGCAACGTGGAGAAGACCCCCAATTTGATCAGGTCATCAGCTCAATGAGC 
TCCCTTTCTGAGTACTGCCTGCCTTCCATTCTACGTACATTATTTGACTGCGATGAACAA 
CAGCGAGATTATTTAATGGAAAGACGGGACCTCGCCATTGATTTTATTTTTTCTTTAGTA 
TTAATAGAAGTTTTGAAACAGGGATCCCTAACTTGTCTAATTATACCCTACTTAGGTACC 
TTGGTCCCAACACTGGCAATATGCATATTGTGGCAGACCTGTATGCAGAAGTCATTGGAG 
TGTTGGCACAAGCCAAGTAAATTCCCTGCTGTAAAGAAGAAATTTATGGCGGAGCTAAAA 
GAATTACGGCACAAAGAGCAGAACCCATATGTGGTTCAAAGCATTATCAGCTTAATAATG 
GGCATGAAATTCTTTCGAATTAAGATGTATCCAGTGGAGGATTTTGAGGCCTCTCTTCAG 
TTTATGCAGGAATGTGCACATTACTTCCTCGAGGTCAAAGACAAAGATATCAAGCATGCC 
TTGGCTGGGCTTTTTGTTGAAATACTTGTTCCAGTTGCTGCTGCTGTTAAAAATGAAGTA 
AATGTTCCCTGCCTTAGAAATTTTGTGGAAAGCCTGTATGACACCACGCTGGAACTTTCT 
TCTCGAAAGAAGCATTCCTTGGCCTTGTACCCCCTGGTGACCTGTTTGCTCTGTGTCAGT 
CAGAAGCAGCTGTTCCTGAACAGGTGGCACATTTTCCTCAACAACTGCTTGTCCAACCTT 
AAAAACAAAGATCCCAAGATGGCTCGAGTTGCACTGGAATCTCTCTACAGATTACTTTGG 
GTTTACATGATTCGAATTAAATGTGAAAGCAACACAGCTACTCAGAGCCGACTTATAACC 
ATCATCACAACACTTTTCCCCAAAGGGTCCCGCGGTGTGGTACCAAGGGACATGCCTCTG 
AACATCTTTGTGAAAATCATCCAGTTCATTGCCCAGGAACGTTTAGATTTTGCAATGAAA 
GAAATCATTTTCGATTTTCTTTGTGTGGGAAAACCAGCAAAAGCATTCAGTCTCAACCCA 
GAGAGAATGAACATTGGTTTACGGGCATTCTTGGTCATAGCTGATAGCTTGCAGCAGAAA 
GATGGGGAACCTCCCATGCCGGTTACAGGAGCCGTTCTTCCTTCAGGAAACACGTTAAGA 
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GTAAAGAAAACATATTTGAGTAAAACACTAACTGAAGAGGAAGCCAAAATGATAGGCATG 
TCCTTATATTACTCTCAAGTACGAAAAGCTGTAGACAACATTTTAAGGCACCTTGATAAA 
GAAGTAGGAAGGTGTATGATGCTGACTAATGTACAGATGTTAAACAAAGAACCGGAAGAC 
ATGATCACGTGA 

Gene 76. >ENST00000318671 cDNA sequence 

ATGGCCAGCCAGCAGGATTCGGGCTTCTTTGAGATCAGTATCAAATATTTACTGAAATCC 
TGGAGTAATACTTCTCCCGTTGGCAACGGTTACATCAAGCCTCCGGTTCCACCTGCTTCT 
GGCACGCACAGGGAGAAAGGGCCGCCAACCATGCTACCCATCAATGTGGACCCAGACAGT 
AAACCAGGAGAATATGTCCTCAAAAGTTTATTTGTCAACTTCACCACTCAGGCTGAACGC 
AAGATTCGTATCATTATGGCAGAGCCCCTGGAAAAGCCATTGACAAAATCTCTGCAACGT 
GGAGAAGACCCCCAATTTGATCAG 

Gene 77. >ENST0000023 9887 cDNA sequence 

ATGTCGGTGGTGGGGTTGGACGTGGGCTCGCAGAGCTGCTACATCGCGGTAGCCCGGGCC 

GGGGGCATCGAGACCATCGCCAATGAGTTCAGCGACCGGTGCACCCCGTCAGTCATATCA 

TTTGGATCAAAAAATAGAACAATCGGAGTTGCAGCCAAAAA.TCAGCAAATCACTCATGCA 

AACAATACGGTGTCTAACTTCAAAAGATTTCATGGCCGAGCATTCAATGACCCCTTCATT 

CAAAAGGAGAAGGAAAACTTGAGTTACGATTTGGTTCCATTGAAAAATGGTGGAGTTGGA 

ATAAAGGTAATGTACATGGGTGAAGAACATCTATTTAGTGTGGAGCAGATAACAGCCATG 

TTGTTGACTAAGCTGAAGGAAACTGCTGAAAACAGCCTCAAGAAACCAGTAACAGATTGT 

GTTATTTCAGTCCCCTCCTTCTTTACAGATGCTGAGAGGCGATCTGTGTTAGATGCTGCA 

CAGATTGTTGGCCTAAACTGTTTAAGACTTATGAATGACATGACAGCTGTTGCTTTGAAT 

TACGGAATTTATAAGCAGGATCTCCCAAGCCTGGATGAGAAACCTCGGATAGTGGTTTTT 

GTTGATATGGGACATTCAGCTTTTCAAGTGTCTGCTTGTGCTTTTAACAAGGGAAAATTG 

AAGGTACTGGGAACAGCTTTTGATCCTTTCTTAGGAGGAAAAAACTTCGATGAAAAGTTA 

GTGGAACATTTTTGTGCAGAATTTAAAACTAAGTACAAGTTGGATGCAAAATCCAAAATA 

CGAGCACTCCTACGTCTGTATCAGGAATGTGAAAAACTGAAAAAGCTAATGAGCTCTAAC 

AGCACAGACCTTCCACTGAA.TATCGAATGCTTTATGAATGATAAAGATGTTTCCGGAAAG 

ATGAACAGGTCACAATTTGAAGAACTCTGTGCTGAACTTCTGCAAAAGATAGAAGTACCC 

CTTTATTCACTGTTGGAACAAACTCATCTCAAAGTAGAAGATGTGAGTGCAGTTGAGATT 

GTTGGAGGCGCTACACGAATTCCAGCTGTGAAGGAAAGAATTGCCAAATTCTTTGGAAAA 

GATATTAGCACAACACTCAATGCAGATGAAGCAGTAGCCAGAGGATGTGCATTACAGTGT 

GCAATACTTTCCCCGGCATTTAAAGTTAGAGAATTTTCCGTCACAGATGCAGTTCCTTTT 

CCAATATCTCTGATCTGGAACCATGATTCAGAAGATACTGAAGGTGTTCATGAAGTCTTT 

AGTCGAAACCATGCTGCTCCTTTCTCCAAAGTTCTCACCTTTCTGAGAAGGGGGCCTTTT 

GAGCTAGAAGCTTTCTATTCTGATCCCCAAGGAGTTCCATATCCAGAAGCAAAAATAGGC 

CGCTTTGTAGTTCAGAATGTTTCTGCACAGAAAGATGGAGAAAAATCTAGAGTAAAAGTC 

AAAGTGCGAGTCAACACCCATGGCATTTTCACCATCTCTACGGCATCTATGGTGGAGAAA 

GTCCCAACTGAGGAGAATGAAATGTCTTCTGAAGCTGACATGGAGTGTCTGAATCAGAGA 

CCACCAGAAAACCCAGACACTGATGCAAATGAAAAAAAAGTTGACCAGCCTCCAGAAGCT 

AAAAAGCCCAAAATAAAGGTGGTGAATGTTGAGCTGCCTATTGAAGCCAACTTGGTCTGG 

CAGTTAGGGAAAGACCTTCTTAACATGTATATTGAGACAGAGGGTAAGATGATAATGCAA 

GATAAATTGGAAAAAGAAAGGAATGATGCTAAAAATGCAGTTGAGGAATATGTGTATGAG 

TTCAGAGACAAGCTGTGTGGACCATATGAAAAATTTATATGTGAGCAGGATCATCAAAAT 

TTTTTGAGACTCCTCACAGAAACTGAAGACTGGCTGTATGAAGAAGGAGAGGACCAAGCT 

AAACAAGCATATGTTGACAAGTTGGAAGAATTAATGAAAATTGGCACTCCAGTTAAAGTT 

CGGTTTCAGGAAGCTGAAGAACGGCCAAAAATGTTTGAAGAACTAGGACAGAGGCTGCAG 

CATTATGCCAAGATAGCAGCTGACTTCAGAAATAAGGATGAGAAATACAACCATATTGAT 

GAGTCTGAAATGAAAAAAGTGGAGAAGTCTGTTAATGAAGTGATGGAATGGATGAATAAT 

GTCATGAATGCTCAGGCTAAAAAGAGTCTTGATCAGGATCCAGTTGTACGTGCTCAGGAA 

ATTAAAACAAAAATCAAGGAATTGAACAACACATGTGAACCCGTTGTAACACAACCGAAA 

CCAAAAATTGAATCACCCAAACTGGAAAGAACTCCAAATGGCCCAAATATTGATAAAAAG 

GAAGAAGATTTAGAAGACAAAAACAATTTTGGTGCTGAACCTCCACATCAGAATGGTGAA 

TGTTACCCTAATGAGAAAAATTCTGTTAATATGGACTTGGACTAG 

Gene 78. >ENST00000320027 cDNA sequence 
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GTGCGATACATAAGGCTGAGGAAGTGGGACCTCCCCTTTTGGGTCGGTAGTTCAGCGCCG 
GCGCCGGTGTGCGAGCCGCGGCAGAGTGAGGCAGGCAACCCGAGGTGCGGAGCGACCTGC 
GGAGGCTGAGCCCCGCTTTCTCCCAGGGTTTCTTATCAGCCAGCCGCCGCTGTCCCCGGG 
GGAGTAGGAGGCTCCTGACAGGCCGCGGCTGTCTGTGTGTCCTTCTGAGTGTCAGAGGAA 
CGGCCAGACCCCGCGGGCCGGAGCAGAACGCGGCCAGGGCAGAAAGCGGCGGCAGGAGAA 
GCAGGCAGGGGGCCGGAGGACGCAGACCGAGACCCGAGGCGGAGGCGGACCGCGAGCCGG 
CCATGTCGGTGGTGGGGTTGGACGTGGGCTCGCAGAGCTGCTACATCGCGGTAGCCCGGG 
CCGGGGGCATCGAGACCATCGCCAATGAGTTCAGCGACCGGTGCACCCCGTCAGTCATAT 
CATTTGGATCAAAAAATAGAACAATCGGAGTTGCAGCCAAAAATCAGCAAATCACTCATG 
CAAACAATACGGTGTCTAACTTCAAAAGATTTCATGGCCGAGCATTCAATGACCCCTTCA 
TTCAAAAGGAGAAGGAAAACTTGAGTTACGATTTGGTTCCATTGAAAAATGGTGGAGTTG 
GAATAAAGGTAATGTACATGGGTGAAGAACATCTATTTAGTGTGGAGCAGATAACAGCCA 
TGTTGTTGACTAAGCTGAAGGAAACTGCTGAAAACAGCCTCAAGAAACCAGTAACAGATT 
GTGTTATTTCAGTCCCCTCCTTCTTTACAGATGCTGAGAGGCGATCTGTGTTAGATGCTG 
CACAGATTGTTGGCCTAAACTGTTTAAGACTTATGAATGACATGACAGCTGTTGCTTTGA 
ATTACGGAATTTATAAGCAGGATCTCCCAAGCCTGGATGAGAAACCTCGGATAGTGGTTT 
TTGTTGATATGGGACATTCAGCTTTTCAAGTGTCTGCTTGTGCTTTTAACAAGGGAAAAT 
TGAAGGTACTGGGAACAGCTTTTGATCCTTTCTTAGGAGGAAAAAACTTCGATGAAAAGT 
TAGTGGAACATTTTTGTGCAGAATTTAAAACTAAGTACAAGTTGGATGCAAAATCCAAAA 
TACGAGCACTCCTACGTCTGTATCAGGAATGTGAAAAACTGAAAAAGCTAATGAGCTCTA 
ACAGCACAGACCTTCCACTGAATATCGAATGCTTTATGAATGATAAAGATGTTTCCGGAA 
AGATGAACAGGTCACAATTTGAAGAACTCTGTGCTGAACTTCTGCAAAAGATAGAAGTAC 
CCCTTTATTCACTGTTGGAACAAACTCATCTCAAAGTAGAAGATGTGAGTGCAGTTGAGA 
TTGTTGGAGGCGCTACACGAATTCCAGCTGTGAAGGAAAGAATTGCCAAATTCTTTGGAA 
AAGATATTAGCACAACACTCAATGCAGATGAAGCAGTAGCCAGAGGATGTGCATTACAGT 
GTGCAATACTTTCCCCGGCATTTAAAGTTAGAGAATTTTCCGTCACAGATGCAGTTCCTT 
TTCCAATATCTCTGATCTGGAACCATGATTCAGAAGATACTGAAGGTGTTCATGAAGTCT 
TTAGTCGAAACCATGCTGCTCCTTTCTCCAAAGTTCTCACCTTTCTGAGAAGGGGGCCTT 
TTGAGCTAGAAGCTTTCTATTCTGATCCCCAAGGAGTTCCATATCCAGAAGCAAAAATAG 
GCCGCTTTGTAGTTCAGAATGTTTCTGCACAGAAAGATGGAGAAAAATCTAGAGTAAAAG 
TCAAAGTGCGAGTCAACACCCATGGCATTTTCACCATCTCTACGGCATCTATGGTGGAGA 
AAGTCCCAACTGAGGAGAATGAAATGTCTTCTGAAGCTGACATGGAGTGTCTGAATCAGA 
GACCACCAGAAAACCCAGACACTGATAAAAATGTCCAGCAAGACAACAGTGAAGCTGGAA 
CACAGCCCCAGGTACAAACTGATGCTCAACAAACCTCACAGTCTCCCCCTTCACCTGAAC 
TTACCTCAGAAGAAAACAAAATCCCAGATGCTGACAAAGCAAATGAAAAAAAAGTTGACC 
AGCCTCCAGAAGCTAAAAAGCCCAAAATAAAGGTGGTGAATGTTGAGCTGCCTATTGAAG 
CCAACTTGGTCTGGCAGTTAGGGAAAGACCTTCTTAACATGTATATTGAGACAGAGGGTA 
AGATGATAATGCAAGATAAATTGGAAAAAGAAAGGAATGATGCTAAAAATGCAGTTGAGG 
AATATGTGTATGAGTTCAGAGACAAGCTGTGTGGACCATATGAAAAATTTATATGTGAGC 
AGGATCATCAAAATTTTTTGAGACTCCTCACAGAAACTGAAGACTGGCTGTATGAAGAAG 
GAGAGGACCAAGCTAAACAAGCATATGTTGACAAGTTGGAAGAATTAATGAAAATTGGCA 
CTCCAGTTAAAGTTCGGTTTCAGGAAGCTGAAGAACGGCCAAAAATGTTTGAAGAACTAG 
GACAGAGGCTGCAGCATTATGCCAAGATAGCAGCTGACTTCAGAAATAAGGATGAGAAAT 
ACAACCATATTGATGAGTCTGAAATGAAAAAAGTGGAGAAGTCTGTTAATGAAGTGATGG 
AATGGATGAATAATGTCATGAATGCTCAGGCTAAAAAGAGTCTTGATCAGGATCCAGTTG 
TACGTGCTCAGGAAATTAAAACAAAAATCAAGGAATTGAACAACACATGTGAACCCGTTG 
TAACA.CAACCGAAACCAAAAATTGAATCA.CCCAAACTGGAAAGAACTCCAAATGGCCCAA 
ATATTGATAAAAAGGAAGAAGATTTAGAAGACAAAAACAATTTTGGTGCTGAACCTCCAC 
ATCAGAATGGTGAATGTTACCCTAATGAGAAAAATTCTGTTAATATGGACTTGGACTAGA 
TAACCTTAAATTGGCCTATTCCTTCAATTAATAAAATATTTTTGCCATAGTATGTGACTC 
TACATAACATACTGAAACTATTTATATTTTCTTTTTTAAGGATATTTAGAAATTTTGTGT 
ATTATATGGAAAAAGAAAAAAAGCTTAAGTCTGTAGTCTTTATGATCCTAAAAGGGAAAA 
TTGCCTTGGTAACTTTCAGATTCCTGTGGAATTGTGAATTCATACTAAGCTTTCTGTGCA 
GTCTCACCATTTGCATCACTGAGGATGAAACTGACTTTTGTCTTTTGGAGAAAAAAAACT 
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GTACTGCTTGTTCAAGAGGGCTGTGATTAAAATCTTTAAGCATTTGTTCCTGC 
Gene 79. >ENST00000313290 cDNA sequence 

ATGAGCCGGGAGGGGCGGGCTCCGGCCAGTGTCGGGGGCACACAAGGGCCTGCTTCCCCC 

TCCCTTTCACTGGGCGACTGGAGGACAGGCGGAGGAGTGTGGCTGGGCGGCTGGAGGACA 

GGCGGAGGAGTGTGGCAGCCGGACAGCTGGAGGACAGGCGGAGGAGTGTGGTGGCTGGCA 

GGGTATGTGTTTCTGGTTCTGTTGAGTGATGCTTGGAAGATCGTTCTGAGAGGTCAGGGC 

AGCTCCCGGGACCCCAGAGCACTGGGCTCCTGCAGGGGACTAGGAGGCCGGCTTTTATCA 

GCTCATGAGCTTTTAAAAATGGAGAGAAGGGCAGGTGTGGTGGCTCATCCCTATAATCCC 

AGCACTTTGGGAGGTCGGGGTGAGAGGATCATTTGA 

Gene 80. >ENST00000261573 cDNA sequence 

ATGGACTCCAGAGCCCAGCTTTGGGGACTGGCCTTGAATAAAAGGAGGGCCACTCTACCT 
CATCCTGGAGGGAGCACGAACCTAAAGGCAGACCCAGAAGAGCTTTTTACAAAACTAGAG 
AAAATTGGGAAGGGCTCCTTTGGAGAGGTGTTCAAAGGCATTGACAATCGGACTCAGAAA 
GTGGTTGCCATAAAGATCATTGATCTGGAAGAAGCTGAAGATGAGATAGAGGACATTCAA 
CAAGAAATCACAGTGCTGAGTCAGTGTGACAGTCCATATGTAACCAAATATTATGGATCC 
TATCTGAAGGATACAAAATTATGGATAATAATGGAATATCTTGGTGGAGGCTCCGCACTA 
GATCTATTAGAACCTGGCCCATTAGATGAAACCCAGATCGCTACTATATTAAGAGAAATA 
CTGAAAGGACTCGATTATCTCCATTCGGAGAAGAAAATCCACAGAGACATTAAAGCGGCC 
AACGTCCTGCTGTCTGAGCATGGCGAGGTGAAGCTGGCGGACTTTGGCGTGGCTGGCCAG 
CTGACAGACACCCAGATCAAAAGGAACACCTTCGTGGGCACCCCATTCTGGATGGCACCC 
GAGGTCATCAAACAGTCGGCCTATGACTCGAAGGCAGACATCTGGTCCCTGGGCATAACA 
GCTATTGAACTTGCAAGAGGGGAACCACCTCATTCCGAGCTGCACCCCATGAAAGTTTTA 
TTCCTCATTCCAAAGAACAACCCACCGACGTTGGAAGGAAACTACAGTAAACCCCTCAAG 
GAGTTTGTGGAGGCCTGTTTGAATAAGGAGCCGAGCTTTAGACCCACTGCTAAGGAGTTA 
TTGAAGCACAAGTTTATACTACGCAATGCAAAGAAAACTTCCTACTTGACCGAGCTCATC 
GACAGGTACAAGAGATGGAAGGCCGAGCAGAGCCATGACGACTCGAGCTCCGAGGATTCC 
GACGCGGAAACAGATGGCCAAGCCTCGGGGGGCAGTGATTCTGGGGACTGGATCTTCACA 
ATCCGAGAAAAAGATCCCAAGAATCTCGAGAATGGAGCTCTTCAGCCATCGGACTTGGAC 
AGAAATAAGATGAAAGACATCCCGAAGAGGCCTTTCTCTCAGTGTTTATCTACAATTATT 
TCTCCTCTGTTTGCAGAGTTGAAGGAGAAGAGCCAGGCGTGCGGAGGGAACTTGGGGTCC 
ATTGAAGAGCTGCGAGGGGCCATCTACCTAGCGGAGGAGGCGTGCCCTGGCATCTCCGAC 
ACCATGGTGGCCCAGCTCGTGCAGCGGCTCCAGAGATACTCTCTAAGTGGTGGAGGAACT 
TCATCCCACTGAAATTCCTTTGGCATTTGGGGTTTTGTTTTTCCTTTTTTCCTTCTTCAT 
CCTCCTCCTTTTTTAAAAGTCAACGAGAGCCTTCGCTGACTCCACCGAAGAGGTGCGCCA 
CTGGGAGCCACCCCAGCGCCAGGCGCCCGTCCAGGGACACACACAGTCTTCACTGTGCTG 
CAGCCAGATGAAGTCTCTCAGATGGGTGGGGAGGGTCAGCTCCTTCCAGCGATCATTTTA 
TTTTATTTTATTACTTTTGTTTTTAATTTTAACCATAGTGCACATATTCCAGGAAAGTGT 
CTTTAAAAACAAAAACAAACCCTGAAATGTATATTTGGGATTATGATAAGGCAACTAAAG 
ACATGAAACCTCAGGTATCCTGCTTTAAGTTGATAACTCCCTCTGGGAGCTGGAGAATCG 
CTCTGGTGGATGGGTGTACAGATTTGTATATAATGTCATTTTTACGGAAACCCTTTCGGC 
GTGCATAAGGAATCACTGTGTACAAACTGGCCAAGTGCTTCTGTAGATAACGTCAGTGGA 
GTAAATATTCGACAGGCCATAACTTGAGTCTATTGCCTTGCCTTTATTACATGTACATTT 
TGAATTCTGTGACCAGTGATTTGGGTTTTATTTTGTATTTGCAGGGTTTGTCATTAATAA 
TTAATGCCCCTCTCTTACAGAACACTCCTATTTGTACCTCAACAAATGCAAATTTTCCCC 
GTTTGCCCTACGCCCCTTTTGGTACACCTAGAGGTTGATTTCCTTTTTCATCGATGGTAC 
TATTTCTTAGTGTTTTAAATTGGAACATATCTTGCCTCATGAAGCTTTAAATTATAATTT 
TCAGTTTCTCCCCATGAAGCGCTCTCGTCTGACATTTGTTTGGAATCGTGCCACTGCTGG 
TCTGCGCCAGATGTACCGTCCTTTCCAATACGATTTTCTGTTGCACCTTGTAGTGGATTC 
TGCATATCATCTTTCCCACCTAAAAATGTCTGAATGCTTACACAAATAAATTTTATAACA 
CGCTT 

Gene 81. >ENST00000255304 cDNA sequence 

AGGGCGGACAGCCACGCCTCTGCGGAGGGCGACCGGAAGTGCTCACGTCTTCACCTTCCC 
CGCCACGCCACCGTCCTTTCAGGCCCAGCGTGCAGCAGGAAGGAGGACTCTTTTGCCGCG 
GACTCAAGCCGGAAGCCGCCTTCCTAGTGGAGACGCGAGTGGGGGAGGAGCAGTCCGAGG 
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GGAACGTGGGTTGAACGTTGCAACTAGGGTGGAGATCAAGCTGGAACAGGAGTTCCGATC 
GACCCGGTACCAAGAAGGGGAGTGCCCGCGGCAGGGTTCATTGAAAAAATCCTTAGTGAT 
ATTGACATGTCTCAAGTGACATAAATTAGCCAATGACTCGGAATGATGGATTCTCCGAAG 
ATTGGAAATGGTTTGCCAGTGATTGGACCAGGGACTGATATAGGGATATCTTCACTCCAC 
ATGGTGGGGTATTTGGGAAAAAATTTTGATTCAGCTAAAGTTCCATCAGATGAGTATTGC 
CCTGCTTGTAGAGAGAAGGGAAAGTTAAAAGCCTTAAAGACTTACCGAATTAGTTTTCAA 
GAATCTATCTTTTTGTGTGAGGATCTGCAGTGCATCTATCCTTTGGGCTCTAAATCACTT 
AATAACCTAATTTCTCCTGATTTGGAAGAATGTCACACTCCACATAAGCCTCAGAAAAGG 
AAGAGCTTAGAAAGCAGCTATAAGGATTCACTTCTTTTAGCAAATTCCAAAAAGACTAGA 
AATTATATTGCTATTGACGGTGGAAAAGTTTTGAACAGCAAACATAATGGAGAAGTATAT 
GACGAAACCTCGTCAAACTTACCTGATAGTAGTGGTCAACAGAATCCAATTAGGACAGCT 
GATTCCTTGGAGCGGAATGAGATTTTGGAAGCTGATACTGTTGACATGGCTACTACAAAA 
GATCCTGCTACAGTTGATGTCTCTGGAACTGGCAGACCTTCCCCTCAAAATGAAGGATGT 
ACATCTAAACTGGAAATGCCACTGGAGAGCAAATGTACATCATTTCCCCAGGCTTTATGT 
GTCCAGTGGAAAAATGCTTATGCTCTCTGTTGGTTAGACTGTATCCTGTCAGCTTTGGTG 
CACTCGGAAGAGTTAAAGAACACCGTGACTGGACTGTGCTCGAAGGAGGAATCTATATTC 
TGGCGGTTGCTTACAAAATATAATCAAGCAAATACACTTCTATATACCAGTCAATTGAGT 
GGTGTTAAAGATGGAGATTGTAAAAAACTTACCTCAGAAATATTTGCAGAGATAGAGACC 
TGTCTGAATGAAGTTAGAGATGAAATTTTTATTAGCCTTCAGCCCCAGCTTAGATGCACA 
TTAGGTGATATGGAAAGCCCTGTGTTTGCATTTCCCCTGCTCTTAAAACTAGAAACCCAC 
ATTGAAAAGCTCTTCCTATATTCTTTTTCTTGGGACTTTGAATGTTCGCAGTGTGGACAC 
CAATATCAAAACAGGCATATGAAGAGTCTGGTCACCTTTACAAATGTCATCCCTGAGTGG 
CACCCACTTAATGCTGCCCATTTTGGTCCATGTAACAATTGCAACAGTAAATCACAAATA 
AGAAAAATGGTATTAGAAAAAGTATCTCCCATATTCATGTTGCACTTTGTAGAAGGCTTA 
CCACAGAATGACTTGCAGCACTATGCATTTCATTTTGAAGGCTGTCTTTATCAGATAACT 
TCTGTAATTCAGTATCGAGCAAATAATCATTTTATAACATGGATTTTAGATGCTGATGGA 
AGTTGGCTGGAATGTGATGACTTAAAAGGCCCATGTTCTGAAAGGCACAAGAAATTTGAA 
GTTCCTGCTTCAGAGATACATATTGTTATTTGGGAAAGAAAAATATCCCAAGTGACAGAT 
AAAGAAGCTGCCTGCCTTCCACTTAAAAAGACTAATGACCAACACGCTCTCAGTAATGAG 
AAACCAGTATCTTTAACATCGTGTTCTGTGGGTGATGCTGCCTCAGCTGAAACAGCCTCA 
GTAACTCACCCTAAAGATATATCAGTTGCCCCTCGTACTCTTTCACAGGACACAGCTGTA 
ACTCATGGAGATCATTTACTTTCAGGTCCAAAAGGTTTGGTTGACAATATTTTACCTCTG 
ACACTTGAAGAAACTATCCAGAAAACAGCCTCAGTTTCACAGTTAAATTCTGAAGCTTTC 
CTGTTAGAAAATAAACCTGTAGCAGAAAATACAGGAATTCTCAAAACCAATACTTTGCTA 
TCACAAGAATCACTAATGGCTTCTTCAGTATCAGCTCCATGTAATGAAAAGCTTATTCAA 
GACCAATTTGTGGACATAAGTTTTCCATCCCAAGTTGTAAATACAAACATGCAGTCAGTA 
CAGCTGAATACAGAAGATACTGTAAATACTAAATCTGTGAATAATACTGATGCTACTGGT 
CTTATACAGGGAGTGAAGTCAGTAGAAATTGAGAAGGACGCTCAGTTAAAACAATTCCTT 
ACACCAAAAACTGAACAATTAAAACCAGAACGTGTCACATCTCAGGTATCTAATTTGAAG 
AAAAAAGAAACTACAGCAGATTCTCAAACCACAACATCTAAGTCATTACAGAATCAGTCT 
CTGAAAGAAAATCAGAAGAAGCCATTTGTGGGAAGTTGGGTTAAAGGCTTAATAAGCAGG 
GGTGCTTCTTTTATGCCACTCTGTGTTTCAGCTCATAATAGAAACACTATAACTGATTTA 
CAACCTTCAGTTAAAGGGGTAAATAATTTTGGTGGCTTTAAAACTAAAGGTATAAACCAG 
AAGGCCAGCCACGTATCCAAGAAAGCTCGTAAGAGTGCAAGTAAGCCTCCTCCCATCAGT 
AAGCCACCAGCAGGCCCTCCATCGTCTAATGGCACAGCTGCCCACCCACATGCTCATGCT 
GCTTCAGAAGTTTTGGAAAAGTCTGGAAGCACCTCATGTGGAGCTCAACTCAACCACAGT 
TCTTATGGGAATGGTATTTCTTCAGCAAACCATGAAGACTTGGTGGAAGGTCAGATTCAT 
AAACTTCGTCTAAAACTTCGTAAAAAGCTAAAGGCAGAAAAGAAGAAATTAGCTGCTCTT 
ATGTCTTCCCCGCAAAGCAGAACAGTTCGAAGTGAAAATCTAGAACAGGTGCCCCAGGAT 
GGGTCTCCAAATGATTGTGAATCAATAGAGGACTTGTTAAATGAGCTACCATATCCAATT 
GATATTGCCAGTGAGTCTGCATGCACCACTGTTCCTGGTGTTTCCCTGTACAGTAGTCAA 
ACTCATGAAGAAATTTTAGCGGAATTATTGTCTCCTACACCTGTTTCAACAGAGCTGTCA 
GAAAATGGGGAAGGTGACTTTAGGTATTTGGGAATGGGAGATAGTCATATCCCACCACCA 
GTACCAAGTGAATTCAATGATGTTTCCCAGAACACACATCTGAGACAGGACCATAATTAT 
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TGTAGCCCCACCAAGAAAAATCCATGTGAAGTTCAGCCAGACTCTCTGACAAATAATGCC 
TGCGTTAGAACATTAAACTTGGAGAGTCCGATGAAGACTGATATTTTCGATGAGTTTTTT 
TCCTCCTCAGCATTAAATGCTTTAGCAAATGACACATTAGACCTACCTCATTTCGATGAA 
TATCTGTTTGAGAATTATTGA 

Gene 82 . >ENST00000267294 cDNA sequence 

GCGGCCGCAAGCACGGGGGCGAATCCCCGCTGGGTCGAGGGCCTGAACGGGAGCCAATCG 
AGCAGCCGAGGCTACTGCCAATCACGCGGCTCCCTCCAATCCCACCCGTGCCATTTCCAA 
AATCTCGGTCCCACTGTGCAGCTCAAATGTGGTGTTCACTCTGCCAATCGCTGGAGGATA 
GAGTGGGAACAGGAATAAGCAGAGTTAAGAGGCCAGGACAAAAGAAGTTAAAGAGCGCCC 
AATACATACATGTTTTTGAAGGCGGGCAGAGGGAATAAAGTCCCCCCAGTGAGGGTCTAT 
GGGCCTGATTGTGTAGTTCTGATGGAGCCCCCTTTGAGCAAGAGGAACCCGCCAGCGCTG 
AGATTAGCGGATTTGGCAACGGCTCAGGTCCAGCCGCTTCAGAATATGACAGGCTTCCCG 
GCGCTGGCCGGCCCGCCCGCCCACTCCCAACTCCGGGCCGCCGTCGCGCACCTCCGCCTG 
CGGGACCTGGGCGCTGACCCCGGCGTGGCCACCACTCCGCTCGGACCCGAGCACATGGCC 
CAGGCGAGCACGCTGGGCCTCAGCCCTCCCTCCCAGGCGTTCCCGGCACACCCGGAGGCT 
CCGGCAGCCGCCGCCCGTGCTGCAGCCTTGGTCGCGCACCCCGGCGCGGGCAGCTACCCC 
TGCGGCGGGGGCAGCAGTGGCGCGCAGCCCTCCGCGCCCCCGCCCCCAGCCCCTCCTCTT 
CCTCCCACCCCTTCACCCCCTCCCCCTCCCCCGCCTCCTCCTCCTCCTGCCCTCTCGGGC 
TACACCACCACCAACAGTGGCGGCGGCGGCAGCAGCGGCAAAGGCCACAGCAGGGACTTC 
GTCCTCCGGAGGGACCTTTCCGCCACGGCCCCCGCGGCGGCCATGCACGGGGCCCCGCTC 
GGAGGGGAGCAGCGGTCCGGCACCGGCTCCCCCCAGCACCCGGCCCCGCCTCCCCACTCG 
GCCGGCATGTTCATCTCCGCCAGCGGCACCTACGCGGGCCCGGACGGCAGCGGCGGCCCG 
GCGCTCTTCCCCGCGCTGCACGACACGCCGGGGGCCCCAGGCGGCCACCCGCACCCGCTC 
AACGGCCAGATGCGCCTGGGGCTGGCGGCGGCAGCGGCAGCCGCGGCGGCTGAGCTGTAC 
GGCCGCGCCGAACCGCCCTTCGCGCCGCGCTCTGGGGACGCGCACTACGGGGCGGTTGCG 
GCCGCAGCGGCGGCCGCCCTGCACGGCTACGGAGCCGTGAACTTAAACCTGAACCTGGCG 
GCTGCGGCGGCCGCAGCAGCGGCCGGGCCCGGGCCCCACCTGCAGCACCACGCGCCGCCC 
CCGGCGCCGCCGCCGCCGCCGGCGCCCGCGCAGCACCCGCACCAGCACCACCCCCACCTC 
CCAGGGGCGGCTGGGGCCTTCCTGCGCTACATGCGGCAGCCAATCAAGCAGGAGCTCATC 
TGCAAGTGGATCGACCCCGACGAGCTGGCCGGGCTGCCGCCGCCGCCGCCGCCGCCGCCG 
CCGCCGCCGCCACCGCCCCCGGCCGGCGGCGCCAAGCCCTGCTCCAAAACTTTCGGCACC 
ATGCACGAGCTGGTGAATCACGTCACGGTGGAGCACGTGGGAGGCCCCGAGCAGAGCAGC 
CACGTCTGCTTCTGGGAGGACTGTCCGCGCGAGGGCAAGCCCTTCAAGGCCAAATACAAG 
CTCATCAACCACATCCGCGTGCACACCGGCGAGAAGCCCTTTCCCTGCCCTTTCCCCGGC 
TGCGGCAAGGTCTTCGCGCGCTCCGAGAACCTCAAGATCCACAAGCGTACTCATACAGGG 
GAAAAGCCTTTCAAATGTGAATTTGATGGCTGTGACAGGAAGTTTGCCAATAGCAGTGAT 
CGGAAGAAACATTCCCATGTCCACACCAGTGACAAGCCCTACTACTGCAAGATTCGAGGC 
TGTGACAAATCCTACACTCACCCAAGCTCCCTGAGGAAGCACATGAAGATTCACTGCAAG 
TCCCCGCCACCTTCTCCAGGACCCCTTGGTTACTCATCAGTGGGGACTCCAGTGGGCGCC 
CCCTTGTCCCCTGTGCTGGACCCAGCCAGGAGTCACTCCAGCACTCTGTCCCCTCAGGTG 
ACCAACCTGAATGAGTGGTACGTTTGCCAGGCCAGTGGGGCCCCCAGCCACCTCCACACC 
CCTTCCAGCAACGGAACCACCTCTGAGACTGAAGATGAGGAAATTTACGGGAACCCTGAA 
GTTGTGCGGACGATACATTAGAATTTATTATTAATAATAATAAGTGAAATAATAAGTGGG 
AGTCCTTGGACCACATCCTAACCTGAGACAATGCCGAGCCTGAGACAAACCCGTGACTCA 
GACTTGCCACCGGGTCTAATTAGCCCTATTTATTCAGTATGAAACCCTATGGTGTTTGTA 
CATTTAATTAATTTAATTAAG 

Gene 83. >ENST00000255320 cDNA sequence 

CAGTACATTGAGCTCCATAGAGACAGCACCGGGGCAAGTGAGAGCCGGACGGGCACTGGG 
CGACTCTGTGCCTCGCTGAGGAAAAATAACTAAACATGGGCAAAGGAGATCCTAAGAAGC 
CGAGAGGCAAAATGTCATCATATGCATTTTTTGTGCAAACTTGTCGGGAGGAGCATAAGA 
AGAAGCACCCAGATGCTTCAGTCAACTTCTCAGAGTTTTCTAAGAAGTGCTCAGAGAGGT 
GGAAGACCATGTCTGCTAAAGAGAAAGGAAAATTTGAAGATATGGCAAAAGCGGACAAGG 
CCCGTTATGAAAGAGAAATGAAAACCTATATCCCTCCCAAAGGGGAGACAAAAAAGAAGT 
TCAAGGATCCCAATGCACCCAAGAGGCCTCCTTCGGCCTTCTTCCTCTTCTGCTCTGAGT 
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ATCGCCCAAAAATCAAAGGAGAACATCCTGGCCTGTCCATTGGTGATGTTGCGAAGAAAC 
TGGGAGAGATGTGGAATAAGAGTGCTGCAGATGACAAGCAGCCTTATGAAAAGAAGGCTG 
CGAAGCTGAAGGAAAAATATGAAAAGGATATTGCTGCATATCX3AGCTAAAGGAAAGCCTG 
ATGCAGCAAAAAAGGGAGTTGTCAAGGCTGAAAAAAGCAAGAAAAAGAAGGAAGAGGAGG 
AAGATGAGGAAGATGAAGAGGATGAGGAGGAGGAGGAAGATGAAGAAGATGAAGATGAAG 
AAGAAGATGATGATGATGAATAAGTTGGTTCTAGCGCAGTTTTTTTTTTCTTGTCTATAA 
AGCATTTAACCCCCCTGTACACAACTCACTCCTTTTAAAGAAAAAAATTGAAATGTAAGG 
CTGTGTAAGATTTGTTTTTAAACTGTACAGTGTCTTTTTTTGTATAGTTAACACACTACC 
GAATGTGTCTTTAGATAGCCCTGTCCTGGTGGTATTTTCAATAGCCACTAACCTTGCCTG 
GTACAGTATGGGGGTTGTAAATTGGCATGGAAATTTAAAGCAGGTTCTTGTTGGTGCACA 
GCACAAATTAGTTATATATGGGGATGGTAGTTTTTTCATCTTCAGTTGTCTCTGATGCAG 
CTTATACGAAATAATTGTTGTTCTGTTAACTGAATACCACTCTGTAATTGCAAAAAAAAA 
AAAAAAGTTGCAGCTGTTTTGTTGACATTCTGAATGCTTCTAAGTAAATACAATTTTTTT 
TATTAGTATTGTTGTCCTTTTCATAGGTCTGAAATTTTTCTTCTTGAGGGGAAGCTAGTC 
TTTTGCTTTTGCCCATTTTGAATCACATGAATTATTACAGTGTTTATCCTTTCATATAGT 
TAGCTAATAAAAAGCTTTTGTCTACACACCCTGCATATCATAATGGGGGTAAAGTTAAGT 
TGAGATAGTTTTCATCCATAACTGAACATCCAAAATCTTGATCAGTTAAGAAATTTCACA 
TAGCCCACTTACATTTACAAACTGAAGAGTAATCAATCTACTCAAAGCATGGGATTATTA 
GAATCAAACATTTTGAAAGTCTGTCCTTGAAGGACTAATAGAAAAGTATGTTCTAACCTT 
TACATGAGGACTCTATTCTTTAACTCCCATTACCATGTAATGGCAGTTATATTTTGCAGT 
TCCCACATTAAAGAAGACCTGAGAATGTATCCCCAAAAGCGTGAGCTTAAAATACAAGAC 
TGCCATATTAAATTTTTTGTTGACATTAGTCTCAGTGAAGACTATGAAAATGCTGGCTAT 
AGATGTCTTTTCCCATTTATCTAAATATGGACTGCTCAGGAAACGAGACTTTCCATTACA 
AGTATTTTTAATTAATTGGGCCAGCTTTTCAAACAAAGATGCCACATTCAAAATAGGGTA 
TATTTTCCTATATTACGGTTTGCCCCTTTATAAATCCAAGTAGATAGGAAGAAAGAAGAC 
AAACTTTGCATCTCAGTATGAATTATTCAATTTATTTGAATGATTTTTCTTTACAAAACA 
AACTCATTCATTAGTCATGTTTATCTGCTTAGGAGTTTAGGGAACAATTTGGCAATTTTG 
TGGTTTTCGAGATTATCGTTTTCTTAAAGTGCCAGTATTTTAAAATAGCGTTCTTGTAAT 
TTTACACGCTTTTGTGATGGAGTGCTGTTTTGTTATATAATTTAGACTTGGATTCTTTCC 
ATTTGCATTTGTTTATGTAATTTCAGGAGGAATACTGAACATCTGAGTCCTGGATGATAC 
TAATAAACTAATAATTGCAG 

Gene 84. >ENST00000323380 cDNA sequence 

GTGGCAGCCCTCGGAATCACGGGGAGGTCACTGCCACAACCTGGCTCTTTGTAGGGGGGT 

CCAACTCCAGGCAGGGGATCACTGCCTGAGGTACCTCTTTAGAGTCCTGAGTGTGGCTCC 

TGGACCATCCCCTTCCCACTGCTTGTCCACGCGCTTGCACCGCTATGAGCGATGACGGCA 

AAGGAAAAGAAAAGCGTCCTCCCTACGAGGTGGTCTGTTTCCCAGTGGCAGGGGGAGCTA 

CGGTACACAAGCACAGGTTCACATTTATGAAGCAGCCAATAAGAATTCCCAGCCTGAGAG 

GACCTTGGAACCAGAAGGAATTGGAGGAGATTTAAACAAGCTGACCCAAGGAAAGCACAA 

GATCTTTCTATGCATTGAAGATCACCAAATCAAAGATAAAAGTGCTCGACCATTATGGCC 

TATGGCAAACTCGGGCTGGCTGAAGCATCCTTCTCTTCCATTTAGAACCCTGGTGAGGCC 

CCTTAGACCACCACTGGGCTGTCCTCCTCCCTCCTCAGAGACAGAGTTCTGGGCTGGGCC 

ATGGAGGTGTCTGTCAACACGGCAGTAGTCCTCGTTCTATGGAAAACCAGCTGTTCCCTG 

TGACACGACTCCATTCCCGCAGCTGCCTGCTATTCAGCTGGGCTGACGGACAGCAGAGCA 

CAGGGTTGGAAGACCACCCTCTCAGACAGGTTTACCAAGAAGCTCACTGAGAGGCGACAC 

AAACGGCCAAGAACATGAAAAGACGGTCAGTGCCCTTGCAGATGGAAGCAGGCAATCATT 

TTTCACCTGCAAGGCTGATAAAGATGAAATGTTCTGATAATACAGGAAGAGTATAAGGAA 

ACTGTCACTCGATGGACTCCAGGTGAAATATAACTAATCCAGCTGCCTTGGAGGGAAAAG 

ATATCTTTCAAAATTGAAATGACAGGAATGGCAGCATTATGGGTGGGAGATAAAGAATCT 

GGGTTTCTTTCAGGGGTGATGAAAATGTTCTAAAACGGATTGTGGTGACAGTTTTCCACA 

ACTCGGAATATACTGAAAACCACCACATTGTATACTTAAATGGGTGGGTTGTATGGTAT 

Gene 85. >ENST00000266949 cDNA sequence 

CGATCCTGCCGGAGCCCCGCCGCCGCCGGCTTGGATTCTGAAACCTTCCTTGTATCCCTC 
CTGAGACATCTTTGCTGCAAGATCGAGGCTGTCCTCTGGTGAGAAGGTGGTGAGGCTTCC 
CGTCATATTCCAGCTCTGAACAGCAACATGGGGTGCAAAGTCCTGCTCAACATTGGGCAG 
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CAGATGCTGCGGCGGAAGGTGGTGGACTGTAGCCGGGAGGAGACGCGGCTGTCTCGCTGC 

CTGAACACTTTTGATCTGGTGGCCCTCGGGGTGGGCAGCACACTGGGTGCTGGTGTCTAC 

GTCCTGGCTGGAGCTGTGGCCCGTGAGAATGCAGGCCCTGCCATTGTCATCTCCTTCCTG 

ATCGCTGCGCTGGCCTCAGTGCTGGCTGGCCTGTGCTATGGCGAGTTTGGTGCTCGGGTC 

CCCAAGACGGGCTGAGCTTACCTCTACAGCTATGTCACCGTTGGAGAGCTCTGGGCCTTC 

ATCACCGGCTGGAACTTAATCCTCTCCTACATCATCGGTACTTCAAGCGTAGCGAGGGCC 

TGGAGCGCCACCTTCGACGAGCTGATAGGCAGACCCATCGGGGAGTTCTCACGGACACAC 

ATGACTCTGAACGCCCCCGGCGTGCTGGCTGAAAACCCCGACATATTCGCAGTGATCATA 

ATTCTCATCTTGACAGGACTTTTAACTCTTGGTGTGAAAGAGTCGGCCATGGTCAACAAA 

ATATTCACTTGTATTAACGTCCTGGTCCTGGGCTTCATAATGGTGTCAGGATTTGTGAAA 

GGATCGGTTAAAAACTGGCAGCTCACGGAGGAGGATTTTGGGAACACATCAGGCCGTCTC 

TGTTTGAACAATGACACAAAAGAAGGGAAGCCCGGTGTTGGTGGATTCATGCCCTTCGGG 

TTCTCTGGTGTCCTGTCGGGGGCAGCGACTTGCTTCTATGCCTTCGTGGGCTTTGACTGC 

ATCGCCACCACAGGTGAAGAGGTGAAGAACCCACAGAAGGCCATCCCCGTGGGGATCGTG 

GCGTCCCTCTTGATCTGCTTCATCGCCTACTTTGGGGTGTCGGCTGCCCTCACGCTCATG 

ATGCCCTACTTCTGCCTGGACAATAACAGCCCCCTGCCCGACGCCTTTAAGCACGTGGGC 

TGGGAAGGTGCCAAGTACGCAGTGGCCGTGGGCTCCCTCTGCGCTCTTTCCGCCAGTCTT 

CTAGGTTCCATGTTTCCCATGCCTCGGGTTATCTATGCCATGGCTGAGGATGGACTGCTA 

TTTAAATTCTTAGCCAACGTCAATGATAGGACCAAAACACCAATAATCGCCACATTAGCC 

TCGGGTGCCGTTGCTGCTGTGATGGCCTTCCTCTTTGACCTGAAGGACTTGGTGGACCTC 

ATGTCCATTGGCACTCTCCTGGCTTACTCGTTGGTGGCTGCCTGTGTGTTGGTCTTACGG 

TACCAGCCAGAGCAGCCTAACCTGGTATACCAGATGGCCAGTACTTCCGACGAGTTAGAT 

CCAGCAGACCAAAATGAATTGGCAAGCACCAATGATTCCCAGCTGGGCTTTTTACCAGAG 

GCAGAGATGTTCTCTTTGAAAACCATACTCTCACCCAAAAACATGGAGCCTTCCAAAATC 

TCTGGGCTAATTGTGAACATTTCAACCAGCCTCATAGCTGTTCTCATCATCACCTTCTGC 

ATTGTGACCGTGCTTGGAAGGGAGGCTCTCACCAAAGGGGCGCTGTGGGCAGTCTTTCTG 

CTCGCAGGGTCTGCCCTCCTCTGTGCCGTGGTCACGGGCGTCATCTGGAGGCAGCCCGAG 

AGCAAGACCAAGCTCTCATTTAAGGTTCCCTTCCTGCCAGTGCTCCCCATCCTGAGCATC 

TTCGTGAACGTCTATCTCATGATGCAGCTGGACCAGGGCACCTGGGTCCGGTTTGCTGTG 

TGGATGCTGATAGGCTTCATCATCTACTTTGGCTATGGCCTGTGGCACAGCGAGGAGGCG 

TCCCTGGATGCCGACCAAGCAAGGACTCCTGACGGCAACTTGGACCAGTGCAAGTGACGC 

ACAGCCCCGCCCCCCGGAGGTGGCAGCAGCCCCGAGGGACGCCCCCAGAGGACCGGGAGG 

CACCCCACCCTCCCCACCAGTGCAACAGAAACCACCTGCGTCCACACCCTCACTGCA 

Gene 86. >ENST00000245295 cDNA sequence 

ATGCTCCTGGACGCGGGTCCGCAGTTCCCGGCCATCGGGGTGGGCAGCTTCGCGCGCCAC 
CATCACCACTCCGCCGCGGCGGCGGCGGCGGCTGCCGCCGAGATGCAGGACCGTGAACTG 
AGCCTGGCGGCGGCGCAGAACGGCTTCGTTGACTCCGCCGCCGCGCACATGGGAGCCTTC 
AAGCTCAACCCGGGCGCGCACGAGCTGTCCCCGGGCCAGAGCTCGGCGTTCACGTCGCAG 
GGCCCCGGCGCCTACCCCGGCTCCGCTGCGGCTGCCGCTGCGGCCGCAGCGCTCGGGCCC 
CACGCCGCGCACGTTGGCTCCTACTCTGGGCCGCCCTTCAACTCCACCCGGGACTTCCTG 
TTCCGCAGCCGCGGCTTCGGGGACTCGGCGCCGGGCGGCGGGCAGCACGGGCTGTTCGGG 
CCGGGCGCGGGCGGCCTGCACCACGCGCACTCGGACGCGCAGGGCCACCTCCTCTTCCCG 
GGCCTGCCAGAGCAGCACGGGCCGCACGGCTCGCAGAATGTGCTCAACGGGCAGATGCGC 
CTCGGGCTGCCCGGCGAGGTGTTCGGGCGCTCGGAGCAATACCGCCAGGTGGCCAGCCCG 
CGGACCGACCCCTACTCGGCGGCGCAACTCCACAACCAGTACGGCCCCATGAATATGAAC 
ATGGGTATGAACATGGCAGCAGCCGCGGCCCACCACCACCACCACCACCACCACCACCCC 
GGTGCCTTTTTCCGCTATATGCGGCAGCAGTGCATCAAGCAGGAGCTAATCTGCAAGTGG 
ATCGACCCCGAGCAACTGAGCAATCCCAAGAAGAGCTGCAACAAAACTTTCAGCACCATG 
CACGAGCTGGTGACACACGTCTCGGTGGAGCACGTCGGCGGCCCGGAGCAGAGCAACCAC 
GTCTGCTTCTGGGAGGAGTGTCCGCGCGAGGGCAAGCCCTTCAAGGCCAAATACAAACTG 
GTCAACCACATCCGCGTGCACACAGGCGAGAAACCCTTCCCCTGCCCCTTCCCGGGCTGT 
GGCAAAGTCTTCGCGCGCTCCGAGAACCTCAAGATCCACAAAAGGACCCACACAGGGGAG 
AAGCCGTTCCAGTGTGAGTTTGAGGGCTGCGACCGGCGCTTCGCCAACAGCAGCGACAGG 
AAGAAGCACATGCACGTCCACACCTCCGATAAGCCCTATCTCTGCAAGATGTGCGACAAG 
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TCCTACACGCACCCCAGCTCGCTGCGGAAGCACATGAAGGTCCATGAGTCCTCCCCGCAG 

GGCTCTGAATCCTCCCCGGCCGCCAGCTCCGGCTATGAGTCGTCCACGCCCCCGGGGCTG 

GTGTCCCCCAGCGCCGAGCCCCAGAGCAGCTCCAACCTGTCCCCAGCGGCGGCGGCAGCG 

GCGGCGGCGGCTGCGGCGGCGGCGGCCGCGGTGTCCGCGGTGCACCGGGGCGGAGGCTCG 

GGCAGTGGCGGCGCGGGAGGCGGCTCAGGCGGCGGCAGCGGCAGTGGCGGGGGCGGCGGC 

GGGGCGGGCGGCGGGGGCGGCGGCAGCTCTGGCGGGGGCAGCGGGACAGCCGGGGGTCAC 

AGCGGCCTCTCCTCCAACTTCAATGAATGGTACGTGTGACGGGTCGGGGCCTCTCTCCCT 

CTCCCTGTCCCCACCCCAGCGCAGCAGCCCTCCCCGCAGCTAGCAGCGAGGGCACCTTGT 

GATCATGTTGTTAAAATTATGAATCTGATTTTTATGATGATGAAAATTTTACCAGCAGAA 

GGATTTTTTAAAGTTTTTTTTTTTTTTTTAATAATAATCTAGGCATGAAGAGCAAAAATA 

TCCCTTCCGGAGTCTTTGAAGCTGAAAATATAAAACAAATAAAAAATAAAAAAATAAAAA 

CCCACAAAAATGTTGAACCAAACCTCCCTGCTAATCTCCATGCCCACGTTCTTTCCCACC 

CTGTTCCCAGTCTTCTGACAAACTGTGTACATAGCGGACTCCTCCTTTCTCCTCCGAGGT 

GGTTTTAAAGGCTTTTTGGTGTATAGAAGTTTGTCCATTTGTAAAACTCCGGATTGCGTT 

CCTCCCCGCCTTCCGCCCCTTCCCTTCCCTAAAGTGATGGGCTTTCTCTTTTCTCTTTTT 

AGTTTACCCGGTTTCTTTTTAAGTAATGTGGAAGAAAATGGTTTATTTTGTATTGTGGTA 

TTGAATATTGTGTTCCTTTTTATGAGGCAACCTGATTGTAAACTTCATGTAACTATAGAC 

TGGAAAAAATGAGCCGTGCCAAAGTCTCCCTTCTGTTTCTTCAGCACATTGACCCATAGC 

ACACACATACACACCACCACCAACAACGCTTGTGAATGTATTTTTCTGTTAGCTGGGTTT 

ACATGTGATGTTTTAGTGCTTTTGCAAGTTCAATTTGTTAGTTCCTGTATGAAAGATTGT 

GGGGGAAAAATAAACGTCGTGCCGTTAGCTTTTTCCGTAATAACACCCTTCCTTCTGTAA 

ATACCCGTTACCATATTTATCCATTTGTAATTAAATTATGGTATTAACTTGCTACAGAGG 

AAACAATATTTATAAAGAATGTTTCTTAACTATAAATATGTACAATTGTGGGCATAAACT 

GTTTCAGATTTTTTATTTGAAGGTTTTAAGTGGTTTGATCATTTCTTGTGATGTTTTGAG 

AGTAATGCATACAGAAATATAATAAAATGTGTTGAAACTGC 

Gene 87. >ENST00000255317 cDNA sequence 

ACTTCCCCTTCCTGTACAGGGCAGGTTGTGCAGCTGGAGGCAGAGCAGTCCTCTCTGGGG 

AGCCTGAAGCAAACATGGATCAAGAAACTGTAGGCAATGTTGTCCTGTTGGCCATCGTCA 

CCCTCATCAGCGTGGTCCAGAATGGATTCTTTGCCCATAAAGTGGAGCACGAAAGCAGGA 

CCCAGAATGGGAGGAGCTTCCAGAGGACCGGAACACTTGCCTTTGAGCGGGTCTACACTG 

CCAACCAGAACTGTGTAGATGCGTACCCCACTTTCCTCGCTGTGCTCTGGTCTGCGGGGC 

TACTTTGCAGCCAAGTTCCTGCTGCGTTTGCTGGACTGATGTACTTGTTTGTGAGGCAAA 

AGTACTTTGTCGGTTACCTAGGAGAGAGAACGCAGAGCACCCCTGGCTACATATTTGGGA 

AACGCATCATACTCTTCCTGTTCCTCATGTCCGTTGCTGGCATATTCAACTATTACCTCA 

TCTTCTTTTTCGGAAGTGACTTTGAAAACTACATAAAGACGATCTCCACCACCATCTCCC 

CTCTACTTCTCATTCCCTAACTCTCTGCTGAATATGGGGTTGGTGTTCTCATCTAATCAA 

TACCTACAAGTCATCATAATTCAGCTCTTGAGAGCATTCTGCTCTTCTTTAGATGGCTGT 

AAATCTATTGGCCATCTGGGCTTCACAGCTTGAGTTAACCTTGCTTTTCCGGGAACAAAA 

TGATGTCATGTCAGCTCCGCCCCTTGAACATGACCGTGGCCCCAAATTTGCTATTCCCAT 

GCATTTTGTTTGTTTCTTCACTTATCCTGTTCTCTGAAGATGTTTTGTGACCAGGTTTGT 

GTTTTCTTAAAATAAAATGCAGAGACATGTTTT 

Gene 88. >ENST00000287380 cDNA sequence 

AAATTTCCCGGGCCGGGAGCGCTGGGCCTGCCGGGAAGGCGCTGGGACGGTTACCCAGCG 
GGCCGCCGGCGGTCGTGGGCAAGCTTCGCCATGCAGAGCACTGACCTAGGCAACAAGGAG 
AGCGGCAAGATATGGCACCGCAAGCCGTCCCCGGCCACGCGGGACGGAATTATAGTGAAC 
ATTATTCACAACACTTCCGATTACCATCCAAAAGTTTTGCGATTTTTGAATGTGGCTTTT 
GATGGCACAGGCGACTGCTTAATTGCTGGGGACCACCAAGGAAATATTTATGTTTTTGAC 
TTACATGGAAACAGGTTCAATCTTGTTCAGCGAACAGCACAAGCTTGCACAGCTCTGGCC 
TTTAATCTTCGTAGGAAATCTGAATTCCTTGTGGCATTAGCTGATTATTCTATTAAATGT 
TTTGATACAGTCACCAAGGAGCTAGTTAGCTGGATGAGAGGACATGAATCATCAGTATTT 
TCGATCTCTGTGCATGCATCAGGGAAATATGCCATCACAACTTCTTCTGATACAGCACAA 
TTATGGGACTTGGATACCTTTCAGAGAAAAAGAAAGCTGAATATTCGCCAGTCTGTGGGT 
ATACAGAAGGTTTTCTTTCTACCATTAAGTAATACCATCCTCAGCTGTTTTAAAGATAAT 
TCCATTTTTGCCTGGGAATGTGACACACTTTTTTGCAAATATCAATTGCCAGCTCCACCT 
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GAAAGCTCTAGTATATTATACAAAGTGTTTGCTGTAACCAGAGATGGCCGAATCCTGGCT 
GCTGGAGGCAAGTCAAATCATCTTCATTTGTGGTGCTTGGAAGCTAGGCAGCTCTTTAGA 
ATTATCCAGATGCCCACTAAAGTTCGAGCCATTCGCCATCTGGAATTTCTTCCTGATAGT 
TTTGATGCTGGTTCTAATCAGGTTCTTGGAGTACTAAGTCAAGATGGTATTATGAGATTT 
ATCAATATGCAGACTTGTAAACTTCTCTTTGAGATTGGGAGCCTCGATGAAGGAATTAGC 
TCATCAGCAATTAGCCCACATGGACGGTACATTGCATCTATTATGGAAAATGGAAGTCTA 
AACATATATTCAGTTCAGGCTTTAACACAAGAAATAAATAAGCCACCTCCGCCTTTAGTG 
AAAGTTATTGAAGATTTGCCCAAGAATAAACTGAGTTCCAGTGATCTTAAGATGAAAGTA 
ACATCAGGGAGAGTACAGCAGCCAGCAAAATCTAGGGAAAGCAAAATGCAAACTAGAATA 
TTAAAACAAGACCTGACTGGTGATTTTGAAAGTAAAAAGAATGAATTACCAGATGGATTA 
AACAAAAAGCGTTTACAAATCTTATTAAAAGGCTATGGTGAATATCCAACAAAATACAGA 
ATGTTCATTTGGCGCTCTCTGCTACAACTGCCTGAAAATCATACTGCGTTTAGTACCCTC 
ATAGATAAGGGGACTCATGTGGCATTTCTCAACCTTCAGAAGAAATACCCCATCAAAAGT 
AGGAAGCTACTCAGAGTATTACAGAGAACCTTATCTGCATTAGCTCACTGGTCTGTCATT 
TTTAGTGACACACCATATCTTCCACTCTTGGCATTTCCATTTGTAAAATTATTCCAGAAC 
AACCAACTCATCTGTTTTGAAGTTATTGCTACTCTCATAATCAATTGGTGTCAACACTGG 
TTTGAATATTTTCCTAATCCTCCTATCAATATTCTTAGCATGATAGAAAATGTTTTGGCA 
TTTCATGACAAGGAACTGCTGCAACACTTCATAGATCATGATATAACCTCCCAGCTATAT 
GCATGGCCTCTTCTTGAAACTGTGTTCTCAGAAGTGCTGACAAGAGAGGAGTGGCTGAAA 
TTGTTCGATAATATCTTTTCCAACCATCCTTCCTTCCTTCTGATGACTGTTGTAGCCTAC 
AACATATGTTCTAGAACGCCTCTGCTCAGCTGTAATCTTAAAGATGACTTTGAGTTTTTT 
TTTCACCATCGGAATAACCTGGATATAAATGTTGTGATTAGACAAGTTTATCATCTCATG 
GAGACCACGCCTACTGACATTCATCCAGACAGCATGCTTAATGTTTTTGTTGCACTGACA 
AAAGGGCAGTATCCAGTATTTAATCAATATCCAAAGTTTATTGTGGACTATCAAACACAG 
GAACGAGAAAGAATAAGGAATGATGAATTGGATTACTTAAGAGAGAGGCAGACAGTTGAA 
GATATGCAAGCTAAAGTCGACCAGCAAAGAGTTGAAGATGAAGCTTGGTACCAGAAACAG 
GAGCTGCTTCGTAAAGCTGAAGAAACAAGAAGAGAAATGCTCTTACAAGAGGAGGAGAAA 
ATGATACAACAAAGACAGAGGCTAGCTGCTGTGAAAAGAGAGCTGAAAGTAAAGGAAATG 
CACTTACAAGATGCTGCAA.GAAGGCGTTTTCTGAAGCTTCAGCAAGATCAACAGGAAATG 
GAACTAAGAAGACTGGATGATGAAATTGGGAGAAAGGTATATATGAGAGATCGAGAAATT 
GCTGCCACAGCCAGAGACCTAGAAATGAGACAGCTGGAACTCGAATCACAAAAGAGACTT 
TATGAGAAGAATCTTACTGAAAATCAAGAAGCTCTTGCAAAAGAAATGCGAGCAGATGCA 
GATGCCTATAGACGAAAAGTGGATCTTGAAGAACACATGTTTCATAAGCTGATAGAAGCA 
GGTGAAACCCAGAGCCAGAAAACTCAGAAGGTGATTAAAGAAAATTTGGCAAAGGCTGAA 
CAAGCATGCCTAAATACCGACTGGCAGATTCAGTCTTTACATAAACAAAAATGTGATGAT 
CTACAACGAAACAAATGTTACCAGGAAGTAGCCAAACTCCTTAGGGAAAACAGAAGGAAA 
GAAATAGAGATAATAAATGCAATGGTGGAGGAGGAAGCCAAGAAGTGGAAGGAAGCTGAA 
GGAAAAGAGTTCCGTTTGAGATCAGCAAAGAAAGCTTCTGCTCTTTCAGATGCGTCTAGA 
AAGTGGTTTTTAAAGCAAGAGATAAATGCGGCTGTAGAACATGCTGAAAATCCATGTCAT 
AAAGAAGAACCCAGGTTCCAAAATGAACAGGACTCAAGCTGTTTGCCTAGAACCTCACAA 
TTAAATGACTCTTCTGAAATGGATCCCTCAACACAGATTTCTTTAAATAGAAGAGCAGTA 
GAATGGGACACCACGGGACAGAATCTTATTAAGAAAGTGAGAAATCTTCGCCAGAGACTC 
ACTGCCCGGGCTCGTCACAGATGTCAAACCCCTCATCTTTTGGCTGCATAGAATGCATGT 
CACCTTGAGACGGTCGAGAGAGAGACCTATTTTGCAATCAGTGACATTGATTTTTAGATT 
ATTTATTTAAAATTCCTATAAAGATCAGCCCTTTGTACAGAAAAATGTGTCTATAAAAAT 
TATGTGTTATTTAATTCTGATACTTTTTGGCTTGTAAATGGCTTCTTGAACTTTTTACAA 
TAAAAATGTTTTAGAAACTGTT 

Gene 89. >ENST00000309336 cDNA sequence 

CGCCATGCAGAGCACTGACCTAGGCAACAAGGAGAGCGGCAAGATATGGCACCGCAAGCC 
GTCCCCGGCCACGCGGGACGGAATTATAGTGAACATTATTCACAACACTTCCGATTACCA 
TCCAAAAGTTTTGCGATTTTTGAATGTGGCTTTTGATGGCACAGGCGACTGCTTAATTGC 
TGGGGACCACCAAGGAAATATTTATGTTTTTGACTTACATGGAAACAGTCACCAAGGAGC 
TAGTTAGCTGGATGAGAGGACATGAATCATCAGTATTTTCGATCTCTGTGCATGCATCAG 
GGAAATATGCCATCACAACTTCTTCTGATACAGCACAATTATGGGACTTGGATACCTTTC 
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AGAGAAAAAGAAAGCTGAATATTCGCCAGTCTGTGGGTATACAGAAGGTTTTCTTTCTAC 

CATTAAGTAATACCATCCTCAGCTGTTTTAAAGATAATTCCATTTTTGCCTGGGAATGTG 

ACACACTTTTTTGCAAATATCAATTGCCAGCTCCACCTGAAAGCTCTAGTATATTATACA 

AAGTGTTTGCTGTAACCAGAGATGGCCGAATCCTGGCTGCTGGAGGCAAGTCAAATCATC 

TTCATTTGTGGTGCTTGGAAGCTAGGCAGCTCTTTAGAATTATCCAGATGCCCACTAAAG 

TTCGAGCCATTCGCCATCTGGAATTTCTTCCTGATAGTTTTGATGCTGGTTCTAATCAGG 

TTCTTGGAGTACTAAGTCAAGATGGTATTATGAGATTTATCAATATGCAGACTTGTAAAC 

TTCTCTTTGAGATTGGGAGCCTCGATGAAGGAATTAGCTCATCAGCAATTAGCCCACATG 

GACGGTACATTGCATCTATTATGGAAAATGGAAGTCTAAACATATATTCAGTTCAGGCTT 

TAACACAAGAAATAAATAAGCCACCTCCGCCTTTAGTGAAAGTTATTGAAGATTTGCCCA 

AGAATAAACTGAGTTCCAGTGATCTTAAGATGAAAGTAACATCAGGGAGAGTACAGCAGC 

CAGCAAAATCTAGGGAAAGCAAAATGCAAACTAGAATATTAAAACAAGACCTGACTGGTG 

ATTTTGAAAGTAAAAAGAATGAATTACCAGATGGATTAAACAAAAAGCGTTTACAAATCT 

TATTAAAAGGCTATGGTGAATATCCAACAAAATACAGAATGTTCATTTGGCGCTCTCTGC 

TACAACTGCCTGAAAATCATACTGCGTTTAGTACCCTCATAGATAAGGGGACTCATGTGG 

CATTTCTCAACCTTCAGAAGAAATACCCCATCAAAAGTAGGAAGCTACTCAGAGTATTAC 

AGAGAACCTTATCTGCATTAGCTCACTGGTCTGTCATTTTTAGTGACACACCATATCTTC 

CACTCTTGGCATTTCCATTTGTAAAATTATTCCAGAACAACCAACTCATCTGTTTTGAAG 

TTATTGCTACTCTCATAATCAATTGGTGTCAACACTGGTTTGAATATTTTCCTAATCCTC 

CTATCAATATTCTTAGCATGATAGAAAATGTTTTGGCATTTCATGACAAGGAACTGCTGC 

AACACTTCATAGATCATGATATAACCTCCCAGCTATATGCATGGCCTCTTCTTGAAACTG 

TGTTCTCAGAAGTGCTGACAAGAGAGGAGTGGCTGAAATTGTTCGATAATATCTTTTCCA 

ACCATCCTTCCTTCCTTCTGATGACTGTTGTAGCCTACAACATATGTTCTAGAACGCCTC 

TGCTCAGCTGTAATCTTAAAGATGACTTTGAGTTTTTTTTTCACCATCGGAATAACCTGG 

ATATAAATGTTGTGATTAGACAAGTTTATCATCTCATGGAGACCACGCCTACTGACATTC 

ATCCAGACAGCATGCTTAATGTTTTTGTTGCACTGACAAAAGGGCAGTATCCAGTATTTA 

ATCAATATCCAAAGTTTATTGTGGACTATCAAACACAGGAACGAGAAAGAATAAGGAATG 

ATGAATTGGATTACTTAAGAGAGAGACAGTTGAAGATATGCAAGCTAAAGTCGACCAGCA 

AAGAGTTGAAGATGAAGCTTGGTACCAGAAACAGGAGCTGCTTCGTAAAGCTGAAGAAAC 

AAGAAGAGAAATGCTCTTACAAGAGGAGGAGAAAATGATACAACAAAGACAGAGGCTAGC 

TGCTGTGAAAAGAGAGCTGAAAGTAAAGGAAATGCACTTACAAGATGCTGCAAGAAGGCG 

TTTTCTGAAGCTTCAGCAAGATCAACAGGAAATGGAACTAAGAAGACTGGATGATGAAAT 

TGGGAGAAAGGTATATATGAGAGATCGAGAAATTGCTGCCACAGCCAGAGACCTAGAAAT 

GAGACAGCTGGAACTCGAATCACAAAAGAGACTTTATGAGAAGAATCTTACTGAAAATCA 

AGAAGCTCTTGCAAAAGAAATGCGAGCAGATGCAGATGCCTATAGACGAAAAGTGGATCT 

TGAAGAACACATGTTTCATAAGCTGATAGAAGCAGGTGAAACCCAGAGCCAGAAAACTCA 

GAAGTGGAAGGAAGCTGAAGGAAAAGAGTTCCGTTTGAGATCAGCAAAGAAAGCTTCTGC 

TCTTTCAGATGCGTCTAGAAAGTGGTTTTTAAAGCAAGAGATAAATGCGGCTGTAGAACA 

TGCTGAAAATCCATGTCATAAAGAAGAACCCAGGTTCCAAAATGAACAGGACTCAAGCTG 

TTTGCCTAGAACCTCACAATTAAATGACTCTTCTGAAATGGATCCCTCAACACAGATTTC 

TTTAAATAGAAGAGCAGTAGAATGGGACACCACGGGACAGAATCTTATTAAGAAAGTGAG 

AAATCTTCGCCAGAGACTCACTGCCCGGGCTCGTCACAGATGTCAAACCCCTCATCTTTT 

GGCTGCATAGAATGCATGTCACCTTGAGACGGTCGAGAGAGAGACCTATTTTGCAATCAG 

TGACATTGATTTTTAGATTATTTATTTAAAATTCCTATAAAGATCAGCCCTTTGTACAGA 

AAAATGTGTCTATAAAAATTATGTGTTATTTAATTCTGATACTTTTTGGCTTGTAAATGG 

CTTCTTGAACTTTTTACAATAAAAATGTTTTAGAAACTGTT 

Gene 90. >ENST00000327098 cDNA sequence 

GTGACACACTTTTTTGCAAATATCAATTGCCAGCTCCACCTGAAAGCTCTAGTATATTAT 
ACAAAGTGTTTGCTGTAACCAGAGATGGCCGAATCCTGGCTGCTGGAGGCAAGTCAAATC 
ATCTTCATTTGTGGTGCTTGGAAGCTAGGCAGCTCTTTAGAATTATCCAGATGCCCACTA 
AAGTTCGAGCCATTCGCCATCTGGAATTTCTTCCTGATAGTTTTGATGCTGGTTCTAATC 
AGGTTCTTGGAGTACTAAGTCAAGATGGTATTATGAGATTTATCAATATGCAGACTTGTA 
AACTTCTCTTTGAGATTGGGAGCCTCGATGAAGGAATTAGCTCATCAGCAATTAGCCCAC 
ATGGACGGTACATTGCATCTATTATGGAAAATGGAAGTCTAAACATATATTCAGTTCAGG 
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CTTTAACACAAGAAATAAATAAGGAAGAAGTTCGTGCTCAAAATTAATCACACAGCGAGT 
AACTAGCAGTTCTGGGTGTTCCAATTCTTCCAAGATTACATGAGATTGGGTGCATTTGGA 

ATCTTTTAAAAAATTATAC^GTAGTGTCTTATTGCAGAAAAAAATAAGAATGTACAGAA 
TAGCAAACAGACAAATACAAATCACTGAAAGTCTCACCATTCTCAGAAGATTCTGATTTA 
TATGTTCCCAATTTCTTTTCTATGTGTGTAAATATATATAGTCACTCCTCATTATTTGTG 
CATTCTATACATGAGAATTCACCTGCTCACTAAAATTTATTTGTAACTTCAAAATTAATA 
GTTGCAGTGCTTTCATGGTCATTCAGGGACATGCACAGAGCAGTGAAAATTTGAGTGA.ee 
AGATACCCTTTTTCCCAGCTGAAGTCAAATGAGGCAACACTCTGTCTTCTTATTTCAGCT 
CTCATAGTGTAAACAAGTATCCTTTTTGTGATCTACTTAATACCATTTATTTTTTTGCAT 
TTTGAAGCTTTTTGTTAAGATTCTACTGCTTAAAGTGGTCCCCAAGCGTAGCGCTGAAGC 
GCTATTTATTGTTTCTAAATACAGGAAGGCTGTGGCTTACCTTACAGAGAAAATACATGT 
GTTAAATAAACTCATTCAGGAATGAGTTATAGTGCTAAGCTGTGAGTTCAATGATAAGGA 
ATCAGCAATGTGTATTAAATAAGATGTCTTTAAACAGAAACACACATATATGTATTGATT 
GATTAATGAGGCTCTCAGGAACCTGACTCTGTGTTTCCCCTAGGAGCAGTGTTTCAGTAT 
TCACTAATCGAGTGTTCATGGTGACTTTATAGAACCACTGCAAATAGTGAGAATTAACTA 
TACATATATGTTTCTGTGTGTACGCACATGTGTGTGTATGCATACTTGTCTCTAAACATA 
TGGGATTATACTCTGCTGCTGTTTTGCTCTTTATGTCATTATGTATACTATATAAGTATA 
TTTTTACATTATAATATGTGCTATATATTAATAAATTTTTTTAAATGTATTAATATCTGC 
TCTTACTGAGAGAGTTTTCAGCCTGCTGAATAGTCAGTTTTACAGTACTAGCTAAACCTT 

GTGATCTTGGCTCACTGCAGCCTCCGCCTCCCGAGTTCAAACAATTCTCCTGCCTCAGCC 

TCCCTAGCAGCTGGGATTACAGGCGCGTGCCACCACGCCCAGCTAATTTTTGTACTTTTA 

GTAGAGATGGTGTTTCACCATGTTGGCCAGGCTGCTCTTGAACTCCTGACCTTGGTGATC 

CACCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGTCCAGCCTT 

GCAAACCTTCTTAATAGAGGCAGGCAGAGAGCTGAGAAAAACTATGGTAAGAATGAGTCA 

TTGAGTTCCTTTCTGCTTGTTATCTGTTGAGCAAATTGATATCACATGAATAGAAAAGCT 

AGCTTGGAAGTAGAATGATCTTTTTTATTTTTTGACACATTCCCAGTACCATCAGTGTCT 

TTATGGCTGTTCCAGGCTACATTAATGTTCAATTCTATATTCTCTATAAATCATAACTCA 

CCTTTGTCTCATTTTTACCAGTTTTATTTTCTTGTCATTGGAGAATTTCTGGTATTGTGG 

TAATAGAGTAAATGAATTCTTAAGTGTTGAAGGTTTAACACTACAAAGGTATGTCAAGTC 

AGGTTGTTTCTCAGGTTCTTTTTTGGGAGGTTATACTTCATGGTAGAGGATAAGGCTCAA 

ACGGGAAATTGTGACATTTTAATAAATTTTAATTTTAATAAAATTTTAGTAAATTTC 

Gene 91. >ENST00000314393 cDNA sequence 

CTCCGTACGGGGGCTTTTTCTGTCTGTCTGTCTGGCTGGCAGGCTGGCTTTCCCCCTCTT 
TCCCACGGAGCCCGAGCCGGGCGCCCGGTGGGGAGTGGGGAGTGGGTGGGGGGAGCCAGC 
AGAGTTCCATTTTGGAACGCCCGTGCCGCGTCTCCGCGTTCCCAGCCCGGGTCCCCGCGT 
TCACAGCCCCAGCGCAGGTCTGGATGTACCGACTGCTTTTGGAATAAAAAGATTCCCAGG 
ATGTGAGCAACACGGGACCGATATGATGCTTCCTGGTGTGTTTAGTGGTTGGTGCCATTC 
CAATTTTCTGTGCTGAAATCATTCTGAAAACTCAAACAGTAGACTTCAGCACACAAGGAA 
AGCCAAAGCCATTTGAGGGGGAATAAAGCCAAAAGCCTTTCACCTTATTCGTTCCAAGAA 
TCTCACCGCCCCCTCCTTATCCCCCTCCAAAAATAAGCCATTGCACACAGACAGGCAGCA 
TGGCTAG(2AAACGAAAATCTACAACTCCATGCATGGTTCGGACATCACAAGTAGTAGAAC 
AAGATGTGCCCGAGGAAGTAGACAGGGCCAAAGAGAAAGGAATCGGCACACCACAGCCTG 
ACGTGGCCAAGGACAGTTGGGCAGCAGAACTTGAAAACTCTTCCAAAGAAAACGAAGTGA 
TAGAGGTGAAATCTATGGGGGAAAGCCAGTCCAAAAAACTCCAAGGTGGTTATGAGTGCA 
AATACTGCCCCTACTCCACGCAAAACCTGAACGAGTTCACGGAGCATGTCGACATGCAGC 
ATCCCAACGTGATTCTCAA.CCCCCTCTACGTGTGTGCAGAATGTAACTT(IACAACCAAAA 
AGTACGACTCCCTATCCGACCACAACTCCAAGTTCCATCCCGGGGAGGCCAACTTCAAGC 
TGAAGTTAATTAAACGCAATAATCAAACTGTCTTGGAACAGTCCATCGAAACCACCAACC 
ATGTCGTGTCCATCACCACCAGTGGCCCTGGAACTGGTGACAGTGATTCTGGGATCTCGG 
TGAGTAAAACCCCCATCIATGAAGCCTGGAAAACCAAAAGCGGATGCCAAGAAGGTGCCCA 
AGAAGCCCGAGGAGATCACCCCCGAGAACCACGTGGAAGGGACCGCCCGCCTGGTGACAG 
ACACAGCTGAGATCCTCTCGAGACTCGGCGGGGTGGAGCTCCTCCAAGACACATTAGGAC 
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ACGTCATGCCTTCTGTACAGCTGCCACCAAATATCAACCTTGTGCCCAAGGTCCCTGTCC 
CACTAAATACTACCAAATACAACTCTGCCCTGGATACAAATGCCACGATGATCAACTCTT 
TG^CAAGTTTCCTTACCCGACCCAGGCTGAGTTGTCCTGGCTGACAGCTGCCTCCAAAC 
ACCCAGAGGAGCACA.TCA.GAATCTGGTTTGCCACCCAG03CTTAAAGCATGGCATCAGCT 
GGTCCCCAGAAGAGGTGGAGGAGGCCCGGAAGAAGATGTTCAACGGCACCATCCAGTCAG 
TACCCCCGACCATCACTGTGCTGCCCGCCCAGTTGGCCCCCACAAAGGTGACGCAGCCCA 
TCCTCCAGACGGCTCTACCGTGCCAGATCCTCGGCCAGACTAGCCTGGTGCTGACTCAGG 
TGACCAGCGGGTCAACAACCGTCTCTTGCTCCCCCATCACACTTGCCGTGGCAGGAGTCA 
CCAACCATGGCCAGAAGAGACCCTTGGTGACTCCCCAAGCTGCCCCCGAACCCAAGCGTC 
CACACATCGCTCAGGTGCCAGAGCCCCCACCCAAGGTGGCCAACCCCCCGCTCACACCAG 
CCAGTGACCGCAAGAAGACAAAGGAGCAGATAGCACATCTCAAGGCCAGCTTTCTCCAGA 
GCCAGTTCCCTGACGATGCCGAGGTTTACCGGCTCATCGAGGTGACTGGCCTTGCCAGGA 
GCGAGATCAAGAAGTGGTTCAGTGACCACCGATATCGGTGTCAAAGGGGCATCGTCCACA 
TCACCAGCGAATCCCTTGCCAAAGACCAGTTGGCCATCGCGGCCTCCCGACACGGTCGCA 
CGTATCATGCGTACCCAGACTTTGCCCCCCAGAAGTTCAAAGAGAAAACACAGGGTCAGG 
TTAAAATCTTGGAAGACAGCTTTTTGAAAAGTTCTTTTCCTACCCAAGCAGAACTGGATC 
GGCTAAGGGTGGAGACCAAGCTGAGCAGGAGAGAGATCGACTCCTGGTTCTCGGAGAGGC 
GGAAGCTTCGAGACAGCATGGAACAAGCTGTCTTGGATTCCATGGGGTCTGGCAAAAAAG 
GCCAAGATGTGGGAGCCCCCAATGGTGCTCTGTCTCGACTCGACCAGCTCTCCGGTGCCC 
AGTTAACAAGTTCTCTGCCCAGCCCTTCGCCAGCAATTGCAAAAAGTCAAGAACAGGTTC 
ATCTCCTGAGGAGCACGTTTGCAAGAACCCAGTGGCCTACTCCCCAGGAGTACGACCAGT 
TAGCGGCCAAGACTGGCCTGGTCCGAACTGAGATTGTGCGTTGGTTCAAGGAGAACAGAT 
GCTTGCTGAAAACGGGAACCGTGAAGTGGATGGAGCAGTACCAGCACCAGCCCATGGCAG 
ATGATCACGGCTACGATGCCGTAGCAAGGAAAGCAACAAAACCCATGGCCGAGAGCCCAA 
AGAACGGGGGTGATGTGGTTCCACAATATTACAAGGACCCCAAAAAGCTCTGCGAAGAGG 
ACTTGGAGAAGTTGGTGACCAGGGTAAAAGTAGGCAGCGAGCCAGCAAAAGACTGTTTGC 
CAGCAAAGCCCTCAGAGGCCACCTCAGACCGGTCAGAGGGCAGCAGCCGGGACGGCCAGG 
GTAGCGACGAGAACGAGGAGTCGAGCGTTGTGGATTACGTGGAGGTGACGGTCGGGGAGG 
AGGATGCGATCTCAGATAGATCAGATAGCTGGAGTCAGGCTGCGGCAGAAGGTGTGTCGG 
AACTGGCTGAATCAGACTCCGACTGCGTCCCTGCAGAGGCTGGCCAGGCCTAGACAGGGA 
AGTCTGTTAGAACTGCTGTGCTGATCAACGGGACGCTCCGTCTTTGAAGAAAGAAGAGAT 
GGTCTCTCCCCAGCCATGGGCCACCCTTGCCAGTGACTCCAAGTGGAACTACTTAGCTCG 
CGTGTGCCTGGAGGGTGCGGGAAGTCCAGCGACTCTCAGACGCACCTCCCAGAGGACCGG 
TGGGAATTGTTCATAGTGCCAAAGTCCTACTACTGCGTTTTCAATGGGTCCTTGTACATA 
GTTTGCTCCTCTGCCCTAGCCCTCACCTCTTGCTATACTGGAACCGATTTGTACAATGTG 
GGAATTTTGTTACCTTTTTAATCAAGGGCAACTTCCTTTTCCAGCACTACCATTGTAAGG 
TTTTTTTCAGGAGGGAGGGCTAACCACCTTGCTTTTCTCTTTTCTCTTTTTCTTTTTTTT 
ATTTTTGTTTTATTAATTTGGGGAAAGGGGTGTTAGCATTAGTGCCATGATATCTACTGG 
ATTTTAAGTAGGGAGACTTTATTTTTAAAGGTAGGTTGAAATTTGGGAGATTTCTCGGCA 
GGAAGGGCTGAAATCCAGGCCCCTGTCTCAACTTGGAGAGAGGTGACAGACGGCAGATCT 
TCCAAATCAAATTCCTTTCCAGTTCTTCCCCTGGCTGCCTTTTTGGGGGTCCCTGCCTTA 
GCCCCACACAAGGCTTTCTGAACTGCCAAGAGGGGATCTGGCTTCTCAACTGCTCGGCCT 
CTTGGGCCAGGCTGTGCCCAGCCAGCCCTGGGAGAACTGGGTAGCAGGTGGCTGACTTCT 
TTAAGCACCTTTCTAAATACCAGCAGAAGAGGCTCCCGCCTCTGTTAGCATGATCAGTAC 
TATTGTGACATTAAAACAACAACAATAAGATCTTCCTATCTGGAGGGTACAGAGGTGAAT 
GGCTTTGGTTTTCATTTCTCTTCTTCACTGCCTTTTCTCGGTGTGGTATTTGACAAGATT 
TTAGCTCAAAGCCTCACCATGAATTGATTTTTTTTGTTTGTGTGTGTGTTTGTTTTGGGA 
CAATTTTAGATACCTGAGTGCACTTTTTCAGTTAGTCCTAACTTTTAAAAGAAGGAAAAC 
CAAGAGACATATCTGGTGTACGTGTTGCAGTATGAACTCTGGTTGCAATCCCTCCCCGTC 
CCACACTGCCCCCCATTTGAGTACACCGCACAAGTCAAACGCTAGGAAGTTTGAATAAAA 
CCAATTTTTCTAACTTGTTGCTCATTTGTTGTAACTCAATAAAGCAAAGACTAAACATTT 
TT 

Gene 92. >ENST00000328524 cDNA sequence 

CTGGAGAAGATTGGGGAAGGCACCTATGGGACAGTGTTCAAGGCCAAAAACTGGGAGACT 
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CATGAGATTGTGGCTCTGAAATGGGTGAGGCTGGATGACAATGATGACGGTGTGCCGAGT 

TCTGCCCTCCGGGAGATCTGCCTACTCAAGGAGCTGAAGCACAAGAACATCGTCAGGCTT 

CATGACCTCCTGCACAGCGACAAGAAGCTGACTTTGGTTTTCAAATTCTGTCACCAGCAC 

CTGAAAAAGTATTTTGACAGTTGCAATGGTGATCTCGATCCTGAGATTGTAAAGTCATTT 

CTCTTCCAGCTGCTAAAAGGCCTCGGATTCTGTCACAGCCGCAATGTGCTACGCAGGGAC 

CTGAAGCCCCAGAACCTGCTAATAAACAGGAATGGGGAGCTGAAATTGGCTGACTTTGGC 

CTGTCTCGAGCCTTTGGGTCCCCATCTGCTGTTACTGAGGGAGTGGTCACACTGTGGTAC 

CACCCACCAGATGTCTTCTTTGGGGCCAAGCTGTACTCCACGTCCATTGACTTGTGGTCA 

GCTGGCTGCATCTTTGCAGAGCTGGCCAATGCTGGATGGCCTCTTTTTCCAGGCAATGAC 

GTCGATGACCAGTTGAAGAGGATCTTCTGGCTGCTAGGGATGCTCACCAAGGAGCAGTGG 

CCCTCCATGACCAAGCTGCCAGACTATAAGCTGTACCCATTGTACCCGGCCACAACATCC 

CTGGTGAACATCGTGCCCAAACTCAGTGCCACAGGGAGGGATCTGCTGCAGAATCTTCTG 

AAGTGTAACCCCTGCCAATGTATCTCAGCAGAAGAGGCCCTGCAGTACCCCTACTTT 

Gene 93. >ENST00000297857 cDNA sequence 

ACAGGTCAGAGTTGACTCCCTGAAAAGTGCAGCCGGTTTGAAATGCAAGATGGCGGCGGC 
GTGGCGCTGAGAGGCGCGGCGGCCCCTGCAGGAGAAGACAGACTGCTGCTTTGGACCTGT 
TGGTAATGATGGCCTGAGCTAAACATCTAACTAGAAGGGATACCCTTCCATTTCAAAGAA 
CAGAATGCTAAGGAAGCTGTGGCAAGTGATTGGAGTTGTGCTTCAAAAATTTCAGAAATT 
CAGCAGTATTTTATCTGCCAACAATAAGCTCTTTACTTGATTGCACCATGAGAAAGCTGC 
TAATGAGACTTGTTGAGCACAAAAATGGACTTGAAGAACCAAAAGCCATTGTTTTCAAAT 
GAAGAACACTGAACAGTTTTAAGCCTCGATGCTTTTTAATCACCACTGAGCTTTTCCTCA 
TAACATCAGAATGGCAAGCAGGCGAAAATCAACAACACCTTGCATGGTCCTTGCCAGTGA 
ACAAGATCCAGACCTTGAGTTGATATCAGATTTGGATGAAGGTCCTCCTGTGCTTACACC 
TGTAGAAAACACCAGAGCAGAGAGTATCTCAAGTGATGAAGAGGTTCATGAATCTGTGGA 
TTCAGACAATCAGCAAAATAAAAAAGTTGAAGGTGGATATGAATGTAAATATTGTACTTT 
TCAAACTCCAGATCTAAATATGTTTACTTTTCATGTGGATTCGGAACATCCCAATGTAGT 
GCTAAATTCATCCTATGTTTGTGTCGAATGCAATTTTCTTACCAAAAGGTATGATGCACT 
TTCTGAGCATAATCTGAAATATCACCCAGGAGAAGAGAATTTTAAGTTGACTATGGTGAA 
ACGTAATAACCAGACAATCTTTGAACAAACAATAAATGATCTGACTTTTGATGGTAGTTT 
TGTTAAAGAGGAGAATGCAGAGCAAGCAGAATCTACAGAAGTTTCTTCTTCGGGAATATC 
TATCAGTAAAACTCCTATCATGAAAATGATGAAAAATAAAGTGGAAAATAAACGGATTGC 
AGTTCATCATAACTCAGTTGAGGACGTTCCTGAAGAGAAAGAGAATGAAATCAAACCAGA 
CCGTGAAGAAATTGTAGAAAATCCAAGTTCTTCAGCTTCTGAATCTAATACAAGTACTTC 
CATTGTAAACAGAATACATCCAAGTACTGCCAGCACGGTAGTGACACCAGCAGCAGTTCT 
TCCTGGATTGGCACAGGTGATAACTGCTGTATCTGCTCAGCAGAATTCTAATTTGATTCC 
CAAAGTCTTAATCCCTGTTAATAGCATTCCCACCTACAATGCTGCATTGGATAACAATCC 
CCTTTTACTTAACACCTACAACAAGTTCCCTTACCCAACAATGTCAGAAATTACAGTTCT 
TTCTGCTCAAGCAAAATATACAGAGGAACAGATCAAGATATGGTTTTCAGCCCAACGTTT 
AAAACATGGTGTTAGTTGGACTCCCGAGGAAGTAGAGGAGGCAAGAAGGAAACAATTCAA 
TGGAACAGTGCATACTGTACCTCAGACCATAACTGTTATTCCTACACACATTTCCACAGG 
GAGTAATGGTTTACCATCTATTTTACAGACATGCCAAATAGTTGGTCAGCCTGGTCTGGT 
CCTTACTCAAGTGGCTGGAACAAACACCTTGCCAGTTACAGCACCTATAGCCTTGACAGT 
GGCAGGCGTTCCAAGTCAAAATAATATACAGAAAAGTCAGGTACCTGCTGCTCAGCCTAC 
TGCAGAAACAAAGCCAGCAACAGCAGCAGTTCCAACTTCTCAAAGTGTCAAACATGAAAC 
TGCATTGGTAAACCCTGATTCATTTGGCATTCGGGCAAAAAAGACAAAAGAGCAACTGGC 
AGAATTAAAAGTTAGCTACCTTAAAAATCAGTTTCCCCATGATTCAGAAATTATCAGACT 
TATGAAAATAACAGGCCTGACGAAAGGAGAGATTAAAAAATGGTTTAGTGACACAAGGTA 
CAACCAGAGAAATTCAAAGAGTAATCAGTGCTTACATCTCAACAATGATTCCTCTACCAC 
CATTATTATAGACTCCAGTGATGAAACCACGGAATCCCCAACTGTTGGTACTGCACAGCC 
TAAGCAATCCTGGAATCCTTTTCCTGACTTTACTCCCCAAAAGTTTAAAGAGAAAACTGC 
AGAGCAGCTTCGTGTCCTTCAGGCAAGTTTTCTCAACAGCTCTGTACTTACAGATGAAGA 
ATTAAATAGGTTAAGGGCACAAACCAAACTTACCAGAAGAGAAATCGATGCTTGGTTTAC 
AGAGAAGAAGAAATCAAAAGCTTTAAAGGAAGAGAAAATGGAAATAGATGAAAGTAATGC 
AGGTAGTTCCAAAGAAGAAGCTGGAGAAACTTCTCCTGCAGATGAATCTGGTGCACCTAA 
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GTCAGGGAGTACAGGCAAGATATGTAAAAAAACACCTGAGCAGCTGCACATGCTTAAGAG 

TGCATTTGTCCGGACACAGTGGCCATCACCAGAAGAGTATGACAAGTTGGCCAAAGAAAG 

CGGGCTTGCTAGAACAGACATAGTTAGTTGGTTTGGGGACACCCGTTATGCTTGGAAGAA 

TGGAAACTTGAAATGGTACTACTACTATCAGAGCGCCAATTCAAGTAGTATGAATGGTCT 

GTCTTCCCTTAGGAAAAGAGGGAGAGGGAGACCCAAAGGACGGGGAAGAGGAAGACCGCG 

TGGGCGGCCTAGAGGAAGCAAAAGAATTAACAACTGGGACAGGGGACCATCACTCATAAA 

ATTTAAAACTGGAACTGCAATACTTAAGGATTATTACCTGAAGCACAAGTTTCTTAATGA 

GCAAGACCTTGATGAACTTGTTAACAAATCACATATGGGCTATGAGCAGGTCAGAGAGTG 

GTTTGCAGAAAGACAGAGAAGATCAGAATTAGGTATAGAATTATTTGAGGAAAATGAGGA 

GGAAGATGAAGTTATTGATGACCAGGAAGAGGATGAAGAAGAAACAGATGATAGTGACAC 

TTGGGAACCTCCACGACATGTGAAACGGAAGCTGTCTAAATCAGATGACTGAAATCTGCC 

TAAAACGTTGAAGGAGAATCAATTCTTCAACTCAAGATGTCTGATTTACTGTGAATTTGC 

CCAATCTTTGATGACATTGAAAACGTTTTGGGGCATACACACTCAAAAAGCAGGATCCAA 

TACCCAAAAGAAATGGAACTTAATGTTGTGCCAAAGTTAAACTACTGCAGTTGGTGGAAG 

TTCTGCAATGTAAATAGAACACTAATTAAAAAACAACTTGTAAAAATGCAATTTAAATTT 

TAATACAGTACATTTTTCTTCTAATATGATGGAGACATTCTGAATCTTAGACTTTCTGAG 

GGGGTTTAATGACCACTAGAGCTTGTCCTCATATTCAGTCCAGTTTAATACTGTATGTCT 

AGTAAGATGGGCTATATATTGCCTCTATTCTTTGAGATGTGATTAAGCTTAGAACTTTGA 

CCAAAAATTTTACAGTAAAAATTGTTAGAAATGGGTAAAAAAAAAAAAAAAAAAAAAACC 

CTGATTTATTACTATGTCTTATTTATCAGACCCTGCACTAAGATTAAAAGTTGTGCATGG 

GCTTATACAATTTCAAATGTAAAAACAGCCTATTTATATATGTTGAAACAATAAGATTTT 

ATGGTTTCACTGGCCCTTAATAATTGGATCCTTCATTAAACACATCCATGAATACCACTG 

TTTCTACTGTTACTTGTTCCATTAGAAGCTGATTTGCTTTTTATTAAACTGCAGGAAATT 

AATTCTGAAGAAGGAAAAGAAACTGACATGGTAATTTGGATAGGGTGAAGCTTTGAAATA 

AATACTGCACCAAAAATGTGAAAAAGAATCACGTAGTAAATGTATACTTAGTGTTTTCTT 

ACAATCGTGGAAATCAGAAATGTTTATACAGGTGTCAGATCAGAATTTTTAAGAGTTATC 

TTTCAGTGAAATTTTATAACAGTTTCAGTGAATAGAGAAAAAATTCTGAACTGATCATAA 

TGAGTTAAAAGTTAGCTTTTCACTTATGAATCATGGGAGTGTTAACTGTTAACTCTTGCC 

GTATCAGGAGACTGAAAGTTCATACTAATTTACAAACTTTGTAAAGACTGGTGCTGTTCA 

TTCATATTGGGAAGAACCCTTTCTTTTGTGACCATAGGACCATTTTTCAAAATGCGCTTT 

CTTCGTAGAAGAAATGTTCAGTTTAATTAGCTTTGGATTTTAACATGTTTTTCTGAATGA 

CCAGATGTAGGCTTAGCCAGTTTATTTTCTCTAATTTAATGGATAATAAATATTAAGCTC 

TTGGTTAAATGTTTTTCAGCCATTGAAAATGTTATGAAAAAGCCTTGAATATGCATGCTG 

CTTTCATTTTTATAAACTTTTTATTTTTTAACTATAGCTTTATTAGTAATTCCAAAATGC 

TGCAATGTAGCTGATTTCCTCACTCAGACAGCTGGCTTTGTGGGTGGCTTTTTTCATACT 

ACTGTTAACTTTTTTAAAAAAGAAGCAATGTAAAGACCGTAATGCACTAAGCTTTTTTTT 

TTTCTTTTACACGTTTAAAAACTTCTTAAAGCACTCTGTAATATAATGATTAAATTGCTC 

CCTTTTATAAACATTGCTAATGTGGTCTGAGTTTTGTTTGACAATAATTTTAATGTTCTC 

AAAATTTGAAATGTCAAGTATTAGAAATGAAGCCTTTGAATATAGTTGTTTCCCTTGCAA 

TATGTTAACTCTGTGTAGCTGTATATAACTATTAATTTCCCTCATCTCTTTTATAGGCCT 

GATAAAACTCTTCTCTGACGTTTGCTAGCTTTTAAATATATTTATTTGACAGAGCAAAAG 

AACCCTCTTCTGGTTGATTGTGACCTTGAATACAAAATAAAAGTAGTGATTAG 

Gene 94. >ENST00000276704 cDNA sequence 

GCTTCCTCGTTGCCCCCGCCGCGGGCGCGAGATGGATTCCGGGTGCTGGTTGTTCGGCGG 
CGAGTTCGAGGACTCGGTGTTCGAGGAGAGGCCGGAGCGGCGGTCAGGACCGCCCGCGTC 
CTACTGCGCCAAGCTCTGCGAGCCGCAGTGGTTTTATGAAGAAACAGAAAGCAGTGATGA 
TGTTGAAGTGCTGACTCTCAAGAAATTCAAAGGAGACCTGGCCTACAGACGACAAGAGTA 
TCAGAAAGCACTGCAGGAGTATTCCAGTATCTCTGAAAAATTGTCATCAACCAATTTTGC 
CATGAAAAGGGATGTCCAGGAAGGTCAGGCTCGGTGTCTGGCTCACCTGGGTAGGCATAT 
GGAGGCGCTGGAGATTGCTGCAAACTTGGAAAATAAAGCAACCAACACAGACCATTTAAC 
CACGGTACTCTACCTCCAGCTTGCTATTTGTTCAAGTTTGCAGAACTTGGAGAAAACAAT 
TTTCTGCCTGCAGAAACTGATTTCTTTGCATCCTTTTAATCCTTGGAACTGGGGCAAATT 
GGCAGAGGCTTACCTGAATCTGGGGCCAGCTCTTTCAGCAGCACTTGCGTCATCTCAGAA 
ACAGCACAGTTTCACCTCAAGTGACAAAACTATCAAATCCTTCTTTCCACACTCAGGAAA 
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AGACTGTCTTTTGTGTTTTCCTGAAACCTTGCCTGAGAGCTCTTTATTTTCTGTGGAAGC 

GAATAGCAGTAATAGCCAGAAAAATGAGAAAGCTCTGACAAATATCCAAAACTGTATGGC 

AGAAAAGAGAGAAACAGTGTTGATAGAGACTCAGCTGAAAGCATGTGCCTCTTTTATACG 

AACCAGGCTTCTGCTTCAGTTTACCCAACCTCAGCAAACATCGTTTGCTTTGGAGAGGAA 

CTTAAGGACTCAGCAGGAAATTGAAGATAAAATGAAAGGGTTCAGCTTCAAAGAAGACAC 

TTTGCTGTTGATAGCTGAGGTTATGGGAGAAGATATCCCAGAAAAAATAAAAGATGAAGT 

TCACCCAGAGGTGAAGTGTGTTGGCTCCGTAGCCCTGACTGCCTTGGTGACTGTATCCTC 

AGAAGAATTTGAAGACAAGTGGTTCAGAAAGATCAAAGACCATTTCTGTCCATTTGAAAA 

TCAGTTCCATACAGAGATACAAATCTTGGCTTAGTGGGTTATAAAAAACAAAACCACAAA 

TATCTTGTACTGTATTAATTGTCCTTGTTTACTTCAGACAGGATCCATTGCTAATCATGG 

AGTATAAATGATTATTTATGTTTTAT 

Gene 95. >ENST000003 18462 cDNA sequence 

GATGACTTGGAGAACAGTCACTTCCTCTTTCTGGGCTACAGTTTTCTCATCAGTAACTGA 
AGAGCTTGCAGTACCTTCAACATTCCTTCAGGTGAGGACTTCTCTTTGATCACTGCTATG 
GTTTGAATGTGTCTCCTAAAGTTCATGTGTTGGAAGCTTGATCCCCAGTGCAAAAGTGTT 
GGGAGGTGGGGCCTAATGAGAAGTAATTAGGCCATGAGTATTCTGCCCTCATGTATTCAT 
GAGATTAATGTCATTATCATGGGAGCGGGTTTGTTAAAATGAGTTCGGCCCCTTCCTTCT 
CTCTCTTTCTTCTGCCATACAGTATGGGATGCACAGTGCAGAAGGTCTTACCAGATACTG 
GCACCATGCTTTTGGACTTCTCAGCCCCCAGAACCATGAGCCAAATAAATTTCTGTTCAT 
TATAAATCACCCAGTCTGTGGCATCCTGTTAGAGCAGCATAAATGGACTAAGATAATCCC 
TATAAAGAGTGGCAACAGAACAGTTCCCAGCTCACTGGCAGAATCCTATGATCAACTAGT 
AATGTCTGCCAGGGAAGGAGGATGAGTGGCACTAACATGTACGGTGTGTTTGCTCACTGT 
TCTACAGGATTCAACTAGAATCTCTGGGTCTGTGTGAAGACCAAGAGCTGGGAACAGAAG 

TGCTCTGTGAGAAGACAAGGAGAAAATGGTCCCTACAGGATACTCACCTCTGTCTCAGGG 
AGACACTCAAGCATTTATTCAACCAAGAAAGAGAATTAGTTCCAGGTGAAAGGAGAACCC 
CAGAATACCCACCTACTTTTAAAATTCTCCCCTATGCATATTCAGGAACCAATCAGAGGA 
TCTGTAATGCGCTGTGAGTAGAAAGGGAAGGGGAATGGGAAAGAAAAAAGTGAAGCTTGG 
AATGGTGGAAAGTACATGGGCTCTGCCATTTACCAGCTAAGTGATCTTGGGCAAGTAACT 
TGACCTTTCTGAGCCTCGGTTTCCTCTTTGGTGAAATGAGGACTAATAATCCATTTCTCC 
CTCAGTACAGACAGCCAGCATGCAGTGAGCACTCAGCGATGGCCAAGTATGGGAGAAGCC 
ATGCTGGAATGAACATGTGGGACCATTTTGTGCAGTTTCTCAGCGCCAACACTGACTGGT 
CCCCTGGGCTCGTGGGCCGCCGGCAGCCTCGGCTCGTTCTCCAGACAGTGTTCCAAGAAG 
CCACTTCCAGCGAGGAAGCGTTGGCCTGAGAACTGGAACCTCTGCGGTCTCTGCAAACAC 
GACAATGACAAACACTTGAGAGGGCATGGGAGAAAGGAGCTCCTTCATAGGGCAGGGAGG 
GGTGGGCACTTGGGTGTGACCAAGGAGAGGAGGCGCGCCTGGTCAACAGCTCTCCCTGGC 
CCGTGTCCAGCTCCCTCCTCACACAGAGAGGGGGGCGCATCTCAGGGATGGCATCTTTCC 
CCCCCACAGGGAAATTCTTATCTTTGAAACAGCATGGGAATCGAGGCACCCAGGAGGGGA 
GCAGAGGCAGGCAGGCCTCCTTCAGGCCCATCCTCCAGCTGGGCTGGTGGTGCCAGGGAG 
GCTCCCTGCTTGGTAACAAAGGCCTGAGGGAGAGTTGCGAAACCCAGCAGGAAAGCCGGC 
TCACCTTCGCCTCCCCCTGCGGCTGGGAGGAGAGGAAATATCCCATGGCTGACTGTGCCA 
AGGAGGTGTCTGAGCCAGCCCTCCCGGCCCGAGGGCAGGGCAGGTGGCCCTGAGAGATAA 
GCCAATCCCGCAGCTGCAGATGAGGAGTTCTGAGAAGCATTGCTCAGGACAGCGGTAAAT 
CACTTCTTGGAGGTGCCCTGCACGCCGGTCCTGGGAGCAGGCGGCCTCCCGGGGGTGCGG 
GAGCCCCACTCCTCCGTGGTGTGTTCCATTTGCTTCCCACATCTGGAGGAGCTGACGTGC 
CAGCCTCCCCCAGCACCACCCAGGGACGGGAGGCATGAGCCGGTCAAGGCACCTGGGCAA 
AATCCGGAAGCGTCTGGAAGATGTCAAGAGCCAGTGGGTCCGGCCAGCCAGGGCTGACTT 
TAGTGACAACGAGAGTGCCCGGCTGGCCACGGACGCCCTCTTGGATGGGGGTTCTGAAGC 
CTACTGGCGGGTGCTCAGCCAGGAAGGCGAGGTGGACTTCTTGTCCTCGGTGGAGGCCCA 
GTACATCCAGGCCCAGGCCAGGGAGCCCCCGTGTCCCCCAGACACCCTGGGAGGGGCGGA 
AGCAGGCCCTAAGGGACTGGACTCCAGCTCCCTACAGTCCGGCACCTACTTCCCTGTGGC 
CTCAGAGGGCAGCGAGCCGGCCCTACTGCACAGCTGGGCCTCAGCTGAGAAGCCCTACCT 
GAAGGAAAAATCCAGCGCCACTGTGTACTTCCAGACCGTCAAGCACAACAACATCAGAGA 
CCTCGTCCGCCGCTGCATCACCCGGACTAGCCAGAACATTTCCATCCGGAGTGTGGAAGG 



79/1290 



FIGURE 1 (CONT'D) 



AGAGATATACTGTGCCAAGTCAGGCAGGAAATTCGCTGGCCAAATCCGGGAGAAGTTCAT 
CATCTCGGACTGGAGATTTGTCCTGTCTGGATCTTACAGCTTCACCTGGCTCTGCGGACA 
CGTGCACCGGAACATCCTCTCCAAGTTCACAGGCCAGGCGGTGGAGCTGTTTGACGAGGA 
GTTCCGCCACCTCTACGCCTCCTCCAAGCCTGTGATGGGCCTGAAGTCCCCGCGGCTGGT 
CGCCCCCGTCCCGCCCGGAGCAGCCCCGGCCAATGGCCGCCTTAGCAGCAGCAGTGGCTC 
CGCCAGTGACCGCACGTCCTCCAACCCCTTCAGCGGCCGCTCGGCAGGCAGCCACCCCGG 
TACCCGAAGT 

Gene 96. >ENST00000276699 cDNA sequence 

CTGCGGCTGGGAGGAGAGGAAATATCCCATGGCTGACTGTGCCAAGGAGGTGTCTGAGCC 
AGCCCTCCCGGCCCGAGGGCAGGGCAGGTGGCCCTGAGAGATAAGCCAATCCCGCAGCTG 
CAGATGAGGAGTTCTGAGAAGCATTGCTCAGGACAGCGGTAAATCACTTCTTGGAGGTGC 
CCTGCACGCCGGTCCTGGGAGCAGGCGGCCTCCCGGGGGTGCGGGAGCCCCACTCCTCCG 
TGGTGTGTTCCATTTGCTTCCCACATCTGGAGGAGCTGACGTGCCAGCCTCCCCCAGCAC 
CACCCAGGGACGGGAGGCATGAGCCGGTCAAGGCACCTGGGCAAAATCCGGAAGCGTCTG 
GAAGATGTCAAGAGCCAGTGGGTCCGGCCAGCCAGGGCTGACTTTAGTGACAACGAGAGT 
GCCCGGCTGGCCACGGACGCCCTCTTGGATGGGGGTTCTGAAGCCTACTGGCGGGTGCTC 
AGCCAGGAAGGCGAGGTGGACTTCTTGTCCTCGGTGGAGGCCCAGTACATCCAGGCCCAG 
GCCAGGGAGCCCCCGTGTCCCCCAGACACCCTGGGAGGGGCGGAAGCAGGCCCTAAGGGA 
CTGGACTCCAGCTCCCTACAGTCCGGCACCTACTTCCCTGTGGCCTCAGAGGGCAGCGAG 
CCGGCCCTACTGCACAGCTGGGCCTCAGCTGAGAAGCCCTACCTGAAGGAAAAATCCAGC 
GCCACTGTGTACTTCCAGACCGTCAAGCACAACAACATCAGAGACCTCGTCCGCCGCTGC 
ATCACCCGGACTAGCCAGGTCCTGGTCATCCTGATGGATGTGTTCACGGATGTGGAGATC 
TTCTGTGACATTCTAGAGGCAGCCAACAAGCGTGGGGTGTTCGTTTGTGTGCTCCTGGAC 
CAGGGAGGTGTGAAGCTCTTCCAGGAGATGTGTGACAAAGTCCAGATCTCTGACAGTCAC 
CTCAAGAACATTTCCATCCGGAGTGTGGAAGGAGAGATATACTGTGCCAAGTCAGGCAGG 
AAATTCGCTGGCCAAATCCGGGAGAAGTTCATCATCTCGGACTGGAGATTTGTCCTGTCT 
GGATCTTACAGCTTCACCTGGCTCTGCGGACACGTGCACCGGAACATCCTCTCCAAGTTC 
ACAGGCCAGGCGGTGGAGCTGTTTGACGAGGAGTTCCGCCACCTCTACGCCTCCTCCAAG 
CCTGTGATGGGCCTGAAGTCCCCGCGGCTGGTCGCCCCCGTCCCGCCCGGAGCAGCCCCG 
GCCAATGGCCGCCTTAGCAGCAGCAGTGGCTCCGCCAGTGACCGCACGTCCTCCAACCCC 
TTCAGCGGCCGCTCGGCAGGCAGCCACCCCGGTACCCGAAGTGTGTCCGCGTCTTCAGGG 
CCCTGTAGCCCCGCGGCCCCACACCCGCCTCCACCGCCCCGGTTCCAGCCCCACCAAGGC 
CCTTGGGGAGCCCCGAGTCCCCAGGCCCACCTCTCCCCGCGGCCCCACGACGGCCCGCCC 
GCCGCTGTCTACAGCAACCTGGGGGCCTACAGGCCCACGCGGCTGCAGCTGGAGCAGCTG 
GGCCTGGTGCCGAGGCTGACTCCAACCTGGAGGCCCTTCCTGCAGGCCTCCCCTCACTTC 
TGAAGGTCCCATCCCCTGCTGCCCTCCGCAGGCCCAGGGCTGGGCACTCCCTGAGACCCA 
AAGACCCACCTCAACGACGAGTGGCGTTGAGCCACTTCCCTTTGAAAAGACACTCTiAAAT 
CACTGCCATGGTTCAATGTTCCCAGGCCCCAGGCCATCCACTTGCCGGCCCCCACCAGTT 
CTTGGGTTCCCCGCTCTAGTTTGACCTGTGCAGCACATTCCAGAAGGTTCCAGGGAGGTT 
GTGGGGCAGCTAGAGGACAAAATCATGAAAACAGAGTCCCTGTCTTCCAGAGATCATCCG 
GGGCTTTAATATTAATGGCCCCCAAAACTCCGTAAGAAGCAGGAAATGCAGCCCAAGTTT 
TACAAATGGGTAAACAGAGGCACTGAGAGATAGATGGTAGTTTGGTACTTCTGGTTCCCA 
GTGCCCAGGAATGGTCCACTCCCAAGAAATTCAGGAAAGAAAGACTGAGGAGAAGGTGTG 
GGAACATTCTGGATGTTTCGGGAGAGTTGGGGAAACTCCTCCTCTTAGGAAAGGCTAATA 
CTAGGGTATCCTTGGGCCCAATGAATTAGGGGTGAGGCCCCAGAACCCGTTATCTATGAG 
TTGTATGGGGGAGCCATCTGAAGCTGTAGCCACCAGGGATGCAGCTAGCTGAGGAGTTTG 
GGGTGTTGGGTTGGACAAGGCAGGTTAGTAGACTCAGATTCTTGCTTCAAAGAGCCTTGG 
GCTGGCCTGGAGGTCCCTGGAGTCTAGACTGGACCTAGGAGCTTGAGTTGTCAGGGGCCA 
GGACTGGCCCCACTGCAGTGCCCAGGCCAGTCTTGAGCAGCAGGGAGGGCTCAGCTGTCC 
CCAGATCCAGGTGCCTCTGACCAGCCTGGTCACCTCCTGAGGAATAAATGCTGAACCTCA 
CAAGCCCCATCATTCATTTCTTCTCAATTCACAGTGCCCCTCTTTGTTTCTGGGGTGGAA 
CTAGGTCCTGAGGGCACAGCCTAGCTGAGTGCAAAGAAATATAGGATGCTTAGAAAGCAT 
ACAGGAGGGGCCAGGCGTGGTGGCTCATGCCTGTAATCCCAGAACTTTGGGATGCCAAGG 
TGGTTGGATTACCTGAGATCAGGTGGATTACCTGGTCTCGAGACCAGCCTGACCAATATG 
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GTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGGCTGAGACAGGAGAATTGCTTGAA 
CCCAGGAAGCAGAGGTTGCAATGAGCTGAGATTGCATCACTGCACTCCA.GCATGGGCAAC 
AAAGCAAGACTCCGTCAC 

Gene 97. >ENST00000325064 cDNA sequence 

TGCGAGCAACAGATCCGGACGCCGCGAGCTGACCCGCTCTGCTGTTGGGCGATTTTTTTT 
TAATTGCAGAAAAATTTATTAAATTGGAAAATCTTGCGTTTTTCAATGGCGCTGGCCCCG 
GGTCAGCGGGCGATTTTCTCTGCATCAAGATGGGCTTTGCCGTTTCCGTAGTGGGCACCA 
GTGGTGGCCTGATTGTCAGTCTTCTCCCGGCATTTTTAAGGCCAGGAGCCGAGCGCTGCT 
TGTAGGCGAATACCCTACAGAGCGGTTTGGCTTTTTAAATTACTGTTATTATTTTGGGCA 
GAGAACAGTCGGTCTGGTGCACCCCGTCCTCGCTGCAGAAGAGGCTGCGAGTCCGAGGTG 
GGTCTCTCGGAAGGTGAAATTCCTTCTGGGGTGAGCGAGCCCCGGCCCCGCGCGCAGTCC 
AGCGGCCCCGCGTGTGTGCCCTCGCCCTGCCGGAGCCGGGAAAATGGAGGCTGTGATTGA 
GAAGGAATGCAGCGCGCTCGGAGGCCTCTTCCAGACCATCATCAGCGACATGAAGGGGAG 
CTATCCAGTTTGGGAAGATTTCATAAACAAAGCAGGAAAGCTGCAGTCCCAGCTTCGGAC 
AACAGTAGTAGCAGCAGCTGCCTTCTTGGACGCCTTTCAGAAAGTGGCTGACATGGCCAC 
CAACACACGTGGTGGGACCAGGGAGATTGGATCTGCTCTCACCAGGATGTGCATGAGGCA 
CAGAAGCATTGAAGCCAAGCTGAGGCAGTTTTCGAGCGCTTTAATTGATTGTCTGATAAA 
CCCACTTCAAGAACAGATGGAAGAATGGAAGAAAGTGGCCAACCAGCTGGATAAAGACCA 
CGCAAAAGAATATAAGAAAGCCCGCCAAGAGATAAAAAAGAAGTCCTCGGATACGCTGAA 
ACTGCAGAAGAAAGCAAAAAAAGGGAGAGGTGATATCCAGCCTCAGTTGGACAGTGCTCT 
CCAAGATGTCAATGATAAGTATCTCTTATTGGAAGAAACAGAAAAGCAGGCTGTCCGGAA 
GGCTTTGATTGAAGAACGTGGCCGATTCTGTACCTTCATCTCTATGCTGCGGCCAGTGAT 
TGAAGAAGAAATCTCAATGCTAGGGGAAATAACCCACCTTCAGACCATCTCGGAAGATCT 
AAAAAGCCTGACCATGGACCCTCACAAACTGCCCTCCTCAAGTGAACAGGTGATTCTGGA 
CTTGAAAGGTTCTGATTACAGCTGGTCGTATCAGACGCCACCCTCTTCCCCCAGCACCAC 
CATGTCCAGAAAGTCCAGTGTCTGCAGCAGCCTGAACAGTGTCAACAGCAGTGACTCCCG 
GTCCAGCGGCTCCCACTCGCATTCCCCCAGCTCACATTACCGCTACCGCAGCTCCAACCT 
GGCCCAGCAGGCTCCTGTGAGGCTGTCCAGCGTGTCCTCCCATGACTCAGGATTCATATC 
CCAGGATGCCTTCCAGTCCAAGTCACCATCCCCCATGCCGCCAGAGGCCCCCAACCAGTT 
GTCTAACGGGTTTTCTCACTATAGTTTATCAAGTGAGTCCCACGTGGGGCCCACGGGTGC 
AGGCCTTTTCCCTCATTGCCTGCCTGCCTCCCGCCTGCTCCCTCGGGTCACCTCTGTCCA 
CCTTCCAGACTACGCTCATTATTACACCATTGGGCCCGGCATGTTCCCGTCATCTCAGAT 
CCCTAGCTGGAAGGACTGGGCTAAGCCTGGGCCCTATGACCAGCCTCTGGTGAACACCCT 
GCAGCGCCGCAAAGAGAAGCGAGAACCGGACCCCAACGGGGGAGGACCCACTACCGCCAG 
CGGCCCACCTGCAGCAGCTGAGGAGGCTCAGAGACCACGGAGCATGACTGTATCGGCTGC 
CACCAGGCCTGGTGAGGAGATGGAGGCTTGTGAGGAGCTGGCCCTGGCCCTGTCTCGGGG 
CCTGCAGCTGGACACCCAGAGGAGCAGCCGGGACTCGCTTCAGTGCTCCAGCGGCTACAG 
CACCCAGACAACCACCCCCTGCTGCTCTGAGGACACCATCCCTTCCCAAGTTTCAGATTA 
TGATTATTTCTCTGTAAGTGGTGACCAGGAGGCAGATCAGCAGGAGTTCGACAAGTCCTC 
CACCATTCCAAGAAACAGCGACATCAGCCAGTCCTACCGACGGATGTTCCAAGCCAAGCG 
TCCAGCCTCAACTGCTGGCCTCCCCACCACCCTGGGACCTGCTATGGTCACTCCAGGGGT 
TGCAACTATCCGACGGACCCCTTCCACCAAGCCTTCTGTCCGCCGGGGAACCATTGGAGC 
TGGTCCCATCCCCATCAAGACACCCGTGATCCCTGTCAAGACCCCAACCGTCCCAGACCT 
CCCAGGGGTGTTGCCAGCCCCTCCAGATGGGCCAGAAGAGCGGGGGGAGCACAGCCCTGA 
GTCGCCATCTGTGGGTGAGGGCCCCCAAGGTGTCACCAGCATGCCCTCCTCAATGTGGAG 
CGGCCAAGCTTCCGTTAACCCTCCACTTCCAGGCCCGAAGCCCAGTATCCCTGAGGAGCA 
CAGACAGGCAATTCCAGAAAGTGAAGCTGAAGACCAGGAACGGGAACCCCCAAGTGCCAC 
TGTCTCCCCAGGCGAGATTCCAGAGAGTGACCCTGCAGACCTGAGCCCAAGGGATACTCC 
ACAAGGAGAAGACATGCTGAACGCCATCCGAAGGGGCGTGAAACTGAAGAAGACCACGAC 
AAACGATCGCTCAGCCCCTCGCTTTTCTTAGGTTCACAAGAAATGCGCCGGTGGGGAATG 
AACTGTTTCATTAATAAAACCTAATTTGTCTTGATCCATTCCACTCTATAATAAAACAAA 
AGATTTTGTAGGCAACTCGGAATATAGCTCTTTTGAAAGTACTCGACACCTTTAGATAAG 
AATTAAAACCAACCTATGTAACTGACATAATCTTGATCTTTTAATTTGTAAATATTGACA 
ATTTTCTTTCTGCACATTTTAATCTTAGTTTCCCTTTTGATTTTTCTGAAGGTGCCAAAT 
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TCCATTTAACTTTTTTACAAGTCTTTGTAAAATTTTAAATGCATAAAGGGGGTTGGGGCA 
GGGGAACCACGAAGTAGTTAATTTTAGAAAAGGATTTACTATACTTCACTCTTCTTTTTT 
TTTCCCCACAAGCTTTTGTAGATGCATTGTAGTAGTCTAGCTTAGAAGCAAATGCAAGTT 
ATTTTAATGTACAAACTAAATGGGTAAGAGGTAAAATCTTCATTTAAATATACTATGTTC 
TGGATGAAAAGAGCAGGAGTAACAATTGATGAGCAATATTCAGAGTGAAGTAAATCTGGA 
AATGGTAGACTGTGTTGGGATTGGGGGGAGGGCCATGGGAGGGGTACATCGTCAACATAG 
CCGATCCTGTTACATTTAAGAGTAGCCTCGTAGGTTGAATTTCTTCTGGTAGCTTCATGG 
TAAATGCATCCGAATAAGCCATACTGGATTGCAGTGTTTGTTTCTGTAGGGTGTTTAAGG 
ACTTGACTTCCTTTCTCCCATGATTCCTCTGGACTGCACACAGCACCCACAACCAGCCCC 
ATGCATGCTGCTGCCTCTGGGCAGTCGTAGAATCTCCCACTTCAGTTTCTCGTTGATTGT 
ACTCACCTTTATGGAATCCAAATACATCCAAAAGGGTAAGGCAGTTTTAAAAATGTGAAA 
ACATTTAAAAATGATAATAGCAGGGAATTCTTAGATTATAGTAAATGCCTTTTACTTAAC 
TGTGCCCAGCAGGCTGGGTGCGTTAAAAAGCCCAAGTATTTTGAAAAAACTCGAACAGAT 
TTGACAAGGGTAGCCAGCTTGGAGTCTAGCAACTTGCCAATGTGTTTACCAATCTGGGGG 
CTTGTTTTTCTTTTCTTCTTTCAAATAAATGGCAGTTAACTGGCTTTACAGTAAACATTG 
AAGAGAGGAGGATTTGTTTATTGTCACTGGGAATCTGACCACTATACTGTCCTTTTTTTG 
TATTCTGGGTAAATGTTTTTTGGAAAAGATTTGTCTTTTCTAAGTGGAAGTTAAATTTGT 
TATACTGCCCATCCCCTAAAGCCAACAGAGATTTGTAGATTTAAAGGGATCACATTTGAA 
GACAATAGTGTTTAAGAAAGCAAGCAAGTCCCTTAGCAGTCAGGTCATAACAGGGCACAT 
TTCTGACCGAACCCTCTCAAGGCAGAGGAGGAGTTTGGTGGGTTTCATACACCCTGCAGA 
TTCCTGTTGGCTCTAACCCTCAATTACCTAATCTTATGCTTTAACACATAACTGCATTGG 
ATGTGAGAGTAACGTACCGTATGGTCATTGTTCTATATATTAACATTGAACACTGCTGCG 
ATTGCTCAAGGACATTTTATGTTACGGCTTTAAAGCAAAGGCATGATTATTAGAAACTAT 
TTAAGCTTTTTTCTTTGAAAAACAAGCTCCTTTTACAGAATATAAACAACAGTAGTGCCT 
GTGGTTTAGCCCACCAATCTTGATGACTAAAAGTAGCTGATGCATTGTGCATATGATGCT 
TGAGATGGTTTTTGCAAAAGCAGAAATCGCTGCAAGGTAATCACAATAGATAAAAGTGGT 
ATTTTAAACCTTTGAAATAAATGGATGTAACTGTACCTTGGTACAGCTTTTCACTTGTTT 
AGTTTTTAAACGTTAGTATAATCTGAATAAATAAAATGTTGCCAAATTCAATGTAGAAAG 
AATGTGACAACACACCTTGGGTAGTTCTGCTTGTGTTTTTGCATATTGTAAAAGCAGTGT 
CACAGCTAAAAAGAAAGAAATCGTTTCTAACAGTAAATTATTGTGCTTTAGTTGCTAGTT 
TGTACTGAGAGTTGACCTCTCCCTGTGCAGTTTTTTGTTCTAAACTTGTATAAATAACAA 
TTGTGTAATGTGTCTCCCTCCTACATTGTAACAATTGCTTCAGCCTACGTTATAAATAAA 
GAACCACTAGATT 

Gene 98. >ENST00000319286 cDNA sequence 

TTTCTGCCTTCCGGGTTTGAGAGTTTAGGACCCTGGGTTGGTGGGGTCAGAGGGAGAGGG 
GGTACCTTCCTCCCGGACCGCTGGGGGTGCAGGGCGCCTTGGGTGTAGCACCCAGAACAG 
GTTTCTGATCTCTAACTTGGCTGTGATCATTGTGATGGAGCAAGAAAAAAAACTGTTGGT 
CTCAGATTCTAACAGCTTTATGGAGAGGGAGAGTTTGAAAAGCCCTTTCACAGGAGATAC 
AAGTATGAATAATTTGGAAACTGTTCACCACAATAATTCTAAGGCAGATAAACTTAAAGA 
GAAACCTTCAGAATGGTCTAAAAGACATAGACCACAACATTATAAGCATGAGGATGCAAA 
AGAAATGCCACTGACATGGGTTCAAGATGAGATTTGGTGTCATGATTCCTATGAGAGTGA 
TGGCAAGTCAGAGAATTGGGGAAATTTTATAGCTAAAGAGGAGGAAAAACCCAATCACCA 
GGAATGGGACTCAGGAGAACATACCAATGCCTGTGTCCAGCAGAATTCATCCTTTGTAGA 
CAGACCCTATAAATGTTCCGAATGTTGGAAAAGCTTOVGTAATAGTTCTCATTTGCGTAC 
TCACCAGAGGACCCACTCAGGAGAAAAGCCTTATAAATGCTCTGAGTGTGCAAAATGTTT 
TTGTAACAGTTCTCACCTGATTCAGCATCTAAGAATGCACACAGGAGAGAAGCCCTACCA 
GTGTGGTGAATGTGGGAAAAGCTTCAGCAATACCTCCCATCTTATTATCCATGAGAGAAC 
TCACACGGGAGAGAAACCCTACAAATGTCCCGAGTGTGGGAAGAGATTCAGCAGCAGCTC 
TCACCTTATTCAGCATCACAGATCACATACAGGTGAAAAACCATATGAATGTTCTGTCTG 
CGGAAAAGGCTTCAGTCACAGCTATGTCCTAATAGAACATCAGAGGACTCACACTGGAGA 
AAAACCTTATAAGTGCCCTGATTGTGGGAAGAGTTTTAGTCAGAGTTCCAGCCTCATTCG 
CCACCAGCGGACACACACAGGTGAGAAGCCCTACAAATGTCTTGAGTGTGAAAAAAGCTT 
TGGTTGTAATTCTACTCTAATAAAACATCAGAGAATACATACAGGAGAAAAGCCTTATCA 
ATGTCCAGAATGTGGGAAGAATTTTAGTCGTAGTTCAAACCTTATTACACACCAGAAAAT 
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GCACACAGGAGAGAAATCCTATGAAAGTTCTGAATATGAGGAAAGTTTGGGTCAGAACTG 

CAATGTGATAGAAGAATGCAGAATCCAGTTAGGAGAGAAACCATATAGATGTTGTGAATG 

TGGGAAGAGTTTTGGCCTTAGCTCCCATCTCATTAGACATCAGAGAACACATACAGGAGA 

AAAACCTTACAGATGTTCTGAGTGCTGGAAAACTTTCAGTCAGAGTTCCACCCTGGTGAT 

TCACCAAAGGACACATACAGGAGAGAAACCTTATAAATGTCCTGATTGTGGTGAAAGCTT 

CAGTCAGAGCTTTAACCTTATCAGGCACCGGAGGACCCACATAGGGGAAAAACCTTACAA 

ATGTACCAGCTGTGAGAAATGCTTCAGCAGAAGTGCCTACCTCAGTCAGCATCGGAAAAT 

TCACGTAGAAAAGCCTTTTGAGTCTCCCGACGTTGGGGATTTTCCTCATGAATGGACTTG 

GAAAAACTGTTCAGGGGAAATGCCCTTCATCTCTTCATTTTCCGTCTCAAATTCATCTTC 

CTGAGTCCCAAAGCCTGGTTGGTGATGGTTTTTTCTTCCTTGTTGGACCATGACAATTTA 

GGTATTCTGTGATTGTTGTGCTATAAAGTTTCTTTGATGTGTTTGTCAAAACATTTGGAA 

AAAGTCAACCTCCCAGTTTAAAGGATGGGAAGACCCCAATCACCAGGTTATTGGATCTGT 

CCAGTGAGAGATTCATCCACCAAGGATGAAGAAAGGAGGACTTTTAAAAATTTAAGGTAA 

GATAGTAATAGCTTCAAAAGAACACATACAGAGTAA.TCCTGAGAGTAAGCAAAGGAACCA 

TGAGAACCGAAGCTAGAATTGCTATTGAATTACTTTATTTTCTCTTCCCTTATTGGGTAG 

AGATACATCATTACTGGCCTCAGGGGTTTACCCAAAGAAAGGGTATTTTTGAGCAAATAA 

TGTGATTTCCTGGCTATTTTGTTGGGGGCTTAAGATTTTTTTTTTTCAAATGCATTTTTA 

GTCACTAAAAATTAACTGTCGTACCATCTAGAACTATACTGTCCAGTACCATAGCCTCTA 

GCCGTATGTAGCTATTTGTATTAAGATTAATTGAAATTTTAAATCCAGTTCCTCAGTCAC 

ACTAGCCACTTTCTAAGTGCTCAGTAGCTCTGTGTGACCAGCGGCTACTGTATTGGATAT 

TATAGAAGGTTCTTTCATTCAAGATCATCATTCTTGACAGACCCATAAATATTTCCTATA 

AAGACTGTAGAAGTGTGTTCTGGAGGGTTTGCTCTCCAAAAAGAATTGTAATATAGAGTA 

GAATTGGGATAGAGTATTGAAGACACTGGGTTTAGACATTGGATATTTTAATGATTGTGT 

GTTCTAATTCATGTGCTGCCAACTGAGTTATCTAGTGATATGACCTCACTGTCTTGACCA 

AAGCCAGAATAGAAGGCAGGATTCCTGAATTCTATCTTAAAATTTGCAATGAAGAGCCTT 

TTCCCTAAATTATCCCATTATGTAATTCTTGGTCAGCTCAAGAACTGGGTTCTTTTTCTA 

ATAATTAACTCACTAAATCTGAGCCAGTGTCCAAGGACAGTTTGTCATTAAGGAGTACTG 

AGACTTCTTAGCTTTGGTACTGACAGTTTTCTTTTGCCTCTTGACATAATTGGTATATGG 

ATCTGATAACTGAGGTCCCATCTTCCCTACTCATTCCTATGGGAATGATGCTTTGGAAAT 

TATTAGATATATCCTATTCCCTTCCTCCCATTTTTTTCCTGCTAGTGCAAAAGGTAGATG 

AGTAGGAAGATTAGGACTCCTGAGTTGCCCATGATTTCATCTAATTTTTGGATTCAGAAT 

GTATTTTATGAATAATATGCAGAGATGCATATTAGGAATGTGAAGCCAGAATGGGTCAGT 

TGTAGCTGCTGCAAAGTTCTGTAGCTGATGGTCATTTAATTGCATGGGGGTTATTTTATC 

TTTCATGATTGTGGTGCACCTGATGCTGGCGGGGTATTTGTGTGTTTTTGTATTGTTATT 

TGATTACAAAAATAAAGCAAAAACTAAC 

Gene 99. >ENST00000265896 cDNA sequence 

TACGCCCTATACAACTTGGCTTCACATACTTTTACACTAACTTTATATGATTTTTAAAAA 
CTGGTCTGATCGGACTTCTCGTCCTGGGACACTGTTTACTGGAGTCTGGCCGGCTCTCCG 
TGCTCCTCTTGGTACCTCATTTTGGGGAGAACCTTAAACCCACTCGAGCAGATAATCTCC 
GCCTTGACCGGTGCCACCAAAGAAGCCTTGGAACCATGTGGACTTTTCTGGGCATTGCCA 
CTTTCACCTATTTTTATAAGAAGTTCGGGGACTTCATCACTTTGGCCAACAGGGAGGTCC 
TGTTGTGCGTGCTGGTGTTCCTCTCGCTGGGCCTGGTGCTCTCCTACCGCTGTCGCCACC 
GAAACGGGGGTCTCCTCGGGCGCCAGCAGAGCGGCTCCCAGTTCGCCCTCTTCTCGGATA 
TTCTCTCAGGCCTGCCTTTCATTGGCTTCTTCTGGGCCAAATCCCCCCCTGAATCAGAAA 
ATAAGGAGCAGCTCGAGGCCAGGAGGCGCAGAAAAGGAACCAATATTTCAGAAACAAGCT 
TAATAGGAACAGCTGCCTGTACATCAACATCTTCTCAGAATGACCCAGAAGTTATCATCG 
TGGGAGCTGGCGTGCTTGGCTCTGCTTTGGCAGCTGTGCTTTCCAGAGATGGAAGAAAGG 
TGACAGTCATTGAGAGAGACTTAAAAGAGCCTGACAGAATAGTTGGAGAATTCCTGCAGC 
CGGGTGGTTATCATGTTCTCAAAGACCTTGGTCTTGGAGATACAGTGGAAGGTCTTGATG 
CCCAGGTTGTAAATGGTTACATGATTCATGATCAGGAAAGCAAATCAGAGGTTCAGATTC 
CTTACCCTCTGTCAGAAAACAATCAAGTGCAGAGTGGAAGAGCTTTCCATCACGGAAGAT 
TCATCATGAGTCTCCGGAAAGCAGCTATGGCAGAGCCCAATGCAAAGTTTATTGAAGGTG 
TTGTGTTACAGTTATTAGAGGAAGATGATGTTGTGATGGGGCAGTACAAGGATAAAGAGA 
CTGGAGATATCAAGGAACTCCATGCTCCACTGACTGTTGTTGCAGATGGGCTTTTCTCCA 
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AGTTCAGGAAAAGCCTGGTCTCCAATAAAGTTTCTGTATCATCTCATTTTGTTGGCTTTC 

TTATGAAGAATGCACCACAGTTTAAAGCAAATCATGCTGAACTTATTTTAGCTAACCCGA 

GTCCAGTTCTCATCTACCAGATTTCATCCAGTGAAACTCGAGTACTTGTTGACATTAGAG 

GAGAAATGCCAAGGAATTTAAGAGAATACATGGTTGAAAAAATTTACCCACAAATACCTG 

ATCACCTGAAAGAACCATTCTTAGAAGCCACTGACAATTCTCATCTGAGGTCCATGCCAG 

CAAGCTTCCTTCCTCCTTCATCAGTGAAGAAACGAGGTGTTCTTCTTTTGGGAGACGCAT 

ATAATATGAGGCATCCACTTACTGGTGGAGGAATGACTGTTGCTTTTAAAGATATAAAAC 

TATGGAGAAAACTGCTAAAGGGTATCCCTGACCTTTATGATGATGCAGCTATTTTCGAGG 

CCAAAAAATCATTTTACTGGGCAAGAAAAACATCTCATTCCTTTGTCGTGAATATCCTTG 

CTCAGGCTCTTTATGAATTATTTTCTGCCACAGATGATTCCCTGCATCAACTAAGAAAAG 

CCTGTTTTCTTTATTTCAAACTTGGTGGCGAATGTGTTGCGGGTCCTGTTGGGCTGCTTT 

CTGTATTGTCTCCTAACCCTCTAGTTTTAATTGGACACTTCTTTGCTGTTGCAATCTATG 

CCGTGTATTTTTGCTTTAAGTCAGAACCTTGGATTACAAAACCTCGAGCCCTTCTCAGTA 

GTGGTGCTGTATTGTACAAAGCGTGTTCTGTAATATTTCCTCTAATTTACTCAGAAATGA 

AGTATATGGTTCATTAAGCTTAAAGGGGAACCATTTGTGAATGAATATTTGGAACTTACC 

AAGTCCTAAGAGACTTTTGGAAGAGGATATATATAGCATAGTACCATACCACTTATAAAG 

TGGAAACTCTTGGACCAAGATTTGGATTAATTTGTTTTTGAAGTTTTTTGTATATAAATA 

TGTAAATACATGCTTTAATTTGCAATTTAAAATGAAGGGGTTAAATAAGTTAGACATTTA 

AAAGAAATGATTGTTACCATAAATTAGTGCTAATGCTGAGGAGAACTACAGTTTTTCTTT 

TGAATTTAGTATTTGAGATGAGTTGTTGGGACATGCAAATAAAATGAAGAATGA 

Gene 100. >ENST00000318410 cDNA sequence 

AGGGGCGGAAGTCGGGGTCTGACCCGCTCCAGGTCCGGGACTGCGGATAGAAGAGGACCG 
CCGCCTTGAGGGAGGGGTGGAAACTGGGTGCCGGCTCCGCGCGCGACCTCCGGCCCTGCG 
CGTGCGCCGTGGCGCGGCCCGGCTGACAGGTTCTTTAATGGAGGAGCCAATCTCTCTGCA 
CACCTGGTTTCATCTAATAATATACAGACACCAGCTCTGAGGCCAGTTAATCATCCCCAG 
TGTCCAGGCACAGAGTAGTCGGTCCGCCTCACAATGTTGGACTTTCTAGCCGAGAACAAC 
CTCTGTGGCCAAGCAATCCTAAGGATTGTTTCCTGTGGTAATGCCATCATTGCTGAACTT 
TTGAGACTCTCTGAGTTTATTCCTGCTGTGTTCAGGTTAAAAGACAGAGCTGATCAACAG 
AAATATGGAGATATCATATTTGATTTCAGCTATTTTAAGGGTCCAGAATTATGGGAAAGC 
AAACTGGATGCTAAGCCAGAGCTACAGGATTTAGATGAAGAATTTCGTGAAAACAACATA 
GAAATTGTGACCAGATTTTATTTAGCATTTCAAAGTGTACATAAATATATTGTAGACTTA 
AACAGATATCTAGATGATCTCAATGAAGGGGTTTATATTCAGCAAACCTTAGAAACTGTG 
CTTCTCAATGAAGATGGAAAACAACTTCTATGTGAAGCACTGTACTTATATGGAGTTATG 
CTACTGGTCATTGACCAAAAGATTGAAGGAGAAGTCAGAGAGAGGATGCTGGTTTCTTAC 
TACCGATACAGTGCTGCTCGATCTTCTGCTGATTCAAATATGGACGATATTTGTAAGCTG 
CTTCGAAGTACAGGTTATTCTAGCCAACCAGGTGCCAAAAGACCATCCAACTATCCCGAG 
AGCTATTTCCAGAGAGTGCCTATCAACGAATCCTTCATCAGTATGGTCATTGGTCGACTG 
AGATCTGATGATATTTACAACCAGGTCTCAGCGTATCCTTTGCCGGAGCATCGCAGCACA 
GCCCTGGCAAACCAAGCTGCCATGCTGTACGTGATTCTCTACTTTGAGCCTTCCATCCTT 
CACACCCATCAAGCAAAAATGAGAGAGATAGTGGATAAATACTTTCCAGATAATTGGGCA 
AGTATTAGTATTTACATGGGGATCACAGTTAATCTAGTAGATGCTTGGGAACCTTACAAA 
GCTGCAAAAACTGCTTTAAATAATACCCTGGACCTTTCAAATGTCAGAGAACAGGCAAGC 
AGATATGCTACTGTCAGTGAAAGAGTGCATGCTCAAGTGCAGCAATTTCTAAAAGAAGGT 
TATTTAAGGGAGGAGATGGTTCTGGACAATATCCCAAAGCTTCTGAACTGCCTGAGAGAC 
TGCAATGTTGCCATCCGATGGCTGATGCTTCATACAGCAGACTCAGCCTGTGACCCAAAC 
AACAAACGCCTTCGTCAAATCAAGGACCAGATTCTAACAGACTCTCGGTACAATCCCAGG 
ATCCTCTTCCAGCTGCTGTTAGATACTGCACAATTTGAGTTTATACTCAAAGAGATGTTC 
AAGCAAATGCTTTCAGAAAAGCAAACCAAATGGGAGCATTACAAGAAAGAGGGTTCGGAG 
CGGATGACTGAGCTTGCTGATGTCTTTTCAGGAGTGAAACCCCTAACCAGAGTGGAGAAA 
AATGAAAACCTTCAAGCTTGGTTCAGAGAGATCTCAAAACAAATATTGTCTTTAAATTAT 
GATGATTCTACTGCTGCGGGCAGAAAAACTGTACAACTGATACAAGCTTTGGAAGAGGTT 
CAAGAATTCCACCAGTTGGAATCCAATCTGCAAGTATGTCAGTTTCTTGCCGATACTCGA 
AAGTTTCTTCATCAAATGATCAGAACCATTAACATTAAAGAGGAGGTTCTGATCACAATG 
CAGATCGTTGGGGACCTTTCTTTCGCTTGGCAGTTGATTGACAGTTTCACATCCATCATG 
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CAAGAAAGCATAAGGGTAAATCCATCCATGGTTACTAAACTCAGAGCTACCTTCCTAAAG 

CTTGCCTCTGCCCTCGATCTGCCCCTTCTTCGTATTAATCAGGCAAATAGCCCCGACCTG 

CTCAGCGTGTCACAGTACTATTCTGGAGAGTTGGTATCCTATGTGAGAAAAGTTTTGCAG 

ATCATCCCAGAAAGCATGTTTACATCTCTTCTAAAGATCATAAAGCTTCAGACCCACGAC 

ATTATTGAAGTGCCTACCCGCCTGGACAAAGACAAGCTGAGGGACTATGCTCAGCTAGGC 

CCACGATACGAGGTTGCCAAGCTTACTCATGCTATTTC(^TTTTTACTGAAGGCATCTTA 

ATGATGAAAACGACTTTGGTTGGCATCATCAAGGTGGATCCAAAGCAGTTGCTGGAAGAT 

GGAATAAGGAAAGAGCTTGTGAAGCGCGTTGCCTTTGCCCTGCATAGGGGACTGATATTC 

AACCCTCGAGCCAAGCCAAGTGAATTGATGCCCAAGCTGAAAGAGTTGGGAGCGACCATG 

GATGGATTCCATCGTTCTTTTGAATACATACAGGACTATGTCAACATTTATGGTCTGAAG 

ATTTGGCAGGAAGAAGTATCTCGTATCATAAATTACAACGTGGAGCAAGAGTGTAATAAC 

TTTCTAAGAACGAAGATTCAAGATTGGCAAAGCATGTACCAGTCCACTCATATTCCAATA 

CCCAAGTTTACCCCTGTGGATGAGTCTGTAACGTTTATTGGTCGACTCTGCAGAGAAATC 

CTGCGGATCACAGACCCAAAAATGACATGTCACATAGACCAGCTGAACACTTGGTATGAT 

ATGAAAACTCATCAGGAAGTGACCAGCAGCCGCCTCTTCTCAGAAATCCAGACCACCTTG 

GGAACCTTTGGTCTAAATGGCTTAGACAGGCTTCTGTGCTTTATGATTGTAAAAGAGTTA 

CAGAATTTCCTCAGTATGTTTCAGAAAATTATCCTGAGAGACAGAACTGTTCAGGACACT 

TTAAAAACCCTCATGAATGCTGTCAGTCCCCTAAAAAGTATTGTCGCAAATTCAAATAAA 

ATTTATTTTTCCGCCATTGCCAAAACACAGAAGATTTGGACTGCGTATCTCGAGGCTATA 

ATGAAGGTTGGGCAGATGCAGATTCTGAGACAACAGATTGCCAATGAATTAAATTATTCT 

TGTCGGTTTGATTCTAAACATCTGGCAGCTGCTCTGGAGAATCTCAATAAGGCTCTCCTA 

GCAGACATTGAAGCCCACTATCAGGACCCTTCACTTCCTTACCCCAAAGAAGATAACACA 

CTTTTATATGAAATCACAGCCTATCTGGAGGCAGCTGGCATTCACAACCCACTGAATAAG 

ATATACATAACAACAAAGCGCTTACCCTATTTTCCAATTGTAAACTTTCTATTTTTGATC 

GCTCAGTTGCCAAAACTTCAATACAACAAAAATCTGGGAATGGTCTGCCGAAAACCGACC 

GACCCGGTTGATTGGCCACCACTTGTCCTGGGACTGCTCACTCTGCTGAAGCAGTTCCAT 

TCCCGGTACACCGAGCAGTTCCTGGCGCTGATTGGCCAGTTTATCTGCTCCACGGTGGAG 

CAGTGTACAAGCCAGAAGATACCTGAAATTCCTGCAGATGTTGTGGGTGCCCTTCTGTTC 

CTGGAGGATTATGTTCGGTACACAAAGCTACCCAGGAGGGTTGCTGAAGCACATGTGCCT 

AATTTCATTTTTGATGAGTTCAGAACAGTGCTGTAACTGTTTTTCCTACTTCTTCAATGG 

AAGGATTGTCCTTAGATCTTCCCACCATCACAAATGAATTTGAAGATGAAAAGAAACTCA 

GTTGCTCATACAACTGCATTTTTTCTGTCTATTATGGGAAACATCAGACGTTCTGAGTAA 

GATATATCTCATGGCATTAGTTAATATAACTGATATTGTTTAAATCATGGTATTACATGC 

AATTTATATCAGATAAAAGCAGAACACATTTTTGTACTGCCTCTCTTAAATGCTGAATGT 

AACTGTTATGTATAAATCCATTTAGTTTTATGTTCTAAAGAACTATTTGTGCAACTCCAG 

ATTTTCAGTAAAATAGTATTACTAGT 

Gene 101. >ENST00000329771 cDNA sequence 

GACGGGCTCACCACGCAGCAGCTCTTCGCCAGAGCCGACAGCCTCACCTACAACGAGTTC 
CTGATTCTCCCAGGATTCATAGACTTCATAGCTGATGAGGCGGACCTCACCTCAGCCCTT 
ACCTGGAAGATCACGCTGAAGACGCCGCTGATCTCCTCCTCCATGGACACTGTGACAGAG 
GGCAACATGGCCATCACGATGGCTCTGGTGGGAGGTATTGGTTTCATTCACCACAACTGC 
ACCCCAGAGTTCCAGGCCAAGGAGGTGCGGAAGGTCAAGAAGTTTGAACATGGCTTCATC 
ACGGACCCCATGGTGCTGAGCCCCTCGCACCCTGTGGGTGATGTGCTGGAGGCCACGATG 
CGGCATGGCTTCTCTGGTATCCCCATCACTGAGACAGGCACCATGGGCAGCAAGCCGGTG 
GGCATCGTCACTTCCCGAGACATCGACTTTCTTGCTGAGAAGGACCACACCACCCTCCTC 
AGTGAGGTGATGATGCCAAGGATTGAGCTGGTGGTGGCTCCAGCAGGAGTGATGTTGAAA 
GAGGCAAATGAGATCCTGCAGCAAAGCAAGAAAGTGAAGCTGCCTATCGTCAATGACGAT 
GATGAGCTGGTGGCCATCATTGCCCTCACCGACCTGAAGAACCGAGACTACCCTGTGGCC 
TCCAAGGATTCCCATGAGCAGCTGCTGTGTGGGGCAGCTGTGGGCACCTGTGAGGATGAC 
AAATACCGCCTGGACCTGCTCACCCAGGCGGGTGTCGACGTCATAGTCTTGGACTTGTCC 
GAAGGGAACTTGCTGTATCAACTGATGGTGTATTACGTCAAACAGAAGTACTCCCACCTC 
CAGGTGATTGGGGGGAACGTGGTGACAGCAGCCCAGGCCAAGAACCTGATTGATGCTGGT 
GTGGACGGGCTGTGTGTGGGCATAGGCTGCGGCTCCCTCTGCATCACCCAGGAAGTGATG 
GCATGTGGTTGCCCCCAGGGCACTGTGTACAAGGTGGCTGAGTATGCCCGGCACTTTGGT 
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GTGCCCATCATAGCCGATGGTGGCATC 

Gene 102. >ENST00000287387 cDNA sequence 

CCTCTCCCCCCGGGCTCCGCCCACCCCACGCCGGGAACCCACGCGGGCCACTACAAGCCC 

GCCCTTTCCTACGTCTGGTCCAGTCGGTCTTCCTCCGGCCCGGGCCCTGGCCCAGCTAGC 

CGGCCATGGAAGGTAATGGCCCCGCTGCTGTCCACTACCAGCCGGCCAGCCCCCCGCGGG 

ACGCCTGCGTCTACAGCAGCTGCTACTGTGAAGAAAATATTTGGAAGCTCTGTGAATACA 

TCIAAAAACCATGACCAGTATCCTTTAGAAGAATGTTATGCTGTCTTCATATCTAATGAGA 

GGAAGATGATACCTATCTGGAAACAACAGGCGAGACCTGGAGATGGACCTGTGATCTGGG 

ATTACCATGTTGTTTTGCTTCATGTTTCAAGTGGAGGACAGAACTTCATTTATGATCTCG 

ATACTGTCTTGCCATTTCCCTGCCTCTTTGACACTTATGTAGAAGATGCCTTTAAGTCTG 

ATGATGACATTCACCCACAGTTTAGGAGGAAATTTAGAGTGATCCGTGCAGATTCATATT 

TGAAGAACTTTGCTTCTGACCGATCTCACATGAAAGACTCCAGTGGGAATTGGAGAGAGC 

CTCCGCCGCCATATCCCTGCATTGAGACTGGAGATTCCAAAATGAACCTGAACGATTTCA 

TCAGTATGGATCCCAAGGTAGGATGGGGCGCCGTCTACACACTATCCGAATTTACACATC 

GGTTTGGCAGTAAAAACTGCTGAACTTGGTCTCAAGATGTGGAACTGTGGAGAAATTCTA 

GGACATGAACAAGCTATCCTTTCATCGAGGACAGCAAACATTATGGTACAGTTGGCTTGG 

AATTATGTCTTTCTCTTTTAATTTGATTGAGTGGAAATCTGAGTGAATACAAATATAAAT 

GAACAACATAAAAACTTTTGTTTTGACATGTCAAATTGAAACTTGATAAAGTGCGTACTT 

GCTAAGATATTCCTGTGGCTCATGCGTTACAACACGAGGACTTAAGCCAGTAATCGTTTT 

TGTTCAGATAGAGGTGTGGAGGTAGAGCCAGCCCCTCATGTCTGTTTTGGATGTTTTGTG 

TCTCTCCAGCTACATTGTAAGTTCCTTGAGGGCAGGGCCATGGCCCATTGCTCTGTGAAT 

CTCAAATGCCCATAAAAGGTGCCCATAAAATGTTTTCTTGAACATTTGAATGTGCTGTTG 

TCTGGAAAGGGGTAATATTGTGAGCTGAATCAGCAATAAGTATTAGTCTTTTTGGACTAT 

GGTATTGTTAAAAAGACTGCAGCCCTCTCAGACTTGAGCGTTAATTGGCTTATTTATTTA 

TGGCTTTAAATAAAATCGATTTAACGTT 

Gene 103. >ENST00000309019 cDNA sequence 

ATGACTCTTAACGAGCACGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCG 
CCCTTAATCCATTCAACCCTGAGTGGACACAGCACATGTTTCAGAGAGCACAGGGTTGGA 
GGT AAGGTCACAGAT CAACAGGAT C C CAAGGCAGAAGAATTTTTCTTAGT ACAGAACAAA 
ATGAAAAGTCTCCCATGTCTACTTCTTCCTACACAGACACGGCAACCATCCGATTTCTCA 
ATCTTTTCCCCACCTTTCCTGCCTTTCTATTCCACAAAGCCGCCATTGTCATCCTGGCCC 
GTTCTCAATGAGCTGTTGGGTACACCTCCCAGACGGGGTGGTGGCCGGGCAGAGGGGCTC 
CTCACTTCCCAGTAG 

Gene 104. >ENST00000287394 cDNA sequence 

ATGGTGGTTCTCCGCAGCAGCTTGGAGCTGCACAACCACTCCGCGGCCTCGGCCACGGGC 
TCCTTGGACCTGTCCAGTGACTTCCTCAGTCTGGAGCACATCGGCCGGAGGCGGCTCCGC 
TCGGCCGGCGCGGCGCAGAAGAAACCCGCGGCGACCACAGCCAAAGCGGGCGATGGGTCA 
TCAGTTAAGGAAGTTGAAACCTACCACCGGACACGTGCTTTAAGATCTTTGAGAAAAGAT 
GCACAGAATTCTTCAGATTCTAGTTTTGAGAAGAATGTGGAAATAACGGAGCAACTTGCT 
AATGGCAGGCATTTTACAAGGCAGTTGGCCAGACAGCAGGCTGATAAAAAAAAAGAAGAG 
CACAGAGAAGACAAAGTGATTCCAGTTACTCGGTCATTGAGGGCTAGAAACATCGTTCAA 
AGTACAGAACACTTACATGAAGATAATGGTGATGTTGAAGTGCGTCGAAGTTGTAGGATT 
AGAAGTCGTTATAGTGGTGTAAACCAGTCCATGCTGTTTGACAAACTTATAACTAACACT 
GCTGAAGCTGTACTTCAAAAAATGGATGACATGAAGAAGATGCGTAGACAGCGAATGAGA 
GAACTTGAAGACTTGGGAGTGTTTAATGAAACAGAAGAAAGCAATCTTAATATGTACACA 
AGAGGAAAACAGAAAGATATTCAAAGAACTGATGAAGAAACAACTGATAATCAAGAAGGC 
AGTGTGGAGTCATCTGAAGAGGGTGAAGACCAAGAACATGAAGATGATGGTGAAGATGAA 
GATGATGAAGATGATGATGATGATGACGATGATGATGATGATGATGATGATGAAGATGAT 
GAAGATGAAGAAGATGGAGAAGAAGAGAATCAGAAGCGATATTATCTTAGACAGAGAAAA 
GCTACTGTTTACTATCAGGCTCCATTGGAAAAACCTCGTCACCAGAGAAAGCCCAACATA 
TTTTATAGTGGCCCAGCTTCTCCTGCAAGACCAAGATACCGATTATCTTCCGCAGGACCA 
AGAAGTCCTTACTGTAAACGAATGAACAGGCGAAGGCATGCAATCCACAGTAGTGACTCG 
ACTTCATCTTCCTCCTCTGAAGATGAACAGCACTTTGAGAGGCGGAGGAAAAGGAGTCGT 
AATAGGGCTATCAATAGGTGCCTCCCACTAAATTTTCGGAAAGATGAATTAAAAGGCATT 
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TATAAAGATCGAATGAAAA.TTGGAGCAAGCCTTGCCGATGTTGATCCAATGCAACTAGAT 
TCTTCAGTACGATTTGATAGTGTTGGTGGCCTGTCTAATCATATAGCAGCTCTAAAAGAG 
ATGGTGGTGTTTCCATTACTTTATCCAGAAGTCTTTGAAAAATTTAAAATTCAACCCCCA 
AGAGGTTGTTTGTTTTATGGGCCACCTGGAACTGGAAAGACTCTGGTTGCCAGAGCACTT 
GCCAATGAGTGCAGTCAAGGGGATAAAAGAGTAGCATTTTTCATGAGGAAAGGTGCTGAT 
TGTCTAAGTAAATGGGTAGGAGAATCTGAAAGACAGCTACGATTGCTGTTTGATCAGGCC 
TATCAGATGCGCCCATCAATTATTTTTTTTGACGAAATTGATGGTCTGGCTCCAGTACGG 
TCAAGCAGGCAAGATCAGATTCACAGTTCTATTGTTTCCACCCTGCTAGCTCTTATGGAT 
GGATTGGACAGCAGAGGGGAAATTGTGGTCATTGGTGCTACGAACAGGCTAGATTCTATA 
GATCCTGCTTTACGAAGGCCTGGTCGCTTTGATAGAGAATTCCTCTTTAGCCTGCCTGAT 
AAAGAGGCTCGAAAAGAGATTCTAAAGATTCACACCAGGGATTGGAATCCCAAACCACTG 
GACACATTTTTAGAAGAGCTAGCAGAAAACTGTGTTGGATACTGTGGAGCAGATATTAAA 
TCAATATGTGCTGAAGCTGCTTTATGTGCTTTACGACGACGCTACCCACAGATCTATACC 
ACTAGTGAGAAACTGCAGTTGGATCTCTCTTCAATTAATATCTCAGCTAAGGATTTCGAG 
GTAGCTATGCAAAAGATGATACCAGCCTCCCAAAGAGCTGTGACATCACCTGGGCAGGCA 
CTGTCCACCGTTGTGAAACCACTCCTGCAAAACACTGTTGACAAGATTTTAGAAGCCCTG 
CAGAGAGT ATTT C CACATGCAGAATT CAGAACAAAT AAAACATTAGACT CAGAT ATTT CT 
TGTCCTCTGCTAGAAAGTGACTTGGCTTACAGTGATGATGATGTTCCATCAGTTTATGAA 
AATGGACTTTCTCAGAAATCTTCTCATAAGGCAAAAGACAATTTTAATTTTCTTCATTTG 
AATAGAAATGCTTGTTACCAACCTATGTCTTTTCGACCAAGAATATTGATAGTAGGAGAA 
CCAGGATTTGGGCAAGGTTCTCACTTGGCACCAGCTGTCATTCATGCTTTGGAAAAGTTT 
ACTGTATATACATTAGACATTCCTGTTCTTTTTGGAGTTAGTACTACATCCCCTGAAGAA 
ACATGTGCCCAGGTGATTCGTGAAGCTAAGAGAACAGCACCAAGTATAGTGTATGTTCCT 
CATATCCACGTGTGGTGGGAAATAGTTGGACCGACACTTAAAGCCACATTTACCACATTA 
TTACAGAATATTCCTTCATTTGCTCCAGTTTTACTACTTGCAACTTCTGACAAACCCCAT 
TCCGCTTTGCCAGAAGAGGTGCAAGAATTGTTTATCCGTGATTATGGAGAGATTTTTAAT 
GTCCAGTTACCGGATAAAGAAGAACGGACAAAATTTTTTGAAGATTTAATTCTAAAACAA 
GCTGCTAAGCCTCCTATATCAAAAAAGAAAGCAGTTTTGCAGGCTTTGGAGGTACTCCCA 
GT AGCAC CAC CAC CTGAGC CAAGAT CACTGACAGCAGAAGAAGTGAAACGACTAGAAGAA 
CAAGAAGAAGATACATTTAGAGAACTGAGGATTTTCTTAAGAAATGTTACACATAGGCTT 
GCTATTGACAAGCGATTCCGAGTGTTTACTAAGCCTGTTGACCCTGATGAGGTTCCTGAT 
TATGTCACTGTAATAAAGCAACCAATGGACCTTTCATCTGTAATCAGTAAAATTGATCTA 
CACAAGTATCTGACTGTGAAAGACTATTTGAGAGATATTGATCTAATCTGTAGTAATGCC 
TTAGAATACAATCCAGATAGAGATCCTGGAGATCGTCTTATTAGGCATAGAGCCTGTGCT 
TTAAGAGATACTGCCTATGCCATAATTAAAGAAGAACTTGATGAAGACTTTGAGCAGCTC 
TGTGAAGAAATTCAGGAATCTAGAAAGAAAAGAGGTTGTAGCTCCTCCAAATATGCCCCG 
TCTTACTACCATGTGATGCCAAAGCAAAATTCCACTCTTGTTGGTGATAAAAGATCAGAC 
CCAGAGCAGAATGAAAAGCTAAAGACACCGAGTACTCCTGTGGCTTGCAGCACTCCTGCT 
CAGTTGAAGAGGAAAATTCGCAAAAAGTCAAACTGGTACTTAGGCACCATAAAAAA.GCGA 
AGGAAGATTTCACAGGCAAAGGATGATAGCCAGAATGCCATAGATCACAAAATTGAGAGT 
GATACAGAGGAAACTCAAGACACAAGTGTAGATCATAATGAGACCGGAAACACAGGAGAG 
TCTTCGGTGGAAGAAAATGAAAAACAGCAAAATGCCTCTGAAAGCAAACTGGAATTGAGA 
AATAATTCAAATACTTGTAATATAGAGAATGAGCTTGAAGACTCTAGGAAGACTACAGCA 
TGTACAGAATTGAGAGACAAGATTGCTTGTAATGGAGATGCTTCTAGCTCTCAGATAATA 
CATATTTCTGATGAAAATGAAGGAAAAGAAATGTGTGTTCTGCGAATGACTCGAGCTAGA 
CGTTCCCAGGTAGAACAGCAGCAGCTCATCACTGTTGAAAAGGCTTTGGCAATTCTTTCT 
CAGCCTACACCCTCACTTGTTGTGGATCATGAGCGATTAAAAAATCTTTTGAAGACTGTT 
GTTAAAAAAAGTCAAAACTACAACATATTTCAGTTGGAAAATTTGTATGCAGTAATCAGC 
CAATGTATTTATCGGCATCGCAAGGACCATGATAAAACATCACTTATTCAGAAAATGGAG 
CAAGAGGTAGAAAACTTCAGTTGTTCCAGATGATGATGTCATGGTATCGAGTATTCTTTA 
TATTCAGTTCCTATTTAAGTCATTTTTGTCATGTCCGCCTAATTGATGTAGTATGAAACC 
CTGCATCTTTAAGGAAAAGATTAAAATAGTAAAATAAAAGTATTTAAACTTTCCTGATAT 
TTATGTACATATTAAGATAAATGTCATGTGTAAGATAACTGATAAATATTGGAACTTTGC 
TAGAACAAGACCCTGTAGTAATAGTAATAATAGTTGAAGTTTGGCCAACTCTTAATAAAG 
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TTATTTTGGTAACTAATGTTTTATGGCACTTAAGAATAATTAGCAGCGTTAAATTTTGTT 
TGTATTAAGCACTTTTAATTTTATCCTTCCTAAAAATAGTTTATTGTATCTGACAAGAAA 
CTTACTTAACCATTGTGTCCTTCCCATCTTTTTTGTCATCTTTGTTTTCTTCAAATGCCC 
TCCTCCCATCTGCCTTGAGATTCCCTCGTCTTCACTTAAAAGCCAGAGTGCAAGTCATGA 
TTTGCGGGAGGGCTCTTGAACCACTTCTGGCTGCACCACAATTCTGTACTTGAGTATCAC 
AGTCATTGTTTTTGAGACAAACATTTTTATAATTCTAATTTGGGTTAATAAAGATTTTAA 
ATATTT 

Gene 105. >ENST00000287396 cDNA sequence 

AGCACTCCCGGAGCCTGCAACGCTTGAGATCCTCTCCGCGCCCGCCACCCCGCAGGGTGC 
CCCGCGCCGTTCCCGCCGCCCCGCCGCCCCCGTCGCGGGCCCCTGCACCCCGAGCATCCG 
CCCCGGGTGGCACGTCCCCGAGCCCACCAGGCCGGCCCCGTCTCCCCATCCGTCTAGTCC 
GCTCGCGGTGCCATGCCATTCCTCGGGCAGGACTGGCGGTCCCCCGGGCAGAACTGGGTG 
AAGACGGCCGACGGCTGGAAGCGCTTCCTGGATGAGAAGAGCGGCAGTTTCGTGAGCGAC 
CTCAGCAGTTACTGCAACAAGGAGGTATACAATAAGGAGAATCTTTTCAACAGCCTGAAC 
TATGATGTTGCAGCCAAGAAGAGAAAGAAGGACATGCTGAATAGCAAAACCAAAACTCAG 
TATTTCCACCAAGAAAAATGGATCTATGTTCACAAAGGAAGTACTAAAGAGCGCCATGGA 
TATTGCACCCTGGGGGAAGCTTTCAACAGACTGGACTTCTCAACTGCCATTCTGGATTCC 
AGAAGATTTAACTACGTGGTCCGGCTGTTGGAGCTGATAGCAAAGTCACAGCTCACATCC 
CTGAGTGGCATCGCCCAAAAGAACTTCATGAATATTTTGGAAAAAGTGGTACTGAAAGTC 
CTTGAAGACCAGCAAAACATTAGACTAATAAGGGAACTACTCCAGACCCTCTACACATCC 
TTATGTACACTGGTCCAAAGAGTCGGCAAGTCTGTGCTGGTCGGGAACATTAACATGTGG 
GTGTATCGGATGGAGACGATTCTCCACTGGCAGCAGCAGCTGAACAACATTCAGATCACC 
AGGCCTGCCTTCAAAGGCCTCACCTTCACTGACCTGCCTTTGTGCCTACAACTGAACATC 
ATGCAGAGGCTGAGCGACGGGCGGGACCTGGTCAGCCTGGGCCAGGCTGCCCCCGACCTG 
CACGTGCTCAGCGAAGACCGGCTGCTGTGGAAGAAACTCTGCCAGTACCACTTCTCCGAG 
CGGCAGATCCGCAAACGATTAATTCTGTCAGACAAAGGGCAGCTGGATTGGAAGAAGATG 
TATTTCAAACTTGTCCGATGTTACCCAAGGAAAGAGCAGTATGGAGATACCCTTCAGCTC 
TGCAAACACTGTCACATCCTTTCCTGGAAGGGCACTGACCATCCGTGCACTGCCAATAAC 
CCAGAGAGCTGCTCCGTTTCACTTTCACCCCAGGACTTTATCAACTTGTTCAAGTTCTGA 
ATCCCAGCACATGACAACACTTCAGAAGGGTCCCCCTGCTGACTGGAGAGCTGGGAATAT 
GGCATTTGGACACTTCATTTGTAAATAGTGTACATTTTAAACATTGGCTCGAAACTTCAG 
AGATAAGTCATGGAGAGGACATTGGAGGGGAGAAATGCAGTTGCTGACTGGGAATTTAAG 
AATGTGAACTTCTCACTAGAATTGGTATGGAAAAGCAAAATACTGTAAATAAACTTTTTT 
TCTAACAATTTGCC 

Gene 106. >ENST00000303924 cDNA sequence 

ATGCATTGTGAGAGGTTTCTATGTATCCTGAGAATAATTGGAACCACACTCTTTGGAGTC 
TCTCTCCTCCTTGGAATCACAGCTGCTTATATTGTTGGCTACCAGTTTATCCAAACGGAT 
AATTACTATTTCTCTTTTGGACTGTATGGTGCCTTTTTGGCATCACACCTCATCATCCAA 
AGCCTGTTTGCCTTTTTGGAGCACCGAAAAATGAAAAAATCCCTAGAAACCCCCATAAAG 
TTGAACAAAACAGTTGCCCTTTGCATCGCTGCCTATCAAGAAGATCCAGACTACTTAAGG 
AAATGTTTGCAATCTGTGAAAAGGCTAACCTACCCTGGGATTAAAGTTGTCATGGTCATA 
GATGGGAACTCAGAAGATGACCTTTACATGATGGACATCTTCAGTGAAGTCATGGGCAGA 
GACAAATCAGCCACTTATATCTGGAAGAACAACTTCCACGAAAAGGGTCCCGGTGAGACA 
GATGAGTCACATAAAGAAAGCTCGCAACACGTAACGCAATTGGTCTTGTCCAACAAAAGT 
ATCTGCATCATGCAAAAATGGGGTGGAAAAAGAGAAGTCATGTACACAGCCTTCAGAGCA 
CTGGGACGAAGTGTGGATTATGTACAGGTTTGTGATTCAGACACTATGCTTGACCCAGCC 
TCATCTGTGGAGATGGTAAAAGTTTTAGAAGAAGATCCCATGGTTGGAGGTGTTGGGGGA 
GATGTCCAGATTTTAAACAAGTACGATTCCTGGATCTCATTCCTCAGCAGTGTAAGATAT 
TGGATGGCTTTTAATATAGAAAGGGCCTGTCAGTCTTATTTTGGGTGTGTTCAGTGCATT 
AGTGGACCTCTGGGAATGTACAGAAACTCCTTGTTGCATGAGTTTGTGGAAGATTGGTAC 
AATCAAGAATTTATGGGCAACCAATGTAGCTTTGGTGATGACAGGCATCTCACGAACCGG 
GTGCTGAGCCTGGGCTATGCAACAAAATACACAGCTCGATCTAAGTGCCTTACTGAAACA 
CCTATAGAATATCTCAGATGGCTAAACCAGCAGACCCGTTGGAGCAAGTCCTACTTCCGA 
GAATGGCTGTACAATGCAATGTGGTTTCACAAACATCACTTGTGGATGACCTACGAAGCG 
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ATTATCACTGGATTCTTTCCTTTCTTTCTCATTGCCACAGTAATCCAGCTCTTCTACCGG 

GGTAAAATTTGGAACATTCTCCTCTTCTTGTTAACTGTCCAGCTAGTAGGTCTCATAAAA 

TCATCTTTTGCCAGCTGCCTTAGAGGAAATATCGTCATGGTCTTCATGTCTCTCTACTCA 

GTGTTATACATGTCGAGTTTACTTCCCGCCAAGATGTTTGCAATTGCAACAATAAACAAA 

GCTGGGTGGGGCACATCAGGAAGGAAAACCATTGTTGTTAATTTCATAGGACTCATTCCA 

GTATCAGTTTGGTTTACAATCCTCCTGGGTGGTGTGATTTTCACCATTTATAAGGAGTCT 

AAAAGGCCATTTTCAGAATCCAAACAGACAGTTCTAATTGTTGGAACGTTGCTCTATGCA 

TGCTATTGGGTCATGCTTTTGACGCTGTATGTAGTTCTCATCAATAAGTGTGGCAGGCGG 

AAGAAGGGACAACAATATGACATGGTGCTTGATGTATGA 

Gene 107. >ENST00000329599 cDNA sequence 

TGCATGAGGGGGGATAGGGAAGTTTGGCCCACCAGAATGATCACCAAGACATACAAAGTA 

GACCTGGGCCCTGGGCTCCCAGAGAAGAAAAAGAAGAAGAAAGTGGTCAAAGAACCAGAG 

ACTCAATATTCAATTTTAAACAATGATGATTACTTTGCCAATGTTTCTCCTATAAGAGCC 

ACATCCCCTTCTAAGAGTGTAGTCCATAGGCAGGCACCTGAGATGCCTCTAGCGAAGAAA 

AAGGAGAAAAAGAAGGGTGTCAGCGCCCTTTGCGAGGAGCATGTGGAACCTGAGACCACG 

CTGTGTGCCAGACAGACAGAGAAGTCACCCAGCCCCAGGAAGCAGGTACTTGGCCACTTG 

AAGTTCCTCAGTGGGGAGAAGAAAAAGAAGTCACCTCAGGCTATGTCCCATGCCTCCAGG 

GTGAAAACCTCCTCAGACCTCAGACATAGTGAGGAGGAAACCAGAGTCGGAAAGAAACTT 

AAAAAACACAAGAAGGCAAAAAATAGGGGGCCCAGGACCAGCCTTCTCAGTCCAGGACCC 

TTGGTTCTGCAAGGCCGGGATGCTGCAGACACTTGCTCAGTGGGGAAGGAGGGTGAGGAA 

CAGGCAACCTTGGGGCAGAAACAGAAGCAGAAGAGCCCCAGGGAACACAGTGGGAAGGTG 

AAGAAGAAAAAAAAACACCAGGAGGGAGACCTCCTCCCAGGCCACTCCAAGCCCTCCAGG 

TCCTTGGAGAGCAGCCCCCATAAAGGAAGTAAAACTAAACCAGTCAAAGTTGAGGCTCCG 

GAATATATCCCCATAGGAGATGGCCCTAAGGCCCCCGCGAAGAAAAAGATGAAGTCCAAG 

AAGAAGGTCACCGAGGAGCCGGCTCTGAAAAGGAAGAAAAAAAAGAGGAAAGAGAGTGGG 

GTAGCAGGAGACCCTTGGAAGGAGGAAACAAACATGGACTTAGAGGTGGTGTTGGAAAGG 

AAAGGCAATATGGACGAGGCGCACATAGACCAGGTGAGGCGAAAGTCCTTGCAAGAAGAG 

GTCCATCAGGAGTCAAGCAAAACGGAAGCTTCTGAAACCTGGAAGTGGACGGGAACCCAG 

TTTGGCCAGTGGGATACTGCTGGTTTTGAGAACGAGGAACAGAAACTGAAATTTCTCAAA 

CTTATGGGTGGCTTCAAAAATCTCTGCCCACCCCCCCCAACCCCCAGCACGATTGCAAGG 

CCCAACATGGCCCTCAGCAAGAAGGCAGCCCACAGCCTGCAGCAGAACCTGCAGCAGGAC 

TACGACCGGGCCATGAGCTGGAAGTACAGCCGCCGAGCCTGCTTTGGCTTCTCCACCGCC 

AACAAGATCTTTTATATTGACAGGAACACTTCCAAGTCAGTC 

Gene 108. >ENST00000308614 cDNA sequence 

CTAGTGGACATCTGAAACCCTAAAACATCTCATCTGTGCAAAAAAGAGGAATGAGCCAGG 
TCGGGAGAGTGAGAAGCTCGCACCACTTCGAAAGCGTCTGCCTGGATGCTGAAGTTCGGG 
TTGTTCTTGTAGCTCTGGATCACGCAGGACTTCACACCTTGTCCTCCGCACTCAATGAGA 
GCCTGAGGCCGATCCACAGAGAGGAGCTGCACCTTCTTCATTTCCCGAACTCCCCAGAAG 
AGAACCTGAGGAAAAGACCAGCAGAGCCATCACCACAGATCCACGGAGGAGCCCCACACC 
TGCCCTGGCTCTGTGTGGAAAAGTTAGACCTGCTCCCTGAGAACCACGCTGTGTTCCTCC 
AGGAAAGAACTGCACAGCTTTTTGAGGGCTCATTCTTTTTCTCTAGGTCTCCCGCCCATT 
CCATATCACCTCTCCTACAATTCAGGTGGGGCCACTGCCCTTGAGTGCCAAAGAACAACT 
CAGCTCCTCCGCTGACCCGTACCTCCACTCGGTATTTGCTCAGCACCGGCCGAATGTTGG 
CAGGAACCGGGTAGATCTGGGTGATGTCTGGTGGCTCAACGGGTGGGAGGCCTTGCAGCC 
CAGAAGGAGGAACCTACCGCACAAGACATATTCTCGTTGGCAACAGCAGATGTGGTTAAG 
CTAATTACAAGAAAGCTCAGAAAAAGGAGAGCAGACACTGCAAATGCGCAATAGGCTTAA 
GGTAATGAAGCTGCAGGATACACCAGCCCAGATCAAGAAGCTGGTAAATAATGAGGATGG 
CAATGCCCAATACTGCCTGGCAGTGATGAGAGTCAATAATGTCAGCTGAATTTCTCCATA 
AAGGGCTTGACTTAGGGTTGGGCCAGGAAAAGCCATTACTGAATGGAGATCTGGAAGGGA 
AATGGAAAGCAATGGGACAGCAAAGGGAAACACAGCCAGCTCAGCAGGAAGCAAGATGGG 
AACTTCATGGTCTCCAAGGTCTCCGCTCCCCTTCTGTGATGCTCACTTCTTGACTCCCTC 
CTGACCTTGACCCAAAGACAGGGGCTGTCAGGAGTACTGCGAGGAGGTGGGGAAGCTTTA 
GGCAGGCTTCCTGGAACTACTGTTTTACTTAATATATTTGTGCTTCTGCAACCTCATGAG 
GAGGTAGAGATATTAAATAAAGAAACAAACCCTTTCCTTTCATTTTAGACTACCTAATTT 
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AAGAAAAGAATATTTGTGTAAGTTAAAAAAATCCTCCAGTAAGCTTTGGACTCTATCCAA 

GGGTTCAGCACACAAACGTCTTTGGAGAACAAGAGGTTTGGTTC^CATCATAAAAGAAAA 

GGGATAGAGATTAAAGTGTTGTGAAAGGCGTCGAAGCAACAAGCAAGAGAGAAAGAAACA 

CAGAAAGGCTGAGAAAATACCCATCCATTTCTTTTCAGCCAGGGGAGATCAGTAAAAACC 

TCCTGTCTCCAAAAAGCATGGACATTTTTATTAAACAGCAATAGGACCTGGAATTAGCTG 

GAGGCTGGGTACAGTTGCAGGTTGCTTTATACAAGTATCACATTCCTGAAGAAGTGTGTA 

GACTGACGTTCTGTAAACCAGATCCAATTTTAATTGCCATTTAAATGGAAGTCAGTGAAA 

AACTCTTTTAGTAAAGCAAATGATCATCACC 

Gene 109. >ENST00000327482 cDNA sequence 

ATGGGGGACATCTTCACCAACTTCTTAAAGGGCTTTTTTGGCACAAAAGAAGTGCCCATC 

ATCATGGTGGGCCTGGATGCTGCAAGGAAGACGCCAATCCTGTACAAGCTGAAGTTGGGC 

GAGATTATGACCACCGTCCCCACCTTAGACTTCAGCGTGGAGAATGCGGAGTACAAGAAC 

ATCAGCTTCAGCCTGTGGGATGGGTGGCCAGGACAAGGCCACTACTTCCAGTGCACACAA 

GGCCTGATCCTCGTGGTGGACTGCAATGACAGAGAGCTCATGGACGAGGCCCAGGAGGGG 

CTCATGAGGATGCTAGCTGGGGTCAATCTTGGGATGCAGTCCCCAACAAGCGGGGCCTCC 

CCAACACCAAGAATGCAGCCGGGATCACAGACACGTTGGGGCTCACTCCCTACCACAGGA 

ACTGGTATATTCAGGCTACCCGCACCATCAGCGGCGACGGGCTCTGTGAAGGACTGGACT 

TGTCCCAGCAGCTCCCAAACCAGAAGTGAACGAACCCCGATCCTCTCACTCCTCCTCTTG 

CCTTCCACTTTACTCTCATGTAGCAAATGTGTAGTTTGGTGTGAGTGCCAGAAGCTGCCT 

CTGTGGTTGAGTCACCATGTGCATCTCACCGTGCTGTAA 

Gene 110. >ENST00000330102 cDNA sequence 

GCATTTAATCTTAGTCCAGCTGATCCAGATGGCAAATCAGATCCCTACATTGTGATCAAG 

CTTGGCAAGACAGAAA.TCAAAGACCGGGATAAATACATCCCTAAACAACTGAACCCAGTA 

TTTGGAAGGTCATTTGAGATCCAAGCCACATTCCCAAAAGAGTCCCTGCTCTCCATCCTG 

ATCTATGACCATGACATGATTGGCACAGATGACCTTATTGGTGAGACCAAGATCGACCTG 

GAGAACCGCTTCTACAGCAAACACCGAGCCATCTGTGGCTTGCAGAGCCAGTATGAGATA 

GAAGGATACAATGCCTGGAGAGACACGTCCAAACCCACCGAAATCCTCACTAAGCTCTGC 

AAAGACAACAAGCTGGATGGACCCTACTTTCACCCTGGGAAAATACAGATAGGAAACCAA 

GTCTTTTCTGGAAAAACTATCTTCACTGAAGAGGACACTGATGAGACAGTGGAGTCTTAT 

GAACACCTGGCCCTCAAGGTTTTACACTCTTGGGAGGATATCCCGGAAGTCGGGTGTAGG 

CTGGTTCCTGAACACATAGAAACTCGGCCACTGTACCACAAGGATAAGCCAGGAATGGAG 

CAGGGCCGCCTGCAGATGTGGGTGGACATGTTTCCCAAGGATATGCCTCAACCTGGACCT 

CCTGTTGACATCTCTCCAAGGCGACCCAAAGGATACGAATTGAGAGTGACCATCTGGAAC 

ACTGAAGATGTCATTTTAGAGGATGAGAATATCTTCACAGGCCAAAAATCAAGTGATATT 

TATGTGAAAGGGTGGTTAAAGGGCTTGGAGGATGACAAGCAGGAGACAGATGTGCATTAC 

AACTCCCTGACTGGAGAGGGCAACTTCAACTGGCGCTTCCTGTTTCCCTTTCAGTATCTC 

CCAGCTGAGAAGCAAATGGTCATTACCAAGAGGGAGAACATCTTCTCTTTAGAGAAGATG 

GAGTGTAAGACTCCTGCTGTGTTGGTGCTGCAGGTTTGGGATTTTGAAAGGCTGTCCTCA 

GATGACTTCCTGGGCACCCTGGAAATGAACCTCAACAGTTTCCCTCGAGCAGCTAAGTCT 

GCCAAAGCCTGTGATCTTGCCAAGTTTGAAAATGCAAGTGAGGAGACCAAGATCTCTATA 

TTCCAGCAAAAACGTGTGCGTGGCTGGTGGCCTTTTTCTAAAAGCAAAGAACTCACAGTA 

AGTGACAGCTATGGGAGGTGGAGGAGATGGGGGAAAAGGTTGCCATTGGCTCAGTGGGTC 

TTTGTGACTGGAAACAAAAGGTTTTGCATCTTTTTGCAGGGCAAGGTTGAAGCTGAGTTC 

CACCTAGTTACAGCAGAAGAAGCTGAGAAAAATCCTGTTGGAAAAGCCCGAAAGGAGCCA 

GAGCCCCTGGCCAAGCCCAACCGCCCAGACACCTCCTTTTCGTGGTTCATGAGCCCCTTT 

AAGTGCCTGTACTACCTCATCTGGAAGAATTAC 

Gene 111. >ENST00000321393 cDNA sequence 

ATGGACATCCTCCCTTACCTTCACATGTCACATGGCAAGTGCCCTCTCCTGGTGAGGGGC 
AAGGGTGAGATGGAGGGAGAAGCCCTGTTGAGCTGCTTGGCCATGAACAGTTTGGGGGAA 
CAGGAAGCTTGCCTTGACCTCGGGTCCAAGACTCCCTCCCTAGAGATCTCATCAAATAAC 
GAGGAAAGACCAACCAACAGAGAAGAGACTGGAATCATCTGCCCAGAAAGACTTTTCATC 
TATTCTTCTAAGGACAGCTCCAAGAGATTACCTGGGGGACTTTGTATAAAAAATAAGACA 
ACCTGTGTTCCTGTGCAGCTTCATCCCTCATCTTTCCCTAAGTGTCAAGAAGCAATAGTT 
AGTCCACAAGCACGAGTGAAATTACTGAACAAAATTAAGATGGATACAGCACTCTAA 
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Gene 112. >ENST00000287437 cDNA sequence 

GCCCGCTCTCACTTTTCAGCGGCAGGCGAAGGGGGCTGAGGAAAGGAGGTGGGTCTAGGC 

AGGGGAAATTGGGGTGCCACCAGACGGAGACAGCTTGGACTACCAGAATCAAGCACTCTT 

TTGGAAGAGGGTAATCTCTCTCCAAAAACTGAGGACACTTACCTTCCCCATATATTGAGT 

CCAGCTGTGTTTGGTGGCCCAGGTACTAATTTCAAGATGCCAGGACGTTCCAGTTCAAAT 

TCAGGTTCAACTGGTTTCATCTCCTTCAGTGGTGTAGAGTCTGCTCTCTCCTCCTTGAAA 

AACTTCCAAGCCTGTATCAACTCTGGTATGGACACAGCTTCTAGTGTTGCTTTGGATCTT 

GTGGAAAGTCAGACTGAAGTGAGTAGTGAATATAGTATGGACAAGGCAATGGTTGAATTT 

GCTACATTGGATCGGCAACTAAACCATTATGTAAAGGCTGTTCAATCTACAATAAATCAT 

GTGAAAGAAGAACGTCCAGAAAAAATACCAGATTTAAAATTATTGGTAGAGAAGAAATTT 

TTGGCTTTACAGAGCAAGAATTCTGATGCAGACTTTCAAAATAATGAAAAATTTGTACAG 

TTTAAACAACAGCTGAAAGAACTAAAGAAGCAATGTGGTCTTCAAGCTGACAGAGAAGCT 

GACGGAACAGAAGGAGTGGATGAAGATATAATTGTGAC C CAAAGTCAGACCAACTTCACC 

TGCCCCATTACAAAGGAGGAAATGAAGAAGCCAGTGAAAAATAAAGTGTGTGGCCACACC 

TATGAAGAGGACGCCATTGTTCGCATGATTGAGTCCAGGCAAAAGCGGAAGAAAAAGGCC 

TATTGCCCTCAAATTGGCTGTAGCCACACGGATATAAGAAAGTCAGATCTTATCCAGGAT 

GAAGCACTTAGAAGGGCAATTGAGAACCATAACAAGAAAAGACATCGTCATTCCGAGTAG 

GAAAAGCCACCTGCCTGCAGGGACACCAGCAGCCTACCTCCTACCCCAGCTGTCTGTTGA 

GAGCAGTGCTGACCCCAGCAGTTAGGGACTGGCTGCATAGCATACTTGTTGGGGGTAAAA 

CTTGTTGCTTTTATGTGTGCTTGAAAACATTTTTCAAAGTTACACAACAGAAATGCAATC 

ATATTGTTTATTTTTAAGTGTTCTATAATGTTAAATAAAACTTTGATCATCTGC 

Gene 113. >ENST00000311709 cDNA sequence 

ATGGGGAAAAAACAGAACAGAAAAACTGGAAACTCTAAAACGCAGAGCGCCTCTCCTCCT 

CCAAAGGAACGCAGTTCCTCACCAGCAACAGAACAAAGCTGGATGGAGAATGATTTTGAT 

GAGCTGAGAGAAGAAGGCTTCAGACGATCAAATTACTCTGAGCTACGGGAGGACATTCAA 

ACCAAAGGCAAAGAAGTTGAAAACTTTGAAAAAAATTTAGAAGAATGTATAACTAGAATA 

ACCAATACAGAGAAGTGCTTAAAGGAGCTGATGGAGCTGAAAACCAAGGCTCGAGAACTA 

CGTGAAGAATGCAGAAGCCTCAGGAGCCGATGCGATCAACTGGAAGAAAGGGTATCAGCA 

ATGGAAGATGAAATGAATGAAATGAAGCGAGAAGGGAAGTTTAGAGAAAAAAGAATAAAA 

AGAAATGAGCAAAGCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTACGTCTG 

ATTGGTGTACCTGAAAGTGATGTGGAGAATGGAACCAAGTTGGAAAACACTCTGCAGGAT 

ATTATCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACGTTCAGATTCAGGAAATA 

CAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGTCAGA 

TTCACCAAAGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGGTCGGGTT 

ACCCTCAAAGGAAAGCCCATCAGACTAACAGCGGATCTCTCGGCAGAAACCCTACAAGCC 

AGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATT 

TCACATCCAGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAATACTTTATAGACAAG 

CAAATGTTGAGAGATTTTGTCACCACCAGGCCTGCCCTAAAAGAGCTCCTGAAGGAAGCG 

CTAAACATGGAAAGGAACAACCGGTACCAGCCGCTGCAAAACCATGCCAAAATGTAA 

Gene 114. >ENST000003 03545 cDNA sequence 

GAAACCCAGAGACCTCCTGGGGAGCCGCCGCCGCCGCCCTCTCGGCCATCGCTGCCTCCG 
CCGCCTGCTCCACCTCGAGGGACGCGAGCGGGCGGCGGGGCTGGCCGTGAGAGAGACAGG 
AGAGGAAGGAGGGCAGGGGCGGAGTTGCCCGCCTTAGCCCCCGCCCCCGGCCGCGGCCCC 
GGGCCCTGCCCCGCGCGGCCCTGCCCGGCCCACCGAGCCCTGGTGTGGCAGCGGCTCATG 
GCGGCCGTGGGGCCCCCGCAGCAGCAGGTGCGGATGGCCCATCAGCAGGTCTGGGCGGCG 
CTCGAAGTGGCGCTCCGGGTGCCCTGCCTTTACATCATCGACGCCATCTTCAACTCCTAC 
CCGGATTCCAGCCAAAGCCGGTTCTGCATCGTGCTCCAGATCTTCCTCCGGCTCTTTGGT 
GTATTTGCATCCAGTATTGTTCTGATCTTGTCACAACGATCACTTTTCAAGTTTTACACG 
TACAGCTCAGCCTTTCTGTTAGCTGCAACTTCAGTGTTGGTGAATTATTATGCTTCTTTG 
CACATTGACTTCTATGGTGCCTACAACACGTCAGCTTTTGGAATTGAGCTGCTTCCTCGA 
AAAGGTCCCTCGCTGTGGATGGCACTTATCGTTCTACAGCTAACATTTGGAATTGGATAC 
GTTACACTACTCCAGATTCATTCCATCTATTCACAATTAATTATTTTGGATCTCTTGGTT 
CCTGTAATAGGCTTAATCACAGAGCTACCATTACACATCAGAGAGACTTTACTGTTTACT 
TCTTCCTTGATTCTCACATTAAATACAGTGTTTGTCCTGGCAGTGAAACTGAAGTGGTTT 
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TATTATTCCACACGATATGTTTATCTTTTGGTGAGGCACATGTATCGAATTTACGGATTA 
CAGTTATTGATGGAGGACACATGGAAGAGGATTCGTTTCCCAGACATACTACGAGTCTTT 
TGGCTAACAAGAGTTACAGCTCAGGCTACAGTGTTAATGTACATCTTAAGGATGGCAAAT 
GAAACTGATTCCTTCTTTATTTCTTGGGATGATTTTTGGGACCTCATTTGCAATCTTATA 
ATTAGTGGGTGCGATTCTACACTAACTGTACTGGGCATGAGTGCTGTAATTTCCTCAGTA 
GCCCATTATTTGGGGCTTGGAATATTGGCCTTTATTGGATCAACTGAGGAAGATGACAGG 
CGTCTTGGCTTTGTTGCACCTGTTTTATTTTTTATTTTGGCTCTTCAGACTGGGTTAAGT 
GGGCTAAGACCAGAAGAGAGACTTATTCGCTTAAGTAGAAACATGTGCCTTTTATTAACT 
GCAGTCCTGCATTTTATCCATGGAATGACAGACCCTGTATTAATGTCTCTCAGTGCCTCT 
CATGTGTCATCTTTTCGTAGACATTTTCCTGTGCTGTTTGTCTCTGCTTGCCTGTTTATT 
CTTCCTGTCTTACTCAGTTATGTTCTTTGGCATCACTATGCACTAAATACATGGTTGTTT 
GCAGTTACAGCATTTTGTGTGGAACTGTGCTTAAAAGTAATTGTTTCTCTCACTGTTTAT 
ACGTTATTCATGATTGATGGCTACTATAATGTCCTCTGGGAAAAGCTTGACGATTATGTC 
TACTACGTTCGTTCAACAGGCAGTATTATTGAATTTATATTTGGAGTTGTAATGTTTGGA 
AATGGGGCTTACACTATGATGTTTGAGTCGGGAAGTAAAATTCGGGCTTTTATGATGTGC 
CTACATGCATATTTTAACATCTACTTACAAGCCAAAAATGGCTGGAAGACATTTATGAAT 
CGTAGGACTGCTGTGAAGAAAATTAATTCACTTCCTGAAATAAAAGGGAGCCGCTTACAA 
GAAATAAATGATGTATGTGCAATCTGCTATCATGAGTTTACAACATCTGCTCGTATTACA 
CCGTGTAATCATTATTTCCATGCACTTTGCCTTCGGAAATGGCTGTACATTCAAGATACT 
TGTCCAATGTGCCATCAGAAAGTATACATCGAAGATGATATCAAGGATAATTCAAATGTA 
TCTAACAACAATGGATTTATTCCACCCAATGAAACTCCAGAGGAAGCTGTAAGAGAAGCT 
GCTGCTGAATCTGACAGGGAATTGAACGAAGATGACAGTACAGATTGTGATGATGATGTT 
CAAAGAGAAAGAAATGGAGTGATTCAGCACACAGGCGCAGCAGCTGAAGAATTTAATGAT 
GATACTGACTGATGAAAATAGCATTTATTAATGATTGAGGTATTTGTTTAAAATTCAGTT 
CATCCAAAATGGAGTAATATCCTTCACCTTCAGTGTGTAACCAAGCACAAAAACAGTATC 
AATGTTGAATCTGTGAATGGTTTTCCGTTTACTGTGATGTGCTACTGTAAATATACCTCT 
TTAATTACTTCTGGTCTCTTTGGTGACCTGTTTAAATTTGTGTACATTATTGTACATAGA 
ATAAAATGTTTTCACATTTTTATG 

Gene 115. >ENST00000259512 cDNA sequence 

GCCCGTCTCCGCCTTCTGCATCGCGGCTTCGGCGGCTTCCACCTAGACACCTAACAGTCG 

CGGAGCCGGCCGCGTCGTGAGGGGGTCGGCACGGGGAGTCGGGCGGTCTTGTGCATCTTG 

GCTACCTGTGGGTCGAAGATGTCGGACATCGGAGACTGGTTCAGGAGCATCCCGGCGATC 

ACGCGCTATTGGTTCGCCGCCACCGTCGCCGTGCCCTTGGTCGGCAAACTCGGCCTCATC 

AGCCCGGCCTACCTCTTCCTCTGGCCCGAAGCCTTCCTTTATCGCTTTCAGATTTGGAGG 

CCAATCACTGCCACCTTTTATTTCCCTGTGGGTCCAGGAACTGGATTTCTTTATTTGGTC 

AATTTATATTTCTTATATCAGTATTCTACGCGACTTGAAACAGGAGCTTTTGATGGGAGG 

CCAGCAGACTATTTATTCATGCTCCTCTTTAACTGGATTTGCATCGTGATTACTGGCTTA 

GCAATGGATATGCAGTTGCTGATGATTCCTCTGATCATGTCAGTACTTTATGTCTGGGCC 

CAGCTGAACAGAGACATGATTGTATCATTTTGGTTTGGAACACGATTTAAGGCCTGCTAT 

TTACCCTGGGTTATCCTTGGATTCAACTATATCATCGGAGGCTCGGTAATCAATGAGCTT 

ATTGGAAATCTGGTTGGACATCTTTATTTTTTCCTAATGTTCAGATACCCAATGGACTTG 

GGAGGAAGAAATTTTCTATCCACACCTCAGTTTTTGTACCGCTGGCTGCCGAGTAGGAGA 

GGAGGAGTATCAGGATTTGGTGTGCCCCCTGCTAGCATGAGGCGAGCTGCTGATCAGAAT 

GGCGGAGGCGGGAGACACAACTGGGGCCAGGGCTTTCGACTTGGAGACCAGTGAAGGGGC 

GGCCTCGGGCAGCCGCTCCTCTCAAGCCACATTTCCTCCCAGTGCTGGGTGCACTTAACA 

ACTGCGTTCTGGCTAACACTGTTGGACCTGACCCACACTGAATGTAGTCTTTCAGTACGA 

GACAAAGTTTCTTAAATCCCGAAGAAAAATATAAGTGTTCCACAAGTTTCACGATTCTCA 

TTCAAGTCCTTACTGCTGTGAAGAACAAATACCAACTGTGCAAATTGCAAAACTG 

Gene 116. >ENST00000276689 cDNA sequence 

CCTTCCGGCTGGCCCCGCTCAGTCACCCGCAGCAGGCGTGCAGTTTCCCGGCTCTCCGCG 
CGGCCGGGGAAGGTCAGCGCCGTAATGGCGTTCTTGGCGTCGGGACCCTACCTGACCCAT 
CAGCAAAAGGTGTTGCGGCTTTATAAGCGGGCGCTACGCCACCTCGAGTCGTGGTGCGTC 
CAGAGAGACAAATACCGATACTTTGCTTGTTTGATGAGAGCCCGGTTTGAAGAACATAAG 
AATGAAAAGGATATGGCGAAGGCCACCCAGCTGCTGAAGGAGGCCGAGGAAGAATTCTGG 
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TACCGTCAGCATCCACAGCCATACATCTTCCCTGACTCTCCTGGGGGCACCTCCTATGAG 

AGATACGATTGCTACAAGGTCCCAGAATGGTGCTTAGATGACTGGCATCCTTCTGAGAAG 

GCAATGTATCCTGATTACTTTGCCAAGAGAGAACAGTGGAAGAAACTGCGGAGGGAAAGC 

TGGGAACGAGAGGTTAAGCAGCTGCAGGAGGAAACGCCACCTGGTGGTCCTTTAACTGAA 

GCTTTGCCCCCTGCCCGAAAGGAAGGTGATTTGCCCCCACTGTGGTGGTATATTGTGACC 

AGACCCCGGGAGCGGCCCATGTAGAAAGAGAGAGACCTCATCTTTCATGCTTGCAAGTGA 

AATATGTTACAGAACATGCACTTGCCCTAATAAAAAATCAGTGAAATGGTC 

Gene 117. >ENST00000276692 cDNA sequence 

GGCCACTTCCGCTTCCGCTGGGGAGGTCCTCCATGCGCAGTCATGAGTCGCTTCAAGTTT 
ATCGATATTGGTATCAACTTGACTGACCCTATGTTCAGAGGAATTTATAGGGGGGTTCAA 
AAGCATCAAGATGACTTACAGGATGTAATAGGGAGAGCTGTCGAGATTGGTGTTAAAAAG 
TTTATGATTACAGGTGGAAATCTACAAGACAGTAAAGATGCACTGCATTTGGCACAAACA 
AATGGTATGTTTTTCAGTACAGTTGGATGTCATCCTACAAGATGTGGTGAATTTGAAAAG 
AATAACCCTGATCTTTACTTAAAGGAGTTGCTAAATCTTGCTGAAAACAATAAAGGGAAA 
GTTGTGGCAATAGGAGAATGCGGACTTGATTTTGACCGACTGCAGTTTTGTCCCAAAGAT 
ACTCAACTCAAATATTTTGAAAAACAGTTTGAACTGTCAGAACAAACAAAATTACCAATG 
TTTCTTCATTGTCGAAACTCACATGCTGAATTTTTGGACATAATGAAAAGAAATAGAGAT 
CGGTGTGTAGGGGGAGTGGTGCATTCATTTGATGGTACCAAGGAAGCAGCAGCTGCTTTG 
ATTGACTTGGATCTTTATATAGGATTTAATGGTTGCTCACTGAAAACTGAAGCTAATTTG 
GAAGTTTTGAAGTCAATTCCTAGTGAAAAATTAATGATTGAGACAGATGCACCTTGGTGT 
GGAGTCAAAAGTACACATGCTGGATCAAAATATATAAGAACTGCATTTCCTACCAAAAAG 
AAGTGGGAAAGTGGGCACTGCTTAAAAGACAGAAATGAACCCTGCCATATAATTCAAATA 
TTGGAGATAATGTCAGCAGTGAGAGATGAGGATCCACTGGAATTAGCCAATACACTATAT 
AACAATACTATTAAAGTATTTTTTCCTGGAATATAATTGGTATATGTCTTCCACTTTCCA 
TCATGTATGTAAAATTTCATAGTAAAACTTCCTGATAGTTTGAATAAAGAAATTATCTGC 
Gene 118. >ENST00000297628 cDNA sequence 

ATTGCCATAACCATCACCGAGGCTCGCCAGCTGGTGGGTGAGAACATTGACCCAGTTGTG 

ACCATTGAGATTGGGGATGAGAAGAAGCAAAGCACAGTGAAGGAAGGAACCAACAGCCCA 

TTTTATAATGAATACTTTGTCTTCGACTTCATTGGGCCCCAAGTGCATCTTTTTGACAAG 

ATCATCAAAATCTCCGTAAGTATAGCATTGGTGGTAATAGTTGTGGAGAGGTGGGAGACA 

TTTTGGGCATTGGGGACTCTCTGGGACAACTCAGCATACTTAGCGGGGAATAGATTCAGG 

AGGGCAAGTGTCAGTTGTGTACTGATTGGCTCTTTCAAAGTAGACCTGGGGACCGTGTAC 

AACCAACCTGGTCATCAGTTCTGCAACAAGTGGGCCCTGCTCACAGACCCTGGTGACATC 

AGGACTGGCACCAAGGGGTACCTGAAATGTGACATCAGTGTCATGGGAAAAGGTGATGTC 

TTGAAGACCAGCCCTAAAACTTCTGACACCGAGGAGCCAATAGAAAAGAACCTTTTGATC 

CCCAATGGGTTTCCACTGGAGAGACCGTGGGCCAGATTCTATGTGAGACTCTACAAAGCA 

GAAGGGTTGCCCAAAATGAATTCAAGCATCATGGCGAACGTCACCAAGGCATTTGTGGGT 

GACAGTAAGGACCTGGTGGATCCCTTTGTGGAGGTCTCCTTTGCTGGGCAGATGGGGCGA 

ACCACAGTGCAGAAGAACTGTGCTGATCCTGTGTGGCATGAACAGGTGATCTTCAAGGAA 

ATGTTCCCTCCCTTGTGTCGGAGGGTGAAAATCCAGGTGTGGGATGAAGGCAGCATGAAT 

GACGTAGCCCTGGCAACCCATTTCATTGACCTGAAGAAAATCTCCAACGAACAGGATGGA 

GACAAAGGCTTTCTGCCCACCTTTGGGCCTGCCTGGATTAACCTGTATGGCTCGCCCAGG 

AACCACAGTCTGATGGATGACTACCAGGAAATGAACGAAGGCTTTGGGGAAGGTGTGTCA 

TTCAGGGGCAGAATCTTGGTAGAAATTGCTGTGGAAATCCTCTCAGGACGGGCACAGGAA 

TCTAAATTTTCCAAGGCCCTGAAGGAGCTCAAGTTGCCTTCCAAGGACAAAGACTCCAAA 

TCTTCCAAAGGTAAAGACAAGGCTGACAAAACTGAAGATGGAAAATCCCAA.CAGGCTTCA 

AACAAAACTAACTCAACCGAGGTGGAGGTGGAATCGTTCGATGTCCCCCCGGAGGTAGAA 

AAAAATGAGGAATTTTTACTCTTTGGAGCATTTTTTGAAGCTACCATGATTGACCGGAAG 

ATTGGAGATAAACCCATCAGCTTTGAAGTTTCTATTGGTAAG 

Gene 119. >ENST00000325995 cDNA sequence 

ATGGACGAGGAGTCACTAGATGGGCTGCTCTTCAAAGACCACX3ACTTCTCTTCTGACTTG 
TTGAGGCAGCTCAACAGCTTAAGGCAAAGCAGGATCCTGACTGATGTGAGCATCTGTGCC 
GGTGCCCGGGAGATCCCCTGCCACCGCAACGTGCTGGCCTCCAGCAGCCCCTACTTCAGG 
GCTATGTTCTGCAGCAGCTTCCGGGAGAAGAGTGAAGCCAAAGTGCAGCTGAAAGGCATT 
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GACCCCCCAACCCTGGACCAGATCGTCTCCTACGTGTATACGGGGGAGGCACATATTGCC 

ACTGACAATGTCCTCCCCGTGATGGAGGCCGCCTCCATGCTACAGTTCCCCAAGCTGTTT 

GAGGCCTGCTCCTCGTACTTGCAGAGCCAGTTGGCCCCCAGCAACTGCCTGGGTATGATC 

AGACTCTCAGAAATCTTAAGCTGCGAGACCCTCAAGAAGAAAGCCAGGGAGGTGGCACTG 

ACGTCCTTCCCAGAGGTGGCCGCATCGGCCGACCTGAAGGAGCTCTGTGCCTTGGAGTTG 

AGGGACTATCTCGGAGATGATGGGCTCTGTGGGGAGGAGGAAAAGGTGTTTGAGGCCCTC 

ATGGTTTGGATCAAGCATGACCTCCAGGCCCGGAAGCGATACATGCAGGAACTGTTCAAG 

CAGGTCAGGCTGCAGTACATCCACCCAGCCTTCTTTCACCACTTCATCGCCAACGATGCC 

CTCCTGCAGTCCTCGCCTGCATGCCAGATCATCTTGGAGACCGCCAAGAGACAGATGTTC 

TCTTTGTGTGGCACCACCGTCCCAGACTGCAAACTCCTGTTGCATGTCCCTCCAAGAAAC 

TCTTACCAAGATTTCCTCATCCTCTTGGGCGGAAGGAAGGACAGCCAGCAGACCACCAGG 

GACGTCCTACTGTACAGCAAACAGACCGGCCAATGGCAGAGCCTTGCCAAACTCCCGACA 

CGGCTGTACAAGGCCTCTGCCATCACCTTGCACCGCAGCATCTATGTGCTGGGGGGCATG 

GCTGTCAGCTCAGGGAGGAGTCTGGTCAGTCACAATGTCTACATCTTCTCCCTGAAACTC 

AATCAGTGGAGGCTGGGGGAGCCCATGCTGGTGGCCCGCTACTCCCACAGAAGCACTGCC 

CATAAGAACTTCATCTTCTCCATCGGGGGGATTGGAGAAGGGCAGGAGCTCATGGGCTCC 

ATGGAAAGGTATGACAGCATCTGCAATGTCTGGGAGAGTATGGCCAGCATGCCCGTGGGG 

GTGCTCCACCCCGCAGTCGCTGTGAAAGACCAAAGACTCTATCTCTTTGGAGGAGAGGAC 

ATCATGCAGAACCCTGTGCGCCTTATCCAGGTTTATCACATTTCCAGAAACTCGTGGTTC 

AAAATGGAGACAAGAATGATCAAGAACGTGTGTGCCCCTGCAGTGGTGCTTGGGGAGCGG 

ATTGTCATTGTGGGAGGTTACACAAGGAGGATTCTTGCTTATGACCCTCAATCCAACAAA 

TTTGTCAAATGTGCGGACATGAAAGACCGGAGGATGCACCATGGGGCCACAGTGATGGGA 

AACAAACTCTACGTGACGGGCGGGCGGCGGCTGACCACGGACTGCAACATTGAGGACTCC 

GCCTCCTTCGATTGCTACGACCCCGAGACGGACACCTGGACATCCCAGGGACAGCTGCCG 

CACAAGCTCTTTGACCATGCCTGCCTCACTCTC 

Gene 120. >ENST00000330051 cDNA sequence 

CTCTTCAAAGACCACGACTTCTCTTCTGACTTGTTGAGGCAGCTCAACAGCTTAAGGCAA 
AGCAGGATCCTGACTGATGTGAGCATCTGTGCCGGTGCCCGGGAGATCCCCTGCCACCGC 
AACGTGCTGGCCTCCAGCAGCCCCTACTTCAGGGCTATGTTCTGCAGCAGCTTCCGGGAG 
AAGAGTGAAGCCAAAGTGCAGCTGAAAGGCATTGACCCCCCAACCCTGGACCAGATCGTC 
TCCTACGTGTATACGGGGGAGGCACATATTGCCACTGACAATGTCCTCCCCGTGATGGAG 
GCCGCCTCCATGCTACAGTTCCCCAAGCTGTTTGAGGCCTGCTCCTCGTACTTGCAGAGC 
CAGTTGGCCCCCAGCAACTGCCTGGGTATGATCAGACTCTCAGAAATCTTAAGCTGCGAG 
ACCCTCAAGAAGAAAGCCAGGGAGGTGGCACTGACGTCCTTCCCAGAGGTGGCCGCATCG 
GCCGACCTGAAGGAGCTCTGTGCCTTGGAGTTGAGGGACTATCTCGGAGATGATGGGCTC 
TGTGGGGAGGAGGAAAAGGTGTTTGAGGCCCTCATGGTTTGGATCAAGCATGACCTCCAG 
GCCCGGAAGCGATACATGCAGGAACTGTTCAAGCAGGTCAGGCTGCAGTACATCCACCCA 
GCCTTCTTTCACCACTTCATCGCCAACGATGCCCTCCTGCAGTCCTCGCCTGCATGCCAG 
ATCATCTTGGAGACCGCCAAGAGACAGATGTTCTCTTTGTGTGGCACCACCGTCCCAGAC 
TGCAAACTCCTGTTGCATGTCCCTCCAAGAAACTCTTACCAAGATTTCCTCATCCTCTTG 
GGCGGAAGGAAGGACAGCCAGCAGACCACCAGGGACGTCCTACTGTACAGCAAACAGACC 
GGCCAATGGCAGAGCCTTGCCAAACTCCCGACACGGCTGTACAAGGCCTCTGCCATCACC 
TTGCACCGCAGCATCTATGTGCTGGGGGGCATGGCTGTCAGCTCAGGGAGGAGTCTGGTC 
AGTCACAATGTCTACATCTTCTCCCTGAAACTCAATCAGTGGAGGCTGGGGGAGCCCATG 
CTGGTGGCCCGCTACTCCCACAGAAGCACTGCCCATAAGAACTTCATCTTCTCCATCGGG 
GGGATTGGAGAAGGGCAGGAGCTCATGGGCTCCATGGAAAGGTATGACAGCATCTGCAAT 
GTCTGGGAGAGTATGGCCAGCATGCCCGTGGGGGTGCTCCACCCCGCAGTCGCTGTGAAA 
GACCAAAGACTCTATCTCTTTGGAGGAGAGGACTCATGCAGAACCCTGTGCGCCTTATCC 
AGGAGGATTCTTGCTTATGACCCTCAATCCAACAAATTTGTCAAATGTGCGGACATGAAA 
GACCGGAGGATGCACCATGGGGCCACAGTGATGGGAAACAAACTCTACGTGACGGGCGGG 
CGGCGGCTGACCACGGACTGCAACATTGAGGACTCCGCCTCCTTCGATTGCTACGACCCC 
GAGACGGACACCTGGACA 

Gene 121. >ENST00000329589 cDNA sequence 

CTCTTCAAAGACCACGACTTCTCTTCTGACTTGTTGAGGCAGCTCAACAGCTTAAGGCAA 
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AGCAGGATCCTGACTGATGTGAGCATCTGTGCCGGTGCCCGGGAGATCCCCTGCCACCGC 

AACGTGCTGGCCTCCAGCAGCCCCTACTTCAGGGCTATGTTCTGCAGCAGCTTCCGGGAG 

AAGAGTGAAGCCAAAGTGCAGCTGAAAGGCATTGACCCCCCAACCCTGGACCAGATCGTC 

TCCTACGTGTATACGGGGGAGGCACATATTGCCACTGACAATGTCCTCCCCGTGATGGAG 

GCCGCCTCCATGCTACAGTTCCCCAAGCTGTTTGAGGCCTGCTCCTCGTACTTGCAGAGC 

CAGTTGGCCCCCAGCAACTGCCTGGGTATGATCAGACTCTCAGAAATCTTAAGCTGCGAG 

ACCCTCAAGAAGAAAGCCAGGGAGGTGGCACTGACGTCCTTCCCAGAGGTGGCCGCATCG 

GCCGACCTGAAGGAGCTCTGTGCCTTGGAGTTGAGGGACTATCTCGGAGATGATGGGCTC 

TGTGGGGAGGAGGAAAAGGTGTTTGAGGCCCTCATGGTTTGGATCAAGCATGACCTCCAG 

GCCCGGAAGCGATACATGCAGGAACTGTTCAAGCAGGTCAGGCTGCAGTACATCCACCCA 

GCCTTCTTTCACCACTTCATCGCCAACGATGCCCTCCTGCAGTCCTCGCCTGCATGCCAG 

ATCATCTTGGAGACCGCCAAGAGACAGATGTTCTCTTTGTGTGGCACCACCGTCCCAGAC 

TGCAAACTCCTGTTGCATGTCCCTCCAAGAAACTCTTACCAAGATTTCCTCATCCTCTTG 

GGCGGAAGGAAGGACAGCCAGCAGACCACCAGGGACGTCCTACTGTACAGCAAACAGACC 

GGCCAATGGCAGAGCCTTGCCAAACTCCCGACACGGCTGTACAAGGCCTCTGCCATCACC 

TTGCACCGCAGCATCTATGTGCTGGGGGGCATGGCTGTCAGCTCAGGGAGGAGTCTGGTC 

AGTCACAATGTCTACATCTTCTCCCTGAAACTCAATCAGTGGAGGCTGGGGGAGCCCATG 

CTGGTGGCCCGCTACTCCCACAGAAGCACTGCCCATAAGAACTTCATCTTCTCCATCGGG 

GGGATTGGAGAAGGGCAGGAGCTCATGGGCTCCATGGAAAGGAGGATTCTTGCTTATGAC 

CCTCAATCCAACAAATTTGTCAAATGTGCGGACATGAAAGACCGGAGGATGCACCATGGG 

GCCACAGTGATGGGAAACAAACTCTACGTGACGGGCGGGCGGCGGCTGACCACGGACTGC 

AACATTGAGGACTCCGCCTCCTTCGATTGCTACGACCCCGAGACGGACACCTGG 

Gene 122. >ENST00000262219 cDNA sequence 

CTGTTGTAAACTTTGCCTGTAGGAGGACTGATCTCTTGATGAAATACAGAAAAACCATCT 

CAGAAAAAGGAAAATGGGCAATCGTCATGCTAAAGCGAGCAGTCCTCAGGGTTTTGATGT 

GGATCGAGATGCCAAAAAGCTGAACAAAGCCTGCAAAGGAATGGGGACCAATGAAGCAGC 

CATCATTGAAATCTTATCGGGCAGGACATCAGATGAGAGGCAACAAATCAAGCAAAAGTA 

CAAGGCAACGTACGGCAAGGAGCTGGAGGAAGTACTCAAGAGTGAGCTGAGTGGAAACTT 

CGAGAAGACAGCGTTGGCCCTTCTGGACCGTCCCAGCGAGTACGCCGCCCGGCAGCTGCA 

GAAGGCTATGAAGGGTCTGGGCACAGATGAGTCCGTCCTCATTGAGGTCCTGTGCACGAG 

GACCAATAAGGAAATCATCGCCATTAAAGAGGCCTACCAAAGGCTATTTGATAGGAGCCT 

CGAATCAGATGTCAAAGGTGATACAAGTGGAAACCTAAAAAAAATCCTGGTGTCTCTGCT 

GCAGGCTAATCGCAATGAAGGAGATGACGTGGACAAAGATCTAGCTGGTCAGGATGCCAA 

AGATCTGTATGATGTATGGGAAGGCCGCTGGGGCACTGATGAGCTTGCGTTCAATGAAGT 

CCTGGCCAAGAGGAGCTACAAGCAGTTACGAGCCACCTTTCAAGCCTATCAAATTCTCAT 

TGGCAAAGACATAGAAGAAGCCATTGAAGAAGAAACATCAGGCGACTTGCAGAAGGCCTA 

TTTAACTCTCGTGAGATGTGCCCAGGATTGTGAGGACTATTTTGCTGAACGTCTGTACAA 

GTCGATGAAGGGTGCGGGGACCGATGAGGAGACGTTGATTCGCATAGTCGTGACCAGGGC 

CGAGGTGGACCTTCAGGGGATCAAAGCAAAGTTCCAAGAGAAGTATCAGAAGTCTCTCTC 

TGACATGGTTCGCTCAGATACCTCCGGGGACTTCCGGAAACTGCTAGTAGCCCTCTTGCA 

CTGAGCCAAGCCAGGGCAATAGGAACACAGGGTGGAACCGCCTTTGTCAAGAGCACATTC 

CAAATCAAACTTGCAAATGAGACTCCCGCACGAAAACCCTTAAGAGTCCCGGATTACTTT 

CTTGGCAGCTTAAGTGGCGCAGCCAGGCCAAGCTGTGTAAGTTAAGGGCAGTAACGTTAA 

GATGCGTGGGCAGGGCACCTTGAACTCTGGCTTAGCAAGCATCTAGGCTGCCTCTTCACT 

TTCTTTTAGCATGGTAACTGGATGTTTTCTAAACACTAATGAAATCAGCAGTTGATGAAA 

AAACTATGCATTTGTAATGGCACATTTAGAAGGATATGCATCACACAAGTAAGGTACAGG 

AAAGACAAAATTAAACAATTTATTAATTTTCCTTCTGTGTGTTCAATTTGAAAGCCTCAT 

TGTTAATTAAAGTTGTGGATTATGCCTCT 

Gene 123. >ENST00000334705 cDNA sequence 

CTAGGAAGAAACTTGGAGCTGTTCAGGCGATCCAGCCTCCAATCGCTGCTGCTCTTGTAC 
TCGGTTGGCCCGGGCGGCGCTGAACTGTCGGGAGCCTAGGCCATGGGGCAGCCTGGGCCT 
TCTGCAGTGTGAGGCGCGGGGCCTCCCGCGTCGCTCCGCTGACAGGCTGCGGGCGGGCAG 
GCGGGAGGCGTAGTGTGGGTCGCGGTGGCGGCCCCGGCCGCCGGCCCTGGCCGCGGCATC 
ATGAACATAGACGTGGAGTTCCACATCCGGCACAACTACCCCTGGAACAAGTTGCCGGCC 
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AACGTGAGACAGAGTCTTGGAAATTCACAGAGAGAATATGAAAAGCAGGTTGTCCTGTAC 
AGTATCCGCAATCAGTTACGATATAGAAATAACTTAGTTAAACATGTCAAGAAAGATGAA 
CGCAGATACTATGAGGAACTGCTAAAGTACAGCCGAGATCATCTCATGCTGTACCCTTAC 
CATCTATCGGATATTGTATGTTATGTTTGTCTATAAAAGAAAAAATACTAATATTAAATA 
ATTTCTTACGACTCTGAGTCACTCACTTATTTTTCCAATAATTGATATTGTACATTCCTA 
GTGCCATTAGGTATGTATGTATGTAACTTTTACAGTTTTTCAGCTGAAAGTTGTAAGTAT 
TTTTTTTTTTTGATCGGGGCTCTTTAATCTCATTTTAATTTCCTTTGTTTGAACTGTAGT 
TATTTTATTTATTCCTATATTAACCATCTAAACCAACTGTAATGACATGTACACTAATAC 
AGAATTGAACATTTGTAGTTGTTGGCAGTGAACCCAGTTGTTGGTGAATTTAAAGCTTAA 
AATATGGGAATGATTTGCTGCTATATTTCCTTTGAGAGAGAAAGGAGGAAGAAATAGAAC 
CTAATAGTGATCATGAATTTTAGGGAAAGTACCGAAGAACCATGGGGTCCCCTCTGGTTT 
CTTGTGTTGAATGAGGCAAGGGTAATCATCTGATTCCGAGCTGAAGACCTCTGGTCCTCT 
TAAGGAGGGAGAGTGCATTTTTAGAGCTTTTAGCAAAATGTGAAAAGCTGATGTTTGCGC 
CTTGCTTTGTGAATTTGGCTTTGTTTTACTTATACATTAACTCATGTAATCTCTTAAATC 
TTACAAGCATTGATCCATTTCAACAAAAAGGTAAATTTAAAATGCAGACTTTGTTATTTG 
CCAAAGAAGATTCATGAAAAATTTACGTCCAATTATTTTGCAAATAGTTAATTTCATTTG 
GCTTTTTACCATGTTCCTTCCTTTCTTTTTCCCGCTTCCTTAATGTAATTTAAACCCTGG 
CAAACATTCTTTAGAAACCAAGAGGAAAGAAAGAACAAATATCAAAAAAGACATAGAATT 
TAATATTGATACAATTTCACCTCTAAAATGGATTTGAAGAAATGCAACTTTATATCAAAA 
AATGTCATCTGATTTCCTTTGTTTCTTTTTTAAATTATGTAATCAGATGATTTTATGTTT 
TTTTTTCAGGGGAGCGGAATATTGGTTTCTTTTACTTGTTGTTTTCAGTTTTCTCTGCCA 
TTCATGTTTCTTTTTTGTGTTCAGTGTTTCAAATACAATTTGTATTTAAGGATTTTAAAA 
TACCAAACTGTAACTGAGTACAGTGGATCGTTTTCTGTTAGGATGTTAATATTATACAAT 
GAAATCTATAAAGTGTTGTCAATTTGATTATTGACACATATAACATGTTTACAAATAAAC 
TGTGGTATTGATC 

Gene 124. >ENST000003 11922 cDNA sequence 

GCGGCCGCCCCCAGCGAGGCTCCGGGAGCCCTTGCCTGCGGGGGTCCGGGGACTCGAGCC 
GGCCTCCGCCTCCCGGACGCACAGCCAGCGTGGTCCCCGCGTGCAACGCGAGCGCCGGGG 
AGTGGCTCCTGCTTTGCCCCTCGTGGGGGCCGAGCCAAGACCAGTCTGCAAACTCCATCC 
CGCCGGCTGGAAGAAGTCGCGGAGCCGGCACCAAACCCGCAGCGTCTTCCCGCGCGGATC 
CCGGGACTTAAAAAGCCGGGGCCACCCCGGCCCAGGACGGGATGCGGGTCGGTCCGGTGC 
GCTCTGCCATGAGCGGCGCCTCGCAGCCCCGCGGCCCGGCCCTGCTCTTCCCAGCCACCC 
GAGGCGTCCCGGCCAAACGCCTGCTGGACGCCGACGACGCGGCGGCTGTGGCGGCCAAGT 
GCCCGCGCCTCTCCGAGTGCTCCAGCCCCCCGGACTACCTCAGCCCCCCCGGCTCGCCCT 
GCAGCCCGCAGCCCCCGCCTGCCGCTCCGGGGGCCGGCGGAGGCTCCGGGAGCGCGCCGG 
GGCCCAGCCGCATCGCCGACTACCTGCTGCTGCCCCTAGCCGAGCGCGAGGATGTGTCCC 
GGGCGCTGTGCATCCACACTGGACGCGAGCTGCGCTGCAAGGTGTTTCCCATTAAACACT 
ACCAGGACAAAATCAGGCCTTACATCCAGCTGCCATCGCACAGCAACATTACTGGCATTG 
TGGAAGTGATCCTTGGGGAAACCAAGGCCTATGTCTTCTTTGAGAAGGACTTTGGGGACA 
TGCACTCCTATGTGCGAAGCCGGAAGAGGCTGCGGGAAGAGGAAGCCGCCCGGCTCTTCA 
AGCAGATTGTCTCCGCCGTCGCCCACTGCCACCAGTCAGCCATCGTGCTGGGGGACCTGA 
AGCTTAGGAAGTTCGTCTTCTCCACGGAGGAGAGAACCCAGCTTAGACTAGAAAGTCTAG 
AAGACACACACATAATGAAGGGGGAAGATGATGCTTTGTCAGACAAACATGGCTGCCCAG 
CCTACGTGAGCCCTGAGATCCTCAACACCACTGGGACCTACTCCGGAAAGGCTGCGGACG 
TTTGGAGCCTGGGGGTGATGCTCTACACCCTTCTGGTTGGACGATACCCCTTCCATGACT 
CAGACCCCAGTGCCCTTTTCTCCAAAATTCGGCGTGGACAGTTCTGGATTCCTGAGCACA 
TTTCCCCCAAAGCCAGGTGCCTCATTCGCAGCCTCTTGAGACGGGAGCCCTCCGAGAGAC 
TCACTGCCCCCGAGATCCTACTGCACCCCTGGTTTGAGTCCGTCTTGGAACCCGGGTACA 
TCGACTCAGAAATAGGAACTTCAGACCAGATTGTTCCAGAGTACCAGGAGGACAGTGACA 
TTAGTTCCTTCTTCTGCTAATCCCCAAAACCTCAGAAACCTCATAATTCTTAACACCTGG 
CATTTCCATTTCTAAAGATGGACAGGCCCTTTGGCGTGGTACCAACCAGATAATGACTGC 
ATCAGGATGAAAGCTGCTGAACTCGGCATGGCGCCTCCTCTTCTCTGTTGGGATGAGTGA 
CTTTATTGATTTGAGCAGCATATGCTGTGATTGGCTGCCCTGCAAATTTGTTTCCCTTAA 
GGAACCCTCACCAACTATCTCTGCTGGATTTGGGAGTTCCGCATCTTTTGTGGAGGGCAG 
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AGTATGGACATCTTACACCCGGTGGTCAAGTGTGTAATAAACTTGAGCATTCGAATGGGA 

GAAAAAGCAAATCGCACAATGACATATTTTGAGTAATAACCGTATTTTTCACAGGGTGAC 

AAATTGGGCCAATAAATCTGCCATCTTTGAACTCATCTTTGGTGGCTAGACTGCTACGGC 

AGCTTCTCTGATGGGAAAGTTCCTTTTTTGGCTTAACACTCACCCTTTCTTCACACTCAC 

ATTTACCAATGACTCTGCTCCGTTTTTGGAGCAGACTGTTTTAAGTTGCTCAGGAGCCTG 

ATGGAACCATGAACCGAGACTCTTCTCTGTTTCCTGCCAAGACCTCATCTGCACTAATGC 

CTTCTCCCTGACCTTGACACTTCCCCCTTTAGCTATAAAAGCACTTACCAGCCGAACGTG 

GAACAGTATCACAAAAGATTCCATCTCCCAACGATTTCAGAACTCTGAGCTCAGAGAGAC 

TCCAGATTTTAAAAAATAATTTGAGTGCTTGGAAACTATTAGCTTTTTAAGTTCCTTCCA 

AATATGTTAGTACCTACCCTTTACTTTTTCCCCAAGACCATCTCAGGGTGGAGCATTCTG 

TCTAAGAGAAGAAAGATAAGGAGGCTCCCACCCACCTCTCCCAAGAGCAGACATTAAACA 

TCTTTGTGCTTTGAAGAGAGTGAATTTTGGATAGTCTTGTGATTCTCAGACTAACTTCCA 

GAATTATACTTTAACCCCTCCCAGATATGGTCCGCCTTTGGCATTGTGTGTACATCTGCA 

GTTTTGCATGGTGGGTTGTTAATATTTCAAATGTGTGGTTTATGAATACGTCTGTATAAT 

CGGCTTCTGGAGTGAAACAGCAAACCCCAAATCTTCAAAGTTGGAAGGAACTTTAAAAAT 

CATCCGGTCCAATCTCTTTCCTCTTTCTGCCACCTCCCAAGGCAGAAATCCCCTCTTCAG 

CTTCTTTTGTAGGTGGGAATCCAGCCTCTGTTAGATATGTCCAGAGATGGAAACTCACTC 

CCCTACAAAAGATGGAGCTTAATGGAGAAATTGCAACTTTCATTAAAAAACAAATTCAGA 

TGAAATATCAGTAACTGTCTTGGACAGTGCTGAAATCAGGTGGTTAAACGGGTAAACAAA 

ATATACTGTATTTTGAGAAATGGCACAAAAACAGGCAGTCATCTTTAAGGGCTATGCCTA 

GGCAAACTACTAACATGCATTGTGAGAATGCCGTGTATACCTCACGTACTGTGTACTTTG 

TACATATATTTTACCTTTTATACCTATGTTCGATTTTGTTTTGTTTTGTTTTGTTCTGGC 

TTTGAGGCTTGTTTTGTTGTCTGTGTCTGTCTGAATAACCTGCGTGTCTAAAACCACGTG 

AAATGTGAATGATTATTGGCAATATTACCTTGACAGAATCATGGGACTTTGAGAAGAGGG 

AGGACAGAGGCCTCTGTCGCACTAACGCTCTCGTGGTTGCTCGACTGTTGTATCTGTGAT 

ACATTATCCGACTAAGGACTCTGGGCTGGCAGGGCCTTCTGCCGGGAAAGCTAGAAACAC 

TAGGTTCTTCCTGTACATACGTGTATATATGTGAACAGTGAGATGGCCGTTTCTGACTTG 

TAGAGAAATTTTAATAAACCTGGTTTCGT 

Gene 125. >ENST00000325963 cDNA sequence 

AGAAATTCTTCAGAAGGAAAACAGCCCGTGATCTTCTACCAATAAAGCCAGTGGAAATTG 
CCATAGAGGCGTGGTGGGTGGTGCAGGCTGGCTATATCACAGAAGATGACATCAAGATAT 
GCACTTTGCCTGAGAAATGCGCTGTTGATAAGATCATCGATTCAGGCCCTCAACTCTCTG 
GATCACTAGATTACAATGTAGTACATAGTTTGTATAACAAAGGATTTATTTATCTGGATG 
TACCAATATCTGATGACAGTTGTATAGCAGTTCCACCTCTTGAAGGTTTTGTAATGAATC 
GAGTGCAAGGTGATTATTTTGAAACTCTACTCTATAAGATATTTGTTTCAATAGATGAGC 
ACACAAATGTTGCAGAGCTTGCAAATGTCCTTGAGATTGACTTATCCCTGGTTAAGAATG 
CTGTTTCAATGTATTGCCGATTGGGCTTTGCCCATAAGAAGGGACAAGTAATTAATTTGG 
ATCAACTTCATTCATCATGGAAGAATGTTCCATCCGTAAACAGATTAAAGAGTACCTTAG 
ATCCACAGAAGATGCTCTTGTCATGGGATGGAGGGGAAAGTAGGAGTCCTGTACAAGAAG 
CTTCATCGGCAACTGACACTGATACAAATAGTCAAGAAGATCCAGCTGACACAGCCAGTG 
TAAGCAGCCTGAGTCTGTCTACAGGACACACGAAGCGCATCGCATTCCTGTTTGACTCCA 
CTCTTACTGCCTTCTTAATGATGGGAAATCTTTCACCAAACTTGAAAAGTCATGCAGTCA 
CAATGTTTGAAGTAGGCAAACTCTCAGATGAGTCTCTGGACAGCTTTCTTATAGAACTAG 
AAAAGGTTCAGAGCACTGGTGAAGGAGAAGCACAGAGATATTTTGATCATGCACTTACTC 
TGAGAAACACAATACTGTTTCTGCGTCATAACAAAGATCTAGTTGCGCAAACTGCACAGC 
CAGACCAACCCAATTATGGTTTTCCTCTGGATCTCTTACGCTGTGAAAGCCTTCTTGGTT 
TGGACCCTGCAACTTGCAGCAGAGTTCTAAACAAAAATTACACGCTGCTTGTTTCCATGG 
CTCCCCTCACCAATGAAATCCGGCCTGTCAGCAGCTGCACCCCTCAGCATATTGGACCAG 
CTATCCCAGAAGTCAGCTCTGTCTGGTTTAAACTGTACATTTATCATGTCACTGGACAAG 
GACCACCATCCCTTTTATTGTCCAAAGGTACAAGACTTCGAAAACTGCCAGATATATTTC 
AGAGTTATGATCGATTGCTAATAACATCTTGGGGTCATGATCCTGGAGTAGTTCCTACCT 
CAAATGTGCTCACGATGTTGAATGATGCTTTAACACATTCTGCAGTTTTAATTCAGGGGC 
ATGGTCTGCATGGGATAGGAGAAACTGTCCATGTCCCATTTCCATTTGATGAAACAGAAC 
TACAAGGAGAGTTCACTCGTGTCAATATGGGTGTTCATAAAGCATTGCAGATACTAAGGA 
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ACAGAGTGGACTTACAGCATCTCTGTGGATATGTCACCATGTTGAATGCTTCCAGCCAAC 

TTGCAGATAGAAAACTCAGTGATGCTTCTGATGAGAGAGGAGAACCTGATTTGGCTTCTG 

GCTCAGATGTAAATGGGAGTACAGAGTCATTTGAAATGGTCATTGAGGAAGCAACTATAG 

ATTCAGCAACAAAGCAAACCTCTGGTGCCACAACAGAAGCAGATTGGGTTCCTCTCGAGC 

TGTGCTTTGGAATTCCACTGTTCAGTTCCGAATTAAACCGGAAAGTTTGTAGGAAAATTG 

CTGCACATGGCCTTTGCAGAAAAGAGAGCCTTCAAAACCTCTTACATTCCAGTAGAAAAC 

TCTCTCTGCAAGTCCTTAACTTTGTTCACTCATTCCAGGAAGGTGCTTCAATATTGGATA 

TTCACACAGAGCCCAGTTTTTCAAGTTTGCTTTCACAGTCATCGTGTGCTGACATGGGTG 

TTCCACTTCCTGCAAAAAACTTAATATTTAAAGATGGTGTCTTATCAGAATGGAGTGGAC 

GGTCACCTTCCTCACTTCTTATTGCTAATCTCCATTTGCAATAATTTGGTTACACCATTT 

GTTGCTCACACTTTCTGCCTTTTTTCTTTCTTAACGTTAGCTTTATAGTGTCAGCCACTA 

AAAAGCATCCTGCTGCTGCAGTGCAATTCTTGCTTAACTAATATTAAAAGTTGGGG 

Gene 126. >ENST00000328599 cDNA sequence 

TTTCCGGCACCGGCATGGCCGGGTGAGCTGCAGGCTACCTTATTTAAGACCGGGAATTTA 

GTCAGCCTGGTGAGCCGACTCTGAGGAGATGGAGTATCGCTGAGGTGATGAGAGAGAATG 

TGGTTGTTAGCAACATGGAGAGAGAAAGTGGGAAGCCCGTGGCTGTTGTCGCAGTTGTGA 

CTGAGCCTTGGTTTACCCAGCGATACAGAGAATATCTCCAGAGGCAGAAACTCTTTGATA 

CACAGCACCGTGTGGAAAAGATGCCGGATGGCTCGGTGGCGCTACCGGTGCTGGGAGAGA 

CGCTTCCAGAGCAGCACCTGCAGGAGCTGAGGAATCGTGTTGCCCCAGGCAGTCCCTGTA 

TGCTCACGCAGCTCCCGGATCCTGTTCCTTCGAAGAGGGCCCAGGGTTGTTCACCTGCCC 

AAAAATTGTGTCTTGAGGTGAGTCGCTGGGTGGAGGGTCGGGGAGTCAAGTGGTCAGCCG 

AGTTGGAGGCTGATTTGCCCCGATCATGGCAACGGCATGGTAATCTCTTGTTGCTGAGTG 

AAGACTGTTTCCAAGCCAAGCAGTGGAAAAATCTGGGACCGGAACTCTGGGAGACCGTTG 

CCTTGGCACTTGGCGTCCAGCGTTTGGCAAAACGAGGGCGGGTATCACCGGATGGTACTC 

GAACTCCAGCAGTGACACTGCTGCTGGGTGACCATGGCTGGGTAGAGCATGTGGATAATG 

GTATCCGTTATAAGTTTGACGTGACCCAGTGTATGTTCTCCTTTGGAAACATCACTGAGA 

AGCTTCGAGTGGCATCGTTGTCCTGTGCTGGAGAAGTGCTGGTGGATCTCTATGCAGGGA 

TTGGTTATTTTACATTGCCTTTCCTAGTTCATGCTGGTGCTGCCTTCGTCCATGCTTGTG 

AGTGGAATCCCCATGCTGTAGTTGCTCTGAGAAATAACCTTGAGATCAATGGAGTAGCAG 

ATCGGTGCCAAATACACTTTGGAGATAACAGAAAACTGAAGCTCTCAAATATTGCAGATA 

GGGTGATCCTGGGGCTGATTCCCAGCTCTGAAGAAGGCTGGCCCATTGCCTGCCAAGTGT 

TT^AGGCAGGATGCTGGAGGCATTTTGCATATCCACCAAAATGTGGAATCTTTCCCAGGGA 

AGAATCTTCAGGCTCTTGGAGTCAGCAAAGTAGAGAAAGAGCATTGGCTGTATCCTCAGC 

AAATTACCACCAACCAATGGAAAAATGGAGCTACCAGGGATTCTAGGGGAAAAATGCTGT 

CACCAGCCACCAAGCCAGAGTGGCAAAGGTGGGCAGAATCTGCAGAAACTCGAATCGCCA 

CTCTTCTTCAGCAGGTGCATGGGAAACCATGGAAGACACAAATTCTGCACATCCAACCAG 

TGAAATCCTATGCTCCCCATGTGGATCACATAGTCCTGGATCTGGAATGCTGCCCCTGTC 

CTTCAGTTGGCTAGAGGAGGTAGATCCTGGGACACATGGGATCCACGTGCGAGTGGCCCT 

TAAATGTATCAGTTCAGTCCAGGTTGTCATCCCTTTTGTCCCCTGGTGATCAGTTTTTTT 

CATATTTTATAGCCCTGAAAGCAGGCTCTAGATCAATTCAAATTATTTCATTTGTCTTTC 

ATTGATAACAGAAAATGAAATACCTGTTTGGGAGAAGCAGCATGGCCCATTGAAATGAGG 

CTCATCTGTGCAATTATGAATTCCAAATTCTGACCTCAGTTCTGGAATTGAAGTTTCAGT 

ATGTTTTGGCCTCGGGTTTCGTTATTTGCAAAATGAGAGTTTCTTTGAACTGTCTCACGT 

GACTATTAAGCAACTATACACAGGACATCGGTTATTTTAGAGTGAAAGACACAGTGCTTT 

TTCCAAATTGCTCTGGCTACCATATAGAAAATTGACTGAAGGAGGGCCAAGATGGAAACA 

GAGAGACCAGTGAGGAGGCTTCTGTGGTTGTCCAGGTCTGAGGTGATGGTAACTTGGACT 

CGGATGGTGGTAATGGGAGGTAGATTGATATGATAAATAAAATTGACAGACC 

Gene 127. >ENST00000297632 cDNA sequence 

GGGGTAGCGGCGGCGGCGGCGGCTGCGGCTCGGGAGCGCGGCTGCTTTGAGGGCTCGGGA 
ACCTTACAGAGTGGGGACGTGGGGAGGCTAGAGGGTGAGAAAGCTGGCGGGAGAGTAGGG 
CGGCGCTGGAGGAGGGCGGTGCGTGGCTGACTCATCCTCTGGAAGATCAGACTGACAGAG 
ACACACACTAGCCCGCCCCGCCCGCCCGCGCCGCTCCTCCTCAGCCGGGAGGCGCCCGCC 
CGCACCGACCGCCCGCCCTCTCCGGGCGCTGTCCGGGCCCGGCCGTCTCAGAGAAAGTTT 
TTCCCATCGGAGGGGCGGGAGCCGCCGCGGGCCTTTTGGAAAGGAAGTGGGGACGGAACA 
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GGAGGCGAGAGCCGCGCGGGCCCGCGGAGTGCATGGTGCCCGGCGCCTCGGCTGCCTGGC 
AGGAGGACCTCGGGGCGGGGTCGAGCTGAGCCCAGCTCCTTCTCGCCTCAGCCGCGCCAG 
AAACCGCCTTGCCGGACGGCCGCGGGGGTCCCAGCTCCTCAGCTCGCCATGTCCCGGCTG 
CTGCCGCTGCTGAGGAGCCGGACCGCGCGCAGCCTGAGGCCGGGCCCGGCCGCCGCCGCC 
GCGCCCCGCCCGCCGTCCTGGTGCTGCTGCGGGCGGGGGCTGCTGGCGCTCGCGCCCCCC 
GGCGGCTTGCCGGGCGGCCCCAGGCGGCTGGGCACGCACCCCAAGAAGGAGCCCATGGAG 
GCGCTGAACACGGCGCAGGGCGCGCGCGACTTCATCTACAGCCTGCACTCCACGGAGAGG 
AGCTGCCTGCTCAAAGAGCTGCACCGCTTCGAGTCTATTGCCATTGCCCAAGAAAAATTG 
GAAGCTCCACCACCCACCCCAGGACAGCTGAGATATGTATTCATCCACAATGCGATACCT 
TTCATAGGGTTTGGCTTTTTGGATAATGCAATTATGATTGTTGCTGGAACCCATATTGAA 
ATGTCTATTGGAATTATTTTGGGAATTTCAACTATGGCAGCTGCTGCTTTGGGAAATCTT 
GTGTCAGATCTAGCTGGACTTGGACTTGCAGGCTACGTTGAAGCATTGGCTTCCAGGTTA 
GGCCTGTCAATTCCTGATCTCACACCAAAGCAAGTTGACATGTGGCAAACACGTCTTAGT 
ACACATTTGGGCAAAGCTGTTGGGGTGACTATTGGCTGCATTCTAGGAATGTTTCCTTTA 
ATTTTCTTTGGAGGAGGTGAAGAAGATGAAAAACTGGAAACGAAAAGTTAATCCTCTTAG 
AATACCTATAAAAAGATGTAAACTAATGTACCTCAGTAATTAAATATGCTGTCACAACAT 
TTAGGAATTAAGACAGTAACAGTATAGATATGGGATCAAATAATTTAGCATGTATTATGG 
AAAACACTAACTTATTGTGGCTTGATCTTCTTAGGACATCTTTTTTAAAAAGCTGTTTAG 
TATCATTTTGTGTATATTGTTGAAATGCTTTTTCATCAATAGCAGTCAACATTTTATCCT 
TTCTTTTTATATTCATAATGTTATTTAAGTGTCATTGATGTACTGTATTGACTTGGGGTT 
TGCTTATTTGTTACTTAACATGTGTACATGCATGAAAGCATTTTTCGTTGTTCCCTGATA 
GTTACATTTCAACCTTGGGATTTTTCCAAATTACTTAAGATGTTTAATGTCAGTTAAAGA 
TTTTTTTACCCTCTTTTTGGGAACATCAATTTTGTACTGTTATGCAGTAAACATTTATAA 
TAATATAATTTCAGTCATTTCTTAACTGTCACATCTATTGAAAATGGATATAGATACAGG 
TTTTAAGTATTTTAAGTATATATTACTTATTTTAATTTTCTGACTTTACTATTTTAAGGG 
CCAGAGGGTTAATCACAAAGAGCAATTATGTGGTCTCCCTGCTACATGAAACCGTGTATA 

AATTACATGGTGGATTCTGACTTTTGAGGGGAAGCAAATGATTATTTTAGAGTCTTTGAA 

ATGGGGATTGTGGAATTAGATTGAACTAAGGGATTTAACATGATGCTTGGAAATTAAGAG 

ACTAAAGCTTTTTTTAAAAAAAGGTGGAAAATAGGAACTGTCAAGAAGGTTTATGGTATA 

AATGATGAAGTTGAAGTGATGTTTGAAAGATTAATGAGATACAATTTATATTATTTGGTA 

AGGTTTTTTTTTTTCCCTCCAAAGATGTCATCTTCTCATCTGAATGGAATAAGTCTGAAT 

ACCCCATATTCATACTCCTAATCTCATTATATCTTATTTAGTGAATTTTATTTATGAATA 

ATTTCTGTTGAAGTGAAAACTAGATATTTAATATTTTGCTTTTTTGCTACATAGTCTACT 

CAAAAATTACATGAGGAGAAATCCTTTTTCCCTTTGTTTTTCTTTTTTCTTCTTTTGTGG 

TATTTAAAGCATATTTTAGGTTGAAGTTACTTATTTCTAGTCTTGTACTTCTGGCTTAAG 

TATAACCATGTAAGAATTATAAATTTTAGTTTTCTGAACCCTTAAACTTTTTTAGCATGT 

GGTCTGTTACACATGCTAAAAAATTAGTCTTACTTGTAACAGCGTAATTAAACACATCAT 

GGAGGAGAGAAACTTAAAATTAAAATAGTATTTTGGCTTTTGAAGTTATTTGTGTTGCTA 

AATAGATGCAGAGGTTTTACAGCAGTTTATTTTAAGGTTTTATTTATACATAATTACTTT 

GAACTCTTCAGAGTAGATATTTTTTCACAAGGCAGTTTGTCATAAATTCTCTCATGCGCT 

TCAGAATGCATAAGTGCCATCCTTTAATCATAGACTTTGAGGAGAGAAAGCATAAAAATA 

TAGCATATAATCTAAAAATAAATATATAACATGCACAAATAATGTGACATTCTTACTGAA 

TCAAATCATGATTCTAGAACTTGAGATCTTAAATAGAATTTCGGTTTGTATCTTCCATAT 

AATAACCACACACAGATAACCACACAAAAAATCCTTTGTAAAATTTCTGATTGATAGGAT 

TAGAGTGCTTAAATTTTTGGGGGGGGAAGGGTGGGGTAAAGTGTAAGTGCTTTCTTTTGT 

CCCTAACTTGTGTATTGATGGCAGTCCACTCTGTTTTCTAAAAATGTATTTTACTGTGGT 

GCTTAACTTCTTATTAATTAAATCCCGTATCAGAAACCTTG 

Gene 128. >ENST00000242558 cDNA sequence 

GCCCTCAGCATCGGACCAGAGTACTTGGTATCTGGATGAATCGACACTCACTGACAACAT 
CAAAAAGACACTGCACAAGTTCTGTGGCCCCTCCCCTGTGGTCTTCAGTGATGTGAACTC 
CATGTATCTGTCTTCCACGGAGCCGCCAGCCGCTGCTGAATGGGCATGTCTGCTGCGCCC 
TCTGAGGGGCCGTGAGCCAGAGGGCGTCTGGAACCTGCTAAGCATTGTGCGGGAGATGTT 
CAAGCGGAGGGACAGCAATGCTGCCCCCTTGTTGGAAATCCTCACTGACCAGTGCCTCAC 
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CTATGAACAGATAACAGGTTGGTGGTATAGCGTACGTACCTCAGCCTCACACAGCAGTGC 
CAGTGGGCACACGGGCCGTAGCAACGGGCAGTCAGAGGTGGCAGCCCATGCCTGTGCCAG 
CATGTGTGACGAGATGGTCACACTGTGGAGGCTGGCCGTGCTGGACCCTGCACTCAGCCC 
CCAGCGGCGCCGGGAACTGTGTACGCAGCTGCGGCAGTGGCAACTGAAGGTGATTGAGAA 
CGTCAAGCGGGGCCAACACAAGAAGACGCTGGAGCGGCTCTTCCCCGGCTTCCGGCCAGC 
GGTGGAGGCCTGCTACTTCAACTGGGAAGAGGCCTACCCACTTCCTGGTGTCACCTACAG 
CGGCACTGACAGGAAGCTGGCACTGTGCTGGGCCCGGGCCCTGCCCTCTCGGCCAGGTGC 
CTCCCGCTCTGGGGGCCTGGAGGAATCCCGGGACCGGCCCCGACCCCTTCCTACTGAGCC 
AGCTGTGCGGCCCAAGGAGCCTGGGACCAAGCGAAAGGGCTTGGGTGAGGGGGTCCCCTC 
ATCACAGCGGGGTCCCCGCCGCCTCTCAGCTGAAGGGGGAGATAAAGCTCTACATAAGAT 
GGGTCCAGGTGGGGGCAAAGCCAAGGCACTGGGTGGGGCTGGCAGTGGGAGCAAGGGCTC 
AGCAGGTGGCGGAAGCAAGCGACGGCTGAGCAGCGAAGACAGCTCCCTGGAGCCAGACCT 
GGCCGAGATGAGCCTGGATGACAGCAGCCTGGCCCTGGGCGCAGAGGCCAGCACCTTCGG 
GGGATTCCCTGAGAGCCCTCCACCCTGTCCTCTCCACGGTGGCTCCCGAGGCCCTTCCAC 
TTTCCTTCCTGAGCCCCCAGATACTTATGAAGAAGATGGTGGTGTGTACTTCTCGGAAGG 
GCCTGAGCCTCCCACAGCCTCTGTTGGCCCCCCTGGCCTACTGCCTGGGGATGTCTGTAC 
CCAGGACGACCTCCCTTCTACAGATGAGAGTGGCAATGGGCTTCCCAAAACCAAAGAGGC 
AGCCCCTGCAGTTGGAGAGGAGGATGATGACTACCAGGCGTACTATCTGAATGCCCAGGA 
TGGGGCTGGGGGCGAGGAAGAGAAGGCCGAGGGCGGGGCTGGGGAGGAGCACGACCTGTT 
TGCTGGGCTGAAGCCACTGGAACAGGAGAGTCGCATGGAGGTACTGTTTGCCTGTGCTGA 
GGCCCTGCATGCGCATGGCTATAGCAGTGAGGCCTCCCGTCTCACTGTGGAGCTTGCCCA 
GGATCTGCTAGCCAACCCACCCGACCTCAAGGGCAAGAAGAACAAGGTATCCACGAGCCG 
TCAGACCTGGGTGGCTACCAACACCCTGAGCAAGGCGGCCTTCCTGTTGACAGTGCTAAG 
TGAGCGTCCAGAGCACCACAACCTGGCCTTCCGAGTTGGCATGTTTGCCTTGGAGCTACA 
GAGGCCTCCAGCTTCTACCAAGGCCTTGGAGGTGAAGCTGGCATACCAGGAGTCTGAGGT 
GGCTGCCCTGCTCAAGAAGATCCCTCTGGGTCCAAGTGAGATGAGTACCATGCGGTGCCG 
GGCAGAGGAACTTCGGGAGGGGACACTCTGTGACTATCGGCCTGTGTTGCCTCTCATGCT 
GGCCAGTTTCATCTTTGACGTTCTCTGTGCTCCAGGTTCCCGGCCCCCAAGTCGCAACTG 
GAACAGCGAGACACCTGGGGATGAGGAGCTTGGATTTGAAGCAGCAGTTGCTGCCTTGGG 
CATGAAGACAACAGTGAGCGAGGCAGAACATCCCCTCTTATGTGAAGGCACACGTCGGGA 
GAAGGGTGACCTGGCATTAGCACTAATGATCACTTACAAGGACGACCAGGCCAAGCTTAA 
GAAGATCTTAGACAAACTCTTGGACCGAGAGAGCCAGACACATAAGCCACAGACGCTGAG 
TTCTTTCTACTCATCTAGCCGCCCAACCACAGCCAGCCAGAGGTCTCCTTCAAAGCACGG 
GGGCCCATCTGCCCCAGGGGCCCTGCAACCACTGACCTCAGGCTCTGCAGGGCCTGCTCA 
ACCAGGGAGTGTGGCAGGGGCTGGGCCAGGCCCCACTGAGGGCTTCACAGAGAAGAATGT 
GCCTGAGAGTTCCCCACATTCCCCCTGTGAGGGTCTTCCATCTGAGGCAGCTTTGACCCC 
AAGGCCAGAAGGGAAGGTTCCTAGCCGCTTGGCACTTGGCAGTCGTGGAGGCTATAATGG 
ACGGGGATGGGGGTCCCCAGGACGGCCTAAGAAGAAGCACACAGGCATGGCCAGCATTGA 
CAGCAGTGCCCCTGAAACAACATCGGATAGTTCCCCCACCTTAAGCCGGAGACCACTTCG 
AGGGGGCTGGGCCCCCACCTCCTGGGGTCGAGGTCAGGACAGTGACAGCATTAGCAGCTC 
TTCTTCGGACTCCCTGGGCTCCTCATCCTCCAGTGGAAGTCGCCGGGCCAGTGCCAGTGG 
AGGAGCCCGGGCGAAGACTGTTGAAGTTGGCAGGTACAAGGGCCGCCGCCCCGAGAGTCA 
TGCCCCTCATGTACCCAATCAGCCATCAGAGGCAGCTGCACACTTCTACTTCGAGCTGGC 
GAAGACAGTGCTGATCAAGGCAGGGGGCAACAGCAGCACTTCCATTTTCACACATCCATC 
TTCCTCAGGGGGCCACCAGGGTCCTCACCGCAACCTGCACCTTTGCGCCTTCGAGATTGG 
GCTTTATGCCCTTGGCCTGCACAACTTTGTTTCTCCCAACTGGCTCTCACGTACTTATTC 
TTCCCACGTTTCCTGGATTACAGGCCAGGCCATGGAGATAGGCAGCGCAGCCCTGACTAT 
ACTGGTAGAATGCTGGGATGGGCACCTGACACCCCCTGAGGTTGCATCCCTGGCTGACAG 
GGCATCACGGGCAAGAGACTCCAATATGGTGAGGGCGGCAGCAGAGCTGGCCCTGAGCTG 
CCTGCCTCACGCCCATGCATTGAACCCTAATGAGATCCAGCGGGCCCTGGTGCAGTGCAA 
GGAACAGGACAACCTGATGTTGGAGAAGGCCTGCATGGCAGTGGAAGAGGCAGCTAAGGG 
TGGGGGCGTGTACCCTGAAGTGTTGTTTGAGGTTGCTCACCAGTGGTTCTGGCTGTATGA 
GCAAACTGCAGGTGGCTCATCCACAGCCCGTGAAGGGGCTACAAGCTGTAGTGCCAGTGG 
GATCAGGGCAGGTGGGGAAGCTGGGCGGGGTATGCCTGAGGGTAGAGGGGGCCCAGGGAC 
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TGAGCCGGTTACAGTGGCAGCGGCAGCAGTGACAGCAGCAGCCACAGTGGTGCCCGTCAT 
ATCGGTGGGGTCTAGTTTATACCCGGGTCCAGGACTGGGGCATGGCCACTCCCCTGGCCT 
GCACCCCTACACTGCTCTACAGCCCCACCTGCCCTGTAGCCCTCAGTATCTCACTCACCC 
AGCTCACCCTGCCCACCCCATGCCTCACATGCCCCGGCCTGCCGTCTTCCCTGTGCCCAG 
CTCTGCATACCCACAGGTGAGACCAGTGTTCTGCTGGGGGGTAAGGCATGGGAAAATACT 
GGGAATTCATAGGGGGTTGGAGTGGGTACTCTGGGAGTATAATTGGTCAGTCGGAGAGTC 
CTGGTGAGGTGGTGGGAGTCTGGGGGACCCAGCCCAACTAAAATAAGAAATGACGGCCGG 
GCATGGTGGCTCATGCCTGTAATCCCAGCACTTTGAGAGGCCGATGTGGGTGGATCACTT 
GAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGGGAAACCCCGTCTCTACTAAAAAT 
TAGCTGAGTGCACGCCTGTAATCCCAGCTTCTTGGGAGGCTGAGATGGGAATCACTTGAA 
CCTGGGAGGCAGAGGTTGCAGTGAGCCGATATCGTGCCACTGCACTCCAGCCTGGAGGAC 
AGAGCGAGACTCTATCT 

Gene 129. >ENST00000310153 cDNA sequence 

CGTACTATCTGAATGCCCAGGATGGGGCTGGGGGCGAGGAAGAGAAGGCCGAGGGCGGGG 
CTGGGGAGGAGCACGACCTGTTTGCTGGGCTGAAGCCACTGGAACAGGAGAGTCGCATGG 
AGGTACTGTTTGCCTGTGCTGAGGCCCTGCATGCGCATGGCTATAGCAGTGAGGCCTCCC 
GTCTCACTGTGGAGCTTGCCCAGGATCTGCTAGCCAACCCACCCGACCTCAAGGTAGAGC 
CGCCCCCTGCCAAGGGCAAGAAGAACAAGGTATCCACGAGCCGTCAGACCTGGGTGGCTA 
CCAACACCCTGAGCAAGGCGGCCTTCCTGTTGACAGTGCTAAGTGAGCGTCCAGAGCACC 
ACAACCTGGCCTTCCGAGTTGGCATGTTTGCCTTGGAGCTACAGAGGCCTCCAGCTTCTA 
CCAAGGCCTTGGAGGTGAAGCTGGCATACCAGGAGTCTGAGGTGGCTGCCCTGCTCAAGA 
AGATCCCTCTGGGTCCAAGTGAGATGAGTACCATGCGGTGCCGGGCAGAGGAACTTCGGG 
AGGGGACACTCTGTGACTATCGGCCTGTGTTGCCTCTCATGCTGGCCAGTTTCATCTTTG 
ACGTTCTCTGTGCTCCAGTGGTTTCTCCCACAGGTTCCCGGCCCCCAAGTCGCAACTGGA 
ACAGCGAGACACCTGGGGATGAGGAGCTTGGATTTGAAGCAGCAGTTGCTGCCTTGGGCA 
TGAAGACAACAGTGAGCGAGGCAGAACATCCCCTCTTATGTGAAGGCACACGTCGGGAGA 
AGGGTGACCTGGCATTAGCACTAATGATCACTTACAAGGACGACCAGGCCAAGCTTAAGA 
AGATCTTAGACAAACTCTTGGACCGAGAGAGCCAGACACATAAGCCACAGACGCTGAGTT 
CTTTCTACTCATCTAGCCGCCCAACCACAGCCAGCCAGAGGTCTCCTTCAAAGCACGGGG 
GCCCATCTGCCCCAGGGGCCCTGCAACCACTGACCTCAGGCTCTGCAGGGCCTGCTCAAC 
CAGGGAGTGTGGCAGGGGCTGGGCCAGGCCCCACTGAGGGCTTCACAGAGAAGAATGTGC 
CTGAGAGTTCCCCACATTCCCCCTGTGAGGGTCTTCCATCTGAGGCAGCTTTGACCCCAA 
GGCCAGAAGGGAAGGTTCCTAGCCGCTTGGCACTTGGCAGTCGTGGAGGCTATAATGGAC 
GGGGATGGGGGTCCCCAGGACGGCCTAAGAAGAAGCACACAGGCATGGCCAGCATTGACA 
GCAGTGCCCCTGAAACAACATCGGATAGTTCCCCCACCTTAAGCCGGAGACCACTTCGAG 
GGGGCTGGGCCCCCACCTCCTGGGGTCGAGGTCAGGACAGTGACAGCATTAGCAGCTCTT 
CTTCGGACTCCCTGGGCTCCTCATCCTCCAGTGGAAGTCGCCGGGCCAGTGCCAGTGGAG 
GAGCCCGGGCGAAGACTGTTGAAGTTGGCAGGTACAAGGGCCGCCGCCCCGAGAGTCATG 
CCCCTCATGTACCCAATCAGCCATCAGAGGCAGCTGCACACTTCTACTTCGAGCTGGCGA 
AGACAGTGCTGATCAAGGCAGGGGGCAACAGCAGCACTTCCATTTTCACACATCCATCTT 
CCTCAGGGGGCCACCAGGGTCCTCACCGCAACCTGCACCTTTGCGCCTTCGAGATTGGGC 
TTTATGCCCTTGGCCTGCACAACTTTGTTTCTCCCAACTGGCTCTCACGTACTTATTCTT 
CCCACGTTTCCTGGATTACAGGCCAGGCCATGGAGATAGGCAGCGCAGCCCTGACTATAC 
TGGTAGAATGCTGGGATGGGCACCTGACACCCCCTGAGGTTGCATCCCTGGCTGACAGGG 
CATCACGGGCAAGAGACTCCAATATGGTGAGGGCGGCAGCAGAGCTGGCCCTGAGCTGCC 
TGCCTCACGCCCATGCATTGAACCCTAATGAGATCCAGCGGGCCCTGGTGCAGTGCAAGG 
AACAGGACAACCTGATGTTGGAGAAGGCCTGCATGGCAGTGGAAGAGGCAGCTAAGGGTG 
GGGGCGTGTACCCTGAAGTGTTGTTTGAGGTTGCTCACCAGTGGTTCTGGCTGTATGAGC 
AAACTGCAGGTGGCTCATCCACAGCCCGTGAAGGGGCTACAAGCTGTAGTGCCAGTGGGA 
TCAGGGCAGGTGGGGAAGCTGGGCGGGGTATGCCTGAGGGTAGAGGGGGCCCAGGGACTG 
AGCCGGTTACAGTGGCAGCGGCAGCAGTGACAGCAGCAGCCACAGTGGTGCCCGTCATAT 
CGGTGGGGTCTAGTTTATACCCGGGTCCAGGACTGGGGCATGGCCACTCCCCTGGCCTGC 
ACCCCTACACTGCTCTACAGCCCCACCTGCCCTGTAGCCCTCAGTATCTCACTCACCCAG 
CTCACCCTGCCCACCCCATGCCTCACATGCCCCGGCCTGCCGTCTTCCCTGTGCCCAGCT 
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CTGCATACCCACAGGGTGTGCATCCTGCATTCCTAGGGGCTCAGTACCCTTATTCAGTGA 
CTCCTCCCTCACTTGCTGCCACTGCTGTGTCTTTCCCCGTTCCTTCCATGGCACCCATCA 
CAGTACATCCCTACCACACAGAGCCAGGGCTTCCACTGCCCACCAGTGTGGCCTGTGAGT 
TGTGGGGCCAGGGAACAGTGAGCAGTGTCCATCCAGCATCCACGTTTCCAGCCATCCAAG 
GTGCCTCACTGCCTGCCCTGACCACACAGCCCAGCCCTCTGGTGAGCGGAGGTTTTCCAC 
CGCCCGAGGAGGAGACACACAGTCAGCCAGTCAATCCCCACAGCCTGCACCACCTGCATG 
CTGCCTACCGTGTCGGAATGCTGGCACTGGAGATGCTGGGTCGCCGGGCACACAACGATC 
ACCCCAACAACTTCTCCCGCTCCCCCCCCTACACTGATGATGTCAAATGGTTGCTGGGGC 
TGGGAGCAAAGCTGGGAGTGAACTACGTGCACCAGTTCTGTGTGGGGGCAGCCAAGGGGG 
TGCTGAGCCCGTTTGTGCTGCAGGAGATCGTCATGGAGACGCTGCAGCGGCTGAGTCCCG 
CTCATGCCCACAACCACCTGCGTGCCCCGGCCTTCCACCAACTGGTGCAGCGCTGCCAGC 
AGGCATACATGCAGTACATCCACCACCGCTTGATTCACCTGACTCCTGCGGACTACGACG 
ACTTTGTGAATGCGATCCGGAGTGCCCGCAGCGCCTTCTGCCTGACGCCCATGGGCATGA 
TGCAGTTCAACGACATCCTACAGAACCTCAAGCGCAGCAAACAGACCAAGGAGCTGTGGC 
AGCGGGTCTCACTCGAGATGGCCACCTTCTCCCCCTGAGTCTTTCACCCTTAGGGTCCTA 
TACAGGGACCCAGGCCTGTGGCTATGGGGGCCCCTCACACAGGGGGAGTGAAACTTGGCT 
GGACAGATCATCCTCACTCAGTTCCCTGGTAGCACAGACTGACAGCTGCTCTTGGGCTAT 
AGCTTGGGGCCAAGATGTCTCACACCCTAGAAGCCTAGGGCTGGGGGAGACAGCCCTGTC 
TGGGAGGGGGCGTTGGGTGGCCTCTGGTATTTATTTGGCATTTATAAATATATAAACTCC 
TTTTTTACTCT 

Gene 130. >ENST00000325890 cDNA sequence 

GGGGCTCAGTACCCTTATTCAGTGACTCCTCCCTCACTTGCTGCCACTGCTGTGTCTTTC 
CCCGTTCCTTCCATGGCACCCATCACAGTACATCCCTACCACACAGAGCCAGGGCTTCCA 
CTGCCCACCAGTGTGGCCTTGAGGAGTGTCCATCCAGCATCCACGTTTCCAGCCATCCAA 
GGTGCCTCACTGCCTGCCCTGACCACACAGCCCAGCCCTCTGGTGAGCGGAGGTTTTCCA 
CCGCCCGAGGAGGAGACACACAGTCAGCCAGTCAATCCCCACAGCCTGCACCACCTGCAT 
GCTGCCTACCGTGTCGGAATGCTGGCACTGGAGATGCTGGGTCGCCGGGCACACAACGAT 
CACCCCAACAACTTCTCCCGCCCCCCTACACTGATGATGTCAAATGGTTGCTGGGGCTGG 
CAGCAAAGCTGGGAGATCGTCATGGAGACGCTGCAGCGGCTGAGTCCCGCTCATGCCCAC 
AACCACCTGCGTGCCCCGGCCTTCCACCAACTGGTGCAGCGCTGCCAGCAGGCATACATG 
CAGTACATCCACCACCGCTTGATTCACCTGACTCCTGCGGACTACGACGACTTTGTGAAT 
GCGATCCGGAGTGCCCGCAGCGCCTTCTGCCTGACGCCCATGGGCATGATGCAGTTCAAC 
GACATCCTACAGAACCTCAAGCGCAGCAAACAGACCAAGGAGCTGTGGCAGCGGGTCTCA 
CTCGAGATGGCCACCTTCTCCCCCTGAGTCTTTCACCCTTAGGGTCCTATACAGGGACCC 
AGGCCTGTGGCTATGGGGGCCCCTCACACAGGGGGAGTGAAACTTGGCTGGACAGATCAT 
CCTCACTCAGTTCCCTGGTAGCACAGACTGACAGCTGCTCTTGGGCTATAGCTTGGGGCC 
AAGATGTCTCACACCCTAGAAGCCTAGGGCTGGGGGAGACAGCCCTGTCTGGGAGGGGGC 
GTTGGGTGGCCTCTGGTATTTATTTGGCATTTATAAATATATAAACTCCTTTTTTACTCT 
Gene 131. >ENST00000330673 cDNA sequence 

GGGGTGGGCGGGCTGGCCCATGGCTGAGACCTCTCTCCCAGAGCTGGGGGGAGAGGACAA 

AGCCACGCCTTGCCCCAGCATCCTGGAGCTGGAGGAGCTCCTGCGGGCAGGGAAGTCTTC 

TTGCAGCCGTGTGGACGAAGTTTGGCCCAACCTTTTCATAGGAGATGCGGCCACGGCAAA 

CAACCGCTTTGAGCTGTGGAAGCTGGGCATCACCCACGTGCTGAACGCCGCCCACAAGGG 

CCTCTACTGTCAGGGCGGCCCTGACTTCTACGGCAGCAGTGTGAGCTACCTGGGGGTGCC 

AGCCCACGACCTCCCTGATTTTGACATCAGTGCCTACTTCTCCTCTGCGGCTGACTTCAT 

CCACCGTGCCCTCAACACGCCTGGGGGCCGCGTGCTGGTACACTGTGCCATGGGGGTAAG 

CCGCTCTGCCACACTTGTCCTGGCCTTCCTCATGATCTGTGAGAACATGACGCTGGTAGA 

GGCCATCCAGACGGTGCAGGCCCACCGCAATATCTGCCCTAACTCAGGCTTCCTCCGGCA 

GCTCCAGGTTCTGGACAACCGACTGGGGCGGGAGACGGGGCGGTTCTGATCTGGCAGGCA 

GCCAGGATCCCTGACCCTTGGCCCAACCCCACCAGCCTGGCCCTGGGAACAGCAGGCTCT 

GCTGTTTCTAGTGACCCTGAGATGTAAACAGCAAGTGGGGGCTGAGGCAGAGGCAGGGAT 

AGCTGGGTGGTGACCTCTTAGCGGGTGGATTTCCCTGACCCAATTCAGAGATTCTTTATG 

CAAAAGTGAGTTCAGTCCATCTCTATAATAAAATATTCATCGTC 

Gene 132. >ENST00000308475 cDNA sequence 
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GCATCCTGGAGCTGGAGGAGCTCCTGCGGGCAGGGAAGTCTTCTTGCAGCCGTGTGGACG 

AAGTTTGGCCCAACCTTTTCATAGGAGATGCAAACAGCATCAAGTGTGCGGAGACAGGCG 

GCTGAAAGCCAGCAGCACGAACTGCCCGTCAGAGAAGTGCACAGCCTGGGCCAGATACTC 

CCACAGGATGGACTCACTGCAGAAGCAGGACCTCCGGAGGCCCAAGATCCATGGGGCAGT 

CCAGGCATCTCCCTACCAGCCGCCCACATTGGCTTCGCTGCAGCGCTTGCTGTGGGTCCG 

TCAGGCTGCCACACTGAACCATATCGATGAGGTCTGGCCCAGCCTCTTCCTGGGAGATGC 

GTACGCAGCCCGGGACAAGAGCAAGCTGATCCAGCTGGGAATCACCCACGTTGTGAATGC 

CGCTGCAGGCAAGTTCCAGGTGGACACAGGTGCCAAATTCTACCGTGGAATGTCCCTGGA 

GTACTATGGCATCGAGGCGGACGACAACCCCTTCTTCGACCTCAGTGTCTACTTTCTGCC 

TGTTGCTCGATACATCCGAGCTGCCCTCAGTGTTCCCCAAGGCCGCGTGCTGGTACACTG 

TGCCATGGGGGTAAGCCGCTCTGCCACACTTGTCCTGGCCTTCCTCATGATCTGTGAGAA 

CATGACGCTGGTAGAGGCCATCCAGACGGTGCAGGCCCACCGCAATATCTGCCCTAACTC 

AGGCTTCCTCCGGCAGCTCCAGGTTCTGGACAACCGACTGGGGCGGGAGACGGGGCGGTT 

CTGATCTGGCAGGCAGCCAGGATCCCTGACCCTTGGCCCAACCCCACCAGCCTGGCCCTG 

GGAACAGCAGGCTCTGCTGTTTCTAGTGACCCTGAGATGTAAACAGCAAGTGGGGGCTGA 

GGCAGAGGCAGGGATAGCTGGGTGGTGACCTCTTAGCGGGTGGATTTCCCTGACCCAATT 

CAGAGATTCTTTATGCAAAAGTGAGTTCAGTCCATCTCTATAATAAAATATTCATCGTC 

Gene 133. >ENST00000302577 cDNA sequence 

ATGGCAGCTGAAGAAATTAATGAGGACTATCCAGTAGAAATTCACGATTATTTGTCAGCA 
TTTGCGAATTCCATTGATGCTGTGGATGAGATGCTGAAGAACATGATGTCTGTTTCTAGA 
AATGAGTTGTTGCAGAAGTTGGACCCACTTGAACAAGCAAAAGTGGATTTGGTTTCTGCA 
TACACATTAAATTCAATGTTTTGGGTTTATTTGGCAACTCAAGGAGTGAATCCTAAGGAA 
CATCCAGTAAAGCAGGAATTGGAAAGAATCAGAGTATATATGAACAGAGTCAAGGAAATA 
ACAGACAAGAAAAAGGCTGGCAAGCTGGACAGAGGTGCAGCTTCAAGATTTGTAAGAAAT 
GCCCTCTGGGAACCAAAACCGAAAAATACATCCAAAGTTGCCCATAAAGGAAAAAGTAAA 
AGTTAA 

Gene 134. >ENST00000256052 cDNA sequence 

GAAGCGCGCTCCCGGGGAGGTGTTGCAGCCATGGCTACGGCAGCCGGCGCGACCTACTTT 
CAGCGAGGCAGTCTGTTCTGGTTCACAGTCATCACCCTCAGCTTTGGCTACTACACATGG 
GTTGTCTTCTGGCCTCAGAGTATCCCTTATCAGAACCTTGGGCCCCTGGGCCCCTTCACT 
CAGTACTTGGTGGACCACCATCACACCCTCCTGTGCAATGGGTATTGGCTTGCCTGGCTG 
ATTCATGTGGGAGAGTCCTTGTATGCCATAGTATTGTGCAAGCATAAAGGCATCACAAGT 
GGTCGGGCTCAGCTACTCTGGTTCCTACAGACTTTCTTCTTTGGGATAGCGTCTCTCACC 
ATCTTGATTGCTTACAAACGGAAGCGCCAAAAACAAACTTGAAGTTGTCTGAAAGCTTGC 

TACTCAGTGATCTTTCTACTTTCTAGAAACTGTCCTTCAAAGCTCTTTAAGACCCCCTCG 
TTAGTCAGTTTTTTCTCTTATATGCTCTGGTTGAGCTTGAATAGACCAGTTGTTACTTAA 
GAAAGAAACAGAGAAAGATTTTAGCTTTTCAATCCTATTTGGCAGAGGACTTCAGCTACC 
TTCTTACAGTCTTTGGCTGTGTTGGTACCCTCGTGTGCTCTGAGCTAAGCCACATACTAA 
ACTGACTTTTTGGTTTGTATACCCTTGCTCCCGCCTTCTGATGAAAACACCTTACCCTCA 
CAACCACCATCTTTCCTCTCCTTTCCAAAGCTCTTTCCACCTTGCTGCACTAAGATAAAG 
TGACACTTCCACTATATGTCAATTCCACACACATTTATTAGGTACCTGTGAGGTAGGATC 
CTATCCTCTCAAACTTCCATTTCTCATGCTACAGAGAAAGATAAGGAAGATGAGCAAGTG 
CCTGGAATGGGGCAGGCTGAGCAGTCACACAGGCATAGAGGCACGCTGAGAACCTGGAGG 
GGAGACTGCAGAGTGCCTTCCCTGATGCTGCAGCCGGAAGTGATCCTTCCCTCCACCTGG 
CCCCTGGGACACTGTGCTCTGCAGTGTGCAGGGCCTGATGGCACTGCTAGATTGCTCCTT 
CAGCTCAGGGCCACAGCTTAAACAGCTTTACCTTTCCCCTCAGCACCTGTCCCACTATCT 
TGCACACAGGTGCTCTAACCATGTTTATTGAACAAAGGAGGGAAACTGATTTCACTTTCA 
CTTGTTCATTATCATTCCAATTTTTATGTGAAAATGGCACAACCCATTTGGGGTACCCTC 
ACCCCAAAATAAAAGCCCAAGTCTACCTTTGACTGGTACCACCTTTTTTGTGGTTTCGTT 
GGTGAGAAACCTTTATCTTTTTCATACCTTTCTATTCTCAATCACTTCTCCAAAAGTGTG 
TCTTTCCAGCTCTGATTTATTCAAAACACAAGCATTTCTGTTTAGAGATTCTAGCCCATG 
GGTTATCTGGCTAGTTATTACCTCTCCTGTTCACTTAGTTATACTTTATTATTGCTCACA 
GGCTGGGGAGGCAGAATGACTCTGTCACCACTAGGAGCCATTAGGGCTTCTTCCCTGGAG 



103/1290 



FIGURE 1 (CONT'D) 



GACTGCCTGCTTGCTTTCTGGGGACACTAGCCCTCATTTCCCTTCTGTGGTACAGTGGGG 

CAAATTATTTGTATTAAGCAAACATTTATGGGAAACAACCCGCTCCCGAAAA.CGGAGCCC 

CCAAGTAAAGCACAACCCTGAAAGATTATGAACTATGAATTGTCTCTGGTAGAGATAAAT 

TTCTGCAAACATATCTCAGTCTTCCCTCTGTTTCTCTGGTGATTAAGAAGTTCCTTTTTG 

GTAAGGAAAAGGATTTTTAACCATAGAGTTAGGCATCATGGAAATTCAAACCAGATTTCT 

TAATACCTGGTCTTCCTCAAAGAGAAATAATAACAGTAATAGTGGTGCTGGGAACAATAT 

GGCAGATTATTGAATGAAATTGATTAACTTGAATAAAATGCTGTGAATTTTCTCTA 

Gene 135. >ENST00000265447 cDNA sequence 

ATGAGCTACCCTGGCTATCCCCCGCCCCCAGGTGGCTACCCACCAGCTGCACCAGGTGGT 

GGTCCCTGGGGAGGTGCTGCCTACCCTCCTCCGCCCAGCATGCCCCCCATCGGGCTGGAT 

AACGTGGCCACCTATGCGGGGCAGTTCAACCAGGACTATCTCTCGGGAATGGCGGCCAAC 

ATGTCTGGGACATTTGGAGGAGCCAACATGCCCAACCTGTACCCTGGGGCCCCTGGGGCT 

GGCTACCCACCAGTGCCCCCTGGCGGCTTTGGGCAGCCCCCCTCTGCCCAGCAGCCTGTT 

CCTCCCTATGGGATGTATCCACCCCCAGGAGGAAACCCACCCTCCAGGATGCCCTCATAT 

CCGCCATACCCAGGGGCCCCTGTGCCGGGCCAGCCCATGCCACCCCCCGGACAGCAGCCC 

CCAGGGGCCTACCCTGGGCAGCCACCAGTGACCTACCCTGGTCAGCCTCCAGTGCCACTC 

CCTGGGCAGCAGCAGCCAGTGCCGAGCTACCCAGGATACCCGGGGTCTGGGACTGTCACC 

CCCGCTGTGCCCCCAACCCAGTTTGGAAGCCGAGGCACCATCACTGATGCTCCCGGCTTT 

GACCCCCTGCGAGATGCCGAGGTCCTGCGGAAGGCCATGAAAGGCTTCGGGACGGATGAG 

CAGGCCATCATTGACTGCCTGGGGAGTCGCTCCAACAAGCAGCGGCAGCAGATCCTACTT 

TCCTTCAAGACGGCTTACGGCAAGGCGAGCTGCGGGGATTTGATCAAAGATCTGAAATCT 

GAACTGTCAGGAAACTTTGAGAAGACAATCTTGGCTCTGATGAAGACCCCAGTCCTCTTT 

GACATTTATGAGATAAAGGAAGCCATCAAGGGGGTTGGCACTGATGAAGCCTGCCTGATT 

GAGATCCTCGCTTCCCGCAGCAATGAGCACATCCGAGAATTAAACAGAGCCTACAAAGCA 

GAATTCAAAAAGACCCTGGAAGAGGCCATTCGAAGCGACACATCAGGGCACTTCCAGCGG 

CTCCTCATCTCTCTCTCTCAGGGAAACCGTGATGAAAGCACAAACGTGGACATGTCACTC 

GCCCAGAGAGATGCCCAGGAGCTGTATGCGGCCGGGGAGAACCGCCTGGGAACAGACGAG 

TCCAAGTTCAATGCGGTTCTGTGCTCCCGGAGCCGGGCCCACCTGGTAGCAGTTTTCAAT 

GAGTACCAGAGAATGACAGGCCGGGACATTGAGAAGAGCATCTGCCGGGAGATGTCCGGG 

GACCTGGAGGAGGGCATGCTGGCCGTGGTGAAATGTCTCAAGAATACCCCAGCCTTCTTT 

GCGGAGAGGCTCAACAAGGCCATGAGGGGGGCAGGAACAAAGGACCGGACCCTGATTCGC 

ATCATGGTGTCTCGCAGCGAGACCGACCTCCTGGACATCAGATCAGAGTATAAGCGGATG 

TACGGCAAGTCGCTGTACCACGACATCTCGGGAGATACTTCAGGGGATTACCGGAAGATT 

CTGCTGAAGATCTGTGGTGGCAATGACTGA 

Gene 136. >ENST00000312535 cDNA sequence 

ATGTTCCTGTTTCCATCATTCCCTGTCCTTCTCCTGTCTGTGGTGACAGCTTCCTGCTCC 

AAAACAAAAGCCTGTGCAGATACCCAGAAGACCTGCTCCATGATTACCTGTGGCATCCCC 

GTCACCAATGGCACCCCAGGCAGAGATGGGCGAGATAGACCCAAGGGGGAAAAGGGAGAG 

CCAGGTCAAGGGCTCAGAGGTTTGCAGGGCCCTCCTGGGAAGATGGGGCCCCCAGGAAAC 

ACAGGGACTTCTGGAATTCCAGGACCTAGGGGCCAAAAAGGAGATCGTGGGGACAATTCA 

GGTCTGGCTTCCCAGGGAACTCAGACTGCTTGCCTACTGTCCTGCGCTGGGCTCCAAACC 

CAGCCAGCCTCACTCACCATTTGTGGTTTCAGTGTAAGCCTTCTCCTTGGGGAAAATGGG 

AAGAAGCTTTTCGTGACCAATGGTGAGCGGATGCCTTTCTCCAAAGTGAAGGCTCTGTGT 

GCTGGGCTCCAGGCCACAGTGGCTGCCCCCAAGAATGCCGAGGAGAATAAGGCCATCCAG 

GATGTGGCCAAAGACACTGCCTTCCTGGGCATCACAGATGAGGCAACTGAAGGCCAGTTC 

ATGTACTTGACGGGCAGGAGGCTGACCTACAGCAACTGGAAGAAGGATGAGCCAAATGAC 

CACGGCTCAGGGGAGGACTGCGTTATTCTCCTGAACAACGGGCTCTGGAATGGCATCTCC 

TGCACCTCCTCCTTCATTGCCATCTGTGAGTTT 

Gene 137. >ENST00000256035 cDNA sequence 

AGTTTGCTTGGAGCTCCTGGGGCCTAACAAAAAGAAACCTGCCATGCTGCTCTTCCTCCT 
CTCTGCACTGGTCCTGCTCACACAGCCCCTGGGCTACCTGGAAGCAGAAATGAAGACCTA 
CTCCCACAGAACAATGCCCAGTGCTTGCACCCTGGTCATGTGTAGCTCAGTGGAGAGTGG 
CCTGCCTGGTCGCGATGGACGGGATGGGAGAGAGGGCCCTCGGGGCGAGAAGGGGGACCC 
AGGTTTGCCAGGAGCTGCAGGGCAAGCAGGGATGCCTGGACAAGCTGGCCCAGTTGGGCC 
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CAAAGGGGACAATGGCTCTGTTGGAGAACCTGGACCAAAGGGAGACACTGGGCCAAGTGG 
ACCTCCAGGACCTCCCGGTGTGCCTGGTCCAGCTGGAAGAGAAGGTCCCCTGGGGAAGCA 
GGGGAACATAGGACCTCAGGGCAAGCCAGGCCCAAAAGGAGAAGCTGGGCCCAAAGGAGA 
AGTAGGTGCCCCAGGCATGCAGGGCTCGGCAGGGGCAAGAGGCCTCGCAGGCCCTAAGGG 
AGAGCGAGGTGTCCCTGGTGAGCGTGGAGTCCCTGGAAACACAGGGGCAGCAGGGTCTGC 
TGGAGCCATGGGTCCCCAGGGAAGTCCAGGTGCCAGGGGACCCCCGGGATTGAAGGGGGA 
CAAAGGCATTCCTGGAGACAAAGGAGCAAAGGGAGAAAGTGGGCTTCCAGATGTTGCTTC 
TCTGAGGCAGCAGGTTGAGGCCTTACAGGGACAAGTACAGCACCTCCAGGCTGCTTTCTC 
TCAGTATAAGAAAGTTGAGCTCTTCCCAAATGGCCAAAGTGTCGGGGAGAAGATTTTCAA 
GACAGCAGGCTTTGTAAAACCATTTACGGAGGCACAGCTGCTGTGCACACAGGCTGGTGG 
ACAGTTGGCCTCTCCACGCTCTGCCGCTGAGAATGCCGCCTTGCAACAGCTGGTCGTAGC 
TAAGAACGAGGCTGCTTTCCTGAGCATGACTGATTCCAAGACAGAGGGCAAGTTCACCTA 
CCCCACAGGAGAGTCCCTGGTCTATTCCAACTGGGCCCCAGGGGAGCCCAACGATGATGG 
CGGGTCAGAGGACTGTGTGGAGATCTTCACCAATGGCAAGTGGAATGACAGGGCTTGTGG 
AGAAAAGCGTCTTGTGGTCTGCGAGTTCTGAGCCAACTGGGGTGGGTGGGGCAGTGCTTG 
GCCCAGGAGTTTGGCCAGAAGTCAAGGCTTAGACCCTCATGCTGCCAATATCCTAATAAA 
AAGGTGACCAT 

Gene 138. >ENST00000320599 cDNA sequence 

CTGGCAGACTACCTGATCAGCAGCGGCACCAGCTACGTGCCCGAGGACGGGCTCACCGCG 

CAGCAGCTCTTCACCAGCACCAACGGCCTCACCTACAATGACTTCCTGATTCTCCCAGGA 

TTCATAGACTTCATAGCTGATGATGAGGTGGACCTGACCTCAGCCCTGACCCACAAGCTG 

AAGACGCCGCTGATCTCCTCCCCTGTGGACACTACAGAGGCTGACATGGCAATCGGGATG 

GCTCTGATGGGAGGTATTGGTTTCATTCACCACAACTGCACCCCAGAGTTCGAGGCCAAT 

GAGGTGCTGAAGGTCAAGAAGTTTGAACAGGGCTTCATCACGGACCCTGTGGTGCTGAGC 

CCCTTGCACACCGTGGGTGATTTGGAGGCCAAGATGCTGCATGGCTTCTCTGGTATCCCC 

CTCACTGAGACGGGCACCATGGGCAGCAAGCTGGTGGGCATCATCACCTCCCGAGACGTC 

GACTTTCTTGCTAAGAAGGAGCACGCCACCTTCATCAGTGAGGTGATGACGCCAAGGATG 

GAACTGGTGGTGGCTTTGAAAGGTGTGACGTTGAAAGAGGCAAATGAGATCCTGCAGCGT 

AACAAGAAAGGGAAGCTGCCTATCGTCAGTGATCGCGATGAGCTGGTGGCCATCATTGCC 

CGCACTGACCTGAAGAAGAATCGAGACTACCCTCTGGCCTCCAAGGATTCCCACAAACAG 

CTGCTGTGCAGGGCAGCTGTGGGCACCCGTGAGGATGACGAATGCCACCTGGACCTGCTC 

ACCCAGGCGGGTGTCAATGTTGTAGTCTTGGACTCATCCCAAGGGAGCTCGGTGTATCAG 

ATCACCATGGTGCATTACATCAAACAGAAGTACCCCCACCTCCAGGTGATTGGGGGGAAC 

GTGGTGACAGCAGCCCAGGCCAAGAACCTGATGGACGCTCGTGTGGACGGGCTGCATGTG 

GGCATGGGCTACGGCTCCATCTGCATTACCCAGAAAGTGATGGCCTGCGGTTGGCCCCAG 

GGCACTGCTGTGTACAAGGTGGCCAAGTATGCCCAGTGCTTTGGTGTGCCCATCATAGTC 

GATGGTGGCATCCAGACTGTGGGGCACGTGGTCAAGGCCCTGGCCCTTGGAGCCTCCACA 

GTGATGATGGGCCTGCTGGCCACCACCACGGAGGCACCTGGTGAGTACTTCTTCTTAGAA 

AGGGTGCAGCTCAAGAAGTACCAGGGCATGGGCTCACTGGATGCCATGGAGAAGAGCAGC 

AGCAGCCAGAAACGATACTTCAGCAAGGGGGATAAGGTGAAGATCGCACAGGGTGTCTCG 

GGCTCCATCCAGGACAAAGGGTCCATTCAGAAGTTCGTGCCCTACCTCATAGCGGGCATC 

CAGCACAGCTGCCAGGATATCGGGGCCCGCAGCCTGTCTGTCCTTTGGTCCATGATGTAC 

TCAGGGGAGCTCAAGTTTGAGAAGCAGACCATGTCGGCCCAGATCAAGGGTGGTGTCCAT 

GGCCTGCACTCGTATGAGAAGCAGCTGTGA 

Gene 13 9. >ENST00000320511 cDNA sequence 

TCTACCTACAGCGTCCTGTCCACCATGCCCTCAGACTCAGAAAGCAGCAGCTCCCTCAGC 
AGTGTGGGCACTACCGGGAAGGCGCCGTCCCCACCACCCCTCCTCACTGACCAGCAAGTG 
AATGAGAAGGTGGAGAACCTCTCCATTCAGCTGCGGCTGATGACCCGGGAGAGAAACGAG 
CTCCGCAAGCGCCTGGCCTTTGCTACGCATGGCACGGCCTTTGACAAGAGGCCCTACCAC 
AGGCTGAATCCTGACTATGAGAGGCTGAAGATCCAGTGCGTGCGAGCCATGTCGGACCTG 
CAGAGCCTGCAGAACCAGCACACCAACGCCTTGAAGAGGTGTGAGGAGGTGGCCAAGGAG 
ACTGACTTCTACCACACACTCCACAGCCGGCTCCTGAGTGACCAGACTCGGCTGAAGGAT 
GACGTGGACATGCTGAGGCGGGAGAATGGGCAGCTGCTGCGGGAGCGAAACCTGCTGCAG 
CAGTCATGGGAGGACATGAAGCGGCTCCACGAGGAGGACCAGAAGGAGATCGGTGACCTC 
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CGTGCCCAGCA.GCAGCAGGTGTTGAAGCACAACGGGTCATCCGAGATTCTCAACAAACTG 
TATGACACGGCCATGGACAAGTTGGAGGTGGTCAAGAAGGACTATGACGCCCTTCGGAAG 
AGGTACAGTGAGAAAGTCGCCATCCACAATGCAGACCTGAGCCGCCTGGAGCAGCTGGGG 
GAGGAGAACCAGCGGTTGCTGAAGCAGACAGAGATGCTGACCCAGCAGAGGGACACGGCC 
ATCCAGCTGCAGCACCAGTGCGCCCTCTCCCTGAGGAGGTTTGAGGCGATCCACCATGAG 
CTGAACAAGGCCACGGCGCAGAACAAGGACCTGCAGTGGGAGATGGAGCTGCTGCAGTCA 
GAGCTGACCGAGCTGAGAACCACGCAGGTGAAGACAGCAAAGGAGTCGGAGAAATACAGG 
GAGGAGCGGGACGCTGTGTACAGCGAGTACAAGCTCATCATGAGTGAGCGTGACCAGGTC 
ATCTCTGAGCTGGACAAGCTGCAGACCGAAGTGGAGCTGGCCGAGTCCAAGCTCAAGAGC 
AGCACATCTGAGAAGAAGGCGGCCAATGAGGAGATGGAGGCGCTGCGGCAGATCAAAGAC 
ACGGTGACAATGGATGCTGGGAGAGCCAACAAGGAGGTTGAAATCCTTCGAAAGCAGTGC 
AAGGCTCTGTGCCAGGAGCTGAAGGAAGCCCTCCAGGAGGCGGATGTGGCCAAGTGCCGG 
CGGGACTGGGCCTTCCAGGAGCGAGACAAGATTGTAGCAGAGCGTGACAGCATCCGGACA 
CTGTGTGACAACCTGAGGCGGGAGCGGGACCGTGCGGTGAGCGAGCTGGCTGAGGCCCTG 
CGCAGCCTGGATGACACCCGCAAGCAGAAGAATGATGTCAGCCGCGAGCTGAAGGAGCTC 
AAGGAACAGATGGAATCCCAGTTGGAAAAGGAGGCCCGGTTCCGACAGCTGATGGCCCAC 
AGCTCCCACGACTCGGCCATTGACACGGATTCCATGGAGTGGGAAACGGAAGTTGTAGAG 
TTCGAGAGGGAGACGGAGGATATTGACTTGAAGGCACTGGGGTTTGATATGGCAGAAGGT 
GTGAATGAGCCTTGTTTCCCGGGGGACTGTGGCATATTTGTCACTAAAGTGGACAAAGGA 
AGCATTGCTGATGGCCGCTTAAGGGTCAATGACTGGCTGCTGAGAATCAACGATGTGGAC 
CTCATCAACAAGGACAAGAAGCAGGCCATCAAGGCGCTCCTCAATGGGGAGGGGGCCATC 
AACATGGTCGTGCGGCGGAGGAAGTCCCTGGGTGGGAAGGTGGTCACGCCGCTGCACATC 
AACCTCAGTGGACAGAAAGACAGTGGCATCAGTCTGGAGAATGGAGTGTATGCTGCCGCT 
GTGCTGCCTGGAAGCCCTGCCGCTAAAGAAGGGTCCCTTGCTGTGGGAGACAGGATCGTT 
GCGATCAATGGCATTGCACTGGACAACAAGTCTCTGAATGAATGTGAATCTCTGCTGCGC 
AGCTGCCAGGACTCCCTGACCCTGTCCCTCCTGAAGGTATTCCCTCAGAGCTCCTCGTGG 
AGTGGCCAGAACATTTTTGAAAATATCAAAGACTCTGATAAGATGCTGAGTTTTCGAGCC 
CATGGCCCGGAGGTCCAGGCTCATAACAAACGGAACTTGATACAGCACAATAACTCCACG 
CAGACAGACATCTTCTACACGGACAGGCTGGAAGACAGGAAGGAGCCAGGCCCCCCAGGA 
GGCAGCAGCTCCTTTCTGCATAAGCCATTCCCTGGGGGACCCTTGCAGGTCTGCCCCCAG 
GCCTGTCCCAGTGCCTCTGAGCGTAGCCTGAGCTCCTTCCGCTCAGATGCCTCTGGGGAC 
CGTGGCTTTGGGCTGGTGGACGTGCGTGGCCGGCGGCCACTGCTGCCCTTTGAGACCGAG 
GTGGGCCCCTGTGGGGTTGGGGAGGCCTCCCTGGACAAGGCAGACTCTGAAGGCTCCAAC 
AGCGGCGGGACCTGGCCCAAGGCCATGCTCAGCTCCACGGCAGTGCCTGAGAAGCTCTCT 
GTTTATAAAAAGCCAAAGCAAAGAAAGTCCATCTTTGACCCTAACACTTTCAAACGCCCC 
CAGACACCCCCCAAAATAGACTACCTGCTTCCAGGTCCTGGGCCTGCTCACTCTCCCCAG 
CCCTCCAAGAGGGCGGGGCCTCTGACACCCCCAAAACCTCCCAGAAGGAGCGACTCCATT 
AAGTTCCAGCACAGGCTGGAGACTAGCTCCGAGTCAGAAGCCACTCTGGTGGGCAGCTCC 
CCATCCACTAGTCCCCCGAGCGCCCTGCCCCCTGACGTGGACCCCGGGGAGCCCATGCAC 
GCATCACCCCCTCGCAAGGCCAGGGTCCGCATTGCTTCCAGCTACTACCCTGAAGGAGAT 
GGGGACTCCTCCCACCTGCCGGCCAAGAAATCCTGTGATGAGGACCTCACCTCCCAGAAG 
GTGGATGAGCTGGGGCAGAAGCGTCGCCGGCCAAAATCTGCTCCCAGTTTTCGGCCGAAG 
CTTGCTCCAGTAGTGATTCCTGCTCAGTTCCTGGAGGAACAGAAGTGTGTCCCGGCCAGT 
GGAGAACTCTCCCCGGAGCTCCAGGAGTGGGCACCTTACTCGCCTGGGCATTCCAGCCGG 
CACAGCAACCCCCCGCTATACCCTAGCAGGCCGTCTGTGGGCACTGTTCCCCGGAGTTTG 
ACCCCCAGCACCACTGTGAGCTCCATCCTGCGGAACCCCATCTACACTGTGCGCAGTCAC 
AGGGTCGGCCCCTGCAGCTCTCCACCTGCGGCCCGAGATGCTGGCCCCCAGGGTTTGCAT 
CCCAGTGTCCAGCACCAGGGACGCCTGAGCCTGGACCTGAGCCACAGGACCTGCAGCGAC 
TACTCCGAGATGAGAGCCACCCATGGGTCCAACTCACTGCCCTCCAGCGCCCGCCTGGGT 
TCTTCGAGTAACTTGCAGTTCAAGGCGGAACGCATTAAAATCCCATCAACACCAAGATAT 
CCGCGGAGTGTCGTGGGCTCCGAGAGAGGTTCAGTGTCACATTCTGAATGCAGCACTCCT 
CCACAGTCACCCCTGAACATCGACACCCTGTCCTCTTGTAGCCAGTCCCAGACCTCAGCC 
TCCACATTGCCCAGAATCGCTGTCAACCCCGCGTCCCTCGGGGAGCGGAGAAAGGACAGG 
CCTTATGTGGAGGAGCCACGCCACGTGAAGGTGCAGAAGGGCTCAGAGCCGCTGGGCATC 
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TCCATCGTGAGTGGAGAGAAGGGCGGCATCTACGTCTCCAAGGTGACCGTGGGGAGCATC 
GCTCACCAGGCTGGCCTCGAGTATGGGGATCAGTTACTGGAGTTCAACGGCATAAACCTG 
CGGAGCGCCACGGAGCAGCAGGCGCGGCTCATCATCGGGCAGCAGTGTGATACCATCACC 
ATCCTGGCCCAGTACAACCCCCACGTGCACCAGCTCAGCAGCCACTCCCGGTCCAGCTCA 
CACCTGGACCCTGCCGGTACCCACTCCACTCTCCAGGGCAGTGGCACCACCACCCCGGAG 
CATCCATCTGTCATCGACCCACTGATGGAGCAGGACGAGGGGCCTAGCACCCCCCCAGCC 
AAGCAGAGCAGCTCCAGGATTGCGGGAGATGCCAACAAGAAGACCCTGGAGCCACGCGTT 
GTCTTCATCAAAAAGTCCCAGCTGGAGCTTGGGGTGCACTTGTGTGGTGGGAACCTGCAT 
GGGGTGTTTGTGGCCGAGGTGGAGGATGACAGTCCTGCCAAGGGTCCTGACGGCCTCGTG 
CCAGGGGACCTCATCCTGGAGTATGGCAGCCTGGACGTGCGGAACAAGACAGTGGAGGAA 
GTCTATGTGGAGATGCTGAAGCCCAGGGATGGCGTCCGCCTGAAGGTGCAGTACCGCCCT 
GAGGAGTTCACGAAGGCCAAGGGCCTGCCTGGTGACAGCTTCTACATCAGGGCCCTGTAC 
GACCGGCTGGCAGATGTGGAGCAAGAGTTGAGCTTTAAGAAGGACGACATCCTCTACGTG 
GATGACACCTTACCCCAGGGCACGTTCGGGTCCTGGATGGCTTGGCAGCTGGACGAGAAT 
GCCCAGAAGATCCAGCGCGGGCAGATTCCCAGCAAATATGTGATGGACCAAGAATTCTCC 
AGGAGGCTCAGCATGTCTGAAGTCAAAGATGACAATAGCGCCACAAAGACGCTGTCAGCG 
GCTGCACGCCGGTCCTTTTTTCGGAGGAAACACAAGCACAAACGCAGCGGGTCCAAGGAC 
GGGAAAGACCTGCTCGCCTTGGATGCCTTTTCCAGTGACTCCATTCCACTCTTTGAAGGC 
AAGTGGCTGAGCTCATTTTCCAATTCGGTGAGCCTGGCCTATCAGCGGGTCCAGAAGGTG 
GACTGCACCGCTCTGAGGCCTGTCCTGATTCTGGGGCCTTTGCTGGACGTGGTGAAGGAG 
ATGCTGGTGAATGAGGCTCCTGGCAAGTTCTGCAGATGTCCCCTTGAGGTGATGAAGGCC 
TCCCAGCAGGCCATTGAGCGGGGTGTCAAAGATTGCCTGTTTGTCGACTATAAGCGGAGA 
AGCGGCCATTTCGATGTGACCACTGTGGCGTCAATAAAGGAGATCACAGAAAAGAACCGA 
CACTGCCTCCTGGACATTGCTCCGCACGCTATTGAGCGGCTCCACCACATGCACATCTAC 
CCCATTGTCATCTTCATCCACTACAAGAGCGCCAAGCACATCAAGGAGCAGAGAGACCCC 
ATCTACCTGAGGGACAAGGTGACTCAGAGGCATTCCAAAGAGCAGTTTGAGGCGGCGCAG 
AAGCTTGAGCAGGAGTACAGCAGGTACTTCACAGGGGTCATCCAGGGAGGAGCCCTGTCA 
AGCATTTGCACTCAGATCTTGGCAATGGTCAATCAAGAACAAAATAAAGTCCTGTGGATT 
CCAGCCTGCCCGCTCTAGGAGAATGCTGTGCTGTGGATGACTGCAGCTGGCCGCCTGAGG 
GGACACCAGACTCAGCTCTTTTCTAGCGACTGAAAGTAGAAGTCTGTCCGTCTATGAACA 
TGCGGGGGAAGGATCCGGAACCAGGACCCAGAAGCACCTCCTTTGTAGACAGAGGGCCAC 
GGCTGCGTGCGATCCAGGCCCAGGCCCACACACTCTGCCCGTGTCACACGTGTGCTTTAA 
CACAAAACAGATAACACTAAAGACGGGTTCAGCACCCACCTTTCTTTAGCCAGCTGATCA 
GAGATGCTGCAAAGAGAACCTTTCGGATCACTCGTTTACAAGCCTTTTCTAAGTATTTGG 
TGGTTTATGTTTACTTGAACGGCTCCATGTTGCCGGTGCCCAGCCCCTGTCCCCTCTGTC 
AACCCCCTGTCGCTTTGGTGTTGGTTTCGTTCCCGTCTTCAGCAAAACGACCTTGGAACC 
TCAATGGGGGCTGCTTTGCTTTGGGAGGTTCTTGTTGGTGGGACCAGAGCTTTGACAAAC 
CTCCTGCTCCTTGGTGGCACCTCTCCTGGAAGGACGTCACAACTCCAGGTGCTCAGACTG 
CCTGTGGCAGCAGAACCAGTGCCTTTGGCATTTTCCTCCCACAATGGGGAAGGTGACTTT 
GGCATTCTTACAAACTCGTCTCTCGGCCTTTCTCTCCTGCCTTCCACAGCCTCTCGTTTC 
TCCTCCATCTGTGCTTATTACTTGAGGACTGTGTCTGCTCCGTGAGAGCTGCGTGGGCAG 
GGCTGCAGTGGGGTCCAGGTGGTGTTCAGCTGTGCTGATGCCTGCCATTGGGTCCTCCTT 
AGGCTCTGTAAGTCGTGACAGCCTTCATCAGTGCAATGTTTGCAGGGTAATTCTTAAACT 
TTTTAGAGGGTGGCAGGTACATCAGTTCTTTTTGATATGAAAACATTCATGTTTCAGACA 
TTGAATTGAGAGCTTTTAGGGGAAGCATAATGGTTATTGTCACTATCAACAGTCTAAAAA 
GAAAAACTGAGGTCTTTTTAATCTTGATTACAGCACTCACGGCATGCACCCTACTCAGTG 

CTGAAGATTTGATGTGGTTCCTCCTTAAGCTATGCGTCCTGTTAATAATAGGTACTGTAC 
TGGGCTCTGTGTAAGTGTCGTTGGGGTAGGACCTATATTTTAATACTGTTCCTAACATTT 
CATTTTACTAGCGAGAAATCTTTGATTTCATTTTATTCTTTGTAATTCTAGACACTAGAT 
TGTAGTTTAGCCATAACTGATGTTTTTTAAAAAGGGATATATTTTCTTGCACAGTTGTTC 
AAAAAAGAGACAAGTTTCAGTCCTCAATGCTGTCCTTTGTTTTACAGGTACAAGTTTTCT 
AGCTCAGACAAACTATGAAAAACTGTAGACTATTCTCAAGGTATTAACTCGCAGACCCTC 
TGGGGGTAGGGGCTGTTTTCTAAGTTACAGGCAGAGTGGGACTGAGATGGTACAGTGTGC 
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ACAGACAGGTACTGAGCTGAC^GACTGGGATTTTCTGTACTAAAATGTTACTTTGTATCA 

AAAGTTAAACAGGCTTTAGTACAACAAATAAAGGTCAATTTCTGT 

Gene 140. >ENST00000298189 cDNA sequence 

CCTAACTCAGGCCCCCCTCGTCTGGCAGGCTCCAGGCGCCCTCTGCGGAGGTGTTGTGTG 
TCCACCTCCCCTACTCCTGGCAGCTGCTCCTGTGGTGCCTGTTATGGCTGCCCAGGTGGT 
TGGGGGCACCCAGGCCTGTGAGGGAGGCTGGTCCCAGGGCCTTCCTCTTCCACCACCACC 
ACCACCGGCTGCCCAGCTGCCCCCCATTGTGTCCCAAGGGAATGCTGGGCCATGGCCACA 
AGGGGCTCATGGAGAGAGCAGCCTGGCTTCCTCCCAGGCCAAGGCCCCGCCAGATGACTC 
CTGTAACCCCAGGAGTGTCTATGAGAACTTCCGACTCTGGCAGCACTACAAGCCCCTGGC 
CCGGAGGCACCTTCCCCAGAGTCCTGACACCGAAGCGCTTTCGTGCTTCCTCATCCCAGT 
TCTCCGATCGCTGGCCCGGCGGAAGCCCACCATGACCCTGGAGGAGGGACTGTGGCGGGC 
CATGCGGGAATGGCAGCACACGAGCAACTTTGACCGGATGATCTTCTACGAGATGGCGGA 
AAAGTTCCTGGAGTTTGAGGCTGAGGAGGAGATGCAGATTCAGAAATCGCAATGGATGAA 
GGGGCCCCAGTGCCTGCCTCCTCCAGCCACACCGAGGCTTGAACCTCGAGGACCCCCGGC 
CCCTGAGGTGGTCAAGCAGCCAGTGTACCTTCCCAGCAAGGCCGGCCCCAAGGCCCAGAC 
TGCCTGCCTGCCACCACCCAGACCCCAGAGGCCAGTGACCAAGGCCCGCCGGCCACCACC 
CCAGCCCCACCGGCGAGCAGAGACCAAGGCCCGCCTGCCACCACCCAGGCCCCAGAGACC 
AGCAGAGACCAAGGTCCCTGAGGAGATCCCCCCAGAAGTGGTGCAGGAGTATGTGGACAT 
CATGGAGGAGCTGCTGGGGCCTTCCCTCGGGGCCACGGGGGAGCCCGAGAAACAACGGGA 
AGAGGGCAAAGTGAAGCAGCCACAGGAAGAGGACTGGACGCCCCCAGACCCGGGCCTCCT 
GAGCTACATTGACAAGCTGTGTTCCCAGAAAGACTTCGTCACCAAGGTGGAGGCCGTCAT 
TCATCCCCAATTCCTGGAAGAATTGCTTTCCCCAGATCCACAGATGGATTTCTTGGCCCT 
AAGCCAGGACCTGGAGCAGGAGGAAGGACTCACCCTTGCCCAGCTAGTGGAGAAGCGCCT 
CCCACCCTTGAAGGAGAAACAGCATTCGAGGGCAGCCCCTAGTCGTGGCACAGCCCGGTT 
GGACTCAAGTTCTTCTAAGTTTGCAGCTGGCCAAGGAGCAGAGAGAGACGTCCCTGACCC 
CCAAGAAGGGGTTGGCATGGAAACCTGCCCACCCCAGACGACTGCCCGGGACTCTCAGGG 
ACGAGGCAGAGCACACACTGGCATGGCCAGGTCCGAAGACTCTGTTGTGCTTTTGGGATG 
TCAGGATTCCCCTGGGCTGAGGGCTGCCCGGCCAACCTCTCCTCCCCAGGACCACAGACC 
CACCTGCCCTGGCGTGGGTACCAAGGATGCCTTGGATCTCCCTGGAGGGTCTCCTGTCAG 
GGAGTCACATGGGCTGGCTCAGGGGTCAAGTGAGGAGGAGGAACTCCCCAGCCTGGCCTT 
CCTCTTGGGTTCCCAGCACAAGCTTCTGCCCTGGTGGCTACCCCAGAGCCCTGTCCCTGC 
CTCGGGCCTTCTCAGCCCAGAAAAGTGGGGACCCCAGGGAACTCATCAGTCCCCATCTGC 
TGAGAGAAGAGGCCTCAACCTAGCACCTTCTCCTGCCAACAAGGCCAAGAAGCAACCTCT 
CTTTGGAAGCCTGTCCCCTGCTGAAAAGACACCCCACCGAGGGCCTGGGCTCAGGGTCTC 
TGGGGAGCAATCCCTGACTTGGGGGCTGGGTGGCCCCTCACAGTCTCAAAAGAGAAAGGG 
TGACCCCTTGGTCTCCAGGAAGGAGAAGAAGCAGCATTGTAGCCAGTAGGGGCTTCTGAG 
CAGGCTCTCTGGGGCCAATCCCCAAGGATGGGGCTCTGGCATCCGATGCCCCAAAGCGGT 
CAAAAGCTTCTTCTCCCCCAGTGCTGATCTTGCTGGGCCTTAGCTTTGGAGGGTAGGGGA 
GGGAGGGGAGGGAGAGGGTGGCTGAATGGGGAGGGCAGGAAGGGAGGGTCTGGGGGGAAG 
GGGCTGGGGAGTGGGGGTGGGAAGCAGTGTGTTGGGGGCCTCGTGTGTAAGTGTGAATAA 
ATGTAGTTGTCTTGG 

Gene 141. >ENST00000335456 cDNA sequence 

CAGCTGCCCACTGCCCCTCCCCCTCTGCAGAATGTCTGGGGTCCTATGTTCCAGGAACCT 
GTTTACTTTCAAATTTTCTTTCAGTTGGACTCAGGAGCATCTGGTGAGCCAGGTCACTCT 
CTGGGTCTTACCCTTGGCTTTTCTTATTGCGGAAACTGCCAGACGGCGGTGGTCAGTGCC 
CAGCCTGAGGGGATGGCTTCGAATGGAGCATACCCAGTGCTGGGACCGGGCGTGACTGCG 
AACCCTGGCACCTCCCTGTCTGTGTTCACGGCTCTGCCCTTCACCACACCCGCTCCCGGC 
CCAGCACACGGGCCGCTCCTTGTGACTGCAGGGGCTCCTCCAGGCGGCCCTCTGGTGCTG 
TCTACCTTCCCCAGCACACCTCTGGTGACAGAACAGGATGGCTGCGGCCCGAGTGGGGCT 
GGGGCTTCCAACGTCTTTGTCCAGATGAGGACAGAGGTGGGGCCTGTGAAGGCCGCTCAG 
GCGCAGACCTTGGTCCTAACTCAGGCCCCCCTCGTCTGGCAGGCTCCAGGCGCCCTCTGC 
GGAGGTGTTGTGTGTCCACCTCCCCTACTCCTGGCAGCTGCTCCTGTGGTGCCTGTTATG 
GCTGCCCAGGTGGTTGGGGGCACCCAGGCCTGTGAGGGAGGCTGGTCCCAGGGCCTTCCT 
CTTCCACCACCACCACCACCGGCTGCCCAGCTGCCCCCCATTGTGTCCCAAGGGAATGCT 
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GGGCCATGGCCACAAGGGGCTCATGGAGAGAGCAGCCTGGCTTCCTCCCAGGCCAAGGCC 

CCGCCAGATGACTCCTGTAACCCCAGGAGTGTCTATGAGAACTTCCGACTCTGGCAGCAC 

TACAAGCCCCTGGCCCGGAGGCACCTTCCCCAGAGTCCTGACACCGAAGCGCTTTCGTGC 

TTCCTCATCCCAGTTCTCCGATCGCTGGCCCGGCGGAAGCCCACCATGACCCTGGAGGAG 

GGACTGTGGCGGGCCATGCGGGAATGGCAGCACACGAGCAACTTTGACCGGATGATCTTC 

TACGAGATGGCGGAAAAGTTCCTGGAGTTTGAGGCTGAGGAGGAGATGCAGATTCAGAAA 

TCGCAATGGATGAAGGGGCCCCAGTGCCTGCCTCCTCCAGCCACACCGAGGCTTGAACCT 

CGAGGACCCCCGGCCCCTGAGGTGGTCAAGCAGCCAGTGTACCTTCCCAGCAAGGCCGGC 

CCCAAGGCCCAGACTGCCTGCCTGCCACCACCCAGACCCCAGAGGCCAGTGACCAAGGCC 

CGCCGGCCACCACCCCAGCCCCACCGGCGAGCAGAGACCAAGGCCCGCCTGCCACCACCC 

AGGCCCCAGAGACCAGCAGAGACCAAGGTCCCTGAGGAGATCCCCCCAGAAGTGGTGCAG 

GAGTATGTGGACATCATGGAGGAGCTGCTGGGGCCTTCCCTCGGGGCCACGGGGGAGCCC 

GAGAAACAACGGGAAGAGGGCAAAGTGAAGCAGCCACAGGAAGAGGACTGGACGCCCCCA 

GACCCGGGCCTCCTGAGCTACATTGACAAGCTGTGTTCCCAGAAAGACTTCGTCACCAAG 

GTGGAGGCCGTCATTCATCCCCAATTCCTGGAAGAATTGCTTTCCCCAGATCCACAGATG 

GATTTCTTGGCCCTAAGCCAGGACCTGGAGCAGGAGGAAGGACTCACCCTTGCCCAGGGA 

GCCCCTTCAGATGCTCCAGGGACTGACAGATGCTGA 

Gene 142. >ENST00000305740 cDNA sequence 

GGGCTCCTCCAGGCGGCCCTCTGGTGCTGTCTACCTTCCCCAGCACACCTCTGGTGACAG 
AACAGGATGGCTGCAGCCCGAGTGGGGCCGGGGCTTCCAACGTCTTTGTCCAGATGAGGA 
CAGAGGTGGGGCCTGTGAAGGCCGCTCAGGCGCAGACCTTGGTCCTAACTCAGGCCCCCC 
TCGTCTGGCAGGCTCCAGGCGCCCTCTGCGGAGGTGTTGTGTGTCCACCTCCCCTACTCC 
TGGCAGCTGCTCCTGTGGTGCCTGTTATGGCTGCCCAGGTGGTTGGGGGCACCCAGGCCT 
GTGAGGGAGGCTGGTCCCAGGGCCTTCCTCTTCCACCACCACCACCACCGGCTGCCCAGC 
TGCCCCCCATTGTGTCCCAAGGGAATGCTGGGCCATGGCCACAAGGGGCTCATGGAGAGA 
GCAGCCTGGCTTCCTCCCAGGCCAAGGCCCCGCCAGATGACTCCTGTAACCCCAGGAGTG 
TCTATGAGAACTTCCGACTCTGGCAGCACTACAAGCCCCTGGCCCGGAGGCACCTTCCCC 
AGAGTCCTGACACCGAAGCGCTTTCGTGCTTCCTCATGCCCCAGAGACCAGCAC3AGACCA 
AGGTCCCTGAGGAGATCCCCCCAGAAGTGGTGCAGGAGTATGTGGACATCATGGAGGAGC 
TGCTGGGGCCTTCCCTCGGGGCCACGGGGGAGCCCGAGAAACAACGGGAAGAGGGCAAAG 
TGAAGCAGCCACAGGAAGAGGACTGGACGCCCCCAGACCCGGGCCTCCTGAGCTACATTG 
ACAAGCTGTGTTCCCAGAAAGACTTCGTCACCAAGGTGGAGGCCGTCATTCATCCCCAAT 
TCCTGGAAGAATTGCTTTCCCCAGATCCACAGATGGATTTCTTGGCCCTAAGCCAGGACC 
TGGAGCAGGAGGAAGGACTCACCCTTGCCCAGCTAGTGGAGAAGCGCCTCCCACCCTTGA 
AGGAGAAACAGCATTCGAGGGCAGCCCCTAGTCGTGGCACAGCCCGGTTGGACTCAAGTT 
CTTCT 

Gene 143. >ENST00000286628 cDNA sequence 

ATGGCAAATGGTGGCGGCGGCGGCGGCGGCAGCAGCGGCGGCGGCGGCGGCGGCGGAGGC 
AGCAGTCTTAGAATGAGTAGCAATATCCACGCGAACCATCTCAGCCTAGACGCGTCCTCC 
TCCTCCTCCTCCTCCTCTTCCTCTTCTTCTTCTTCCTCCTCCTCTTCCTCCTCGTCCTCG 
GTCCACGAGCCCAAGATGGATGCGCTCATCATCCCGGTGACCATGGAGGTGCCGTGCGAC 
AGCCGGGGCCAACGCATGTGGTGGGCTTTCCTGGCCTCCTCCATGGTGACTTTCTTCGGG 
GGCCTCTTCATCATCTTGCTCTGGCGGACGCTCAAGTACCTGTGGACCGTGTGCTGCCAC 
TGCGGGGGCAAGACGAAGGAGGCCCAGAAGATTAACAATGGCTCAAGCCAGGCGGATGGC 
ACTCTCAAACCAGTGGATGAAAAAGAGGAGGCAGTGGCCGCCGAGGTCGGCTGGATGACC 
TCCGTGAAGGACTGGGCGGGGGTGATGATATCCGCCCAGACACTGACTGGCAGAGTCCTG 
GTTGTCTTAGTCTTTGCTCTCAGCATCGGTGCACTTGTAATATACTTCATAGATTCATCA 
AACCCAATAGAATCCTGCCAGAATTTCTACAAAGATTTCACATTACAGATCGACATGGCT 
TTCAACGTGTTCTTCCTTCTCTACTTCGGCTTGCGGTTTATTGCAGCCAACGATAAATTG 
TGGTTCTGGCTGGAAGTGAACTCTGTAGTGGATTTCTTCACGGTGCCCCCCGTGTTTGTG 
TCTGTGTACTTAAACAGAAGTTGGCTTGGTTTGAGATTTTTAAGAGCTCTGAGACTGATA 
CAGTTTTCAGAAATTTTGCAGTTTCTGAATATTCTTAAAACAAGTAATTCCATCAAGCTG 
GTGAATCTGCTCTCCATATTTATCAGCACGTGGCTGACTGCAGCCGGGTTCATCCATTTG 
GTGGAGAATTCAGGGGACCCATGGGAAAATTTCCAAAACAACCAGGCTCTCACCTACTGG 
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GAATGTGTCTATTTACTCATGGTCACAATGTCCACCGTTGGTTATGGGGATGTTTATGCA 

AAAACCACACTTGGGCGCCTCTTCATGGTCTTCTTCATCCTCGGGGGACTGGCCATGTTT 

GCCAGCTACGTCCCTGAAATCATAGAGTTAATAGGAAACCGCAAGAAATACGGGGGCTCC 

TATAGTGCGGTTAGTGGAAGAAAGCACATTGTGGTCTGCGGACACATCACTCTGGAGAGT 

GTTTCCAACTTCCTGAAGGACTTTCTGCACAAGGACCGGGATGACGTCAATGTGGAGATC 

GTTTTTCTTCACAACATCTCCCCCAACCTGGAGCTTGAAGCTCTGTTCAAACGACATTTT 

ACTCAGGTGGAATTTTATCAGGGTTCCGTCCTCAATCCACATGATCTTGCAAGAGTCAAG 

ATAGAGTCAGCAGATGCATGCCTGATCCTTGCCAACAAGTACTGCGCTGACCCGGATGCG 

GAGGATGCCTCGAATATCATGAGAGTAATCTCCATAAAGAACTACCATCCGAAGATAAGA 

ATCATCACTCAAATGCTGCAGTATCACAACAAGGCCCATCTGCTAAACATCCCGAGCTGG 

AATTGGAAAGAAGGTGATGACGCAATCTGCCTCGCAGAGTTGAAGTTGGGCTTCATAGCC 

CAGAGCTGCCTGGCTCAAGGCCTCTCCACCATGCTTGCCAACCTCTTCTCCATGAGGTCA 

TTCATAAAGATTGAGGAAGACACATGGCAGAAATACTACTTGGAAGGAGTCTCAAATGAA 

ATGTACACAGAATATCTCTCCAGTGCCTTCGTGGGTCTGTCCTTCCCTACTGTTTGTGAG 

CTGTGTTTTGTGAAGCTCAAGCTCCTAATGATAGCCATTGAGTACAAGTCTGCCAACCGA 

GAGAGCCGTATATTAATTAATCCTGGAAACCATCTTAAGATCCAAGAAGGTACTTTAGGA 

TTTTTCATCGCAAGTGATGCCAAAGAAGTTAAAAGGGCATTTTTTTACTGCAAGGCCTGT 

CATGATGACATCACAGATCCCAAAAGAATAAAAAAATGTGGCTGCAAACGGCTTGAAGAT 

GAGCAGCCGTCAACACTATCACCAAAAAAAAAGCAACGGAATGGAGGCATGCGGAACTCA 

CCCAACACCTCGCCTAAGCTGATGAGGCATGACCCCTTGTTAATTCCTGGCAATGATCAG 

ATTGACAACATGGACTCCAATGTGAAGAAGTACGACTCTACTGGGATGTTTCACTGGTGT 

GCACCCAAGGAGATAGAGAAAGTCATCCTGACTCGAAGTGAAGCTGCCATGACCGTCCTG 

AGTGGCCATGTCGTGGTCTGCATCTTTGGCGACGTCAGCTCAGCCCTGATCGGCCTCCGG 

AACCTGGTGATGCCGCTCCGTGCCAGCAACTTTCATTACCATGAGCTCAAGCACATTGTG 

TTTGTGGGCTCTATTGAGTACCTCAAGCGGGAATGGGAGACGCTTCATAACTTCCCCAAA 

GTGTCCATATTGCCTGGTACGCCATTAAGTCGGGCTGATTTAAGGGCTGTCAACATCAAC 

CTCTGTGACATGTGCGTTATCCTGTCAGCCAATCAGAATAATATTGATGATACTTCGCTG 

CAGGACAAGGAA.TGCATCTTGGCGTCACTCAACATCAAATCTATGCAGTTTGATGACAGC 

ATCGGAGTCTTGCAGGCTAATTCCCAAGGGTTCACACCTCCAGGAATGGATAGATCCTCT 

CCAGATAACAGCCCAGTGCACGGGATGTTACGTCAACCATCCATCACAACTGGGGTCAAC 

ATCCCCATCATCACTGAACTAGTGAACGATACTAATGTTCAGTTTTTGGACCAAGACGAT 

GATGATGACCCTGATACAGAACTGTACCTCACGCAGCCCTTTGCCTGTGGGACAGCATTT 

GCCGTCAGTGTCCTGGACTCACTCATGAGCGCGACGTACTTCAATGACAATATCCTGACC 

CTGATACGGACCCTGGTGACCGGAGGAGCCACGCCGGAGCTGGAGGCTCTGATTGCTGAG 

GAAAACGCCCTTAGAGGTGGCTACAGCACCCCGCAGACACTGGCCAATAGGGACCGCTGC 

CGCGTGGCCCAGTTAGCTCTGCTCGATGGGCCATTTGCGGACTTAGGGGATGGTGGTTGT 

TATGGTGATCTGTTCTGCAAAGCTCTGAAAACATATAATATGCTTTGTTTTGGAATTTAC 

CGGCTGAGAGATGCTCACCTCAGCACCCCCAGTCAGTGCACAAAGAGGTATGTCATCACC 

AACCCGCCCTATGAGTTTGAGCTCGTGCCGACGGACCTGATCTTCTGCTTAATGCAGTTT 

GACCACAATGCCGGCCAGTCCCGGGCCAGCCTGTCCCATTCCTCCCACTCGTCGCAGTCC 

TCCAGCAAGAAGAGCTCCTCTGTTCACTCCATCCCATCCACAGCAAACCGACAGAACCGG 

C CCAAGT C CAGGGAGT C C CGGGACAAACAGAAGT ACGTGCAGGAAGAGCGGCTTTGA 

Gene 144. >ENST00000311182 cDNA sequence 

GCGGAGGGGGTGGAGGTTTGTCTCCGCTGTTTCATCTCTATGGCTGTCAGAGGTGGGCGG 
CTTTGACCGAGAGGCTGCTGGAGCTCGTGTTTGGACGCGATGTTTCGTCTGAACTCACTT 
TCTGCTTTGGCAGAACTGGCTGTGGGTTCTCGATGGTACCATGGAGGATCACAGCCCATC 
CAGATCCGGCGAAGACTAATGATGGTGGCTTTCCTGGGAGCATCTGCAGTAACTGCAAGT 
ACTGGTCTTTTGTGGAAGAGGGCCCATGCAGAATCTCCACCATGTGTAGACAACCTAAAA 
AGTGACATCGGTGATAAAGGGAAGAATAAAGATGAAGGGGATGTTTGTAACCATGAGAAA 
AAGACTGCAGATCTTGCCCCTCACCCAGAAGAGAAAAAGAAGAAACGTTCTGGATTCAGA 
GACAGAAAAGTGATGGAATATGAGAATAGGATTCGAGCCTACTCCACGCCAGACAAAATC 
TTCCGATATTTTGCCACCTTGAAAGTCATCAGTGAGCCTGGTGAAGCAGAAGTGTTTATG 
ACACCAGAAGATTTTGTGCGATCCATAACACCCAATGAAAAACAACCAGAACACTTGGGT 
CTGGATCAATATATAATAAAACGCTTTGATGGAAAGAAAATTTCCCAGGAACGAGAAAAA 



110/1290 



FIGURE 1 (CONT'D) 



TTTGCTGATGAAGGCAGTATATTTTACACCCTTGGAGAATGTGGGCTCATATCCTTTTCA 

GACTACATTTTCCTCACAACTGTTCTTTCCACTCCTCAGAGAAATTTTGAAATTGCCTTC 

AAGATGTTTGATTTGAATGGAGATGGAGAAGTAGATATGGAAGAATTTGAACAGGCAAGT 

TGTCCTGGAGACATCATTCGCTCCCAAACCAGTATGGGTATGCGCCACAGAGATCGTCCA 

ACTACTGGCAACACCCTCAAGTCTGGCTTGTGTTCAGCCCTCACAACCTACTTTTTTGGA 

GCTGATCTGAAGGGAAAGCTGACAATCAAAAACTTCCTCGAATTTCAGCGTAAACTGCAG 

CATGATGTTCTGAAGCTTGAGTTTGAACGCCATGACCCTGTGGATGGGAGAATTACTGAG 

AGGCAGTTTGGTGGCATGCTACTTGCCTACAGTGGGGTGCAGTCCAAGAAGCTGACCGCC 

ATGCAGAGGCAGCTCAAGAAGCACTTCAAAGAAGGAAAGGGTCTGACATTTCAGGAGGTG 

GAGAACTTCTTTACTTTCCTAAAGAACATTAATGATGTGGACACTGCATTGAGTTTTTAC 

CATATGGCTGGAGCATCTCTTGATAAAGTGACCATGCAGCAGGTGGCCAGGACAGTGGCT 

AAAGTGGAGCTCTCAGACCACGTGTGTGATGTGGTGTTTGCACTCTTTGACTGTGATGGC 

AATGGCGAACTGAGCAATAAGGAATTTGTTTCCATCATGAAGCAACGGCTGATGAGAGGC 

CTGGAAAAGCCCAAAGACATGGGTTTCACTCGCCTCATGCAGGCCATGTGGAAATGTGCA 

CAGGAAACTGCCTGGGACTTCGCTTTACCCAAACAGTAACCCCACACTGCAAGAGGGGAC 

CCCTCCACCCCCAGTACCCTGGACCCCCTCCGCAGAGTCTCGGCAGAGCCCTTTGTGCTG 

CTGCTTCTGGAAGTAGTCCCCCTTCCTCCCGGGATGACCTCAGGACTCTGTCGGTTTCCC 

CTCTTTACCCTTCCCCGTCCCCGTGTTCTGCTGGGCTCTGATTCTGCCCAATGAGTATCC 

CCATAGGTTCTCAAAAACATGAACAAGTCTGTAAAGCTCAGACATTTGTCAGCCTCAACA 

GCACCACCCATTCAAGCATCCTGTGGATAAAGAATTCAGGGAACCATCCACACACCTGCC 

AACCCTGGGAAGCATCCAGTTCTCAAATCGTTTTTGCTATGGATTTATACTAACAAGAAC 

ATTCCTTGACTTCCCTCCTGCTGGTGTTTTAAAGCCACAAGTAGGGAAGATATCTGGCAG 

GCAGAAAGAAGTCTGTGATGATAAACAATGATGAGGATGACCTAGGCACCCTACGCTAGT 

GTGAGAAGCCTGCGCCCCAGGAAGGATCTGTGTTAGTCCCTGGGATGGCTCCAAGGCCTG 

CTCTAGGAAGGCAGCATGCTCAGTGGGAACACAGCAAGATTCAGAATTTAAAGTAGTTGC 

TTCATGGCTCTGTGCACTCCCTTTTCTTCCTCGCAGCCTCCCTAAGATGACTCCAGTGTG 

ACCCTGTGCTTAGTGAGCAATAGTGATTGAGCTCATGTTCCCTGCAAGTGCCATTTCCTC 

TCCAGGATGGGCCTCTAAAGCTGAGGCCTGGCTCAGAGCCTGTTTGCCCTCTGTCTTAAA 

CAATTGTAAATATCACTTAAATTATAACCATTTGCAATAAACATCCCCAAAGTT 

Gene 145. >ENST00000277916 cDNA sequence 

GGAGACCGGGTTGGGCTGTGACGCTGCTGCTGGGGTCAGAATGTCATACCCAGGCTATCC 
CCCAACAGGCTACCCACCTTTCCCTGGATATCCTCCTGCAGGTCAGGAGTCATCTTTTCC 
CCCTTCTGGTCAGTATCCTTATCCTAGTGGCTTTCCTCCAATGGGAGGAGGTGCCTACCC 
ACAAGTGCCAAGTAGTGGCTACCCAGGAGCTGGAGGCTACCCTGCGCCTGGAGGTTATCC 
AGCCCCTGGAGGCTATCCTGGTGCCCCACAGCCAGGGGGAGCTCCATCCTATCCCGGAGT 
TCCTCCAGGCCAAGGATTTGGAGTCCCACCAGGTGGAGCAGGCTTTTCTGGGTATCCACA 
GCCACCTTCACAGTCTTATGGAGGTGGTCCAGCACAGGTTCCACTACCTGGTGGCTTTCC 
TGGAGGACAGATGCCTTCTCAGTATCCTGGAGGACAACCTACTTACCCTAGTCAGATCAA 
TACAGATTCTTTTTCTTCCTATCCTGTTTTCTCTCCTGTTTCTTTGGATTATAGCAGTGA 
ACCTGCCACAGTGACTCAGGTCACTCAAGGAACTATCCGACCAGCTGCCAACTTCGATGC 
TATAAGAGATGCAGAAATTCTTCGTAAGGCAATGAAGGGTTTTGGGACAGATGAGCAGGC 
AATTGTGGATGTGGTGGCCAACCGTTCCAATGATCAGAGGCAAAAAATTAAAGCAGCATT 
TAAGACCTCCTATGGCAAGGATTTAATCAAAGATCTCAAATCAGAGTTAAGTGGAAATAT 
GGAAGAACTGATCCTGGCCCTCTTCATGCCTCCTACGTATTACGATGCCTGGAGCTTACG 
GAAAGCAATGCAGGGAGCAGGAACTCAGGAACGTGTATTGATTGAGATTTTGTGCACAAG 
AACAAATCAGGAAATCCGAGAAATTGTCAGATGTTATCAGTCAGAATTTGGACGAGACCT 
TGAAAAGGACATTAGGTCAGATACATCAGGACATTTTGAACGTTTACTTGTGTCCATGTG 
CCAGGGAAATCGTGATGAGAACCAGAGTATAAACCACCAAATGGCTCAGGAAGATGCTCA 
GCGTCTCTATCAAGCTGGTGAGGGGAGACTAGGGACCGATGAATCTTGCTTTAACATGAT 
CCTTGCCACAAGAAGCTTTCCTCAGCTGAGAGCTACCATGGAGGCTTATTCTAGGATGGC 
TAATCGAGACTTGTTAAGCAGTGTGAGCCGTGAGTTTTCCGGATATGTAGAAAGTGGTTT 
GAAGACCATCTTGCAGTGTGCCCTGAACCGCCCTGCCTTCTTTGCTGAGAGGCTCTACTA 
TGCTATGAAAGGTGCTGGCACAGATGACTCCACCCTGGTCCGGATTGTGGTCACTCGAAG 
TGAGATTGACCTTGTACAAATAAAACAGATGTTCGCTCAGATGTATCAGAAGACTCTGGG 
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CACAATGATTGCAGGTGACACGAGTGGAGATTACCGAAGACTTCTTCTGGCTATTGTGGG 
CCAGTAGGAGGGATTTTTTTTTTTTTAATGAAAAAAAATTTCTATTCATAGCTTATCCTT 
CAGAGCAATGACCTGCATGCAGCAATATCAAACATCAGCTAACCGAAAGAGCTTTCTGTC 
AAGGACCGTATCAGGGTAATGTGCTTGGTTTGCACATGTTGTTATTGCCTTAATTCTAAT 
TTTATTTTGTTCTCTACATACAATCAATGTAAAGCCATATCACAATGATACAGTAATATT 
GCAATGTTTGTAAACCTTCATTCTTACTAGTTTCATTCTAATCAAGATGTCAAATTGAAT 
AAAAATCACAGCAATCTCTGATTCTGTGTAATAATATTGAATAATTTTTTAGAAGGTTAC 
TGAAAGCTCTGCCTTCCGGAATCCCTCTAAGTCTGCTTGATAGAGTGGATAGTGTGTTAA 
AACTGTGTACTTTAAAAAAAAATTCAACCTTTACATCTAGAATAATTTGCATCTCATTTT 
GCCTAAATTGGTTCTGTATTCATAAACACTTTCCACATAGAAAATAGATTAGTATTACCT 
GTGGCACCTTTTAAGAAAGGGTCAAATGTTTATATGCTTAAGATACATAGCCTACTTTTT 
TTTCGCAGTTGTTTTC 

Gene 146. >ENST00000260852 cDNA sequence 

GGAGACCGGGTTGGGCTGTGACGCTGCTGCTGGGGTCAGAATGTCATACCCAGGCTATCC 
CCCAACAGGCTACCCACCTTTCCCTGGATATCCTCCTGCAGGTCAGGAGTCATCTTTTCC 
CCCTTCTGGTCAGTATCCTTATCCTAGTGGCTTTCCTCCAATGGGAGGAGGTGCCTACCC 
ACAA6TGCCAAGTAGTGGCTACCCAGGAGCTGGAGGCTACCCTGCGCCTGGAGGTTATCC 
AGCCCCTGGAGGCTATCCTGGTGCCCCACAGCCAGGGGGAGCTCCATCCTATCCCGGAGT 
TCCTCCAGGCCAAGGATTTGGAGTCCCACCAGGTGGAGCAGGCTTTTCTGGGTATCCACA 
GCCACCTTCACAGTCTTATGGAGGTGGTCCAGCACAGGTTCCACTACCTGGTGGCTTTCC 
TGGAGGACAGATGCCTTCTCAGTATCCTGGAGGACAACCTACTTACCCTAGTCAGCCTGC 
CACAGTGACTCAGGTCACTCAAGGAACTATCCGACCAGCTGCCAACTTCGATGCTATAAG 
AGATGCAGAAATTCTTCGTAAGGCAATGAAGGGTTTTGGGACAGATGAGCAGGCAATTGT 
GGATGTGGTGGCCAACCGTTCCAATGATCAGAGGCAAAAAATTAAAGCAGCATTTAAGAC 
CTCCTATGGCAAGGATTTAATCAAAGATCTCAAATCAGAGTTAAGTGGAAATATGGAAGA 
ACTGATCCTGGCCCTCTTCATGCCTCCTACGTATTACGATGCCTGGAGCTTACGGAAAGC 
AATGCAGGGAGCAGGAACTCAGGAACGTGTATTGATTGAGATTTTGTGCACAAGAACAAA 
TCAGGAAATCCGAGAAATTGTCAGATGTTATCAGTCAGAATTTGGACGAGACCTTGAAAA 
GGACATTAGGTCAGATACATCAGGACATTTTGAACGTTTACTTGTGTCCATGTGCCAGGG 
AAATCGTGATGAGAACCAGAGTATAAACCACCAAATGGCTCAGGAAGATGCTCAGCGTCT 
CTATCAAGCTGGTGAGGGGAGACTAGGGACCGATGAATCTTGCTTTAAGATGATCCTTGC 
CACAAGAAGCTTTCCTCAGCTGAGAGCTACCATGGAGGCTTATTCTAGGATGGCTAATCG 
AGACTTGTTAAGCAGTGTGAGCCGTGAGTTTTCCGGATATGTAGAAAGTGGTTTGAAGAC 
CATCTTGCAGTGTGCCCTGAACCGCCCTGCCTTCTTTGCTGAGAGGCTCTACTATGCTAT 
GAAAGGTGCTGGCACAGATGACTCCACCCTGGTCCGGATTGTGGTCACTCGAAGTGAGAT 
TGACCTTGTACAAATAAAACAGATGTTCGCTCAGATGTATCAGAAGACTCTGGGCACAAT 
GATTGCAGGTGACACGAGTGGAGATTACCGAAGACTTCTTCTGGCTATTGTGGGCCAGTA 

AATGACCTGCATGCAGCAATATCAAACATCAGCTAACCGAAAGAGCTTTCTGTCAAGGAC 
CGTATCAGGGTAATGTGCTTGGTTTGCACATGTTGTTATTGCCTTAATTCTAATTTTATT 
TTGTTCTCTACATACAATCAATGTAAAGCCATATCACAATGATACAGTAATATTGCAATG 
TTTGTAAACCTTCATTCTTACTAGTTTCATTCTAATCAAGATGTCAAATTGAATAAAAAT 
CACAGCAATCTCTGATTCTGTGTAATAATATTGAATAATTTTTTAGAAGGTTACTGAAAG 
CTCTGCCTTCCGGAATCCCTCTAAGTCTGCTTGATAGAGTGGATAGTGTGTTAAAACTGT 
GTACTTTAAAAAAAAATTCAACCTTTACATCTAGAATAATTTGCATCTCATTTTGCCTAA 
ATTGGTTCTGTATTCATAAACACTTTCCACATAGAAAATAGATTAGTATTACCTGTGGCA 

AGTTGTTTTC 

Gene 147. >ENST00000319786 cDNA sequence 

ATTGAACCCTCTGCATTCCACAGGCAAGGTTTACCTAAAGCACCAGGGTGGACTGAGAAG 
AATTCTCATCATAGTTGGGAGCCATTGGATGCCCCAGAGGGTAAGCTGCAAGGCTCTAGG 
TGTGACAACAGCAGTTGCAGCAAGCTCCCTCCACAAGAAGGAAGAGGCATTGCTCAAGAA 
CAGCTGTTCCAAGAAAAGAAGGATCCTGCTAACCCCTCCCCGGTGATGCCTGGAATAGCC 
ACCTCTGAGAGGGGTGATGAACACAGCCTAGGCTGTAGTCCTTCAAATTCATCAGCTCAG 
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CCCAGCCTTCCCCTGTATAGAACCTGCCACCCCATAATGCCTGTTGCTTCTTCATTTGTG 

CTTCACTGTCCTGATCCTGTGCAGAAAACTAACCAATGCCTCCAAGGCCAAAGCCTCAAA 

ACTTCATTGACTTTAAAAGTGGACAGAGGCAGTGAGGAGACCTATAGGCCAGAGTTTCCC 

AGCACAAAGGGGCTTGTCCGTTCTCTGGCTGAGCAGTTCCAGAGGATGCAGGGTGTCTCC 

ATGAGGGATAGTACAGGTTTCAAGGATAGAAGTTTGTCAGGTAGTCTAAGGAAGAACTCT 

TCCCCTTCTGATTCTAAGCCTCCTTTCTCACAGGGTCAAGAGAAAGGCCACTGGCCATGG 

GCAAAGCAACAATCCTCTCTGGAGGGTGGGGATAGACCACTTTCCTGGGAAGAGTCCACT 

GAACATTCTTCTCTTGCCTTAAACTCTGGGCTGCCTAATGGTGAAACTTCTAGCGGAGGA 

CAGCCCAGGTTGGCAGAGCCAGACATATACCAAGAGAAGCTGTCCCAAGTGAGAGATGTT 

AGGTCTAAGGATCTGGGCAGCAGTACTGACTTGGGGACTTCCTTGCCTTTGGATTCCTGG 

GTGAATATCACAAGGTTCTGTGATTCTCAGCTTAAGCATGGGGCACCTAGGCCAGGAATG 

AAGTCCTCCCCTCATGATTCCCATACGTGTGTAACCTATCCAGAGAGAAATCACATCCTT 

TTGCATCCACATTGGAACCAAGACACAGAGCAGGAGACCTCAGAATTGGAGTCTCTGTAT 

CAGGCCAGTCTTCAGGCTTCTCAAGCTGGCTGTTCTGGATGGGGGCAGCAGGATACCGCC 

TGGCACCCACTTAGCCAAACAGGCTCTGCAGATGGCATGGGGAGGAGGTTGCACTCAGCC 

CATGATCCTGGTCTCTCAAAGACTTCAACAGCAGAAATGGAGCATGGTCTCCATGAAGCC 

AGAACAGTGCGTACTTCTCAGGATTCATCAAACGTGAGGAAGCCTTTGGAAACCGGGCAC 

CGTTGTTCCAGCTCCTCTTCCCTCCCTGTCATCCATGACCCTTCTGTGTTTCTCCTCGGT 

CCCCAACTCTACCTTCCCCAACCACAGTTCCTGTCCCCAGATGTCCTGATGCCCACCATG 

GCAGGGGAGCCCAATAGACTCCCAGGAACTTCAAGGAGTGTCCAGCAGTTTCTGGCTATG 

TGTGACAGGGGTGAAACTTCCCAAGGGGCCAAGTACACAGGAAGGACTTTGAACTACCAG 

AGCCTCCCCCATCGCTCCAGAACAGACAACTCCTGGGCACCCTGGTCAGAGACCAACCAG 

CATATTGGGACCAGATTCCTGACTACTCCAGGGTGCAATCCTCAACTAACCTACACTGCC 

ACACTACCAGAAAGAAGCAAGGGCCTTCAGGTTCCTCACACTCAGTCCTGGAGTGATCTT 

TTCCATTCACCCTCCCACCCTCCCATTGTTCATCCTGTGTACCCACCATCTAGCAGTCTT 

CATGTACCCCTGAGGTCAGCTTGGAATTCAGATCCTGTTCCAGGGTCCCGAACCCCTGGT 

CCTCGAAGAGTAGATATGCCCCCAGATGATGACTGGAGGCAAAGCAGTTATGCCTCCCAC 

TCTGGACACAGGAGAACAGTGGGAGAGGGGTTTCTGTTTGTTCTATCAGATGCTCCCAGA 

AGAGAGCAGATCAGGGCTAGAGTCCTGCAGCACAGTCAATGGTAAAGGTTATTCCTTTCC 

TTTCCTGGAGCTACACCTTTCTTTGTAAAACTGTACTGTGGGCCGGGCGCGGTGGCTCAC 

ACCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACGAGGTCAGGAGATTGA 

GACCATCCTGGCCAACATGGTGAAACCCCGTCTCTACCAAAATACAAAAAATTAGCCAGG 

CGTGACGGTGCGTGCCTGTAGTCCCAACTACTCGGAAGGCTGAGGCAGGAGAATTGCTTG 

AACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCGCACCACTGCACTCCAGCTTGGCAA 

TAGAGTGAGACTCCATCTCAAAAAACAAAACAAAACAACAACAAAATAAACTACTGTGGC 

AGCGTTGGTACCCTGCATCACTGCCATGGTTGTGCTATTCTCATCTCAACATAGAATTGG 

TGGGTTCTCCTAAGGGTGTCAGGAACCTCTAAAAAGATGTGATTCTTTGGGAGGGGATAT 

TTGAAATTCCAACTTCCATTCCCCCTAGCAAAAGGAAGCAGCTGCTGTTTAAGGGTTTTA 

TCTGAGCCACTTTAAAGATGAATCCATGGTATTACTCTGGATACTAGCCATTCCTTAGGA 

TTTTAAGGTCACATTTTATTCCTGGATGCTTTATGTCCCCACCTCCACCTGAGCCCTCAT 

CCTCTGTTCCCTACTATACTCCCAACTTCTACTCTTTGTTTTATCCACCTATCCCTATTA 

CCTGACCCTTTGTCTTCCCTGTCTCCCATCCTTGGGGGGACATGTAGCCCTGTGGTCATG 

GTTCTGATGACATCATCAGGGCAGCCCCCCTGCCCAGGTATTATGGCCTGTCAGCATTCC 

CTGTGCCCTCCAAACCTTAGGCCTAGAATGCGGAGCTGCCAACATAACATTCACCCTTTT 

GAACAGATGGAGTCAGGCACACTAACACAGCCTTCTGTCCTCAATAACACAGCCATTATT 

GCCACTTGCTCAGTCGTCAATGTAAACCCTCAGAGTCAGCTGAACTATTTTAGGCCAAAC 

ATACTGTTTTTGTAAAGTATTTTTCATTAATAAATCTATAAGACAGTTCTATTT 

Gene 148. >ENST000003 10715 cDNA sequence 

AGCTCAGCGTCTCGCTCCCTGCTCCCGGCCCCAGAGGGTTATCGCGAGTCTTGGAATAAA 
CTTGCTCGTGCGATGGCCAAAAAGACCAAAGAAAACAGAGGGACTTTTCCCAGTTGGTGA 
TATGGAGCAAGTGCCATCAGCAGGCAGACTCGTGCAGATCACCGTGACAGAGGGATATGA 
TTTGAAAGGTTTTAAAGGAGATACTCCAGTTACCTTTATTCGAGCAGAATTCAATCAAGT 
GGTTCTGGGAGACTCTGCAAAAATTACTGTTTCTCCAGAAGGAAGTGCAAAATACAACTT 
CACTAGCAGTTTTGAGTTTAATCCTGAAGGAGGAATCACTTCAGATGACCTCGCTCACAA 
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ACCTGTGTTCTTAACTGTGACTGAAGTTTTACCAAAGGAAAAGAAACAGAAAGAAGAGAA 
GACCTTAATTCTTGGTCAGGCTGTGGTGGACCTTCTTCCCTTACTGGAAGGACAGAGTTC 
ATTTCAAACAACAGTTCCATTGCACCCTGTGCAAGGCTCACCCTTAGAAACTCCTAGATC 
AAGTGCTAAGCAGTGCAGTCTTGAAGTTAAAGTATTAGTGGCAGAGCCTTTACTGACCAC 
AGCCCAGATCTCAGGGGGCAATCTACTGAAGGTCACGTTGGAGGCTGCTTACTCTGTGCC 
TGAATCCTTCATTCCAACAGGTCCTGGGCAGAACTACATGGTCGGTCTGCAAGTTCCATC 
ACTTGGAGAGAAGGACTATCCCATTTTATTTAAGAATGGAACTCTGAAGCTTGGAGGGGA 
AAGGGAACCTGTTCCCCGGCCCAAAAAGTGGCCAATTGCCAACATTCTGGCTCCAGGAGC 
TAATAACATTCCTGATGCATTCATTGTTGGTGGTCCCTATGAAGAAGAAGAAGGAGAACT 
CAAC CAT C CTGAGGACAGCGAATTT AGGAAT CAAGCAGAG TG CAT AAAGAAAAGGATT AT 
TTGGGACTTGGAAAGTCGCTGCTACCTTGATCCTTCTGCAGTGGTCAGTTTTCAGAAGCG 
AATTGCCGATTGCCGGCTTTGGCCTGTAGAGATCACAAGAGTTCCTCTGGTCACTATACC 
CAAAGGGAAAGCTGGCAAAACTGAAAAGACTGATGAAGAAGCTCAGCTTTCGTTTCATGG 
TGTGGCTTATGTTAATATGGTCCCATTGTTGTATCCAGGTGTGAAGAGAATTCGGGGAGC 
TTTTCATGTTTACCCTTACCTAGACAGTGTAGTCCATGAAAAGACCAAATGTTTATTGAG 
CTTGTTCCGGGATATTGGCCATCACTTGATTCATAATAATAAAATAGGAGGAATTAATTC 
TCTGCTGTCCAAACAAGCTGTTTCTAAGAATCTGAAAGAAGATAAACCAGTGAAA.GAAAA 
GGATATAGATGGAAGGCCTAGGCCTGGGGATGTGCAGGCACCTAGTATAAAATCTCAGAG 
CTCAGATACTCCTTTGGAAGGTGAACCCCCTCTAAGTCACAATCCTGAAGGACAGCAATA 
TGTAGAAGCAGGGACATACATTGTGTTGGAAATTCAGCTGGACAAAGCCTTGGTTCCAAA 
GCGAATGCCAGAGGAGCTAGCCAGAAGGGTCAAGGAAATGATTCCTCCAAGGCCTCCTCT 
TACCCGTCGGACAGGAGGAGCTCAGAAGGCAATGAGTGACTACCACATACAGATCAAGAA 
TATTTCTAGAGCCATTCTAGATGAATACTACAGAATGTTTGGAAAACAGGTGGCCAAACT 
GGAGAGTGATATGGATAGTGAAACCTTGGAGGAGCAGAAGTGCCAGCTCAGCTATGAACT 
TAATTGCTCTGGAAAATACTTTGCTTTCAAAGAACAACTCAAGCATGCTGTGGTAAAGAT 
TGTGAGAGATAAATACTTGAAGACAACATCATTTGAAAGCCAGGAGGAACTTCAGACATT 
TATCAGTGAGCTCTATGTGTTCTTAGTAGATCAGATGCATGTAGCCCTAAACCAGACCAT 
GCCAGATGATGTCCAAGGCACTGTTGCAACCATTTATACAAGCAGTGAACAGCTTCAACT 
CTTTGCATTTGAAGCAGAAGTCAATGAGAACTTTGAGATGGCAGCAGCATATTATAAAGA 
GAGATTGGTCCGTGAGCCCCAGAATCTGGATCACTGGTTGGACTATGGTGCCTTCTGCCT 
CCTAACTGAAGACAACATCAAAGCACAAGAGTGTTTTCAGAAAGCCCTTTCCCTCAACCA 
GAGTCATATCCACAGCTTGTTGCTGTGTGGTGTCCTGGCTGTCCTGTTGGAGAACTATGA 
GCAAGCAGAAATTTTCTTTGAGGATGCTACTTGCTTGGAACCAACTAATGTTGTAGCCTG 
GACTTTACTTGGTTTGTACTATGAAATTCAAAACAATGATATTCGAATGGAAATGGCATT 
TCATGAGGCCTCCAAACAGCTTCAGGCACGGATGCTTCAGGCACAAGTAACAAAGCAAAA 
GAGCACTGGTGTAGAAGACACTGAGGAAAGAGGGAAGAGAGAATCTAGTTTAGGCCCTTG 
GGGAATCACAAATGGTTCTGCAACAGCAATCAAGGTGGAAGCCCCAGCAGGACCAGGAGC 
TGCATTATCTATTCTAGACAAATTTCTTGAAGAATCCTCCAAACTGCAGTCTGATTCACA 
AGAACCCATTTTGACTACACAAACTTGGGATCCAAGTATAAGCCAAAAACCATCTAACAC 
ATTTATCAAGGAGATACCAACAAAGAAAGAAGCATCAAAATGTCAAGATTCATCAGCTCT 
TCTGCATCCCGGCCTTCATTATGGTGTTTCTCAAACTACCACCATCTTCATGGAGACCAT 
ACATTTCTTGATGAAAGTCAAGGCTGTGCAGTATGTGCACAGAGTGCTTGCACATGAGCT 
GTTATGCCCTCAAGGAGGCCCCAGCTGTGAATATTACTTGGTGCTGGCCCAAACACACAT 
TCTTAAGAAGAACTTTGCCAAGGCAGAGGAATACCTTCAACAAGCAGCCCAGATGGACTA 
CCTGAACCCCAATGTCTGGGGCCTGAAGGGCCATCTCTATTTTCTGAGTGGAAATCATTC 
TGAGGCCAAGGCATGCTATGAACGAACCATTAGCTTTGTAGTGGATGCTTCTGAGATGCA 
CTTCATCTTCCTGAGACTGGGGCTCATCTATCTGGAAGAGAAAGAGTATGAAAAGGCAAA 
GAAAACCTATATGCAAGCCTGTAAGAGATCACCTTCATGCCTTACCTGGCTAGGACTGGG 
AATCGCCTGCTATCGGCTGGAGGAGCTCACAGAGGCTGAGGATGCTCTTTCTGAAGCCAA 
TGCATTGAACAACTACAATGCTGAAGTATGGGCATATCTGGCTCTGGTCTGCCTGAAAGT 
TGGACGGCAATTAGAAGCTGAGCAGGCCTACAAGTACATGATCAAGCTGAAATTGAAAGA 
TGAGGCTCTGCTTGCAGAGATCCACACACTACAGGAAACAGTTGGCTTTGGAAATCCATC 
TTTCTGATACCCCTCCAGCTGAACAATTTTCTGCATGGGACTCTGAGTTCCTTTCCTTCC 
CAGAGAGTTTTACCGTATGAAGCCTGGAGCTGGAGAACGAAAGAATCTTCACTATAAACA 
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GAGACCCATTCATTTATTTCCATTGGCTGTGTTACTGGATGTTTTACTGGTTGACGAGAA 

ACTGGGTCACAATAAAAAAATGGAGATATGAAACTC 

Gene 149. >ENST00000286530 cDNA sequence 

CAGGAGGAACTTCAGACATTTATCAGTGAGCTCTATGTGTTCTTAGTAGATCAGATGCAT 

GTAGCCCTTGACAAGACCATGCCAGATGATGTCCAAGGCACTGTTGCAACCATTTATACA 

AGCAGTGAACAGCTTCAACTCTTTGCATTTGAAGCAGAAGTCAATGAGAACTTTGAGATG 

GCAGCAGCATATTATAAAGAGAGATTGGTCCGTGAGCCCCAGAATCTGGATCACTGGTTG 

GACTATGGTGCCTTCTGCCTCCTAACTGAAGACAACATCAAAGCACAAGAGTGTTTTCAG 

AAAGCCCTTTCCCTCAACCAGAGTCATATCCACAGCTTGTTGCTGTGTGGTGTCCTGGCT 

GTCCTGTTGGAGAACTATGAGCAAGCAGAAATTTTCTTTGAGGATGCTACTTGCTTGGAA 

CCAACTAATGTTGTAGCCTGGACTTTACTTGGTTTGTACTATGAAATTCAAAACAATGAT 

ATTCGAATGGAAATGGCATTTCATGAGGCCTCCAAACAGCTTCAGGCACGGATGCTTCAG 

GCACAAGTAACAAAGCAAAAGAGCACTGGTGTAGAAGACACTGAGGAAAGAGGGAAGAGA 

GAATCTAGTTTAGGCCCTTGGGGAATCACAAATGGTTCTGCAACAGCAATCAAGGTGGAA 

GCCCCAGCAGGACCAGGAGCTGCATTATCTATTCTAGACAAATTTCTTGAAGAATCCTCC 

AAACTGCAGTCTGATTCACAAGAACCCATTTTGACTACACAAACTTGGGATCCAAGTATA 

AGCCAAAAACCATCTAACACATTTATCAAGGAGATACCAACAAAGAAAGAAGCATCAAAA 

TGTCAAGATTCATCAGCTCTTCTGCATCCCGGCCTTCATTATGGTGTTTCTCAAACTACC 

ACCATCTTCATGGAGACCATACATTTCTTGATGAAAGTCAAGGCTGTGCAGTATGTGCAC 

AGAGTGCTTGCACATGAGCTGTTATGCCCTCAAGGAGGCCCCAGCTGTGAATATTACTTG 

GTGCTGGCCCAAACACACATTCTTAAGAAGAACTTTGCCAAGGCAGAGGAATACCTTCAA 

CAAGCAGCCCAGATGGACTACCTGAACCCCAATGTCTGGGGCCTGAAGGGCCATCTCTAT 

TTTCTGAGTGGAAATCATTCTGAGGCCAAGGCATGCTATGAACGAACCATTAGCTTTGTA 

GTGGATGCTTCTGAGATGCACTTCATCTTCCTGAGACTGGGGCTCATCTATCTGGAAGAG 

AAAGAGCTGGAGGAGCTCACAGAGGCTGAGGATGCTCTTTCTGAAGCCAATGCATTGAAC 

AACTACAATGCTGAAGTATGGGCATATCTGGCTCTGGTCTGCCTGAAAGTTGGACGGCAA 

TTAGAAGCTGAGCAGGCCTACAAGTACATGATCAAGCTGAAATTGAAAGATGAGGCTCTG 

CTTGCA.GAGATCCACACACTACAGGAAACAGTTGGCTTTGGAAATCCATCTTTCTGATAC 

CCCTCCAGCTGAACAATTTTCTGCATGGGACTCTGAGTTCCTTTCCTTCCCAGAGAGTTT 

TACCGTATGAAGCCTGGAGCTGGAGAACGAAAGAATCTTCACTATAAACAGAGACCCATT 

CATTTATTTCCATTGGCTGTGTTACTGGATGTTTTACTGGTTGACGAGAAACTGGGTCAC 

AATAAAAAAATGGAGATATGAAACTC 

Gene 150. >ENST00000265920 cDNA sequence 

TTGGCTCTGGTAGCCGCCGCCCCCGCCCCCAACCCCGCCCGGCCCAGAGCCTAGCCGAGC 
CCCGGGCCCAGCATGGCCGCCCCGGAGCCGGCCCGGGCTGCACCGCCCCCACCCCCGCCC 
CCGCCGCCCCCTCCCGGGGCTGACCGCGTCGTCAAAGCTGTCCCTTTCCCCCCAACACAT 
CGCTTGACATCTGAAGAAGTATTTGATTTGGATGGGATACCCAGGGTTGATGTTCTGAAG 
AACCACTTGGTGAAAGAAGGTCGAGTAGATGAAGAAATTGCGCTTAGAATTATCAATGAG 
GGTGCTGCCATCCTTCGGAGAGAGAAAACCATGATAGAAGTAGAAGCTCCAATCACAGTG 
TGTGGTGACATCCATGGCCAATTTTTTGATCTGATGAAACTTTTTGAAGTAGGAGGATCA 
CCTGCTAATACACGATACCTTTTTCTTGGCGATTATGTGGACAGAGGTTATTTTAGTATA 
GAGTGTGTCTTATATTTATGGGTTCTGAAGATTCTATACCCAAGCACATTATTTCTTCTG 
AGAGGCAACCATGAATGCAGACACCTTACTGAATATTTTACCTTTAAGCAGGAATGTAAA 
ATTAAGTATTCGGAAAGAGTCTATGAAGCTTGTATGGAAGCTTTTGATAGTTTGCCTCTT 
GCTGCACTTTTAAACCAACAGTTTCTTTGTGTTCATGGTGGACTTTCACCAGAAATACAC 
ACACTGGATGATATTAGGAGATTAGATAGATTCAAAGAGCCACCTGCATTTGGACCAATG 
TGTGACTTGTTATGGTCCGATCCTTCTGAAGATTTTGGAAATGAAAAATCACAGGAACAT 
TTTAGTCACAATACAGTTCGAGGATGTTCTTATTTTTATAACTATCCAGCAGTGTGTGAA 
TTTTTGCAAAACAATAATTTGTTATCGATTATTAGAGCTCATGAAGCTCAAGATGCAGGC 
TATAGAATGTACAGAAAAAGTCAAACTACAGGGTTCCCTTCATTAATAACAATTTTTTCG 
GCACCTAATTACTTAGATGTCTACAATAATAAAGCTGCTGTATTAAAGTATGAAAATAAT 
GTGATGAATATTCGACAGTTTAACTGTTCTCCACATCCTTACTGGTTGCCTAATTTTATG 
GATGTCTTCACGTGGTCTTTACCGTTTGTTGGAGAAAAAGTGACAGAAATGTTGGTAAAT 
GTTCTGAGTATTTGCTCTGATGATGAACTAATGACTGAAGGTGAAGACCAGTTTGATGTA 
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GGTTCAGCTGCAGCCCGGAAAGAAATCATAAGAAACAAAATTCGAGCAATTGGCAAGATG 

GCAAGAGTCTTCTCTGTTCTCAGGGAGGAGAGTGAAAGTGTGCTGACACTCAAGGGCCTG 

ACTCCCACAGGGATGTTGCCTAGTGGAGTGTTAGCTGGAGGACGGCAGACCCTGCAAAGT 

GCAATACGAGGATTCTCTCCACCACATAGAATCTGCAGTTTTGAAGAGGCAAAGGGTTTG 

GATAGGATCAATGAGAGAATGCCACCTCGGAAAGATGCTGTACAGCAAGATGGTTTCAAT 

TCTCTGAACACCGCACATGCCACTGAGAACCACGGGACGGGCAACCATACTGCCCAGTGA 

CCCACTACTTCCCAGGGACTCTCACATCTCGGGCCCCAAATGGACAGATCACCCGAGGAG 

CTGGAGGGGTCGGCCAAGCTGACTGTAAATTTCACAGTCTCTCTGAAGAAACCATTGTGC 

TTCTGAGACCCTAGCCCCCTTCCTGGATGGAGGCTTGAGGGCCCTGGGACATGTGCTATC 

TGATAAGATTGGGTCATCGCTGCCAAGGTGGAGAGCAGTGAGCAAGGGGCTTGGGGCAAT 

TTCCAGTGGAGGGCATCCACACCTCCATTTTATGCTTGTGGTTCACACATTTAAGTTTAC 

AAATCAGATTTCTTTTCCCCTTCAGTAGAATTAGATTTTGTTTTTCAATCATGATTTCAA 

ATGCAATCCTAAGAGCTAATGTGGACTTTTCTTTTTCCATGAAATGTCTTTAAAGGATGA 

ATTAGCATGGTCTTAAAATACATTTCTGAGGTTACTAGCTGTATTTTGAATTGTGAGCAA 

AATGCCGAGAAACCCAGTTGGCATTTATACAAAATGTTGACCTCAGGTCTATAGTTCTTA 

AATGTGGCTAATTCTGTAACATAGTCTTGGTATTTTTTAATTATGAATGCATATCCTATT 

TCCAGGCAGGCTCTCTTACTTGAACACAAATCCAAAAACTAATTTAGAGTCTTTTTTGCC 

CAGATCTTTTAAGACTTACACCCCAGAGATTTAAGAAGAAAACCTCTAAATTTCAAAATT 

ATGAAGAATTACAGAATTACTCATTTAAGGTACTTTAAAAGAAGTTTGTACATTGTCAAA 

GTAAATTTTAATTCAAATCATGTCTGTAAAACTTGACGTATTTTGTGTATGCATGTTTTC 

ATTTTGCAAATATTTAATATATAGACCTATGATGTACAGGTACGACATGTATAGGTTACC 

TAGATGTTATGAGAAATTTTAGTTTATTGTGAGTACTCAAGTTGCTTAGAGAGCCACCAG 

GGTGATTTGCTGCTGGCTTTCTATCATTTTTATGTTTTAATGCAAAGGAAATTTTAAAAT 

GTTCTGGAAGTGTTTTTGATTAAGCAATGCAGCCTAGAAGCAATGGTTCTGTTCAATCAT 

TCAGATGTTAGTGGAAGCATAAAAGTCAAGACTGCATGTTGAAACCTTTCTTTTGATAGT 

TACTGAACTGCTTGGTTAAACTAAATGGAACCATGTGCTAATTTTTCACAATTATTGACC 

TGTATTGATTGCCACTGTAGTTTGGTATTTCCCTTTACTTTGGTGGCCTGCTTCCCTCAT 

GCCCTGGAATACAACTCAGAGCTCCAGGCAGCGGAACCATCTATTGTTTTGTTTGCCAGA 

AAGTGCACCCTGTATGGTCTCCTGTCTAAGTTGGAAATATTATGCATGTGCAGGACTATT 

CGAGTATTTTATAAACAGTAGCACACAATAAATTCCATGCATGGGCCGCTGCTCCT 

Gene 151. >ENST00000320361 cDNA sequence 

GGGAAAGAGGGTCCGCCATGTTCCCCGGCGGCGCCGCCGCTTGGCTCTGGTAGCCGCCGC 
CCCCGCCCCCAACCCCGCCCGGCCCAGAGCCTAGCCGAGCCCCGGGCCCAGCATGGCCGC 
CCCGGAGCCGGCCCGGGCTGCACCGCCCCCACCCCCGCCCCCGCCGCCCCCTCCCGGGGC 
TGACCGCGTCGTCAAAGCTGTCCCTTTCCCCCCAACACATCGCTTGACATCTGAAGAAGT 
ATTTGATTTGGATGGGATACCCAGGGTTGATGTTCTGAAGAACCACTTGGTGAAAGAAGG 
TCGAGTAGATGAAGAAATTGCGCTTAGAATTATCAATGAGGGTGCTGCCATCCTTCGGAG 
AGAGAAAACCATGATAGAAGTAGAAGCTCCAATCACAGTGTGTGGTGACATCCATGGCCA 
ATTTTTTGATCTGATGAAACTTTTTGAAGTAGGAGGATCACCTGCTAATACACGATACCT 
TTTTCTTGGCGATTATGTGGACAGAGGTTATTTTAGTATAGAGTGTGTCTTATATTTATG 
GGTTCTGAAGATTCTATACCCAAGCACATTATTTCTTCTGAGAGGCAACCATGAATGCAG 
ACACCTTACTGAATATTTTACCTTTAAGCAGGAATGTAAAATTAAGTATTCGGAAAGAGT 
CTATGAAGCTTGTATGGAAGCTTTTGATAGTTTGCCTCTTGCTGCACTTTTAAACCAACA 
GTTTCTTTGTGTTCATGGTGGACTTTCACCAGAAATACACACACTGGATGATATTAGGAG 
ATTAGATAGATTCAAAGAGCCACCTGCATTTGGACCAATGTGTGACTTGTTATGGTCCGA 
TCCTTCTGAAGATTTTGGAAATGAAAAATCACAGGAACATTTTAGTCACAATACAGTTCG 
AGGATGTTCTTATTTTTATAACTATCCAGCAGTGTGTGAATTTTTGCAAAACAATAATTT 
GTTATCGATTATTAGAGCTCATGAAGCTCAAGATGCAGGCTATAGAATGTACAGAAAAAG 
TCAAACTACAGGGTTCCCTTCATTAATAACAATTTTTTCGGCACCTAATTACTTAGATGT 
CTACAATAATAAAGCTGCTGTATTAAAGTATGAAAATAATGTGATGAATATTCGACAGTT 
TAACTGTTCTCCACATCCTTACTGGTTGCCTAATTTTATGGATGTCTTCACGTGGTCTTT 
ACCGTTTGTTGGAGAAAAAGTGACAGAAATGTTGGTAAATGTTCTGAGTATTTGCTCTGA 
TGATGAACTAATGACTGAAGGTGAAGACCAGTTTGATGGTTCAGCTGCAGCCCGGAAAGA 
AATCATAAGAAACAAAATTCGAGCAATTGGCAAGATGGCAAGAGTCTTCTCTGTTCTCAG 
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GGAGGAGAGTGAAAGTGTGCTGACACTCAAGGGCCTGACTCCCACAGGGATGTTGCCTAG 
TGGAGTGTTAGCTGGAGGACGGCAGACCCTGCAAAGTGCCACAGTTGAGGCTATTGAGGC 
TGAAAAAGCAATACGAGGATTCTCTCCACCACATAGAATCTGCAGTTTTGAAGAGGCAAA 
GGGTTTGGATAGGATCAATGAGAGAATGCCACCTCGGAAAGATGCTGTACAGCAAGATGG 
TTTCAATTCTCTGAACACCGCACATGCCACTGAGAACCACGGGACGGGCAACCATACTGC 
CCAGTGACCCACTACTTCCCAGGGACTCTCACATCTCGGGCCCCAAATGGACAGATCACC 
CGAGGAGCTGGAGGGGTCGGCCAAGCTGACTGTAAATTTCACAGTCTCTCTGAAGAAA.ee 
ATTGTGCTTCTGAGACCCTAGCCCCCTTCCTGGATGGAGGCITGAGGGCCCTGGGACATG 
TGCTATCTGATAAGATTGGGTCATCGCTGCCAA.GGTGGAGAGCAGTGAGCAAGGGGCTTG 
GGGCAATTTCCAGTGGAGGGCATCCACACCTCCATTTTATGCTTGTGGTTCACACATTTA 
AGTTTACAAATCAGATTTCTTTTCCCCTTCAGTAGAATTAGATTTTGTTTTTCAATCATG 
ATTTCAAATGCAATCCTAAGAGCTAATGTGGACTTTTCTTTTTCCATGAAATGTCTTTAA 
AGGATGAATTAGCATGGTCTTAAAATACATTTCTGAGGTTACTAGCTGTATTTTGAATTG 
TGAGCAAAATGCCGAGAAACCCAGTTGGCATTTATACAAAATGTTGACCTCAGGTCTATA 
GTTCTTAAATGTGGCTAATTCTGTAACATAGTCTTGGTATTTTTTAATTATGAATGCATA 
TCCTATTTCCAGGCAGGCTCTCTTACTTGAACACAAATCCAAAAACTAATTTAGAGTCTT 
TTTTGCCCAGATCTTTTAAGACTTACACCCCAGAGATTTAAGAAGAAAACCTCTAAATTT 
CAAAATTATGAAGAATTACAGAATTACTCATTTAAGGTACTTTAAAAGAAGTTTGTACAT 
TGTCAAAGTAAATTTTAATTCAAATCATGTCTGTAAAACTTGACGTATTTTGTGTATGCA 
TGTTTTCATTTTGCAAATATTTAATATATAGACCTATGATGTACAGGTACGACATGTATA 
GGTTACCTAGATGTTATGAGAAATTTTAGTTTATTGTGAGTACTCAAGTTGCTTAGAGAG 
CCACCAGGGTGATTTGCTGCTGGCTTTCTATCATTTTTATGTTTTAATGCAAAGGAAATT 
TTAAAATGTTCTGGAAGTGTTTTTGATTAAGCAATGCAGCCTAGAAGCAATGGTTCTGTT 
CAATCATTCAGATGTTAGTGGAAGCATAAAAGTCAAGACTGCATGTTGAAACCTTTCTTT 
TGATAGTTACTGAACTGCTTGGTTAAACTAAATGGAACCATGTGCTAATTTTTCACAATT 
ATTGACCTGTATTGATTGCCACTGTAGTTTGGTATTTCCCTTTACTTTGGTGGCCTGCTT 
CCCTCATGCCCTGGAATACAACTCAGAGCTCCAGGCAGCGGAACCATCTATTGTTTTGTT 
TGCCAGAAAGTGCACCCTGTATGGTCTCCTGTCTAAGTTGGAAATATTATGCATGTGCAG 
GACTATTCGAGTATTTTATAAACAGTAGCACACAATAAATTCCATGCATGGGCCGCTGCT 
CCT 

Gene 152. >ENST00000318641 cDNA sequence 

CTGCGGTGCAGTCCTTGGTCTTTCTGGCAAGTGAGGCGCTCTCCCCCTAAATGTCTCAGA 
GGGAGACAAATCAGCGGACTACCTTGCTTCCTTTGATGACTTGGAAAGGATCTGCAGTCC 
CCCTTAAAGCCCAAGAATGTCTTCTCTTCCACGACAGCCGTTTGTGGACACATACTGCTT 
ACCTCCCTGACTGCAGGACAAGGTCCTTCAAAGCTGGAACTCTGACTGCGCTCAGTGATC 
CCGCAGTGCTCCTCTGTAGAGTGGGAACCCAGGTCCATTTCAAATATCTACGTTGGAATG 
AGTGGATCTCGCTGGGGGTGAGAGGCACTTTGTCTACCCACACTGCCAGTCCCAGCCACA 
TGCCTCCTCCCTTCCCTCAAAAAGCAGTGTTCTTAGTCTGCTTCTTCAAGGGGAGAAGTC 
GTTTTTATTTATGGAAACGAACTCACTATATGGTAGAAAGAACAAGAGTATCAGAATTTG 
CACTTTGGACTTGGACTCCCCTCTAAGCAGCTGCACAAGGTGGAACAAACCAATAATCCT 
TGCTGATCTGTTTTGTCCTTAGGAAAAATGGTGGAGGGAGAATATTAGATCAGGGGTTCT 
TAGCCTTGGCTTCATGAATAAGCTCAAGGATGTCAATGAAGCTTTTGACATGATCTCAAC 
TTTTTTGTGAACATTTATATATTTTTCTGGAATGGGGTCCATAGAGTTACAAGTTCTTTA 
AGACCTCCAGATGGACCCCAATATGGCAGAAATGAACTATTTAAAGATACCTGCCTGCTC 
CCGTAGTCTGACCCTCTATGGCTAAGCAAGGTTTTAGAGGAGTGGAAGGCTGGCCATTGC 
ACAGTATCAGGGTTCCAGACAGGCTCCCTGGCTCTTCCCTCCCAGTCCTGCTCCTGAGAT 
ATAGTTCTTTCTGGCCGCCACTTCCCTTAGGGCAACCCCAGAGCTTAAATCATCTGCAAG 
GCAGTCACCTTTCAGGCACCTTTCATCCGGCACCTGTGTTCTTAGCTGGATTAACTAGAA 
AGCTAGTTGGAGGAAGGAAGGTGAAAGTGGAGGAAGGGGAAAAGAGGAAAAGTTGGAGAC 
GAATCTGGCTTATGGTTAGAAGCATATTTTTTGGCCAGGCAAAGTGGCTCACGCCTGTAA 
TCCCAGCACTTTGGGAGGCTGAGGTAGGCGGATTGCCTGAGCTCAGGAGTTGGAGACCAG 
CCTGGCCAACGTGGTAAAACCCCGTCTCTAACAAAAATACAAAAATTTAGCCAGGCATGA 
TGGTGCAAGCCTGTAATCCCAGCTGTTCAGGAGGCTGAGGCATGAGAATTGCTTGAACCC 
AGGAGGTGGAGGTTGCAGTGAGCTGAAATTGCACCACTGCACTCCAGGCTGGGTGACCGA 
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GCAAGACTCTGTCTCAAAAAAAAGAAAAAAAAACTTATTTTTTGAGACAGAGTCTCACTC 

TGTCGCCCA.GGCTGGATTGCAGTGGGGCAAACACAGTTCACTGCAGCCTCAATTTCTTGG 

GCTCAAGCAACTATCCTGCCTCAGCCTCCCGAGGAGTAGCTGGGATCATAGGTGCTTGCC 

ACCACACCTGGCTAATTTTTTAAATATTTTGTAGACACAGGGTCTTGCCACATTGCCCAG 

GCTGGTCTTGAACTCCTGGGCTCAAGTTATCCTCCCGCCTCGGTCTCCCAAAGTTCTGGA 

ATTACAGATGTTAGTTACCACCCGGACCAATTTTAGGATTCCTTTAGCCAGTGACCTTGG 

TGTGACCTTGTACTTCTGCAGCATTTTATACCTTCTGCGGCACACCCTTGTAGTGGGTCG 

AATTGTGTTCCCCCAAAAGATATGTTCTAGTCCTAATTCCCAGTACCTGTGAATGTGACT 

TATTTAGAAATAGGGTCTTTGCAGATGTAATCTAGTTCAAATGAGGTCATACTGGATTAG 

GGCGGGTCCTCATCCAATAACTGTTGTTCTTATTAGAATAGGGAAATTTGGATGCAGAGA 

CACAGAGAAAATGCCATGTGAAGATGGATCAGAGACAGAAGTGATGCGGCTGCAAGCCAA 

GGAATGTGAAGAATGGCCAGCCACCACCGGAAGCTAGGGGAGACGCCAGCACAGATTCTC 

CCTGAGAGTATCCAGAAGAAACCAACCCTCCAACACCTGGATTTCAGACTTCTGACCTTG 

AGAAGTGTGAGCCAATAAAACAACTGCAGTGG 

Gene 153. >ENST00000316258 cDNA sequence 

ATGGCAGATGATTTGGACTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATG 

CAGTGCTCAGCATTACGTAAGAATGGCTTTGTGGTGCTCAAAGGCTGGCCATGTAAGATC 

GTGGAGATGTCTGCTTCGAAGACTGGCAAGCACGGCCACGCCAAGGTCCATCTGGTTGGT 

ATTGACATCTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCAACTCATAATATGGAT 

GTCCCCAACATCAGAAGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCA 

CTGCTCCAGGACAGCGGGGAGGTACCAGAGGACCTTCGTCTCCCTGAGGGAGACCTTGGC 

AAGGAGACTGAGCAGAAGTACGACTGTGGAGAAGAGATCCTGATCACGGTGCTGTCTGCC 

ATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAATAA 

Gene 154. >ENST00000287258 cDNA sequence 

GACTCGGACCGCGGAGGTGAGCGGGAGCTGAGGCTGAGGAGAGGGGAGCTTGGGGGGCGC 
CTGCTGCCAAGGGCAGCGGAGGAGGAAATGGCAGGTCCTAATCAACTCTGCATTCGCCGC 

ATTTTATGCAATAAGCACCGACTTGATGGAATCACATTGCTAACATTGACTGAATATGAT 

CTCCGGTCTCCTCCTCTGGAAATCAAAGTCTTAGGGGACATTAAAAGGTTAATGCTCTCA 

GTCCGAAAATTGCAGAAAATACATATTGATGTTTTAGAAGAGATGGGCTACAACAGTGAC 

AGTCCCATGGGTTCCATGACCCCTTTCATCAGTGCTCTTCAGAGTACAGACTGGCTCTGT 

AATGGGGAGCTTTCCCATGACTGTGACGGACCCATAACTGACTTGAATTCTGATCAGTAC 

CAGTACATGAATGGTAAAAACAAACATTCTGTTCGAAGATTGGACCCAGAATACTGGAAG 

ACTATACTGAGTTGTATATATGTTTTTATAGTATTTGGATTTACATCTTTCATTATGGTT 

ATAGTCCATGAGCGAGTGCCTGACATGCAGACCTATCCACCACTCCCAGATATATTCTTA 

GACAGCGTTCCTAGAATCCCATGGGCCTTTGCCATGACGGAAGTATGTGGCATGATTCTG 

TGCTATATTTGGCTCCTGGTTCTTCTTCTTCACAAGCACAGGTCAATACTTCTGCGAAGG 

CTCTGTAGTCTGATGGGAACTGTATTCTTGCTTCGCTGCTTTACCATGTTTGTGACCTCC 

CTCTCCGTGCCAGGACAACACCTGCAGTGTACTGGAAAGATATATGGCAGTGTATGGGAG 

AAATTACATCGAGCCTTTGCCATTTGGAGTGGCTTTGGTATGACCCTGACTGGCGTTCAC 

ACATGTGGAGATTACATGTTTAGTGGCCACACAGTCGTCCTAACTATGCTGAATTTCTTT 

GTCACCGAATGTAAGTATCTTTTTAGTGCTTCTATGCGTATTAGGTAA 

Gene 155. >ENST00000260908 cDNA sequence 

TTTCAGAAGAAATGGTACCAGCTCCTCTTTATGCCTCTGGTAGGATTCAGCTGTGAATCC 

ATCGGGTCCTGGACTTTTTTGGTTGGTAGGCTAATAATTGCTACCTCAATTTCAGAACTT 

GTTATTGGTCTATTCAGGGATTCAACTTCTTCCTGGTTTAGTCTTGGGAGGGTGTATGTG 

TCCAGGAACTTACCCATTTCTTCTAGATTCTTTAGTTTATTTGCATAG 

Gene 156. >ENST00000302526 cDNA sequence 

ATGGAGTCAATATATCTTCAAAAGCACCTTGGGGCCTGTTTAACTCAAGGTCTTGCAGAA 
GTGGCAAGAGTTCGCCCAGTGGATCCGATAGAATATTTAGCATTGTGGATTTACAAGTAT 
AAGGAAAATGTGACCATGGAACAACTGAGACAAAAGGAAATGGCCAAGCTGGAGCGTGAA 
AGAGAATTAGCTCTGATGGAGCAGGAAATGATGGAGAGGCTCAAAGCAGAGGAGCTCTTA 
CTTCAGCAGCAACAGCTGGCATTGCAGCTAGAGTTGGAAATGCAAGAAAAGGAGAGGCAG 
AGAATACAAGAACTACAGAGAGCTCAAGAACAATTAGGCAAGGAGATGAGAATGAATATG 
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GAAAATCTAGTTAGGAATGAAGATATTCTACATTCAGAGGAAGCAACACTAGACTCAGGC 
AAAACACTAGCTGAAATCAGCGATCGTTATGGAGCACCTAACTTGAGCAGAGTGGAAGAA 
CTTGATGAACCAATGTTTTCTGATGTCAGTATCAGTGTG 
Gene 157. >ENST00000298468 cDNA sequence 

GGTTGCGGCGGGCGGAACGGTGTCTCCTTCACTTCGCCCTCCAGCTGCTGGAGCTGCAGC 
CCGACCGCGAGCGTGCCAAGCGGCTTCAGCAGCTAGCGGAGCGGTGGCGGCGGCCCCCCT 
CAGGACACCACCAGATTCCCCTCTTCCCGCGGCCTCGCCATGGCGACCCACGGACAGACT 
TGCGCGCGTCCAATGTGTATTCCTCCATCATATGCTGACCTTGGCAAAGCTGCCAGAGAT 
ATTTTCAACAAAGGATTTGGTTTTGGGTTGGTGAAACTGGATGTGAAAACAAAGTCTTGC 
AGTGGCGTGGAATTTTCAACGTCCGGTTCATCTAATACAGACACTGGTAAAGTTACTGGG 
ACCTTGGAGACCAAATACAAGTGGTGTGAGTATGGTCTGACTTTCACAGAAAAGTGGAAC 
ACTGATAACACTCTGGGAACAGAAATCGCAATTGAAGACCAGATTTGTCAAGGTTTGAAA 
CTGACATTTGATACTACCTTCTCACCAAACACAGGAAAGAAAAGTGGTAAAATCAAGTCT 
TCTTACAAGAGGGAGTGTATAAACCTTGGTTGTGATGTTGACTTTGATTTTGCTGGACCT 
GCAATCCATGGTTCAGCTGTCTTTGGTTATGAGGGCTGGCTTGCTGGCTACCAGATGACC 
TTTGACAGTGCCAAATCAAAGCTGACAAGGAATAACTTTGCAGTGGGCTACAGGACTGGG 
GACTTCCAGCTACACACTAATGTCAATGATGGGACAGAATTTGGAGGATCAATTTATCAG 
AAAGTTTGTGAAGATCTTGACACTTCAGTAAACCTTGCTTGGACATCAGGTACCAACTGC 
ACTCGTTTTGGCATTGCAGCTAAATATCAGTTGGATCCCACTGCTTCCATTTCTGCAAAA 
GTCAACAACTCTAGCTTAATTGGAGTAGGCTATACTCAGACTCTGAGGCCTGGTGTGAAG 
CTTACACTCTCTGCTCTGGTAGATGGGAAGAGCATTAATGCTGGAGGCCACAAGGTTGGG 
CTCGCCCTGGAGTTGGAGGCTTAATCCAGCTGAAAGAAACCTTTGGGAATGGATATCAGA 
AGATTTGGCCTTAATATATTTCCATTGTGACCAGCAGCAGGCTTTTTTCCCCCAAGAAGA 
TGATCAAAACAAAGGATGATCTCAACAAGAGCTGTATTTTAAGTATTTAGACAGTTCTTT 
GTTAGCTGGTTTCTAGTTGGTTATCTAGTTACCAATGCTGCA6TCCTGCAGTCACCTATA 
CATTATTTAAATGTATTTAACTGTTAAATGCGCTACCCACCAATAATGAAATAGACCTTT 
ATGAAAACTGTGCAATTGTGTGCATGTTTGTTTTTATGTTCCTTTAGAAAACATTGACTG 
TTACCATTGAATGAGATGGATCAGTGGATATTAAGATGAGGTTACAAATTTTGTTAAGTT 
CAGCCATTATTACTTTTGGTATCCCAGAACATGACAAATTATGAATAAAACAAGTATACA 
T 

Gene 158. >ENST00000304595 cDNA sequence 

GCTGCTGGAGCTGCAGCCCGACCGCGAGCGTGCCAAGCGGCTTCAGCAGCTAGCGGAGCG 
GTGGCGGCGGCCCCCCTCAGGACACCACCAGATTCCCCTCTTCCCGCGGCCTCGCCATGG 
CGACCCACGGACAGACTTGCGCGCGTCGATCGGATCAATCACTTTTCTAGAGGAAGTAGC 
AGTCCCTCTTGTGAGAGCGCAAGGTCATTACTTGTGCTCCTAAGGGCGTGGACGTGCTTT 
GTGGAATGAATGAGCTGGTGTAATGAGCTCAGATTGCCTGCCCTTAAGCAGCAGAGCATT 
GGCCGAGGACTTGAGAGTCACATTACAATGTGTATTCCTCCATCATATGCTGACCTTGGC 
AAAGCTGCCAGAGATATTTTCAACAAAGGATTTGGTTTTGGGTTGGTGAAACTGGATGTG 
AAAACAAAGTCTTGCAGTGGCGTGGAATTTTCAACGTCCGGTTCATCTAATACAGACACT 
GGTAAAGTTACTGGGACCTTGGAGACCAAATACAAGTGGTGTGAGTATGGTCTGACTTTC 
ACAGAAAAGTGGAACACTGATAACACTCTGGGAACAGAAATCGCAATTGAAGACCAGATT 
TGTCAAGGTTTGAAACTGACATTTGATACTACCTTCTCACCAAACACAGGAAAGAAAAGT 
GGTAAAATCAAGTCTTCTTACAAGAGGGAGTGTATAAACCTTGGTTGTGATGTTGACTTT 
GATTTTGCTGGACCTGCAATCCATGGTTCAGCTGTCTTTGGTTATGAGGGCTGGCTTGCT 
GGCTACCAGATGACCTTTGACAGTGCCAAATCAAAGCTGACAAGGAATAACTTTGCAGTG 
GGCTACAGGACTGGGGACTTCCAGCTACACACTAATGTCAATGATGGGACAGAATTTGGA 
GGATCAATTTATCAGAAAGTTTGTGAAGATCTTGACACTTCAGTAAACCTTGCTTGGACA 
TCAGGTACCAACTGCACTCGTTTTGGCATTGCAGCTAAATATCAGTTGGATCCCACTGCT 
TCCATTTCTGCAAAAGTCAACAACTCTAGCTTAATTGGAGTAGGCTATACTCAGACTCTG 
AGGCCTGGTGTGAAGCTTACACTCTCTGCTCTGGTAGATGGGAAGAGCATTAATGCTGGA 
GGCCACAAGGTTGGGCCCTGGAGTTGGAGGCTTAATCCAGCTGAAAGAAACCTTTGGGAA 
TGGATATCAGAAGATTTGGCCTTAATATATTTCCATTGTGACCAGCAGCAGGCTTTTTTC 
CCCCAAGAAGATGATCAAAACAAAGGATGATCTCAACAAGAGCTGTATTTTAAGTATTTA 
GACAGTTCTTTGTTAGCTGGTTTCTAGTTGGTTATCTAGTTACCAATGCTGCAGTCCTGC 
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AGTCACCTATACATTATTTAAATGTATTTAACTGTTAAATGCGCTACCCACCAATAATGA 
AATAGACCTTTATGAAAACTGTG 

Gene 159. >ENST00000280867 cDNA sequence 

ATGAATGGACCGGTGGATGGCTTGTGTGACCACTCTCTAAGTGAAGGAGTCTTCATGTTC 
ACATCGGAGTCTGTGGGAGAGGGAGACCCGGATAAGATCTGTGACCAGATCAGTGATGCA 
GTGCTGGATGCCCATCTCAAGCAAGACCCCAATGCCAAGGTGGCCTGTGAGACAGTGTGC 
AAGACCGGCATGGTGCTGCTGTGTGGTGAGATCACCTCAATGGCCATGGTGGACTACCAG 
CGGGTGGTGAGGGACACCATCAAGCACATCGGCTACGATGACTCAGCCAAGGGCTTTGAC 
TTCAAGACTTGCAACGTGCTGGTGGCTTTGGAGCAGCAATCCCCAGATATTGCCCAGTGC 
GTCCATCTGGACAGAAATGAGGAGGATGTGGGGGCAGGAGATCAGGGTTTGATGTTCGGC 
TATGCTACCGACGAGACAGAGGAGTGCATGCCCCTCACCATCATCCTTGCTCACAAGCTC 
AACGCCCGGATGGCAGACCTCAGGCGCTCCGGCCTCCTCCCCTGGCTGCGGCCTGACTCT 
AAGACTCAGGTGACAGTTCAGTACATGCAGGACAATGGCGCAGTCATCCCTGTGCGCATC 
CACACCATCGTCATCTCTGTGCAGCACAACGAAGACATCACGCTGGAGGAGATGCGCAGG 
GCCCTGAAGGAGCAAGTCATCAGGGCCGTGGTGCCGGCCAAGTACCTGGACGAAGACACC 
GTCTACCACCTGCAGCCCAGTGGGCGGTTTGTCATCGGAGGTCCCCAGGGGGATGCGGGT 
GTCACTGGCCGTAAGATTATTGTGGACACCTATGGCGGCTGGGGGGCTCATGGTGGTGGG 
GCCTTCTCTGGGAAGGACTACACCAAGGTAGACCGCTCAGCTGCATATGCTGCCCGCTGG 
GTGGCCAAGTCTCTGGTGAAAGCAGGGCTCTGCCGGAGAGTGCTTGTCCAGGTTTCCTAT 
GCCATTGGTGTGGCCGAGCCGCTGTCCATTTCCATCTTCACCTACGGAACCTCTCAGAAG 
ACAGAGCGAGAGCTGCTGGATGTGGTGCATAAGAACTTCGACCTCCGGCCGGGCGTCATT 
GTCAGGGATTTGGACTTGAAGAAGCCCATCTACCAGAAGACAGCATGCTACGGCCATTTC 
GGAAGAAGCGAGTTCCCATGGGAGGTTCCCAGGAAGCTTGTATTTTAGAGCCAGGGGGAG 
CTGGGCCTGGTCTCACCCTGGAGGCACCTGGTGGCCATGCTCCTCTTCCCCAGACGCCTG 
GCTGCTGATCGCCTTCCCCACCCACCAACCCTCAGGGCAAAGCCAGGTCCCTCTCATTTA 
GCCTGTCCTGTCATCATCATGGCCAGCTGGAGGCAGGGGCTTCCTGGTGCTGGAGGTTGG 
ATCTTGATGTAAGGATGGGCATGGTGTTCTCCTGCTGCTCCCTCAGACTGGGGCAATGTT 
AATTTAGTGGAAAAGGCACCCCCGTCAAGAGTGAATTCCCTCACTCGTCTCCCCCAACAG 
CTGGACCCTGACCAGCTCCCCCTCCCTCCCCTTGCCTGTGCCAGGTGAGGTCAGCACATC 
TCAACAGGCCTCAGGGCTCCTTGTGGGCCTGGGCTCCTGGACCCCCCTTTCACAGGCAGC 
CAGTGCCCTGAGCCAGGGTCTCCAGAAAGCCCCACCCAGGCCAGGCATGTGGCAGGGGTT 
AGAGCAGGACTGATGTCTCCTAAGCACCTGTAATGTGCGAGGGACCCAGCTAATAACTGA 
TCTCGTTTTTTCTTCACTGCAACATGATGAGGTAGTACCTTTTATATCCCATTTATAGAT 
GGGGGAAAGCAAAGCACAGAGAGTCTGGATAACTTCCACAGGGTCCCACAGCCACGTGTT 
TAGACCTAGATGTATAACTAGGAGCTTTGACTCAGGAGCCTGTGACATACCCCCTCCCCC 
ACCGTTGTCTCATGCCAGTAACAGGCTCAAACAATGACAAAGCAGATTCAGAAATGAGGC 
CATGGACTCTGTCCTGAAGGCCTGAGGTTACTGGAAATTAGGGGATTAACCCACTAGCTC 
TTGTTGAGCCGTGGGCAATTGTCTGAAAAGTGAAGACAGAACCACAGGGCTATTTTGTTT 
GCTTCATGTGTCCCAGAAGATGACTGAGGGTGAGTTGGCTTACCTGGCCCATCAGGGTAG 
GCTGGAGTTAGGGACTGACCAGCAGCTTTAGAATCCCAGCCCCCTGACCACTCAGAGACA 
TGCAGAGATTGGGTTTTTGGACTTCTGGGGTAAGTGGTCTAAGTCCAGTCCAGTCCTATC 
TGGGCTTCCTGGAGCAGAAGCAGCAACTTGTCCTAGCACAGATGGCCAGCCCCTTAGACA 
GAGGCCCTCAAGTCTTTCTCTTTCCCTGGTCCCTTGTATCCCCTGCAGGCTGAGTGCATT 
TGGAGGGAGTGAGTGGCCCTTTCGGATCCAGGGAGGCTGGTCCTATGGCCTCATGTTAAA 
TAGGCGGGGCTTGCCTTCTGGTGTTGGACAAGCTTCTGAGACGTCATGAGGAGATTCTGC 
CTTTGCCAGGTGACTGTCTGGGGAGCGGGTCTGCTCCCAAGGGGCCTGAGCAGTCCTTGG 
CCTGCTAAGGTCTTGGAACTTGCCTGCCTTTCCATCCATGGCCAGCAGCACCTGCCCTAC 
CTGCCCCACTTGTCCTTAGCCTGGACCTCTGACAGCAGCATCTCTACCTTCTCCCCAGCT 
CCCAGGACCACAGGCTCAGGCAGGGGCCTCCATGGGCCCCAGGGGAACACTGGGGACTTG 
GCCTCTCTCTAGGGTACATGGTGCTGGGAGAGGCAGCCCAGGAAGTCTCATCTGGGGAGC 
AGGCAGCCAGCATCTGGGCCTTGGCCTGGAGCACAAAGACCCTGGCTTTCATTTTCTCTC 
AGGTGAAAGGAAATTAAGGCAACAAAAGAAGCCCGGCTCCTGGTCACCTAGGAAGCCTCA 
GATTCCTTCCCATGGAGGGAGGGAGTGGTTTGCAGGTGGCCAAGTTCCTCTAACTTGGCT 
CACACTCGACATGAAAATTCAGAATTTTATACTTTCCCTACCCTCTAGAGAAATAAGATC 
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TTTTTTGTCAGTTTGTTTGTATGAAACTAAAGCCTTTATTTGTTAATAGTTCCTGCTAAA 
ACAATGAATAAAAACTCAAGGAGC 

Gene 160. >ENST00000316132 cDNA sequence 

AAAGCGGAAGGGGCGCGCGGATAGAGCTCCCAGTGTGCCAAGCGTGGGCGGTATACAGTA 

AACAAAGACAACCCCTATTCTTATCACCTTGCCTACTGAGTGCAAGTCCAGGAACTGTGT 

AAGCAGACCCTCAGAGGAGCTCTGGGAAACACTGAAAAATAGCCTCTCCCCCCATTGGCT 

GCCAGGATGGAAACTAACTACCTGAAGAGGTGCTTTGGAAATTGCCTGGCCCAGGCACTG 

GCAGAGGTGGCGAAGGTTCGGCCCAGTGACCCAATAGAATACCTGGCTCACTGGCTTTAT 

CATTACAGGAAAACAGCAAAAGCAAAAGAAGAGAATAGGGAAAAGAAGATCCACCTGCAG 

GAGGAATATGACAGTAGCCTCAAGGAAATGGAAATGACAGAAATGCTGAAACAGGAAGAG 

TATCAGATTCAACAGAACTGTGAAAAGTGTCACAAGGAACTGACTTCTGAAACTGTTTCC 

ACGAAGAAGACCATATTCATGCAGGAGGACACAAACCCCCTTGAGAAGGAGGCCTTGAAG 

CAGGAATTCCTGCCAGGTACTTCCAGTCTGATTCCAGGAATGCCTCAACAGGTTCCTCCT 

TCAGAGTCTGCTGGCCAGATTGACCAGAACTTCAAAATGCCACAAGAAATAAATTACAAG 

GAGGCTTTTCAGCATGAAGTTGCTCATGAAATGCCTCCTGGCTCCAAATCTCCTTTTTAG 

GTTACAGAAGGTAGATGCTTCTGATTTACTTCTCTCAAAGCTAGAAGCCAAGAAAATGGC 

CAGCTAGAACCAAGATTTAAGGGGCTGTAAAAGGCAAGTTCAGGGACTCTCCAGCCTACT 

CCTTTTCTGAAAAACCCTTAATCATGTGAACATTTGAACTAGTTATAGGATAAAATAAAC 

TCAGAATAAGGATTTAAAATAAGTAACCAAGTGGCTGTGACTTTTTCCTCTTGTTTTATC 

AACGTTTTGGAGACTACACAATGAAAACACATCTGTTGGGGTGATCAGACCCAACACCCG 

GCCATGGGGGCTACAAAGTCCAGCCGAGTCAAAGGAAAGAGAAAAGACAAGTCAAGAGAG 

AAAGTGGGACCAGGGGGCCAATGCTAGTATGGAGGCTGTGAAGTCCCCAAGCTCTGGAAG 

CCCACACTATTTGTTGGTGATCAAACAAAGAAACAGGTGATGAGGATGTGGGAGTTGAAA 

GAAAGTGGTGTATCAAGCGAATGAACTACAGCTGTGAGGGTTTAGCATTTTCTTTGAAAC 

ATATGGCTACTTGAGATAATGGGAGTGCTAGAAGCAAGGAGCCAGCAAGTCTGGACACAT 

TACAAAGGCCAGAAGGGGTTTTATCCTGGACCCCGGACATGTTCCAAGCCCTGCCTCAAC 

TTTTCTCCCAACACTAAGCTTTCCTCCCAACACACATCCATCTCGTGTGTTCATGTCTTA 

ACTTTTGCTTCACTTCACAGTCAGGCCTCTCCGAGTATTTTTTACACATATCCTGGAGTC 

TACCTATGTCACTGATAGCAGATATTTTTCTTCAACATATATTATCAATGTTTTAATACT 

TTTCTTCAATTTTAGTAACTGGTAAAATACATGTAAGATGTACCATCTTAACCATTTTTA 

AGTGTACAGATCAGTTGTATTAAGTAGATTCATATTCTTGTGCAACCATCATCACCATCC 

GGCTGCAAAACTCTTTCATCTTGCAAAACTGAAACTCTACACCCATTAAAAAATAACTCG 

CCATTTCTCTCTCTCCCCAGCCCCTGGCAACCACCATTCTTTCTGTCTCTGTGATTTAGA 

TTACTCTGTAAGTATGTTGTATAAATAGACTCATACAATGTT 

Gene 161. >ENST00000241895 cDNA sequence 

AAGCGCGGGGCCCGCCCCTGGGACCCTCCGGGCCGGGCGGTTTGGCCCCTTAGCGCCCGG 
GCGTCGGGGCGGTAAAAGGCCGGCAGAAGGGAGGCACTTGAGAAATGTCTTTCCTCCAGG 
ACCCAAGTTTCTTCACCATGGGGATGTGGTCCATTGGTGCAGGAGCCCTGGGGGCTGCTG 
CCTTGGCATTGCTGCTTGCCAACACAGACGTGTTTCTGTCCAAGCCCCAGAAAGCGGCCC 
TGGAGTACCTGGAGGATATAGACCTGAAAACACTGGAGAAGGAACCAAGGACTTTCAAAG 
CAAAGGAGCTATGGGAAAAAAATGGAGCTGTGATTATGGCCGTGCGGAGGCCAGGCTGTT 
TCCTCTGTCGAGAGGAAGCTGCGGATCTGTCCTCCCTGAAAAGCATGTTGGACCAGCTGG 
GCGTCCCCCTCTATGCAGTGGTAAAGGAGCACATCAGGACTGAAGTGAAGGATTTCCAGC 
CTTATTTCAAAGGAGAAATCTTCCTGGATGAAAAGAAAAAGTTCTATGGTCCACAAAGGC 
GGAAGATGATGTTTATGGGATTTATCCGTCTGGGAGTGTGGTACAACTTCTTCCGAGCCT 
GGAACGGAGGCTTCTCTGGAAACCTGGAAGGAGAAGGCTTCATCCTTGGGGGAGTTTTCG 
TGGTGGGATCAGGAAAGCAGGGCATTCTTCTTGAGCACCGAGAAAAAGAATTTGGAGACA 
AAGTAAACCTACTTTCTGTTCTGGAAGCTGCTAAGATGATCAAACCACAGACTTTGGCCT 
CAGAGAAAAAATGATTGTGTGAAACTGCCCAGCTCAGGGATAACCAGGGACATTCACCTG 
TGTTCATGGGATGTATTGTTTCCACTCGTGTCCCTAAGGAGTGAGAAACCCATTTATACT 
CTACTCTCAGTATGGATTATTAATGTATTTTAATATTCTGTTTAGGCCCACTAAGGCAAA 
ATAGCCCCAAAAGAAGACTGACT^AAAATCTGAAAAACTAATGAGGATTATTAAGCTAAAA 
CCTGGGAAATAGGAGGCTTAAAATTGACTGCCAGGCTGGGTGCAGTGGCTCACACCTGTA 
ATCCCAGCACTTTGGGAGGCCAAGGTGAGCAAGTCACTTGAGGTCGGGAGTTCGAGACCA 
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GCCTGAGCAACATGGCGAAACCCCGTCTCTACTAAAAATACAAAAATCACCCGGGTGTGG 
TGGCAGGCACCTGTAGTCCCAGCTACCCGGGAGGCTGAGGCAGGAGAATCACTTGAACCT 
GGGAGGTGGAGGTTGCGGTGAGCTGAGATCACACCACTGTATTCCAGCCTGGGTGACTGA 
GACTCTAACTAAAAAAAAAAAAAAAAAAAAATTGATTGCTGTGCCTCATTACAAATGCAT 
ATGATGTTTGAGTGCTGTTGTTTGAAATTATTTTTCTTTTCGGGTCTTCAAAAATTCAAG 
AAAAGTTGATGATTGACTTGAAGATTACAAAATTTAAGGTTTTTTGGCATGTGTGTTTTC 
TATTAATAATTGGTTATATGATGTCAAAGTAATACTTTCATAATAGAATTGACATGCTCT 
GGGATAGTTTGACAAAGGTAAATTATAAAGTGAAATCTCTTGTTTCATTATCTTCCATTC 
TAACCTCAGAGATCTGTTTCTCTAGAAAAAATGTCCATCTCTGGCTTTAATAAAATTATG 
CATCAG 

Gene 162. >ENST00000334512 cDNA sequence 

GGTGGTTTGCAGATCACTGAGGCTGGACAACGTTCATGGCTCTCGGGTAGAACCTAGTGA 
AACGGCCAGAATGAATTCTATGGACAGGCACATCCAGCAGACCAATGACCGACTGCAGTG 
CATCAAGCAGCACTTACAGAATCCTGCCAACTTCCACAATGCCGCCACGGAGCTGCTGGA 
CTGGTGCGGAGACCCACGGGCCTTCCAGCGGCCCTTCGAGCAGAGCCTGATGGGCTGTTT 
GACGGTGGTCAGTCGGGTGGCAGCCCAGCAAGGCTTTGACCTGGACCTCGGCTACAGACT 
GCTGGCTGTGTGTGCTGCAAACCGAGACAAGTTCACCCCGAAGTCTGCCGCCTTGTTGTC 
CTCCTGGTGCGAAGAGCTCGGCCGCCTGCTGCTGCTCCGACATCAGAAGAGCCGCCAGAG 
CGATCCCCCTGGGAAACTCCCCATGCAGCCCCCTCTCAGCTCCATGAGCTCCATGAAACC 
CACTCTGTCGCACAGTGATGGGTCGTTCCCCTATGACTCTGTCCCTTGGCAGCAGAACAC 
CAACCAGCCTCCCGGCTCCCTTTCCGTGGTCACCACGGTTTGGGGAGTAACCAACACATC 
CCAGAGCCAGGTCCTTGGGAACCCTATGGCCAATGCCAACAACCCCATGAATCCAGGCGG 
CAACCCCATGGCGTCGGGCATGACCACCAGCAACCCAGGCCTCAACTCCCCACAGTTTGC 
GGGGCAGCAGCAGCAGTTCTCAGCCAAGGCTGGCCCCGCTCAGCCCTACATCCAGCAGAG 
CATGTATGGCCGGCCCAACTACCCCGGCAGCGGGGGCTTTGGGGCCAGTTACCCTGGGGG 
TCCTAACGCCCCCGCAGGCATGGGCATCCCTCCGCACACCAGGCCGCCTGCTGACTTCAC 
TCAGCCCGCGGCAGCCGCTGCAGCAGCGGCAGTGGCAGCAGCAGCAGCCACAGCTACAGC 
CACAGCCACGGCCACTGTGGCAGCCCTGCAGGAGACACAGAACAAGGATATAAACCAGTA 
TGGACCGATGGGTCCCACCCAGGCGTATAACAGCCAATTCATGAACCAGCCCGGGCCGCG 
GGGGCCTGCCTCCATGGGGGGCAGCATGAACCCCGCGAGCATGGCGGCTGGCATGACGCC 
CTCGGGGATGAGCGGCCCTCCCATGGGCATGAACCAGCCCCGGCCGCCCGGCATCAGCCC 
CTTTGGCACACACGGGCAGCGGATGCCCCAGCAGACCTACCCGGGCCCCCGGCCCCAGTC 
CCTTCCTATTCAGAACATAAAGAGGCCATACCCTGGAGAGCCCAACTATGGAAACCAGCA 
ATATGGACCAAACAGCCAGTTCCCCACCCAGCCAGGCCAGTACCCAGCCCCCAACCCCCC 
GAGGCCACTCACCTCCCCCAACTACCCAGGACAGAGGATGCCCAGCCAGCCGAGCTCCGG 
GCAGTACCCGCCCCCCACGGTCAACATGGGGCAGTATTACAAGCCAGAACAGTTTAATGG 
ACAAAATAACACGTTCTCGGGAAGCAGCTACAGTAACTACAGCCAAGGGAATGTCAACAG 
GCCTCCCAGGCCGGTTCCTGTGGCAAATTACCCCCACTCACCTGTTCCAGGGAACCCCAC 
ACCCCCCATGACCCCTGGGAGCAGCATCCCTCCATACCTGTCCCCCAGCCAAGACGTCAA 
ACCACCCTTCCCGCCTGACATCAAGCCAAATATGAGCGCTCTGCCACCACCCCCAGCCAA 
CCACAATGACGAGCTGCGGCTCACATTCCCTGTGCGGGATGGCGTGGTGCTGGAGCCCTT 
CCGCCTGGAGCACAACCTGGCGGTCAGCAACCATGTGTTCCACCTGCGGCCCACGGTCCA 
CCAGACGCTGATGTGGAGGTCTGACCTGGAGCTGCAGTTCAAGTGCTACCACCACGAGGA 
CCGGCAGATGAACACCAACTGGCCCGCCTCGGTGCAGGTCAGCGTGAACGCCACGCCCCT 
CACCATTGAGCGCGGCGACAACAAGACCTCCCACAAGCCCCTGCACCTGAAGCACGTGTG 
CCAGCCGGGCCGCAACACCATCCAGATCACCGTCACGGCCTGCTGCTGCTCCCACCTCTT 
CGTGCTGCAGCTGGTACACCGGCCCTCCGTCCGCTCTGTGCTGCAAGGACTCCTCAAGAA 
GCGCCTCCTGCCCGCAGAGCACTGTATCACGAAAATCAAGCGGAATTTCAGCAGCGTGGC 
TGCCTCCTCGGGCAACACGACCCTCAACGGGGAGGATGGGGTGGAGCAGACGGCCATCAA 
GGTGTCTCTGAAGTGCCCCATCACATTCCGGCGCATCCAGCTGCCTGCTCGAGGACACGA 
TTGCAAGCATGTGCAGTGCTTTGATCTGGAGTCATACCTGCAGCTGAATTGCGAGAGAGG 
GACCTGGAGGTGTCCTGTGTGCAATAAAACCGCTCTGCTGGAGGGCCTGGAGGTGGATCA 
GTACATGTGGGGAATCCTGAATGCCATCCAACACTCCGAGTTTGAAGAGGTCACCATCGA 
TCCCACGTGCAGCTGGCGGCCGGTGCCCATCAAGTCGGACTTACACATCAAGGACGACCC 
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TGATGGCATCCCCTCCAAGCGGTTCAAGACCATGAGTCCCAGCCAGATGATCATGCCCAA 
TGTCATGGAGATGATCGCAGCCCTGGGCCCCGGCCCGTCCCCCTATCCCCTCCCGCCTCC 
CCCAGGGGGCACCAACTCCAACGACTACAGCAGCCAAGGCAACAACTACCAAGGCCATGG 
CAACTTTGACTTCCCCCACGGGAACCCTGGAGGGACATCCATGAATGACTTCATGCACGG 
GCCCCCCCAGCTCTCCCACCCCCCGGACATGCCCAACAACATGGCCGCCCTCGAGAAACC 
CCTCAGCCACCCCATGCAGGAAACTATGCCACACGCTGGCAGCTCTGACCAGCCCCACCC 
CTCCATACAACAAGGTTTGCACGTACCACACCCCAGCAGCCAGTCAGGGCCTCCATTACA 
TCACAGTGGGGCTCCTCCTCCTCCTCCTTCCCAGCCTCCCCGGCAGCCGCCACAGGCCGC 
TCCCAGCAGCCATCCACACAGCGACCTGACCTTTAACCCCTCCTCAGCCTTAGAGGGTCA 
GGCCGGAGCGCAGGGAGCGTCCGACATGCCGGAGCCTTCGCTGGATCTCCTTCCCGAACT 
CACAAATCCTGACGAGCTCCTGTCTTATCTGGACCCCCCCGACCTGCCGAGCAATAGTAA 
CGATGACCTCCTGTCTCTATTTGAGAACAACTGAGGGCCACCCGGTCGGGGCCATCCCTC 
CACACTCTGCATCCTACCCCACCTACCCAACACACTTTTCCACCTGGGAGCCTGTGCCCT 
CAGACCGCCCCGCACCAGAGCCACGGGCTGTGGGGCGGGGAGCCCTCCCCCGCTGCAGCC 
CTCTCAGAACAGAGGGGTAGGGAGGGTGCACCAGTGCACCAGGAAGGCTGTGTGGGTCTG 
GAGCCCACGTCCCACCTCCACACCCTTGGCTTGGGCCCATGCCCAGCGCAGGCCTGAAGA 
CCACCCTCCCGAGAGGAACCAGCCCGGTAAGAGGGCACACGCTGATGCGGCTTCCCGGTC 
CCTCCGCGTGTGCCGATTCCAGATGACCTTCCAGTGTCCCCAAGGTTCTTCCATCTTCTA 
GACTGTAACCCTGCCTCCCTGCTTCCTGGTCCAGAGCCTCCCTCCAGTGACTGTGGAGCC 
TGAGAAGGCCCCCGGGCCCCAGCATGGGCCCCGAGCCTTGGAGGAGCACTGGCAGTTGGT 
GGCAGTGAGACCAGCCCACCCACCACCACCCACCACAGAAAAGCACAAACCTCTGGGAAA 
GACAACGTCTCTCGGGGGCCAGGGGTCATCGGTTTGACCCCTGACCTATAAGCCAAGATA 
CCCCATAAACACACTCAGAAAGCAGAGAAAAAGGACAAGAGTCTGTGTTTGAGAGGGGGT 
CTGCCATTCCTGCTTGGGGACTGGTGGGGAAGAGGGCCAGGACATCTTCTGAGCCAGGAC 
GTCCCTGAGGCTCCACCTCCAAGCTCAGACAGGGCCCAGGCTTGGGGAACAGAGAGAGCA 
GGTGTACACCCAACCAAAGTGATTGTGCCCTTGGTTGGGGGGCGCGGGCATATAACCTGT 
CAGAAGCAAACAGGAGCGGCAACTTCTAACTTTGCTCCAAGCCACTCTCTTTTTAAACAG 
CAACAATTTAAAGCTATGAAGTCACCTGGAGAAAAGGAACGTTGCTCTTGGACAGCAAGC 
AAACCATTTCTCTCCGTCTGTTCTGTTTTTCTCCTAGTCCCTCTCCTGCCACCTCTCCAA 
GACTTCCGTGGGACACCCACTTCCCTCTGTCCTAGTTCTCTTTGTCCAATCAGATGGCAA 
GGGCAGTGCGTGGAAAGGCCGGGGAGGTGCAGAAACCAGAGCCCAGGGCAATGGTGTCTG 
TCCAGCCCCTCCCTCTGTCCCTGTGCTCCAAGCTGCCCCCGGCTGCAGCCCAGGCCATGG 
ACATGTGCACCAGTATGTACCTGCAGGCATGGGGGGGAGGGGGGCGTGTTTCTGGGCCTG 
CCCCAGACACTGCCCTTGGCTGCCAGCCTACCCTGCCTGCACTCCTCCACCATCACAATC 
TCACCCAAACTCCTGCTCACTCAAGCAAAAGCAGCCTCTGGCCTTCCCTCCACCGCTTTG 
CTCCATCTGGCTTACCACTCTCCAGGGCCTCCTGGGGAGCCTGTCCTGTGTTCACTTTGT 
TTCAGGCTGGTCTGTGCCCCGTGAGCCACATGGCCTAGGGTGATGCCAGGTTGTCCCGTC 
ACTGGGGTCCCATCTGTAAATTCTTTGCGCCCTTCCCGGCTGCTGCCTGGGGCCCTTTCC 
TGCTCTCCCGTCCGCTGTGGGTGGTCCCCAGCTCTCCTCTGTGGGTTTTACCGGAAAGGT 
GGCCCCAGCTGTTGACTTCCAGTCACTGTCCCAGACGGCACAAGGTTTTCTGTAGGAAAG 
CTGCCATTGCCCCGGCCCCTTTTCTTCCTTTGTCCCGTTGTCGAGGTTTTTTCAAATAGC 
GTGTTGTTCAGTATGCAAATCAATTATTTTAAGAATCGCTTTTGTAAATATCTTTGTGAA 
TATTTTAGTATCGTCTTTGATAATATTCAACATTTTCATGACCTGGTTATAGCCTTTGCT 

AAACAAAAAAAGCAACCAGGGCTATTTGTACAGTTGAAGGGGTGAACAGAATGGGCGGCT 
GTGCTGGGAGTTGGAAGACCGGGCAGCCCGCTATTTAGAGCCATCCCTCAGTCAGCTGGC 
AGGGACAAGCCAACGCCAGGTAGCATGTGGCCACCCTTGCCCAGTGTCTGTGGCCTGGCA 
AGTGGCCACGCCCTGTGTCAGACCATCTGGGAATTAAGCTCCAGACAGACTTACAGATGC 
CTTCCTTAGGAGTTCTTGCTTCTTGCGTTGATACTTTGCCCCAGAAAGGCCTGGGATTCA 
TTCTGGTTCTTATCAGGGTGTGTCCACACTCTGCTCACAGGTGGATCCACGGCTTTCCAG 
TGCGGAGAGTCGAGATGCTCCCTGCAGCCCAGGCCCCGGGCACCTCCTGCAACCATCTCT 
GGGCTCAGCACCTGAGGCGGGTTTCCTGGGTCCCCTCTCCAGCAAGCCTCCACCAGCAAG 
CTCGGCCCAGAGCTTCCCTTCCGGCTGGCTCTGAACCGTGCGTGGTGCCTACAGCCTGCA 
GTCTGGAGACAAGCTCTTCCGGAGTGCTCTGGGAGCCAGGCCAGGGTGTGAGGGAGGTGC 



123/1290 



FIGURE 1 (CONT'D) 



AGAGGCATCCGGGGCGGGAGCAAGCCCCAGGTTGTGACAGGTGCAGGTAGACAACGCCCA 
TAAACAGAGATGGTCCTGAACTCTGGAGAGATCCTTCCCTGATCCTTTCGGACGACTACT 
TGGAGCCATAAGTAACCTCAGCAAAAACGAGGCCTCTGCAAGCCACTTTTCCATGCCAAG 
CATCCACCCGGCCCACAGGCATGTTTCTGCCGCCACTCCGCAAGATGGACAGGGAGCCAG 
CAGGCAGGCGGGAAGGGCCAAGTACAGGCAATCACCCCCATCTTCTTGGTTTGAAGCTTT 
ATCCATGTATCATGTTCCGTGTAGCCATTTTATTTTTTAAGAAACTGCTAATACTTTCTC 
CCTAATGGAAGCCCTGATCCCCCAGAGAGCTACAGGTCTGCTCCCGACGGGCCTCGGGCC 
TGACCCGTCCACACAGGGCCGTGTCAACAGCAGCGACTCAAGGGACGTGTGTACATATGT 
AAATGAGAAATAGAGACGTGTCAACAGATGCATTCATTTCTCTTGGAATGTGTATTGTTT 
TTATTTTGCGAAACAAAACAAAACAAAAAAAAAAGCTTGGAACTCCATCACGTGGAAAAA 
CTAGATCCTGTTGGTTATAGCATTTGTGAGTTCTCCACGTCTGTCTCTCTCGCTCATGTA 
ATATACTCTGACCCTGAGTGGAAAGGGGTTTTTGTTCTGTTTTTATTTTACCTACATGTA 
CTATTTAGCTTCAGTGTACTAGTCCTGCCACCTGTGTATTTTTAGGGTGCTATGGAAATA 
ATGAAAAGAAACGGGGATTTCAGAAGAAAATTGTAACCAAATTCATACTTTGTATAATTT 
TTGATATCATGATCACAGGTGATTCACACGTACACACATAAACACACCCACCAGTGCAGC 
CTGAAGTAACTCCCACAGAAACCATCATCGTCTTTGTACATCGTATGTACAATGCAATCA 
TTTCATACTTTAAACTGGTCAAAAAACTAATTGTGATTTCTAGTCTTGCAAAGCTGTATG 
TAGTTAGATGATGTGACAACCTCTAATATTTATCTAATAAATATGTATTCAGATGAAACC 
TGTATATTAGGTGTTCATGTGGTTATTTTGTATTTAAAGATCAAATTATTTGACTATTGC 
TAGACATTTCTATACTCTGTTGTAACACTGAGGTATCTCATTTGCCCATGTTAATTTTTT 
TCTAAATAAATTGAC 

Gene 163. >ENST00000277788 cDNA sequence 

GCGGCCGCCGCCGGCCGGGCCCCAAGCCCCCGAGGGCGCCAGGGCGGGATCGCGACCGGT 
GCAACTTCTAGCCTTGTTGTCCTCCTGGTGCGAAGAGCTCGGCCGCCTGCTGCTGCTCCG 
ACATCAGAAGAGCCGCCAGAGCGATCCCCCTGGGAAACTCCCCATGCAGCCCCCTCTCAG 
CTCCATGAGCTCCATGAAACCCACTCTGTCGCACAGTGATGGGTCGTTCCCCTATGACTC 
TGTCCCTTGGCAGCAGAACACCAACCAGCCTCCCGGCTCCCTTTCCGTGGTCACCACGGT 
TTGGGGAGTAACCAACACATCCCAGAGCCAGGTCCTTGGGAACCCTATGGCCAATGCCAA 
CAACCCCATGAATCCAGGCGGCAACCCCATGGCGTCGGGCATGACCACCAGCAACCCAGG 
CCTCAACTCCCCACAGTTTGCGGGGCAGCAGCAGCAGTTCTCAGCCAAGGCTGGCCCCGC 
TCAGCCCTACATCCAGCAGAGCATGTATGGCCGGCCCAACTACCCCGGCAGCGGGGGCTT 
TGGGGCCAGTTACCCTGGGGGTCCTAACGCCCCCGCAGGCATGGGCATCCCTCCGCACAC 
CAGGCCGCCTGCTGACTTCACTCAGCCCGCGGCAGCCGCTGCAGCAGCGGCAGTGGCAGC 
AGCAGCAGCCACAGCTACAGCCACAGCCACGGCCACTGTGGCAGCCCTGCAGGAGACACA 
GAACAAGGATATAAACCAGTATGGACCGATGGGTCCCACCCAGGCGTATAACAGCCAATT 
CATGAACCAGCCCGGGCCGCGGGGGCCTGCCTCCATGGGGGGCAGCATGAACCCCGCGAG 
CATGGCGGCTGGCATGACGCCCTCGGGGATGAGCGGCCCTCCCATGGGCATGAACCAGCC 
CCGGCCGCCCGGCATCAGCCCCTTTGGCACACACGGGCAGCGGATGCCCCAGCAGACCTA 
CCCGGGCCCCCGGCCCCAGTCCCTTCCTATTCAGAACATAAAGAGGCCATACCCTGGAGA 
GCCCAACTATGGAAACCAGCAATATGGACCAAACAGCCAGTTCCCCACCCAGCCAGGCCA 
GTACCCAGCCCCCAACCCCCCGAGGCCACTCACCTCCCCCAACTACCCAGGACAGAGGAT 
GCCCAGCCAGCCGAGCTCCGGGCAGTACCCGCCCCCCACGGTCAACATGGGGCAGTATTA 
CAAGCCAGAACA.GTTTAATGGACAAAATAACACGTTCTCGGGAAGCAGCTACAGTAACTA 
CAGCCAAGGGAATGTCAACAGGCCTCCCAGGCCGGTTCCTGTGGCAAATTACCCCCACTC 
ACCTGTTCCAGGGAACCCCACACCCCCCATGACCCCTGGGAGCAGCATCCCTCCATACCT 
GTCCCCCAGCCAAGACGTCAAACCACCCTTCCCGCCTGACATCAAGCCAAATATGAGCGC 
TCTGCCACCACCCCCAGCCAACCACAATGACGAGCTGCGGCTCACATTCCCTGTGCGGGA 
TGGCGTGGTGCTGGAGCCCTTCCGCCTGGAGCACAACCTGGCGGTCAGCAACCATGTGTT 
CCACCTGCGGCCCACGGTCCACCAGACGCTGATGTGGAGGTCTGACCTGGAGCTGCAGTT 
CAAGTGCTACCACCACGAGGACCGGCAGATGAACACCAACTGGCCCGCCTCGGTGCAGGT 
CAGCGTGAACGCCACGCCCCTCACCATTGAGCGCGGCGACAACAAGACCTCCCACAAGCC 
CCTGCACCTGAAGCACGTGTGCCAGCCGGGCCGCAACACCATCCAGATCACCGTCACGGC 
CTGCTGCTGCTCCCACCTCTTCGTGCTGCAGCTGGTACACCGGCCCTCCGTCCGCTCTGT 
GCTGCAAGGACTCCTCAAGAAGCGCCTCCTGCCCGCAGAGCACTGTATCACGAAAATCAA 
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GCGGAATTTCAGCAGCGTGGCTGCCTCCTCGGGCAACACGACCCTCAACGGGGAGGATGG 
GGTGGAGCAGACGGCCATCAAGGTGTCTCTGAAGTGCCCCATCACATTCCGGCGCATCCA 
GCTGCCTGCTCGAGGACACGATTGCAAGCATGTGCAGTGCTTTGATCTGGAGTCATACCT 
GCAGCTGAATTGCGAGAGAGGGACCTGGAGGTGTCCTGTGTGCAATAAAACCGCTCTGCT 
GGAGGGCCTGGAGGTGGATCAGTACATGTGGGGAATCCTGAATGCCATCCAACACTCCGA 
GTTTGAAGAGGTCACCATCGATCCCACGTGCAGCTGGCGGCCGGTGCCCATCAAGTCGGA 
CTTACACATCAAGGACGACCCTGATGGCATCCCCTCCAAGCGGTTCAAGACCATGAGTCC 
CAGCCAGATGATCATGCCCAATGTCATGGAGATGATCGCAGCCCTGGGCCCCGGCCCGTC 
CCCCTATCCCCTCCCGCCTCCCCCAGGGGGCACCAACTCCAACGACTACAGCAGCCAAGG 
CAACAACTACCAAGGCCATGGCAACTTTGACTTCCCCCACGGGAACCCTGGAGGGACATC 
CATGAATGACTTCATGCACGGGCCCCCCCAGCTCTCCCACCCCCCGGACATGCCCAACAA 
CATGGCCGCCCTCGAGAAACCCCTCAGCCACCCCATGCAGGAAACTATGCCACACGCTGG 
CAGCTCTGACCAGCCCCACCCCTCCATACAACAAGGTTTGCACGTACCACACCCCAGCAG 
CCAGTCAGGGCCTCCATTACATCACAGTGGGGCTCCTCCTCCTCCTCCTTCCCAGCCTCC 
CCGGCAGCCGCCACAGGCCGCTCCCAGCAGCCATCCACACAGCGACCTGACCTTTAACCC 
CTCCTCAGCCTTAGAGGGTCAGGCCGGAGCGCAGGGAGCGTCCGACATGCCGGAGCCTTC 
GCTGGATCTCCTTCCCGAACTCACAAATCCTGACGAGCTCCTGTCTTATCTGGACCCCCC 
CGACCTGCCGAGCAATAGTAACGATGACCTCCTGTCTCTATTTGAGAACAACTGAGGGCC 
ACCCGGTCGGGGCCATCCCTCCACACTCTGCATCCTACCCCACCTACCCAACACACTTTT 
CCACCTGGGAGCCTGTGCCCTCAGACCGCCCCGCACCAGAGCCACGGGCTGTGGGGCGGG 
GAGCCCTCCCCCGCTGCAGCCCTCTCAGAACAGAGGGGTAGGGAGGGTGCACCAGTGCAC 
CAGGAAGGCTGTGTGGGTCTGGAGCCCACGTCCCACCTCCACACCCTTGGCTTGGGCCCA 
TGCCCAGCGCAGGCCTGAAGACCACCCTCCCGAGAGGAACCAGCCCGGTAAGAGGGCACA 
CGCTGATGCGGCTTCCCGGTCCCTCCGCGTGTGCCGATTCCAGATGACCTTCCAGTGTCC 
CCAAGGTTCTTCCATCTTCTAGACTGTAACCCTGCCTCCCTGCTTCCTGGTCCAGAGCCT 
CCCTCCAGTGACTGTGGAGCCTGAGAAGGCCCCCGGGCCCCAGCATGGGCCCCGAGCCTT 
GGAGGAGCACTGGCAGTTGGTGGCAGTGAGACCAGCCCACCCACCACCACCCACCACAGA 
AAAGCACAAACCTCTGGGAAAGACAACGTCTCTCGGGGGCCAGGGGTCATCGGTTTGACC 
CCTGACCTATAAGCCAAGATACCCCATAAACACACTCAGAAAGCAGAGAAAAAGGACAAG 
AGTCTGTGTTTGAGAGGGGGTCTGCCATTCCTGCTTGGGGACTGGTGGGGAAGAGGGCCA 
GGACATCTTCTGAGCCAGGACGTCCCTGAGGCTCCACCTCCAAGCTCAGACAGGGCCCAG 
GCTTGGGGAACAGAGAGAGCAGGTGTACACCCAACCAAAGTGATTGTGCCCTTGGTTGGG 
GGGCGCGGGCATATAACCTGTCAGAAGCAAACAGGAGCGGCAACTTCTAACTTTGCTCCA 
AGCCACTCTCTTTTTAAACAGCAACAATTTAAAGCTATGAAGTCACCTGGAGAAAAGGAA 
CGTTGCTCTTGGACAGCAAGCAAACCATTTCTCTCCGTCTGTTCTGTTTTTCTCCTAGTC 
CCTCTCCTGCCACCTCTCCAAGACTTCCGTGGGACACCCACTTCCCTCTGTCCTAGTTCT 
CTTTGTCCAATCAGATGGCAAGGGCAGTGCGTGGAAAGGCCGGGGAGGTGCAGAAACCAG 
AGCCCAGGGCAATGGTGTCTGTCCAGCCCCTCCCTCTGTCCCTGTGCTCCAAGCTGCCCC 
CGGCTGCAGCCCAGGCCATGGACATGTGCACCAGTATGTACCTGCAGGCATGGGGGGGAG 
GGGGGCGTGTTTCTGGGCCTGCCCCAGACACTGCCCTTGGCTGCCAGCCTACCCTGCCTG 
CACTCCTCCACCATCACAATCTCACCCAAACTCCTGCTCACTCAAGCAAAAGCAGCCTCT 
GGCCTTCCCTCCACCGCTTTGCTCCATCTGGCTTACCACTCTCCAGGGCCTCCTGGGGAG 
CCTGTCCTGTGTTCACTTTGTTTCAGGCTGGTCTGTGCCCCGTGAGCCACATGGCCTAGG 
GTGATGCCAGGTTGTCCCGTCACTGGGGTCCCATCTGTAAATTCTTTGCGCCCTTCCCGG 
CTGCTGCCTGGGGCCCTTTCCTGCTCTCCCGTCCGCTGTGGGTGGTCCCCAGCTCTCCTC 
TGTGGGTTTTACCGGAAAGGTGGCCCCAGCTGTTGACTTCCAGTCACTGTCCCAGACGGC 
ACAAGGTTTTCTGTAGGAAAGCTGCCATTGCCCCGGCCCCTTTTCTTCCTTTGTCCCGTT 
GTCGAGGTTTTTTCAA 

Gene 164. >ENST00000260896 cDNA sequence 

CTTTTCCTCCTTGGCTGTCTGAAGATAGATCGCCATCATGGAACGACACCGTAACTATCC 
GCACTAGAAAGTTCATGACCAACCGACTACTTCAGAGGAAACAAATGGTCATTGATGTCC 
TTCACCCCGGGAAGGCGACAGTGCCTAAGACAGAAATTCGGGAAAAACTAGCCAAAATGT 
ACAAGACCACACCGGATGTCATCTTTGTATTTGGATTCAGAACTCATTTTGGTGGTGGCA 
AGACAACTGGCTTTGGCATGATTTATGATTCCCTGGATTATGCAAAGAAAAATGAACCCA" 
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AACATAGACTTGCAAGACATGGCCTGTATGAGAAGAAAAAGACCTCAAGAAAGCAACGAA 
AGGAACGCAAGAACAGAATGAAGAAAGTCAGGGGGACTGCAAAGGCCAATGTTGGTGCTG 
GCAAAAAGCAGAAATGAAGTGTCTAGCAGGTGAGCTGGAGATTGGATCACCAGCCGAAGG 
AGTAAAGGTGCTGCAATGATGTTAGCTGTGGCCACTGTGGATTTTTCGCAAGAACATTAA 
TAAACTAAAAACTTCATGTG 

Gene 165. >ENST00000277783 cDNA sequence 

GGCGAGTCCAGAAGCAGCCCCAGGAGGTGCTGGGGGCATCGTTTCTCTAATCTGGCCTCC 
CGAGTGCCAAGGAGGCGTCCCGGCAGCGGTCATCATGGTGAAGGAGCAGTTCCGGGAGAC 
GGATGTGGCCAAGAAAATAAGCCACATCTGTTTTGGAATGAAGTCACCTGAGGAGATGCG 
CCAGCAGGCGCACATCCAAGTTGTGAGTAAGAACCTGTACAGCCAGGAGAACCAACATGC 
CCCCTTGCTATATGGGGTGCTCGACCATAGGATGGGTACGAGTGAGAAGGATCGTCCATG 
TGAAACCTGTGGGAAAAACTTGGCTGACTGTCTAGGCCACTATGGGTATATCGACCTGGA 
GTTGCCGTGTTTTCATGTAGGGTACTTCAGAGCAGTCATAGGCATCTTACAGATGATCTG 
CAAAACCTGCTGCCACATCATGCTGTCCCAAGAGGAGAAGAAGCAGTTTCTGGACTATCT 
AAAGAGGCCCGGCCTGACCTACCTTCAGAAGCGAGGACTGAAAAAGAAAATCTCTGACAA 
GTGCCGGAAGAAAAACATCTGCCATCACTGTGGCGCTTTTAATGGTACCGTAAAGAAGTG 
TGGACTGCTGAAAATAATTCATGAGAAATACAAGACCAACAAAAAAGTGGTGGATCCCAT 
TGTATCAAATTTCCTTCAGTCTTTTGAAACAGCCATTGAACATAATAAAGAAGTGGAGCC 
TCTGCTGGGAAGGGCACAGGAAAACTTGAATCCCTTAGTAGTTCTGAATTTATTTAAACG 
AATCCCAGCTGAAGATGTTCCTCTACTTCTGATGAACCCAGAAGCCGGAAAGCCGTCTGA 
TTTGATTCTCACACGACTTTTGGTGCCTCCTTTGTGTATCAGACCCTCCGTTGTGAGTGA 
TTTGAAGTCTGGCACCAATGAAGATGATCTGACAATGAAACTGACAGAAATCATTTTCCT 
AAACGATGTTATTAAAAAGCATCGGATCTCAGGAGCCAAGACCCAGATGATCATGGAGGA 
CTGGGATTTCCTGCAGCTGCAGTGTGCCCTCTACATTAACAGTGAGCTCTCGGGCATTCC 
CCTCAACATGGCACCCAAGAAGTGGACCAGAGGCTTCGTCCAACGCCTGAAGGGAAAACA 
GGGTCGATTTAGAGGAAATCTCTGA.GGAAAGAGAGTGGATTTTTCTGGCAGAACAGTCAT 
CTCGCCCGACCCCAACCTCCGGATTGATGAGGTAGCTGTGCCAGTTCATGTGGCCAAAAT 
TCTAACTTTTCCTGAGAAGGTAAACAAAGCAAACATCAATTTCTTGAGGAAACTGGTTCA 
AAACGGCCCTGAGGTTCACCCAGGAGCAAACTTCATTCAGCAGAGACATACGCAGATGAA 
AA.GGTTTTTGAAATACGGAAATCGAGAAAAGATGGCTCAAGAGCTCAAGTATGGTGACAT 
CGTAGAGAGACACCTCATCGATGGAGATGTGGTGCTGTTCAATCGGCAGCCCTCGCTGCA 
CAAATTGAGCATTATGGCTCATCTGGCCAGGGTCAAGCCCCACCGGACCTTCAGATTTAA 
TGAGTGTGTCTGTACACCCTATAATGCTGACTTTGATGGTGATGAAATGAACCTTCATCT 
TCCTCAAACAGAAGAAGCTAAAGCAGAGGCCCTTGTTCTGATGGGGACTAAAGCAAATCT 
TGTAACCCCGAGGAATGGGGAACCGCTGATTGCTGCTATTCAGGATTTTCTAACAGGTGC 
CTATCTCCTCACTCTCAAGGACACTTTCTTTGATCGAGCCAAGGCTTGCCAAATCATTGC 
TTCAATACTGGTTGGCAAGGATGAGAAAATTAAAGTTCGCCTCCCACCGCCTACAATCCT 
AAAGCCTGTCACCCTGTGGACGGGAAAGCAGATCTTCAGTGTCATCCTCAGGCCTAGCGA 
TGACAATCCAGTGAGGGCCAACCTGCGAACCAAGGGCAAGCAGTACTGTGGCAAAGGGGA 
AGATCTCTGTGCCAATGATTCCTATGTTACAATCCAGAACAGTGAGTTGATGAGTGGCAG 
CATGGACAAAGGAACCCTAGGGTCAGGATCGAAGAACAATATTTTTTACATTTTGCTGCG 
AGACTGGGGACAGAATGAAGCTGCAGATGCCATGTCACGGCTCGCCAGGCTGGCTCCTGT 
CTACCTGTCTAACCGTGGTTTCTCAATTGGGATCGGTGATGTCACACCTGGCCAAGGACT 
GCTGAAGGCCAAGTATGAGTTGCTGAATGCCGGCTACAAGAAATGTGATGAGTACATCGA 
AGCCCTGAACACGGGCAAGCTGCAGCAGCAGCCTGGCTGCACTGCTGAGGAGACCCTGGA 
GGCACTGATCCTGAAGGAGCTGTCTGTGATCCGTGACCACGCTGGCAGTGCCTGCCTCCG 
GGAGCTGGACAAGAGCAACAGCCCCCTCACCATGGCTCTGTGCGGCTCCAAAGGTTCCTT 
CATTAACATATCACAGATGATTGCCTGTGTGGGACAGCAGGCCATCAGTGGCTCTCGAGT 
GCCAGACGGCTTTGAAAACAGGTCCTTGCCTCATTTTGAAAAACACTCAAAGCTCCCAGC 
TGCCAAAGGCTTTGTGGCTAATAGCTTTTATTCCGGTTTGACACCAACTGAGTTTTTCTT 
CCACACAATGGCCGGCCGGGAAGGTCTAGTCGACACGGCTGTAAAGACAGCTGAAACGGG 
ATACATGCAGCGAAGGCTTGTCAAATCTCTTGAAGATCTTTGCTCCCAGTATGATCTGAC 
AGTCCGAAGCTCTACTGGCGATATTATCCAGTTCATTTATGGAGGAGATGGCTTAGATCC 
TGCAGCTATGGAGGGAAAAGATGAACCTTTGGAGTTTAAAAGGGTTCTGGACAACATCAA 
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AGCAGTCTTCCCGTGTCCCAGTGAGCCTGCTCTCAGCAAAAACGAGCTGATCCTGACCAC 

AGAGTCCATCATGAAGAAGAGTGAGTTCCTCTGCTGCCAGGACAGCTTCCTGCAGGAAAT 

AAAAAAATTCATTAAGGGGGTCTCTGAGAAGATCAAGAAAACCAGAGATAAA.TATGGCAT 

CAATGATAACGGCACAACAGAGCCCCGTGTGCTGTACCAGCTGGACCGCATCACCCCCAC 

CCAAGTAGAAAAGTTTCTGGAGACCTGTAGGGACAAGTACATGAGGGCACAGATGGAGCC 

AGGTTCTGCAGTGGGTGCTCTGTGTGCCCAGAGCATTGGTGAGCCAGGCACCCAGATGAC 

CCTGAAGACTTTCCACTTTGCAGGTGTGGCCTCCATGAACATCACCCTGGGCGTGCCCCG 

GATTAAAGAGATCATCAACGCTTCCAAGGCCATCAGCACTCCAATTATCACAGCACAGCT 

AGACAAGGATGACGACGCGGATTATGCTCGCCTCGTGAAAGGGAGAATTGAGAAAACCCT 

CTTGGGAGAGATTTCCGAGTATATTGAAGAAGTGTTTCTTCCTGATGACTGCTTTATTCT 

CGTCAAGCTCTCCCTGGAACGGATTAGGCTTCTGAGACTGGAAGTGAACGCTGAGACAGT 

GAGATATTCCATCTGCACATCCAAGCTCCGTGTGAAGCCCGGTGATGTGGCTGTTCATGG 

TGAGGCTGTGGTGTGTGTCACCCCCAGAGAGAACAGCAAGAGCTCCATGTACTACGTGCT 

GCAGTTCCTGAAAGAGGATCTCCCCAAGGTGGTGGTGCAGGGCATTCCAGAGGTGTCCAG 

AGCTGTCATCCACATTGACGAGCAGAGTGGAAAGGAGAAGTACAAGCTTCTGGTGGAAGG 

TGATAACCTGCGGGCAGTCATGGCCACACACGGTGTGAAGGGCACCCGAACCACCTCCAA 

TAACACCTATGAGGTGGAGAAAACTCTGGGCATCGAGGCCGCCCGGACAACGATCATCAA 

TGAAATCCAGTACACCATGGTGAACCACGGCATGAGCATCGACAGGAGGCACGTGATGCT 

GCTCTCCGACCTCATGACCTACAAGGGTGAAGTCCTGGGCATCACTAGGTTTGGCCTGGC 

CAAGATGAAGGAGAGTGTGCTGATGCTGGCCTCCTTTGAGAAGACGGCTGACCATCTCTT 

TGACGCTGCCTACTTCGGGCAGAAGGACTCTGTGTGTGGGGTGTCTGAGTGCATCATCAT 

GGGAATCCCAATGAACATTGGAACCGGGCTCTTCAAGCTGCTTCACAAGGCTGACAGGGA 

CCCGAACCCTCCCAAGAGGCCCCTGATCTTCGACACAAATGAATTCCACATCCCCCTTGT 

CACATAGTCCAAAGAAAGAGGGGACCATGCCTGACCTTGACTCCTTGTCCTGTCTCCAGC 

TGATGTATAAAGAGTTTTGTGCTCCCTGGGACGGGGGTCCTGAGGTCCCCACCTATGCCA 

GCAATCAGAGAAGCCCTCTTGGCATCCCCAGGAGCAGCTTCTCCTCTGATAGGGTGCAGC 

TCACACCAGTGACCCTGACTGTGCCACGCTGCTCGGGAGAGCTGAGGGTTTTATTGTTTG 

CTTGCTTGAAACCTAATCTATAGACGGCCCCACAGCTCGTGCACACACTGCTTCCCTGGA 

CTTAAAGCCCAGCCAGGTGTCATGGTCCATCCCAGCTCACTGCATACATCCATCGGCTCC 

CCATGGTGTCTTCACACCTGACGATGAGCCAGGCCTGAGCCCCACACAGGCCAGGGCACA 

TTCTTGGATTTTCCATTCCTTGGTCATGCTGGAATCTCTCAATGTGACATACTTATGTAA 

ATATTGTTACTATTATTTATTTGTTCCATTTGAGGGATTTGGAATTTTTGTTATTTTAGT 

TTTATTTTTGAAACCAAGCATCTATAGAAACCAAGAAAGTCAGCATGTAAGCGTCACTGG 

AAAAACTGGTTTAAGCAAATAGAGCCGTCTGGGATTTGTAACTGAGGTGCAACTGTCATG 

AGGCCCAGGCAGCTCTGTAACATCTTCTATAGATGCCCCTGGCTACCCTGTTGTTTTCAT 

CTACCTCAGACCCCTATCATGGGGCTCTACCCTGTGACAAGAGCCAAACCCATTCTCCAT 

GGCCTATGGAAGCCTCACTGGAGTTTGGGGCCTGCTGCAATGGGGATGAGATGGTTTTTT 

GTAGAATTATACTTACGTTCCTTGGATGATCTCTAGTTGATTTTTTAAGTTCTGAGTTGA 

TGCTGTTAAGGTACCCGGGGTAGCCATTGGTTCTTGGATCTGTGTTAGAATGAGTGCTTT 

CCCTTCCTACTGATGTGATTGTGGATTAGGAATTCGTGACCGAGTGATTTTTGGCCAGTG 

GTTGGGTTTAAAATTCTATTAAAATTTGTAGTTTGGGC 

Gene 166. >ENST00000299432 cDNA sequence 

TTTCACTTGGAGGAAAGAGAGAAGGAAGGAAGCTGAGGACTTAGCAGGGTATCACTGGAC 
AGGCCATGGCTCCACGGTCCCGGCGACGAAGGCACAAGAAACCTCCCTCATCAGTGGCTC 
CCATCATCATGGCCCCAACCACAATTGTGACCCCTGTGCCTCTGACCCCCTCAAAACCTG 
GCCCTAGCATTGACACACTTGGCTTCTTCTCCTTGGATGATAATGTTCCTGGCCTATCGC 
AGCTGATCCTTCAAAAGCTGAACATGAAAAGCTATGAAGAATATAAGTTGGTGGTAGATG 
GGGGTACCCCCGTATCAGGCTTTGGATTTCGATGTCCTCAAGAAATGTTCCAGAGGATGG 
AAGACACATTTCGATTCTGTGCTCACTGTAGAGCACTCCCTAGTGGGCTTTCAGACTCCA 
AGGTTCTCCGGCACTGTAAGAGGTGCAGAAATGTCTATTACTGTGGTCCAGAGTGCCAGA 
AGTCAGACTGGCCCGCACACAGGAGGGTTTGTCAAGAGCTTCGTCTTGTGGCTGTGGACC 
GTCTCATGGAATGGCTTCTGGTCACAGAGCACCTCAACTTCACCCCTGGAACCTGGCACA 
ATTCAGCTTAGTGCCCACAGGGGCCTCTACCATGACTTCTGGGAGGAGCAAGTAGAGACC 
GGGCAGACACACCATCCAGATTTGGTGGCGGCATTCCATCCAGGTTTTCATTCCTCCCCA 
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GACTTGATGGAGGCTTGGCTGCCCACCCTGCTGCTACTTCGTGACTATAAGATTCCTACA 
TTGATTACTGTTTACAGCCATCAGGAGTTGGTATCCTCTTTGCAGATTCTGGTGGAACTG 
GATACACACATCACTGCCTTTGGGTCTAATCCTTTCATGTCCCTCAAACCTGAACAGGTC 
TATTCCAGTCCCAACAAGCAGCCAGTATACTGCAGTGCATACTATATCATGTTTCTTGGA 
AGCTCCTGTCAGCTGGATAATAGGCAATTAGAAGAGAAAGTGGACGGCGGGATTTAAATA 
GATCATAACTGGACATCTGGAAAACGGGGAGTTTGTGATGAAATTACCCTGCTAATGCCA 
GGTTCTTGCAAACTTTGAAAAACATTATATTCTAAACCTCATTTACTGTTTGGGTAAAAA 
TTCTAAGCTGAATGAGAGTTTCTGTATAACATAACTGGTTTCTTTCTTTTTTTGAGATGG 
AGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGCGGCATGATCTCGACTCACTGCAGCCTC 
CGCCTCCTGGGTTCAAGTGGTTCTCCTGCCTCAGCCTCCCTAGTAGCTGGGATTACAGGT 
GCACACCACCACACCTGGCTAATTTTTGTATTTTTAGCAGACAGGGTTTCACCATGTTGG 
CCAGGCTCGTATCAAACCCTTGACCCCAGGTGATCTGCCTGCCTCAGCCTCCCAAAGTTC 
TGGGATTACAGGCATGAGCCACCATGCCCAGCCAATGTAACTGGTTTCTAAGAGTTTAGC 
CACAGTAGCTTCTAGAGATAGGAAATTAGATTTAGTGGGTGGGAAGAGGCCCTGATGCTG 
GTCTTTCCAGAGCTTATAGTTGCTAACACTTTTCTTTGTAAAGAAGTTTACCTTTTGACT 
GGAACCAGATGGCACTGAGAAAAAGAATGAGAACCACCTTATTCTTCTGAAAAAGACTTT 
CTTCTCATCCAGTAATTTGGGCTAAAAAATGGAAAGATGTTGATGACTTGAAGTGATGCA 
AGAATGGACAAGTCAGGGAAGTCATTGGGAACATGGATGAGGTTGTAAGCATTGGTACAG 
TGTCCTGTTTCCTGACTTTTTTGAGAGAAATGTCTACTTTTCCTGTTTTCTCTTGGGGAC 
TTTTGACCCTAGAGTAGCCCTGGTGTTATATTTTAGATATCCCAAGCTATATCAGACTTT 
ACCTGAATATACTGGAGTTACTTATTATCCCCCATTCTATACCCCAATAAACTCAGTTTG 
GGGCTTCTT 

Gene 167. >ENST00000286621 cDNA sequence 

GAAGAGGGGGCGGGACCAGAGAGTGGATGGCAGAGGTGGGCTGTAGAGCCAAAGTGGGGT 
GGGAGCGCGAAGATGGCAGCTGCTGAGGAGGAGCCGAAGCCCAAAAAGCTGAAGGTGGAG 
GCGCCGCAAGCGCTGAGAGAAAATATTCTCTTTGGAATGGGAAATCCTCTGCTTGACATC 
TCTGCTGTAGTGGACAAAGATTTCCTTGATAAGTATTCTCTGAAACCAAATGACCAAATC 
TTGGCTGAAGACAAACACAAGGAACTGTTTGATGAACTTGTGAAAAAATTCAAAGTCGAA 
TATCATGCTGGTGGCTCTACCCAGAATTCAATTAAAGTGGCTCAGTGGATGATTCAACAG 
CCACACAAAGCAGCAACATTTTTTGGATGCATTGGGATAGATAAATTTGGGGAGATCCTG 
AAGAGAAAAGCTGCTGAAGCCCATGTGGATGCTCATTACTACGAGCAGAATGAGCAGCCA 
ACAGGAACTTGTGCTGCATGCATCACTGGTGACAACAGGTCCCTCATAGCTAATCTTGCT 
GCTGCCAATTGTTATAAAAAGGAAAAACATCTTGATCTGGAGAAAAACTGGATGTTGGTA 
GAAAAAGCAAGAGTTTGTTATATAGCAGGCTTTTTTCTTACAGTTTCCCCAGAGTCAGTA 
TTAAAGGTGGCTCACCATGCTTCTGAAAACAACAGGATTTTCACTTTGAATCTATCTGCA 
CCGTTTATTAGCCAGTTCTACAAGGAATCATTGATGAAAGTTATGCCTTATGTTGATATA 
CTTTTTGGAAATGAGACAGAAGCTGCCACTTTTGCTAGAGAGCAAGGCTTTGAGACTAAA 
GACATTAAAGAGATAGCCAAAAAGACACAAGCCCTGCCAAAGATGAACTCAAAGAGGCAG 
CGAATCGTGATCTTCACCCAAGGGAGAGATGACACTATAATGGCTACAGAAAGTGAAGTC 
ACTGCTTTTGCTGTCTTGGATCAAGACCAGAAAGAAATTATTGATACCAATGGAGCTGGA 
GATGCATTTGTTGGAGGTTTTCTGTCTCAACTGGTCTCTGACAAGCCTCTGACTGAATGT 
ATCCGTGCTGGCCACTATGCAGCAAGCATCATAATTAGACGGACTGGCTGCACCTTTCCT 
GAGAAGCCAGACTTCCACTGA 

Gene 168. >ENST00000330453 cDNA sequence 

GGTAGTGGCGGGTCGGCAAGGCACAGCACACGACCTGGTGGACCAGCCACTGGGAACAAT 

GAGTCTATGGTGGCCAAATCCAGCCTTGTCCTCCACTTTGTCAAGGGACAATTTCAAGAG 

TACCAGGAGAGCATAATCAGAGCAGCCTTCCTTACACAGACTGTCTGCTTAGACGACACA 

ATAGTCAAGTTTGAGATCTGGGGCAGCGCTGGACAGGAGCGGTATCATAGCCCAGCCCCC 

ATGTACTATGAAATCACCAAAAAAGATACATTTGCACCAGCCAAGAAATGGGTGAAGGAG 

CTAGAGAGGCAGGCCAGCCCCAACATTGTCACTGTACTTGTGGGTAACAAGGCAGACCTG 

GCCAGCAAGAAAGCCCCAGAATTCCACGAAGCACAGGACTATGCAGACGACGACTTGACT 

ATGGAGACATCAGTAAAGACTGCAATGAACGTGAATGAAGTTTACACGGCGAGAGCTAAG 

AAGATTCCTAATAAGCCCCAGAGTGCACCTGGTGCTCCAGGCCAAAACTGA 

Gene 169. >ENST00000277847 cDNA sequence 
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AGGTCACTGGAAGGACTGAGCGCATTCAGGAGCCTGGAGGAACTCATCTTGGACAACAAT 

CAGCTGGGGGACGACCTTGTGTTGCCAGGGTTACCCAGACTGCATACCTTAACCCTCAAC 

AAGAACCGAATAATTCTTAACCTTTGTCACATCACTGATTTGGAGAACCTGCTGGATCAC 

TTGGCAGAAGTGACACCAGCTCTGGAGTACCTCAGTCTGCTGGGCAACGTGGCCTGTCCC 

AACGAGCTGGTCAGCTTGGAAAAGGATGAGGAAGACTACAAGAGATACAGATGCTTTGTT 

CTGTACAAGCTGCCCAACTTGAAATTTCTGGATGCCCAGAAAGTAACCAGACAAGAACGA 

GAGGAGGCGTTGGTCAGAGGAGTCTTCATGAAGGTGGTGAAGCCCAAG 

Gene 170. >ENST00000313314 cDNA sequence 

GGCGCCGTTTCCAGTTGAGAGATGGCGGCCGCCGCAGGTAGATCGCTCCTGCTGCTCCTC 
TCCTCTCGGGGCGGCGGCGGCGGGGGCGCCGGCGGCTGCGGGGCGCTGACTGCCGGCTGC 
TTCCCTGGGCTGGGCGTCAGCCGCCACCGGCAGCAGCAGCACCACCGGACGGTACACCAG 
AGGATCGCTTCCTGGCAGAATTTGGGAGCTGTTTATTGCAGCACTGTTGTGCCCTCTGAT 
GATGTTACAGTGGTTTATCAAAATGGGTTACCTGTGATATCTGTGAGGCTACCATCCCGG 
CGTGAACGCTGTCAGTTCACACTCAAGCCTATCTCTGACTCTGTTGGTGTATTTTTACGA 
CAACTGCAAGAAGAGGATCGGGGAATTGACAGAGTTGCTATCTATTCACCAGATGGTGTT 
CGCGTTGCTGCTTCAACAGGAATAGACCTCCTCCTCCTTGATGACTTTAAGCTGGTCATT 
AATGACTTAACATACCACGTACGACCACCAAAAAGAGACCTCTTAAGTCATGAAAATGCA 
GCAACGCTGAATGATGTAAAGACATTGGTCCAGCAACTATACACCACACTGTGCATTGAG 
CAGCACCAGTTAAACAAGGAAAGGGAGCTTATTGAAAGACTAGAGGATCTCAAAGAGCAG 
CTGGCTCCCCTGGAAAAGGTACGAATTGAGATTAGCAGAAAAGCTGAGAAGAGGACCACT 
TTGGTGCTATGGGGTGGCCTTGCCTACATGGCCACACAGTTTGGCATTTTGGCCCGGCTT 
ACCTGGTGGGAATATTCCTGGGACATCATGGAGCCAGTAACATACTTCATCACTTATGGA 
AGTGCCATGGCAATGTATGCATATTTTGTAATGACACGCCAGGAATATGTTTATCCAGAA 
GCCAGAGACAGACAATACTTACTATTTTTCCATAAAGGAGCCAAAAAGTCACGTTTTGAC 
CTAGAGAAATACAATCAACTCAAGGATGCAATTGCTCAGGCAGAAATGGACCTTAAGAGA 
CTGAGAGACCCATTACAAGTACATCTGCCTCTCCGACAAATTGGTGAAAAAGATTGATCT 
GCAAAAAGCCTCTGAATCCTGGCAGAAGGAACACCTGTTTGCCTTTTTAATTAAAGCATT 
GCAGGTGGAAGCTGGGAGCCATGTGGGGGGTAGAGCGTTTTTACCTTTAATTATAAAACA 
AAAACAGAAAGGATCTGAGGGAAGAAGGGAATGTTAAAACCTGAGGATCAGGCATTGTGG 
AATATAAGCTCAAAGGGCTTAGTGAATATTGTCTTAACCAAGTATCTCAGTTTCTGGATG 
AAAATGATGCAGTTATATAGTTGAGAGATTCATAAAGAGAAAACAATGCTGGGGGTGTTC 
GTTTCTTGCATCTTCTTTGCAGAGTCAGCAAAAGAGTAACACACCAGCACCCCACTCGAC 
TCTATTTGTTTTTAATTTAACTGTCCCTATTTTTGACATAGGAGTAAATAAATATACTAG 
AAAAGCAAATTCTCATGATATGCTAAAATATCATTAGCATTTATTTTAAATTGGACCCAG 
TCTCTGCAGAGTTACCAGGAATCTTTCCTTCCAGCATCCCTTTACTGACCACCTACCTGT 
ACCTCTTGGTTACACTCATTTTTTCCATTTGATAATTGGAACCAACTTATAACTGTTTAA 
TAATTGACACTTTAGATTATCTCTTAATACCTTCTTAAATGTCTATATATCCCAGTGCTC 
TGGATCAGTGTCTAAAAATCACTGGCAACACTGCATGAGGTTGTTGGTTTTGTTTTGTTT 
TATTAATTAGTCTTTCACAGGAGGAATAATTGCCCTCCTTTATATACTTATCTATTGATA 
ATCCCCTCTCCCTCCAGAACACAAATCAGAGGGAAAGGGGGTGTTCAGCTGTACTACCAA 
ATCAGGAAGATGTAAGGTTTACAAATTGGCTAAGAATCATGGCTCTGTAGCCATTTCAAC 
CAGAATAATTTTATTGCTAATCTGCTTTGTGTGACAGCATTCCAGGCCAGCCAGATGGGA 
CTGCCTTGTCTGGAGGCTTTGTTCATCTCGAAGGACACACACTTCCACACTGTTTGTGAG 
CCCTCCCACCTCCACAACTTCAGTTGTAAATCAAGTGTGTGGATCTCAAAGGGTGCAATT 
TATCTTTATATAGGAATACATTTCTAGGGCTTCCTTCAAGCCCACTCTCTTCACCCTATT 
TTTTCTTATCTTAAATTGAGAGAAAGAGAATTAATCTTATACTTTGTCAAAACATTTTCT 
ACCATATTTCCAGATGACATCTGCGCTTGAAGAGTCAAAGGAATCTGTGTCTAATATCCT 
GTTTTTAACTGCTGTAGGGGCAGGATGGAAAGGATGATGGGGGCTGCCACACCACTGATT 
GGCCTTTTCTTTCACGTGATTCATCCTTCCTCATTGTGGCAAGGAGTTTCTTTCTCTTTT 
TCTTCCTCCTTTGGGATCATTGTGTATGAAAAGAAAAACTTTAAATGACAAACCCAGACT 
CCAGGTGCCTTGCAAAGGTTGAAGGCCAGCCAGGATTGCTGCTGCTGCTGCTACTCCTGC 
CAACACCCCTTTCATTGGCATGACGGAATGAAAGGATGCATGTCTCCACTTCCTGACCCT 
CCGCCCACTTCCTTCTCCCTCCACCACCCCCAGTCGTCAGCTCCTTCCCTCATTTATTTT 
TGTTAAGTTGTGTGAATTATTTTTAACCCATTTATCCTGTTTGTGCATAGGGTTTTTAAG 



129/1290 



FIGURE 1 (CONT'D) 



AAGAAACAGCACAGTGCAACGAGCAAATCTTTTTGGGGTGTGTGGGAAGCAAGGGAGGGA 
GGACATGGAGAAAAGTTCTTTAAACAAATAGCAAACTATTGAACATGTGTAAAATCCTGT 
ATCATTTATGAAATATGTATAAAAAGCAATGTACCTTCTGGAACAATAAATACTTATTCA 
ATTTTTG 

Gene 171. >ENST00000286508 cDNA sequence 

AGTTGAGAGATGGCGGCCGCCGCAGGTAGATCGCTCCTGCTGCTCCTCTCCTCTCGGGGC 

GGCGGCGGCGGGGGCGCCGGCGGCTGCGGGGCGCTGACTGCCGGCTGCTTCCCTGGGCTG 

GGCGTCAGCCGCCACCGGCAGCAGCAGCACCACCGGACGGTACACCAGAGGATCGCTTCC 

TGGCAGAATTTGGGAGCTGTTTATTGCAGCACTGTTGTGCCCTCTGATGATGTTACAGTG 

GTTTATCAAAATGGGTTACCTGTGATATCTGTGAGGCTACCATCCCGGCGTGAACGCTGT 

CAGTTCACACTCAAGCCTATCTCTGACTCTGTTGGTGTATTTTTACGACAACTGCAAGAA 

GAGGATCGGGGAATTGACAGAGTTGCTATCTATTCACCAGATGGTGTTCGCGTTGCTGCT 

TCAACAGGAATAGACCTCCTCCTCCTTGATGACTTTAAGCTGGTCATTAATGACTTAACA 

TACCACGTACGACCACCAAAAAGAGTAGAGATGGGGTTTTGCCATGTTGGCCAGAATGGT 

TTTGAACTCCTGACCTCAAGTTATCTACCTGCCTCAGCCTCCCAAAGTGCCGAGATTATA 

GCCGTACGAATTGAGATTAGCAGAAAAGCTGAGAAGAGGACCACTTTGGTGCTATGGGGT 

GGCCTTGCCTACATGGCCACACAGTTTGGCATTTTGGCCCGGCTTACCTGGTGGGAATAT 

TCCTGGGACATCATGGAGCCAGTAACATACTTCATCACTTATGGAAGTGCCATGGCAATG 

TATGCATATTTTGTAATGACACGCCAGGAATATGTTTATCCAGAAGCCAGAGACAGACAA 

TACTTACTATTTTTCCATAAAGGAGCCAAAAAGTCACGTTTTGACCTAGAGAAATACAAT 

CAACTCAAGGATGCAATTGCTCAGGCAGAAATGGACCTTAAGAGACTGAGAGACCCATTA 

CAAGTACATCTGCCTCTCCGACAAATTGGTGAAAAAGATTGATCTGCAAAAAGCCTCTGA 

ATCCTGGCAGAAGGAACACCTGTTTGCCTTTTTAATTAAAGCATTGCAGGTGGAAGCTGG 

GAGCCATGTGGGGGGTAGAGCGTTTTTACCTTTAATTATAAAACAAAAACAGAAAGGATC 

TGAGGGAAGAAGGGAATGTTAAAACCTGAGGATCAGGCATTGTGGAATATAAGCTCAAAG 

GGCTTAGTGAATATTGTCTTAACCAAGTATCTCAGTTTCTGGATGAAAATGATGCAGTTA 

TATAGTTGAGAGATTCATAAAGAGAAAACAATGCTGGGGGTGTTCGTTTCTTGCATCTTC 

TTTGCAGAGTCAGCAAAAGAGTAACACACCAGCACCCCACTCGACTCTATTTGTTTTTAA 

TTTAACTGTCCCTATTTTTGACATAGGAGTAAATAAATATACTAGAAAAGCAAATTCTCA 

TGATATGCTAAAATATCATTAGCATTTATTTTAAATTGGACCCAGTCTCTGCAGAGTTAC 

CAGGAATCTTTCCTTCCAGCATCCCTTTACTGACCACCTACCTGTACCTCTTGGTTACAC 

TCATTTTTTCCATTTGATAATTGGAACCAACTTATAACTGTTTAATAATTGACACTTTAG 

ATTATCTCTTAATACCTTCTTAAATGTCTATATATCCCAGTGCTCTGGATCAGTGTCTAA 

AAATCACTGGCAACACTGCATGAGGTTGTTGGTTTTGTTTTGTTTTATTAATTAGTCTTT 

CACAGGAGGAATAATTGCCCTCCTTTATATACTTATCTATTGATAATCCCCTCTCCCTCC 

AGAACACAAATCAGAGGGAAAGGGGGTGTTCAGCTGTACTACCAAATCAGGAAGATGTAA 

GGTTTACAAATTGGCTAAGAATCATGGCTCTGTAGCCATTTCAACCAGAATAATTTTATT 

GCTAATCTGCTTTGTGTGACAGCATTCCAGGCCAGCCAGATGGGACTGCCTTGTCTGGAG 

GCTTTGTTCATCTCGAAGGACACACACTTCCACACTGTTTGTGAGCCCTCCCACCTCCAC 

AACTTCAGTTGTAAATCAAGTGTGTGGATCTCAAAGGGTGCAATTTATCTTTATATAGGA 

ATACATTTCTAGGGCTTCCTTCAAGCCCACTCTCTTCACCCTATTTTTTCTTATCTTAAA 

TTGAGAGAAAGAGAATTAATCTTATACTTTGTCAAAACATTTTCTACCATATTTCCAGAT 

GACATCTGCGCTTGAAGAGTCAAAGGAATCTGTGTCTAATATCCTGTTTTTAACTGCTGT 

AGGGGCAGGATGGAAAGGATGATGGGGGCTGCCACACCACTGATTGGCCTTTTCTTTCAC 

GTGATTCATCCTTCCTCATTGTGGCAAGGAGTTTCTTTCTCTTTTTCTTCCTCCTTTGGG 

ATCATTGTGTATGAAAAGAAAAACTTTAAATGACAAACCCAGACTCCAGGTGCCTTGCAA 

AGGTTGAAGGCCAGCCAGGATTGCTGCTGCTGCTGCTACTCCTGCCAACACCCCTTTCAT 

TGGCATGACGGAATGAAAGGATGCATGTCTCCACTTCCTGACCCTCCGCCCACTTCCTTC 

TCCCTCCACCACCCCCAGTCGTCAGCTCCTTCCCTCATTTATTTTTGTTAAGTTGTGTGA 

ATTATTTTTAACCCATTTATCCTGTTTGTGCATAGGGTTTTTAAGAAGAAACAGCACAGT 

GCAACGAGCAAATCTTTTTGGGGTGTGTGGGAAGCAAGGGAGGGAGGACATGGAGAAAAG 

TTCTTTAAACAAATAGCAAACTATTGAACATGTGTAAAATCCTGTATCATTTATGAAATA 

TGTATAAAAAGCAATGTACCTTCTGGAACAATAAATACTTATTCAATTTTTG 

Gene 172. >ENST00000298482 cDNA sequence 
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ATGACCCAGCCGGTGCCCCGGCTCTCCGTGCCCX3CCGCGCTGGCCCTGGGCTCAGCCGCA 
CTGGGCGCCGCCTTCGCCACTGGCCTCTTCCTGGGGAGGCGGTGCCCCCCATGGCGAGGC 
CGGCGAGAGCAGTGCCTGCTTCCCCCCGAGGACAGCCGCCTGTGGCAGTATCTTCTGAGC 
CGCTCCATGCGGGAGCACCCGGCGCTGCGAAGCCTGAGGCTGCTGACCCTGGAGCAGCCG 
CAGGGGGATTCTATGATGACCTGCGAGCAGGCCCAGCTCTTGGCCAACCTGGCGCGGCTC 
ATCGAGGCCAAGAAGGCGCTGGACCTGGGCACCTTCACGGGCTACTCCGCCCTGGCCCTG 
GCCCTGGCGCTGCCCGCGGACGGGCGCGTGGTGACCTGCGAGGTGGACGCGCAGCCCCCG 
GAGCTGGGACGGCCCCTGTGGAGGCAGGCCGAGGCGGAGCACAAGATCGACCTCCGGCTG 
AAGCCCGCCTTGGAGACCCTGGACGAGCTGCTGGCGGCGGGCGAGGCCGGCACCTTCGAC 
GTGGCCGTGGTGGATGCGGACAAGGAGAACTGCTCCGCCTACTACGAGCGCTGCCTGCAG 
CTGCTGCGACCCGGAGGCATCCTCGCCGTCCTCAGAGTCCTGTGGCGCGGGAAGGTGCTG 
CAACCTCCGAAAGGGGACGTGGCGGCCGAGTGTGTGCGAAACCTAAACGAACGCATCCGG 
CGGGACGTCAGGGTCTACATCAGCCTCCTGCCCCTGGGCGATGGACTCACCTTGGCCTTC 
AAGATCTAG 

Gene 173. >ENST00000321905 cDNA sequence 

GAATCACTCCGACCCCCCCACCTCCGCCCAGATCCCGAGAAAAAGAAAGCCCTAGGGTGG 
CAGCCAGGGTAGTGGTCCCAGTGCGATCCAGAGAGAGGGTCCTTACCTCGATGGGGCTGA 
CCGGCGTGGAAGGCAGGGGCTGCAGGTACTCGGGGTGCAAAATGTGGCCAGTTCGTGCCG 
TCAGCATCTTCAGCACCTTGATTGGCAGGCGGTTGGCCTGGCGCAGGGGGTCAGAGGGGG 
GCACGGCGTGCACAAAAGGCTTGGTGCTGCCGGCCGGGGACGAGCCTGGGCCGGGGCCGG 
AGCTATTTCCAGAGAGCGCGCTGGTCCAGGCAGGGTCTGCACCGCCGCCTCCGCCTCCGC 
CGCCGCCGCCGCCGCTGTGCTTACTGCTTCTTAGGGCAGAAAGCGAGGGCGCTGTGCTCA 
TGACCCACCCGCGCGCATGGGAGCAGCGGGGGGGAGGGCTCCGGGAGGCGCGGGGCGGGC 
TCGGGGCTGCGCGCTCGCCCCGGGAGCAGGAGCAGCGGGAGGAGGAGGAGCTGGCGCGGC 
GGCCACGGGCGCCCAGCGCGCCTTCTCGGCGCCTGGAGCCAGACGCGAGTAATCCTGGGT 
GGCCCGCAGCGGAGCCGTGGCCGGGCTAGAGGAGCCGGCTGGACTGCGGGAGTGCCGGGC 
GGCTCGCGGTGTCCGCCTCGGGCTGCTCCCCTGCGCTGCGTTCTCGCGGCCCCGCGCCGG 
CGCTGCGCTCTGCGATGCGAGCCGCTGCGTGTCCAGCCGGGGCTCTGGCGAGGAAACTCA 
CTTCAAAAGCAGCTGCACCAAGGGGGAGATTAAAGCCTTTGCCGCCTTCCAATCAAATGG 
GAGCCCGAGGTGATTGGAGGGTCAAGGGGATGTGACGCGTCCCGCGCCGCCGCCGCCGCC 
GCTGCCAGGACTCTCAGTGCCGGTTTTAATGGGCAGCTCCCTCTTCGCCGCCCCCCTGTG 
TGTCCCCTCCCTCGATTTCGCTGGGAGGACGAGATGGACATTTATTCTACGTTTGCCATC 
CGCCGCCTCCCTCTTTTTTCCTCCTCGTCGTTCTTCCTTTCCCCAGCTCGAAAATAAACT 
GAAACCTTCTTTTGAAGGGGGGTGCGCGTGAGGAACAGACTGCGGGGGGTGTCCAGAAGG 
AGCACCGGTGGGAGTGTGGACACCGGCCGGACTGTCAACTCCAGGGGCGAAGGGAACCTG 
CACACCCAGTGTTTTTTCCTTCGGAGTAATCGAGATCCCGCGCGGCGCAGCGCAGCCACC 
AGGGTAAGAAGGCAAGGTGGGGAGCCGGAGCTGGAAGAAGCCCGCCCGCCCGCTCTAATT 
TCCTCAGATTCCGCGGCGGAGAAACCAGAAGCTAGATGGGCAGTCGCAGCGGCGGCGGCT 
CAACACCGCGAGGAGCGCTGGGCTCTCCGCCCTTCCCGGCCACGTGACGCCCGGGGACGC 
GTAGATTGGGGCAGCAGCGGGGGTCACATGTTTCCTCTGTTTCACCCTCAGTCTGTCCCC 
CAACCCCCCATTCTTACTCTCCCACCCTGTTTTCCTCCCTCCCCCCCTTCTTTGGGCATC 
TCCACCCCTCCATCAATTGTCAATGTTCCTCGACCGCAATCAATCAGTTATTTGTCAGCT 
CTTGTCAATCCTCCCGTGATTTATGTCAGCTTTTGTTGCTGATTACAAGGCGGGTGCGAC 
TTGAAGGGAAAAAGAGAGAGGGAGAGAGAGACGGAGAGGAAGGAGGAGATTGAGAGGGAA 
CTGGAGGAGGGGAAAAGAGGAGCGGCCTCCTGGGATGGGGGTGGGGTGGGGGCTCTAAGA 
AAAAGAATGAAAGAGGCGCACGGTGTCAGGAAAATGAATAGCGAGAGTAAAGTGCGCAGG 
TGCGCCCAGGGCGCCGAGAGGGGCGCGCAGGCCTGGAGTGTGCGCCTGCCCTCTCGGTGT 
CGGAGAGACGCCCTTCCACCTCTGGGAGCCTCGGTCTGTTGGGGTCGCGGAGTTCGGGCG 
CGGCTCCGGGTACCCGAGACCAGCGGCGGCAACTTCTAACACGGGAGATTTCCCGCCACC 
CCACCCCGCCGCCGCGAGTCCTCGCGGGGCGTGTTGCGTGCGGAGGTCAGGCTGCCACCC 
TCTGTAGTTCCCTAACCCCAAACTCGGAGACTTCTAAGAGCCACACCACCAAGGAACTTC 
TAGTCCTGGAGGTCAATGGTGGGGCAAACCTCGCCTCAATTCTTTGACCCCCTCGGGTCG 
TAAGCAGGGCTAAGAGGCTGCGAAGAAGAGGCCTGGCCATGGGTGTATGGGGGAAGAAAC 
ATCTCAGGCTCACTCATGCCCCCTCCCCGACCTTCTCCCACCTGCCGCCATCCCCGCAGG 
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CTGGGGAGCCAGGGTAACTCGGGGCTGCTCTCTCGAATTTATTGGAACGCCGAGTCGGAA 

TGAGCTGCGCTAGGAGAGCCGAGGGAAGGAGCGAGAGAGGGAGGGGGCGGCTGCCTGTGG 

GAACGCGGGTTCTTCCAGGGAAGCGGAGCGGGACTGCCGCGTTCCCCTCGATTTGCACCG 

TCACTCGGGTTGTTTGGGAAGAAAAGGGGAGGCGCTGTGCGTGCCACCGGGTACCTGGAC 

CTGGATGCCCAGTGTGTATGCATGCCTGTGGCGCTGCGTGAGTTATCGGGGCTCTGATAG 

CGTCCGGAGCGGGTTCGAGGGTCTCCTCCAGGAACTCGCAGAAATTAGAGGGGGTGGGGA 

GGAGGACACACCCCCTTCCTCGGAACGACTTAGAAGACTTTGAATCTCCCCTCCTCCGCT 

TTTCCGCCCCGGCTCTTCTTTTGTTGTCAAGTCCTTTTGATAAATGGTGGGGCTGGGAGC 

TCTGGGAGTCGGGAGCCAGTCTGTGCCCGCGTGGGGGGCGGGGGCCGAGCCTGGAGACCC 

GGTTTCGACCGGCGCGCACCTGGGGCTGAGCCGGGTGCGCGCGGGGGTCGGGTCTGGAAC 

TGCCCTTGGTATGCTCGCCCTCTCCTCTTGGCCCATCTCACTCCCCTCCCCCACCTGACT 

CCCCTCCCCGGCTTCTTTCTCTGTCTCCCACTCCGCACGGGTACCGAGAACTTTCCGGGG 

TGAGTTTTAGAATTTGCTCCTAGGCATTCTTTTTCTGCGTTTGGATTTTATCCCTTGATT 

CTTTGGGTTGGTAAACTTTATGAAATGGTAACTTGACTGAAGCTCATTTGGAGAGAAGAG 

GGGAGTGAGGCGGTGTGTGCTTGGGGCTGGTGTTTGTCAGTGTGAGCGTGTAAGAGCACA 

CCTGCATTCAAGGGGGTTTGTAGTGTCCGTGCGACATCTGAGGGAGGTGAGTCGGCGAGC 

GGGTGGCGAGGCCCCACGCTGAGGGAGGCGGTTGTCTGGTCTCCGGGGAGCAAGTCCCAG 

GTGCGCGTTTCGGAGGGCGGGACAGTCCTACGCTGTCTCTGCGGGGCAGCGCGTCTGTGA 

AGCACTCTTATCCTTCGGGTGTGTCCATGTGTGCCTGGTTACTGAGTGCGCGGCCGTCTA 

GGTGTCGACCCAACCAATGGTAGTGCTCCTAACGCCGCGAGCCCACCTTTGGGCCGCTAT 

CGCCGCGGCCTCCCCGCGAGGCCCGGGCACTGAAATTCTGGGGCCTGCGACAGGGCCGGG 

GGGGACGCAGCCAAGGGCGTCCCTCCCCAGCCTCCAGACTCAGCTCTTCCCCCTCTCCTC 

TAATTCCAGCAGCTTATTACGCCGGCGGCTCAGGGGAGGCAGCCTCAGCACCTGAAGCCT 

GGGGGGGCCGTGGAGTGGCTCCTGCGTCCCCCGGTGTGGCCACACACGCTCGTGGGGCTG 

CGCTGTGCTGCGTGGGTGCGGGTCGTGGTCAGCGTGCGTTCGCTTTTCTCAAAACTCCAC 

TCCGAGGGTCCGAGCGCATGGGGGCGCCTGGGGGCCTGCGCGCCCGGGGCTTTTGGGAGG 

CGCCAGCGTCCGAGCCTGCGCACCTCGCGCAGGAGGCCAAACCCCCGAAGGCCGGCGCGG 

GCCCGGGAGTGGGGGCCATTAATTACTCTGCGCCAGGCCTAAAGCCTCCAACCCCCAGCA 

GCAGTTGGCGTGGATGTCCTGCGGATTTTATTTGCAAACAATGGAAATGATTTGTTTTCT 

CTAAAAAAGGAGTGGGCAAGGCAGATATTGGAGGAGGGGGTGGGAGGAGGAGAAGGAAGG 

GGAAAGAGCTGAGGAAAAAAGTTTGAAAATGCCTTGAACTATTCACTGTCGAGATGGCTA 

ATCAGTATTGAGGCCGGAGGGCAGGCGGGCCGCCTTTCACCGCCGCTTCCCTTTCATCTC 

GGGCTCGGCGGAGGCGCTCAATTAAAAGCCTATCAGTTTGTAAGT 

Gene 174. >ENST00000331566 cDNA sequence 

GCAGAAAAGAAATGGTTTACAGATGAACCGGATAATGCCTATCCCAGAAACATTCAAATC 
AAGCCCATGAGTACCCACATGGCTAACCAGATCAACCAATATAAATCCACAAGCAGCTTG 
ATTCCACCAATCAGAGAAGTTGAAGATGAATGTTGA 
Gene 175. >ENST00000325946 cDNA sequence 

CTGTCCTCTTACAGCAATAATTACCTGTGGATAATAGATTATATTATTGGAAGGGCACAC 
ACGCTTGCTGCCAGCCACGTTCTTCTTGGTGGGCTGCCCACTTCTGCTGCAGAACTGATG 
AGCATCATGCCAGCGGAGAAGAGCTTGAGCCTAGGAACACAATGA 
Gene 176. >ENST00000308111 cDNA sequence 

GACACCGCGAGCCGCCCGGCACTCCCGCAGTCCAGCCGGCTCCTCTAGCCCGGCCACGGC 
TCCGCTGCGGGCCACCCAGGATTACTCGCGTCTGGCTCCAGGCGCCGAGAAGGCGCGCTG 
GGCGCCCGTGGCCGCCGCGCCAGCTCCTCCTCCTCCCGCTGCTCCTGCTCCCGGGGCGAG 
CGCGCAGCCCCGAGCCCGCCCCGCGCCTCCCGGAGCCCTCCCCCCCGCTGCTCCCATGCG 
CGCGGGTGGGTCATGAGCACAGCGCCCTCGCTTTCTGCCCTAAGAAGCAGTAAGCACAGC 
GGCGGCGGCGGCGGCGGAGGCGGAGGCGGCGGTGCAGACCCTGCCTGGACCAGCGCGCTC 
TCTGGAAATAGCTCCGGCCCCGGCCCAGGCTCGTCCCCGGCCGGCAGCACCAAGCCTTTT 
GTGCACGCCGTGCCCCCCTCTGACCCCCTGCGCCAGGCCAACCGCCTGCCAATCAAGGTG 
CTGAAGATGCTGACGGCACGAACTGGCCACATTTTGCACCCCGAGTACCTGCAGCCCCTG 
CCTTCCACGCCGGTCAGCCCCATCGAGCTCGATGCCAAGAAGAGCCCGCTGGCGCTGTTG 
GCGCAAACATGTTCGCAGATCGGGAAGCCCGACCCCTCGCCCTCCTCCAAACTCTCCTCG 
GTTGCCTCCAACGGGGGCGGCGCGGGCGGTGCCGGCGGCGGTGCTGCGGGCGACAAGGAC 
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ACCAAATCGGGCCCCCTGAAGCTGAGCGACATCGGCGTGGAGGACAAGTCGAGTTTCAAG 

CCGTACTCCAAACCCGGCTCGGATAAGAAGGAGCCGGGAGGCGGCGGTGGAGGCGGTGGC 

GGTGGCGGGGGCGGCGGCGGGGGTGTTTCGTCGGAGAAGTCGGGATTCCGGGTACCGAGC 

GCCACCTGCCAGCCATTCACGCCCAGGACAGGCAGCCCGAGCTCCAGCGCCTCGGCCTGC 

TCGCCGGGAGGGGGACCCACGGGGCTGGCACACGGCCGGATTAGCTGCGGCGGCGGGATT 

AATGTGGATGTGAACCAGCATCCGGATGGGGGCCCGGGAGGCAAGGCTCTGGGCTCGGAC 

TGCGGCGGTTCATCGGGCTCCAGCTCCGGCTCCGGCCCCAGCGCGCCCACCTCCTCCTCA 

GTGTTGGGCTCTGGGCTGGTGGCTCCCGTGTCACCCTACAAGCCGGGCCAGACAGTGTTC 

CCTCTGCCTCCCGCGGGTATGACCTACCCAGGCAGCCTGGCCGGGGCCTACGCCGGCTAC 

CCGCCCCAGTTCCTGCCACACGGCGTGGCACTTGACCCCACCAAGCCGGGCAGCCTGGTG 

GGGGCGCAGCTGGCGGCGGCCGCGGCCGGGTCTCTGGGCTGCAGTAAGCCGGCCGGCTCC 

AGCCCTTTGGCCGGAGCGTCTCCGCCGTCCGTGATGACAGCCAGTTTGTGCCGGGACCCT 

TACTGCCTCAGCTACCACTGCGCTAGCCACCTGGCAGGGGCGGCGGCCGCCAGCGCTTCT 

TGCGCACATGATCCGGCTGCTGCGGCTGCGGCGCTGAAGTCCGGATACCCGCTGGTGTAC 

CCCACGCACCCGCTGCACGGTGTGCACTCCTCGCTAACGGCCGCCGCGGCTGCTGGCGCC 

ACACCGCCCTCCCTGGCCGGCCACCCCCTCTACCCCTACGGCTTTATGCTCCCTAACGAC 

CCACTCCCCCACATCTGCAACTGGGTGTCGGCCAACGGGCCGTGCGACAAGCGCTTCGCC 

ACGTCCGAAGAGCTGCTGAGCCACTTGCGGACCCATACGGCATTTCCCGGGACAGACAAA 

CTGCTGTCGGGCTACCCCAGCTCGTCGTCTCTGGCCAGCGCTGCCGCGGCCGCCATGGCT 

TGCCACATGCACATCCCCACCTCGGGCGCACCGGGCAGCCCTGGGACGCTGGCGCTGCGC 

AGCCCCCACCACGCGCTGGGACTCAGCAGCCGCTACCACCCCTACTCCAAGAGCCCGCTT 

CCCACGCCTGGCGCCCCCGTGCCGGTGCCCGCCGCCACCGGACCGTACTACTCCCCCTAC 

GCCCTCTACGGACAGAGACTGACCACCGCCTCGGCGCTGGGGTATCAGTGA 

Gene 177. >ENST00000299408 cDNA sequence 

AGAAGCAGCAATGGTCCCTCCAGGGAACGGAAGCCGTTGAACGTGAACATTTGGAGTTTC 
CTCTTTTGTGCTGATTCCTGAGGACTAGGAAGGTGCCCCGAAAAGAATTCAGAGACCTGA 
CAATGTCCCTGTATTGTGGAATAGCTTGCAGGAGAAAATTTTTTTGGTGCTATAGGCTGC 
TGTCAACCTATGTTACTAAGACACGGTATTTATTTGAACTGAAGGAAGATGATGATGCAT 
GTAAAAAAGCCCAGCAAACAGGAGCGTTTTACCTCTTTCATAGTCTGGCTCCTCTGCTTC 
AGACTTCAGCACATCAATACCTGGCCCCCCGGCACAGCCTGTTAGAGTTGGAAAGGCTCC 
TGGGTAAATTTGGACAGGATGCACAAAGAATAGAAGATTCTGTGCTGATTGGATGCTCTG 
AGCAGCAGGAAGCATGGTTTGCTCTGGATCTAGGTCTGGATAGCTCCTTTTCCATAAGTG 
CCTCCTTACACAAACCTGAAATGGAGACAGAGCTCAAGGGGTCTTTCATTGAGCTGAGAA 
AGGCACTCTTTCAACTCAATGCAAGGGATGCCTCCTTGCTGTCCACGGCTCAAGCTCTTC 
TCCGCTGGCATGATGCTCATCAGTTCTGCAGCAGAAGTGGGCAGCCCACCAAGAAGAACG 
TGGCTGGCAGCAAGCGTGTGTGCCCTTCCAATAATATAATCTATTATCCACAGATCCAGG 
TGAACTTGAGAGAATTAGAGACAGCTGCCTGGTTCAGTCATGATGAGGTAGCCACAGCCC 
TGAAGAGAAAGGGCCCCTATACTCAGCAACAGAATGGGACTTTCCCATTCTGGCTGCCCC 
CTAAGTTAGCCATCTCCCACCAACTGATTAAGGAGTGGGTGGAAAAACAGACCTGTTCTT 
CCCTGCCTGCTTAGCCCGGATCAAGTCACTTAGATCGCTCCTTGGTATTCCTGAGGGACA 
AACTAGAGATCAGTTGACAAAGGAGAAGTGACAAAAGATAAGCTGCAGAAGGACCTCAGA 
AGGGCAGAGCAAAGGGTGAGCCTACAGTAAGACACTTCTATCAGCAGTGTTAATGGAAGA 
AATTCCTACCAATGGGCAATCAAAAAAGCCAGTGTGAGAAGAAAACTGATGAGCTGTCAA 
CTGTCAAAAATCAGGGGGAAGGGGGAAGCATTAGTTTGGATGTAGGCCCTTGTTCAGTCA 
TTTTCTCTAAGGCCTTGGAAGCAAACATCTTCTGGCATATGGCTTGTTAATGTTGTGTTT 
ACACTAACTGCCAAAATGTGCCTGTTGTAAGTTTGGTTAAAACTTTTATCTTAGTATTGA 
AAATATATAGCAAGTTTTAAGTCATTACTGAGTTACTTGTTACCCTTACAGAATTAAGAA 
AAATAGCACAGTATGACATTTTAAAATTCATGTACAGGTGCATTCTAGTTACATGAACAT 
GCTAGTTAAATAAAAGTCACAATTAAGTCATTATGACTCAGAGTACTTTATAATAAATCA 
GATGCCCTGAGGCTCTGTTGAGGAAGTAGAATCCCAATGGGACTCCAGACAGTAAATCTT 
TTTCGCTGTTTTCAGCTCTGTCACATGCTCAGTTTGTGACCCAGGGAAAAGACTATTGCT 
TTGCCATGCCTGTTTTCCTAAATAAAACAGTTGCTGGCATTTGCACATCCACAACGTGTT 
GATTAACAAAGGGATTGGTGGAGATAAACAGATGCCAAACCTGACCTATTTCTTAAACTT 
TATGGAATAAACTAAATTTAGGATTTCTCATCATTCATATATGATGCCATAAGGGAGAAG 
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AGTTTATTTGGGGAAAATAAAAGAAATTTCCAC 

Gene 178. >ENST00000335635 cDNA sequence 

GGGTAAATTTGGACAGGATGCACAAAGAATAGAAGATTCTGTGCTGATTGGATGCTCTGA 

GCAGCAGGAAGCATGGTTTGCTCTGGATCTAGGTCTGGATAGCTCCTTTTCCATAAGTGC 

CTCCTTACACAAACCTGAAATGGAGACAGAGCTCAAGGGGTCTTTCATTGAGCTGAGAAA 

GGCACTCTTTCAACTCAATGCAAGGGATGCCTCCTTGCTGTCCACGGCTCAAGCTCTTCT 

CCGCTGGCATGATGCTCATCAGTTCTGCAGCAGAAGTGGGCAGCCCACCAAGAAGAACGT 

GGCTGGCAGCAAGCGTGTGTGCCCTTCCAATAATATAATCTATTATCCACAGATGGCTCC 

TGTGGCGATCACGCTGGTGTCAGATGGGACCCGATGCCTGCTTGCCCGCCAAAGCTCCTT 

TCCCAAGGGAATGTATTCTGCCTTGGCAGGTTTTTGTGATATAGGTGAAAGTGTGGAAGA 

GACCATCCGCCGAGAAGTTGCAGAAGAGGTGGGATTGGAGGTGGAAAGCCTGCAGTACTA 

TGCATCCCAGCATTGGCCCTTCCCTAGTGGCTCACTCATGATTGCTTGCCATGCAACTGT 

GAAACCAGGGCAGACAGAAATCCAGGTGAACTTGAGAGAATTAGAGACAGCTGCCTGGTT 

CAGTCATGATGAGGTAGCCACAGCCCTGAAGAGAAAGGGCCCCTATACTCAGCAACAGAA 

TGGGACTTTCCCATTCTGGCTGCCCCCTAAGTTAGCCATCTCCCACCAACTGATTAAGGA 

GTGGGTGGAAAAACAGACCTGTTCTTCCCTGCCTGCTTAGCCCGGATCAAGTCACTTAGA 

TCGCTCCTTGGTATTCCTGAGGGACAAAGTAGAGATCAGTTGACAAAGGAGAAGTGACAA 

AAGATAAGCTGCAGAAGGACCTCAGAAGGGCAGAGCAAAGGGTGAGCCTACAGTAAGACA 

CTTCTATCAGCAGTGTTAATGGAAGAAATTCCTACCAATGGGCAATCAAAAAAGCCAGTG 

TGAGAAGAAAACTGATGAGCTGTCAACTGTCAAAAATCAGGGGGAAGGGGGAAGCATTAG 

TTTGGATGTAGGCCCTTGTTCAGTCATTTTCTCTAAGGCCTTGGAAGCAAACATCTTCTG 

GCATATGGCTTGTTAATGTTGTGTTTACACTAACTGCCAAAATGTGCCTGTTGTAAGTTT 

GGTTAAAACTTTTATCTTAGTATTGAAAATATATAGCAAGTTTTAAGTCATTACTGAGTT 

ACTTGTTACCCTTACAGAATTAAGAAAAATAGCACAGTATGACATTTTAAAATTCATGTA 

CAGGTGCATTCTAGTTACATGAACATGCTAGTTAAATAAAAGTCACAATTAAGTCATTAT 

GACTCAGAGTACTTTATAATAAATCAGATGCCCTGAGGCTCTGTTGAGGAAGTAGAATCC 

CAATGGGACTCCAGACAGTAAATCTTTTTCGCTGTTTTCAGCTCTGTCACATGCTCAGTT 

TGTGACCCAGGGAAAAGACTATTGCTTTGCCATGCCTGTTTTCCTAAATAAAACAGTTGC 

TGGCATTTGCACATCCACAACGTGTTGATTAACAAAGGGATTGGTGGAGATAAACAGATG 

CCAAACCTGACCTATTTCTTAAACTTTATGGAATAAACTAAATTTAGGATTTCTCATCAT 

TCATATATGATGCCATAAGGGAGAAGAGTTTATTTGGGGAAAATAAAAGAAATTTCCAC 

Gene 179. >ENST00000242505 cDNA sequence 

GGAATAACAAAACATGCTCTTAACCATCATCCCCCTCCAGAGAAGCTGGAGGAAATTTCC 
CCCACCAGTGACAGTCATGAGAAAGACACAAGTTCCCAAAGCAAGTCTGACATCACAAGA 
GAATCATCTTTTACATCAGCCGACACTGGGAATTCACTGTCTGCTTTTCCAAGTTATACA 
GGCGCAGGGATATCTACTGAAGGAAGCTCGGACTTCTCCTGGGGATATGGTGAACTCGAT 
CAAAATGCCACTGAAAAAGTCCAGACAATGTTCACAGCCATTGATGAACTCTTGTATGAG 
CAGAAGTTGAGTGTGCATACCAAGAGTCTACAAGAAGAGTGCCAACAGTGGACAGCTAGC 
TTTCCTCACCTCAGGATTCTAGGTAGGCAGATAATCACTCCAAGTGAAGGTTATAGATTG 
TATCCTAGATCCCCTTCTGCTGTTTCCGCTTCATATGAAACAACCTTGTCTCAAGAAAGA 
GATTCTACTATATTTGGTATAAGGGGAAAGAAGTTACATTTTTCATCTTCTTATGCTCAT 
AAAGCATCTTCCATTGCCAAATCCTCCAGCTTTTGTTCTATGGAAAGAGATGAGGAAGAC 
TCTATAATCGTCTCAGAAGGAATAATTGAGGAATACCTAGCATTCGATCACATAGATATA 
GAAGAGGGATTTCATGGGAAGAAATCAGAAGCAGCTACAGAGAAACAGAAATTAGGGTAT 
CCTCCCATTGCTCCATTTTACTGCATGAAAGAAGATGTCCTTGCTTATGTGTTTGACAGT 
GTATGGTGCAAGGTTGTGAGCTGTATGGAGCAGTTGACACGTAGTCACTGGGAAGGATTT 
GCCTCTGATGATGAGAGTAATGTTGCAGTTACCAGACCCGATTCAGAAAGTTCCTGTGTG 
CTGAGTGAACTACATCCTTTGGTGTTACCGCGAGTGCCACAGTCTAAGGTGCTGTACATT 
ACCTGi^AATCCGATGAGTCTCTGTCAAGCAAGCAGACATCAGCCAAATGTGAATGATCTC 
TTGGTTCATGGAATGCCTCTACAGCCAAGAAATCTCTCCCTAATGGACAAGCTCCTAGAT 
CTTGATGACAAGCTACTTATGAGGCCTGGGTCCAGTACCATCCTTTCAACTCGAAATTGG 
CCAAATCGAGCTGTGGAGTTTAGTACATCATCTCTGTCATACACAGTGCAGTCCACCAGG 
AGACGCAATCCACCACCACGAACTCTTCATCCGATCAGCACGAGCCATTCATGTGCTGAA 
ACACCAAGATCTGTGGAAGAAATCCTCAGAGGAGCCCGAGTCCCAGTGGCACCCGACTCG 
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CTCTCCTCTCCCTCACCGACGCCCCTGAGTCGAAATAATCTGCTACCACCTATTGGCACA 
GCTGAAGTGGAACATGTGAGCACTGTGGGGCCACAAAGACAGATGAAACCCCATGGCGAC 
TCTAGTCGAGCTCAAAGTGCGGTGGTGGATGAACCTAACTATCAGCAGCCACAAGAAAGG 
CTCCTTTTGCCCGACTTTTTCCCCAGGCCCAACACAACTCAATCATTTTTGCTGGATACA 
CAGTATCGTCGCTCATGTGCAGTTGAGTATCCTCATCAGGCCCGACCTGGCAGGGGATCT 
GCAGGTCCTCAGTTACATGGGTCTACAAAATCTCAAAGCGGAGGCAGACCAGTCTCTCGA 
ACCAGGCAGGGACCATAAGGCAAATGAGAAGAATCTATCAGGCTGCAGGAAACACGAGAT 
TTCATGAAGCAGTATTCAGTCATCAAGTGATGCAGAGCTTGTATAGAAGATCGACTAGAA 
ATCATCTTCATGAAGAGTGATTTTGGCACAAGTGACCGAAGAACAAAACACCATAGCAGC 
CAAAAATGACATGAGTGTTGTTTCTATCTCCAGTTACTGTCTCTTTCAGCAGAAATTAAC 
CTATCCCATTGGAAAGGCAAGTTTGTACCCAAAGATGCAACAGTGAATAATACCCAAATC 
ACTGCTCATGTTATCTCTTAACAATGATCAGTTCAATCATATAGGATTTGATGAGCTCAC 
ACATACACAAAAAGCAGCAAATCATCAGTGACAATATCACTGGCTTCAGAATACTTCAGC 
CTGTGTTCATTTCTGGAGAGTTGTACTCAGTTTTAAGTCATTTTGCTGTTGAAAATCTGA 
CCTCATCAAATAGATGTCATTCCTAAAACTCTCTTTAGATGTCCTACCCTATCAGCAGAT 
TAAAATGGAAGGGGTGTGTAACTAAAAACATAAATGTTAAGCATTAGTATAAAGTAACTT 
CTGTAATAAATTATATCGCATATTTTTTCAGATAGGACAGCTCAACCTTACGATGCCTAC 
CTGATGCCAGGTGATGCTTATTTTCTTCCTAAAGTAGGTTACTGGTCATATCTTTTTTCC 
AAATATTAAATGCACCTTGCCAGATATTCTCCTGCAGCTCTAAGGAAAGGAAATCAATTT 
AAAAATAATTTGTAGAATCTACTATTGAGCCACCAAAGTATAATTCCCTAAAAGTTTAAG 
AAACCCTGGCAATTAATTCAGCATAAACATATCCTATAAACAGCAGGAGAGGTTCAGCTT 
TCTGATTTTACTGTGGACCTTTTCCTAAGGGCATTCATGAATGCAGCAACAGTTTTAACT 
ATGGCTTACATTTATTTTAAATTTCACTAAATACAAATCTTGATTGTCATGCCAGTTTTA 
GATCTTATTAATTTTCAGAATGGATAAATTCAAATAATCATAAATTACGGTAACTTTTTA 
TTATACCAAGGTGTTCTAATGCCATCATATGAAGACAGATGCTTCAAACAACCTGCATTA 
AATTATATTTTTAATAAAATTAAAATCTATTTTTAACCTATTTGTAGTCACAAACCGAAA 
ACGTGTCGTCTTTACCTTAGAGCTAAAGGCTTACTTTATGCATACGGTATATTTAATAGT 
CTACAAATCAAAGATTTAAACAGTCCCTTAAAAATTCCATATATTCTCATACCAACTCAT 
CTACATAGAAATGAAAATCTCTATTGTTCTCACAAACCATTACCATGAGTTCACTATAAC 
AACTGGATCAATATGGCTTGCCTTTCAAAGTTAAAGAATCAGAAAGGGGCCTGTAAGAAG 

TAACCAAAAAACTGGACATGTTTAATACATACAGTTTGACAAATTTGGATTTCACTCTTT 
GTTTTGATGTAGTAACTCTTTTATAAAAGGGAACAGATTCAGACAAGCTCAGTGGCCCAA 
CTGAAGACATTCAGCAATTAATGGCAGGACTTCAGTAATCAGTGGCAGGACTACAACATA 
CATCTCTTCATGCTAGGGAAACCAGGCTCTCTATTATAAAGCTGACCAGGGCTATTGTTT 
TCCCCTTTTCTCTCATCCTAAACACCATTCATATTTTTCCTAGGTCACATTTTAGTGGGA 
TCATTTACAAAGCCCCCAGAACTTAATCATCATGTTTTACCTTTTTTATTGAATTATATA 
CACCTCTTACAAAAATGCTTGAAGTAATTTAACACCTGTACATCAGTACAAAACCTGGCT 
GAGTAAAATGAAGAGAGGATCTATTCAAGATCATTAAGACCAAATGTAAACTGGGAAGTA 
TGTGGAAGATAGCTGTCCAGCAAGTGTCTGGAAGGTGTTCTAGCTGGGTAGAGAGCCTAT 
TCTAACAGACACGCACATCGCAGAAAGCAGCATGAACAGAACCACATCCTAGATAAGAGT 
TCTGTGTACAGAAGATCCATGGAGGCAAGTGCTGTCAGGAAGGACACTGCCTCCCTCCAC 
CCTCCCAAATGTCACCACCAAGTTCCTTCAGGTGAGACCTCACACAATGTCAAGTGCTTT 
CTAGGAAATACTAAGATCAGGTTGAGAGATTCTGCTTGGTCTAGTCAATCTGAAAAATTC 
AGGCTGGAAAGACACCTTTTCTCAAGAGCTGAATTGACTTTTGCCTTCAAATCCTGCCTG 
CACCTTGCCTACGATGGCATCAATTTACACCTAAGGACCTTTGAAGAGAAAAATTCCATT 
ATTTCTTTTCTTTCTTGAGAGCAGATTTTTTCCCTCCTCCTTTGGAAGATTTGCAGTACT 
TTGCTTCCATCTGAGCCAGAAAATTGTCCATTTCCTTTTGCCGATCCTTTTGTCTGCTCT 
GTTTGAGAAGTTAAAACACAAGCTTTCACAACATTATCCATAGACAGAAAGTACCTAGTG 
GTTGCCAGGGGCTGGAAAAGTGGAATAACTACTAATGGGTATGGAGTTTTTTTGGAATGG 
TGAAAATGTCCTACAATTGGTGTTAATAATTGTAAAACTTTGTAAATACACTTAAAACCA 
CCAAATTGTACACTTTAAAAGGACAAATAGAAGGTATGCGGTTATGTCTTAAAAGAAGAA 
AACAAAATACAACATTCCAAAGAAAATATTAGCAGTAGGAATCAGATCATTAAAGATGTG 
GCAACAAACTGCCAAGTTTACCTGAATGGCTGCCTTCAGGCTATCCACGCCTTCATCAAG 
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CCCCAACTCCTTTCTGCTCATTTCTGCTTCTTTGGCCTCTTCCTGAGCCTGAAACAGGAA 
CTCACATGAGACTCAGGGCCACCAGGAAATGCTTAAAATACATACTCTTTCCCAAAAGCA 
AATCTATAATTCTGTTTCAATTTTATGAATATATGAATAGACAAAATGAATCGAATTACA 
TAACTATGTCATTCATTAAATGGCAACAATGCTGACAGCAAGCAGTAGATCCTCTGATTC 
CAATTACCATTTGTTTTTTACCCAATTCTATTTGCTAGAGGTAGTAAGTACTCTGGCACT 
CATAAATCACATGATGATAAAAAGGAACATGAGGCCGGGTATGGTGGCTCACAACTGTAA 
TCCCCATACCTTGGGAGGCCAAGGTGGGAGGATCACTTGAACTCAGGAGTTCAAGACCTG 
CCTGGGTAACATAGTGAGACCTCAGTTCTATAAAAAAGAAAAGAAATGAGCCTGGTGTGG 
TGGCATGTGCTTGTAGTCCCAGCTACTAGGGAGGCTGAGGTGGGAAGATGGCTTCAGTCT 
GAGAGTTCAGGCTGCAATAAGCTGTGATCATGCCTCTGCACTCCAGCCTGGGTGATGGAG 
ATGCCATCTCTTAGAAAAAAGAG 

Gene 180. >ENST00000299416 cDNA sequence 

ATTTCAGTGTGCGATTTCAATTTTCCGTAGCAAATGTATATATAGAAAAATGTTAAAATA 
GATGTATTTGAATACCTTAAAAAATACAAGAAACTGGAAGAAAGATAATATTGCAAAGCA 
TCTACATATATCCTAGGCCTTTTGTGTACAAGGTTATTTGTGACAATTGTAAGGTATTAT 
GAAGGCAGGTAGGATTATCTCCGTTTTACAGATAGGGAAGCTGAGGCCTAGAGGTGGAAA 
CTTGCCCAGTGATGTAAGATTCATCTCCCGGTTATGCCCTCCTGGAAAGCCCTTCCCAAC 
ATATTATGTTGTCCATAGAGGGAAAAATGAGCAAAGACAGATGGCTTAACTCTGGTGTGT 
GACTAAGATATAGGAAATTTATAGAGGAGGTTCTATCAATGTGCCGACTTACTTTGTGTT 
TTATGTTCTGAGAACGATTACCAGCCATCTCAAATTCTGTGGTTGTCAAAGCTCCCCTGG 
GGTTGTTGCTGGTTGGCCCCCACTTGCTTTGAGACTTTGATGCCAGGGCAGGTTGAGAGG 
AACTGACTTCAGCTGAGTTTGATCTTGGATCTGGGAAAGAGAAATGCTTTGAAAATCACG 
GCAACTCTGGGAAGTTTAAAAGATATTAATGTATCCTGGAGAGTTTGAGGCTTTGCAGAA 
ACTTATTGGCAGAGCAGAATGATTCTGAAAAATGCTACATCAGTGAGGGGATATTTGATA 
AGGTATTTTCTGCCAACTCGGGTATTCACTTAGCATTGTTTATCCTTTAAGATATGTATA 
CACATACTTCCTCTGTGAGTTTACCCTACTAACAAAGTTTTATCCCCAGCCTCAACCTTG 
CTTTGGGTCTCCAGGCCCAAGTTTCTCACCATCTCTTGGATGATTGCTCCAGCCCACTCT 
GCTGCCACCTGGGATCCAACATGTTCAAACCCAGCTGTGAACTTCACAGAGTATTAAAAG 
AAAGAGCCTTTGCTTCAGCAGTTTATGTTATTAAGACGGAGGCTTGGGTCATGTTATCTC 
TCTCCACCAATGTGTAAGGTGAAAGTCCTATTAGGTAAGAGTTTTTGGAAGACCCGTGTT 
TTGTGCTTTTTGGGTTTCAGTATAGGGTTTTTTCCTACAGGGCTAGAGGGAAAGTACCCC 
AGCATTTCCAACCAGTGGGGTGCAAAATTATTTGGGTCTACAGCTTTACCTATTCCTTTC 
AAGAACATTTTTGAAAAAACACATCTGTTAAGTTGAACCATGTGTAACTGCTGAATGCTG 
ATGTTTGGCCGTTTTCTACTTAAAAAAATAGGCCAGCAGTTTGTAAATTCAAGCTAATAT 
ATGAACTTTTTGAAAAAGTTGTTCTTGGACACTAAAAGGTAAGACGGACGCCAGATTTCC 
AGAGCAAGGGGAGGAGAGACCCGAGCAACATCACTTCCCTGAAGACCTAGCTCCTGCGCG 
CGGCCGGGGACTGTGACTCCACATGCCGGCGTTACTTACCCGGGCCCGCGCCTGACTCGC 
CACACCTCATTTTGCGGCCGCCGTAAAGCGCGGATGCGCGGCGTGGCCACGCCCCTTCAG 
TGCTTGTGACGCAGGCGCCCTGGGCTTTTTGGGCGCGAAAAAGAAGCAGTCCTGGGTTGT 
ACCCGGCGCAGCTGGGAGCGGCTGCTTCCTCCGGGGTCGTATCTCCGCCCGGCATGGGGC 
TGCTGGACCTTTGCGAGGAAGTGTTCGGCACCGCCGACCTTTACCGGGTGCTGGGCGTGC 
GACGCGAGGCCTCCGACGGCGAGGTCCGACGAGGCTACCACAAGGTGTCCCTGCAGGTAC 
ACCCGGACCGGGTGGGTGAGGGCGACAAGGAGGACGCCACCCGCCGCTTCCAGATCCTGG 
GAAAAGTCTATTCCGTTCTCAGTGACAGAGAACAGAGAGCAGTGTACGATGAGCAGGGAA 
CAGTGGACGAGGACTCTCCTGTGCTCACCCAAGACCGAGACTGGGAGGCGTATTGGCGGC 
TACTCTTTAAAAAGATATCTTTAGAGGACATTCAAGCTTTTGAAAAGACATACAAAGGTT 
CGGAAGAAGAGCTGGCTGATATTAAGCAGGCCTATCTGGACTTCAAGGGTGACATGGATC 
AGATCATGGAGTCTGTGCTTTGCGTGCAGTACACAGAGGAACCCAGGATAAGGAATATCA 
TTCAGCAAGCTATTGACGCCGGAGAGGTCCCATCCTATAATGCCTTTGTCAAAGAATCGA 
AACAAAAGATGAATGCAAGGAAAAGGAGGGCTCAGGAAGAGGCCAAAGAAGCAGAAATGA 
GCAGAAAGGAGTTGGGGCTTGATGAAGGCGTGGATAGCCTGAAGGCAGCCATTCAGAGCA 
GACAAAAGGATCGGCAAAAGGAAATGGACAATTTTCTGGCTCAGATGGAAGCAAAGTACT 
GCAAATCTTCCAAAGGAGGAGGGAAAAAATCTGCTCTCAAGAAAGAAAAGAAATAATGGA 
ATTTTTCTCTTCAAAGGTCCTTAGGTGTAAATTGATGCCATCGTAGGCAAGGTGCAGGCA 
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GGATTTGAAGGCAAAAGTCT^ATTCAGCTCTTGAGAAAAGGTGTCTTTCCAGCCTGAATTT 
TTCAGATTGACTAGACCAAGCAGAA.TCTCTCAACCTGATCTTAGTATTTCCTAGAAAGCA 
CTTGACATTGTGTGAGGTCTCACCTGAAGGAACTTGGTGGTGACATTTGGGAGGGTGGAG 
GGAGGCAGTGTCCTTCCTGACAGCACTTGCCTCCATGGATCTTCTGTACACAGAACTCTT 
ATCTAGGATGTGGTTCTGTTCATGCTGCTTTCTGCGATGTGCGTGTCTGTTAGAATAGGC 
TCTCTACCCAGCTAGAACACCTTCCAGACACTTGCTGGACAGCTATCTTCCACATACTTC 
CCAGTTTACATTTGGTCTTAATGATCTTGAATAGATCCTCTCTTCATTTTACTCAGCCAG 
GTTTTGTACTGATGTACAGGTGTTAAATTACTTCAAGCATTTTTGTAAGAGGTGTATATA 
ATTCAATAAAAAAGGTAAAACATG 

Gene 181. >ENST00000299418 cDNA sequence 

GTTTTCGGGCTTGTACCGCTTGGCGGTGCGGCCTGGTGTCGGCTTGCAGGTTCTTTCTGT 
GTTTGTTCTCTGCCCTGCCAAGGCCGTAGAGCTGGTGCGTGCGGGTAGCGGGGCTCTCCG 
AGGAGCCGCACGCCGGCGGCACCATGGTCCACCTCACTGCTTTTCTACAGCTACTCTCCT 
CTGCAAGGCCTACCGTGGGGGCCACTTAACCATCCGCCTTGCCCTGGGTGGCTGCACCAA 
TCGGCCGTTCTACCGCATTGTGGCTGCTCACAACAAGTGTCCCAGGGATGGCCGTTTCGT 
AGAGCAGCTGGGCTCCTATGATCCATTGCCCAACAGTCATGGAGAAAAACTCGTTGCCCT 
CAACCTAGACAGGATCCGTCATTGGATTGGCTGCGGGGCCCACCTCTCTAAGCCTATGGA 
AAAGCTTCTGGGTCTTGCTGGCTTTTTCCCTCTGCATCCTATGATGATCACAAATGCTGA 
GAGACTGCGAAGGAAACGGGCACGTGAAGTCCTGTTAGCTTCTCAGAAAACAGATGCAGA 
AGCTACAGATACAGAGGCTACAGAAACATAAATGAGCTGACTTTAGTGAGCATAGCAGTG 
GGAACAAGGTCAAGGTCCTTTTGAAACACTGCAGCGATCTTAATTTTGTTAGATTTGGAG 
TTCAATAAATGGAGTATCCTGAGTTGCCCTTGCTCTTCTGGCCTGGCCTGCACAGGGCCC 
AGGGAGAGATTTGTTCTTGTGTGACTTAGAGCTGGGTGTGGGTACTAATTAGCTTTTTTC 
GACTTTGTCTTGGGATAGACAGTGGCTATGGGAGGATTGGACTTTTGAGTTGGGCTCTGG 
GTCTCTTGGACAACTTTACAATTTACTGGCTTCCAAGACTTCCTGCTTCAAAACCCCCAG 
CCAGACTATTCATGGCCCATTCAGATCTTCATGTTCATCCCACAAGTGCAAGAACAGTTA 
ACCTTTCTTAATTGATTTTTGTAATTGGAGGTTTATATTGTCTTGCCTAATGCATATTCT 
CTTTTTTTTTTTTTTTTTGAGACGGAGTCTTGTTCTGTTGCCAGGCTGGAGTGCGGTGGT 
GCAATCTCAGCTCACTGCAATCTCCACCTCCTGGGTTCAAGAGGTTCTCCTGCCTCAGCC 
TCCTGAGTAGCCGGGGAGCTACAAGCATGCACCACCACACCCAGCTAATTTTTTTTTTTT 
TTTTGAGAGGAGTCTCGCTCTGTCGCCCAGGCTTGAGTGCAGTGGCGCGATCTCGGCTCA 
CTGCAAGCTCTGTCTCCTGGGTTCATGCCATTCTCCTGCTTCAGCCTCCCGAGTAGTCCC 
AGGAGTAGCTGGGACTACAGGTGCCCACCACCACACCCAGCTAATTTTTTTGTATTTTTA 
GTAGAGATGGGGTTTCACCATGTTATCCAGGATGGTTTTGATCTCCTGACCTCGTGATCC 
GCCCGCCTTGGCCTCCCAAAAGTGCTGGGATTATAGGCGTGAGCCACCGCCCGGGCAAAT 
TTTTGTATTTTTAGTAGAGATGGGGTTTCACCGTGTTGGCCAGGATGGTCTCAATCTGAC 
CTTGTGATCTGCCCACCTCGGCCTCCCAAAGTGCTAGGATTACTGGCGTGAGCCACCACT 
CCTAGCCTTAATGCATATTCTTAAATATACAAAGGTAGATTTGTTATGAAAATTGCTTTG 
GGGCTCTAATAACCTACCTTTTAAGAATGAGAAACTGCTGGGCTTAAGGGAGTTCAGTAT 
GAATCAAGATTGAACCATTCAAATGTGGCTGTGATTTCTGCATATATCATAGATGGGATC 
CTTCTGAGAATACTGGAATAGGGAATTAGGACACCAAGCCAATTCAGCTGTGAACCTTAT 
TCTTGTACTTTTCTTTCTTGCTGGTAATTTTATGGAGCAGGTTAAGAAGGCTGCTCTGTG 
TTAGGATAAACTGTATACCAATAATGTTGACAACCTGTAATGAGTGTTGCATTTTACTTC 
TTGTATCTTTTCCTTCCTACCTTGATGCCAGTAATCTATAAGGGATCTTTATAGTTTGAA 

TTAGGTCTCAAGTATTCCCATGTGTTTTAAAAGCCTGAAGTCAGTGAGATGAAATTCAAC 

ATCAAGAATTTGAAGTAACTTGTAAGGAAAAATAATATAAAGATACCATTGGGGCAGTGG 

CTCACACCTGTAATCTCAGCACTTTGGGAGGCTGAGGTGGAAGGATCACTTGAAGCCAGA 

GTTTGAGACCAGCCTGTGCAACACAGCAAGACCCCGTCTCTACAAAAACTTAAAAAATTA 

GCTGGCTGTGGTGTTGCTCACCCATAGTTCCAGCTACTCGGGAAGCTGAGGCAGTAAGAT 

CACTTGAGCCCAGGAGGCCGATGCTGCAGTGAACTGTGATTGTTCCACTACAGTCCAGCC 

TGGGTGACAGAGAAAAGAAAAAGAAAACATTACATAATTTGGCTAGAGCATAATAATTTG 

ATTTTCTGGTTTTTGAAAATTTGAGTTGCAATAAAAGGATATTTCAGTGTGCG 

Gene 182. >ENST00000263565 cDNA sequence 
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CAAGGTTTCGGGGACTGAGTGGGTTTCAGACTTTCTCTCAGGATTTCCGCTGGCTTCAGG 

TTCCGGTCAGGCGTCGGGACAGAGCCTGATCCAGGCTTCGGCGGCCGGTGGCAGCTCTCG 

ATCAGCTCTCGCAGTCGGAGAGGCGGCTAAGGAAAGGTGCCACAGCAGAGACGCGAAGGA 

GAGGCCCTAGAACCTTTTCAAAGAAGAATGGAAGAAACCATGAAGCTTGCTACGATGGAA 

GACACAGTGGAGTACTGCCTGTTCCTGATACCAGATGAGTCAAGGGACTCAGATAAACAT 

AAAGAGATTCTTCAGAAGTACATTGAGAGAATAATCACTCGGTTTGCACCTATGCTGGTC 

CCCTACATCTGGCAGAATCAGCCTTTCAATCTTAAATATAAACCTGGGAAAGGAGGTGTT 

CCTGCTCATATGTTTGGCGTGACAAAGTTTGGGGATAACATTGAGGATGAATGGTTTATT 

GTTTATGTAATAAAGCAGATCACAAAGGAATTTCCAGAGTTAGTAGCAAGGATTGAAGAC 

AATGATGGTGAATTCTTGTTAATAGAAGCTGCTGACTTTCTCCCTAAATGGCTGGATCCT 

GAAAATAGCACCAATAGGGTATTTTTCTGCCATGGGGAATTGTGTATTATCCCTGCACCA 

AGAAAATCTGGAGCAGAATCTTGGTTACCCACCACACCCCCAACAATTCCACAAGCATTG 

AATATAATCACAGCACATTCAGAAAAAATACTTGCTTCAGAATCTATACGAGCTGCTGTG 

AATAGGCGCATCAGAGGGTACCCAGAAAAAATTCAGGCCTCACTTCATCGAGCACACTGC 

TTCCTTCCAGCTGGCATTGTGGCAGTGCTAAAGCAGCGCCCCAGATTGGTGGCTGCAGCA 

GTCCAGGCATTTTACCTACGAGACCCTATTGACCTGCGAGCTTGTCGTGTTTTCAAGACA 

TTCTTGCCTGAAACACGAATAATGACATCGGTCACATTCACTAAATGTCTATATGCACAA 

TTGGTGCAACAAAGGTTTGTGCCAGACCGGCGGAGTGGATACAGGCTGCCTCCTCCATCT 

GATCCCCAGTACCGAGCCCATGAATTGGGCATGAAATTGGCTCATGGATTTGAGATCTTA 

TGCTCCAAATGTAGCCCACATTTTTCTGACTGCAAGAAATCCCTTGTGACTGCCTCACCA 

CTCTGGGCCAGTTTCCTTGAAAGTCTGAAAAAGAATGATTACTTTAAGGGACTGATAGAA 

GGTTCTGCTCAGTACCGGGAAAGGCTAGAAATGGCAGAGAATTACTTCCAGCTCTCAGTA 

GACTGGCCAGAAAGTTCTCTTGCTATGAGCCCTGGTGAAGAAATCTTAACCTTATTACAG 

ACAATACCATTTGATATAGAAGACCTTAAGAAAGAAGCAGCTAATCTTCCCCCAGAGGAT 

GATGACCAGTGGTTAGATCTCTCACCAGATCAGCTGGACCAGCTGCTGCAGGAAGCTGTT 

GGCAAAAAAGAATCCGAGTCTGTTTCCAAGGAGGAGAAGGAGCAGAACTATGACTTAACT 

GAAGTCTCAGAGAGCATGAAAGCTTTCATATCCAAAGTCTCAACCCACAAGGGAGCAGAG 

CTGCCTCGAGAACCTTCTGAGGCTCCAATCACTTTTGATGCAGATTCTTTTCTTAATTAT 

TTTGATAAGATTTTAGGGCCAAGGCCTAATGAGTCAGATTCTGATGATCTGGATGATGAA 

GACTTTGAATGTTTAGATAGTGATGATGACTTGGACTTTGAAACACACGAACCTGGCGAA 

GAGGCTTCCCTGAAAGGAACACTTGATAATCTCAAGTCATACATGGCCCAGATGGACCAG 

GAACTAGCACACACCTGCATCAGCAAAAGTTTCACCACTAGGAACCAAGTGGAACCTGTA 

TCCCAGACTACCGATAACAATTCAGATGAGGAAGATTCTGGTACGGGAGAATCTGTTATG 

GCACCAGTAGATGTAGACCTGAACCTGGTTTCAAATATATTGGAATCCTATAGCTCCCAA 

GCTGGACTGGCAGGACCTGCTTCCAATCTTTTACAAAGCATGGGAGTGCAGCTGCCTGAC 

AACACCGATCACAGACCAACAAGTAAGCCAACAAAAAATTAACCAGCACATTTAGCTTCT 

CTTTTTTCTTTTTAAATAAATATTGAATATGATTCTGTTC 

Gene 183. >ENST00000287239 cDNA sequence 

GACAACAACAGGGGGACACAAAATGGCGGCGGCTTAGCTCCTACCCCTGGCGGCGGCGGC 
AGCGGTGGCGGAGGCGACGGCACCTCCTCCAGGCGGCAGCCGCAGTTTCTCAGGCAGCGG 
CAGCGCCCCCGGCAGGCGCGGTGGCGGTGGCGCGCAGCCAGATTTGCCTGAAGACCTGGA 
TAATCTCCATTTTTGTCATGGACTGTTAAAACGTTTGAAGTTCCAATTCTGGTCTTGATT 
TCCCAGTTAAAGATGTTCTTCACCCGAATGCAGTCTTTCCTGTTGGTAAAATAAGACAAC 
CATCAACATTGCCTGTTTGTCTGCTTTTGAATCTCTTAAGGATGGATGTTTGTAAGATGT 
TGCTTAATACAGTCTGGAATACTCTGTCCATTTGTTGAATTGTAAATGACTTTCAAATGT 
GCAAGTTCTGTTAAATACAAAGAGAACCTCTATGGGTAACTTTTGTGTTGAAGAAGTCAT 
TTGTCAACCATGGTAAAACTTGCAAACCCACTTTATACAGAGTGGATTCTTGAAGCTATA 
CAGAAAATAAAAAAGCAAAAGCAAAGGCCCTCTGAAGAGAGAATCTGCCATGCGGTCAGT 
ACTTCCCATGGGTTGGATAAGAAGACAGTCTCTGAACAGCTGGAACTCAGTGTTCAGGAT 
GGCTCAGTTCTCAAAGTCACCAACAAAGGCCTTGCCTCCTATAAGGACCCAGACAACCCT 
GGGCGCTTTTCATCAGTTAAACCAGGCACTTTTCCTAAGTCAGCCAAGGGGTCTAGAGGA 
TCATGTAATGATCTCCGCAATGTGGATTGGAATAAACTTTTAAGGAGAGCAATTGAAGGA 
CTTGAGGAGCCGAATGGCTCCTCCCTGAAGAACATAGAGAAGTATCTCAGAAGTCAAAGT 
GATCTCACAAGCACCACCAACAACCCAGCCTTTCAGCAGCGGCTGCGACTGGGGGCCAAA 
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CGCGCTGTGAATAATGGGAGGTTACTGAAAGACGGACCGCAGTACAGGGTCAATTATGGG 
AGCTTAGATGGCAAAGGGGCACCTCAGTATCCCAGTGCATTCCCATCCTCGCTCCCACCT 
GTCAGCCTTCTACCCCATGAGAAAGACCAGCCCCGTGCTGATCCCATTCCAATATGTAGC 
TTCTGTTTGGGGACTAAAGAATCAAATCGTGAAAAGAAACCAGAAGAACTCCTCTCTTGT 
GCAGATTGTGGCAGTAGTGGACACCCATCCTGTTTGAAATTTTGTCCTGAATTAACAACA 
AATGTAAAGGCCTTAAGGTGGCAGTGCATCGAATGCAAGACATGCAGTGCCTGTAGAGTC 
CAAGGCAGAAATGCTGATAATATGCTTTTTTGTGATTCCTGTGATAGAGGATTTCATATG 
GAATGCTGTGACCCACCACTTTCCAGAATGCCAAAAGGGATGTGGATTTGCCAAGTCTGC 
AGACCAAAGAAAAAGGGAAGAAAACTACTTCATGAGAAAGCTGCACAAATAAAACGACGA 
TATGCAAAACCCATTGGACGACCGAAAAATAAATTAAAGCAACGATTGTTGTCTGTAACC 
AGTGATGAAGGATCCATGAATGCATTCACAGGAAGGGGGTCACCTGGTAGGGGTCAAAAG 
ACTAAAGTCTGTACCACACCTTCATCTGGTCATGCTGCATCTGGGAAGGACTCAAGCAGC 
AGATTGGCTGTTACAGACCCCACTCGGCCTGGTGCCACCACCAAAATCACCACCACCTCC 
ACCTACATTTCTGCCTCTACACTTAAAGTTAACAAGAAAACCAAAGGGCTCATTGATGGC 
CTTACTAAGTTTTTTACACCATCACCTGATGGTCGCAGATCACGAGGTGAAATTATAGAC 
TTTTCAAAGCACTATCGTCCAAGGAAAAAGGTCTCTCAGAAACAGTCATGCACTTCTCAT 
GTGTTGGCTACAGGTACCACACAAAAGCTAAAACCTCCACCTTCTTCACTTCCACCCCCA 
ACCCCCATCTCCGGTCAGAGCCCCAGTTCACAAAAGTCCAGCACGGCCACTTCTTCTCCC 
TCTCCCCAGAGTTCTTCCAGCCAGTGCAGTGTGCCCTCCCTGAGCAGCCTTACCACTAAC 
AGCCAGCTGAAGGCACTCTTTGATGGGCTTTCTCATATCTATACCACTCAGGGACAGTCT 
CGCAAAAAGGGACACCCGAGTTATGCACCACCCAAACGTATGCGTCGTAAAACTGAATTA 
TCTTCCACGGCAAAATCTAAAGCCCACTTCTTTGGCAAAAGAGATATTAGAAGTCGGTTT 
ATTTCTCACTCCTCCTCCTCTAGCTGGGGGATGGCTAGAGGAAGTATTTTTAAAGCAATT 
GCTCACTTCAAGCGAACAACTTTCCTTAAAAAGCACAGGATGCTAGGCAGATTAAAATAT 
AAAGTGACCCCTCAGATGGGGACCCCCTCACCAGGGAAGGGGAGCTTGACAGACGGAAGG 
ATTAAACCTGATCAGGATGATGATACTGAAATAAAAATAAACATCAAACAAGAAAGTGCA 
GATGTAAATGTGATTGGAAACAAGGATGTCGTTACTGAAGAGGATTTGGATGTTTTTAAG 
CAGGCCCAGGAACTTTCTTGGGAGAAAATAGAGTGTGAGAGTGGGGTGGAAGACTGTGGC 
CGGTACCCTTCTGTGATTGAATTTGGTAAATATGAAATCCAAACCTGGTACTCCTCGCCT 
TACCCACAGGAATATGCAAGATTACCAAAGCTTTACCTGTGTGAATTCTGTCTTAAATAT 
ATGAAAAGTAAAAATATTTTGCTAAGACACTCCAAGAAGTGTGGATGGTTTCATCCTCCA 
GCAAATGAAATTTACCGAAGGAAAGACCTTTCAGTATTTGAGGTTGATGGGAATATGAGC 
AAAATTTATTGCCAAAACCTTTGCTTGTTAGCCAAGCTCTTCCTGGACCACAAAACGTTG 
TATTATGATGTCGAGCCATTCCTTTTTTATGTCCTTACAAAAAATGATGAAAAGGGCTGT 
CATCTGGTTGGATACTTCTCTAAGGAAAAGCTTTGCCAGCAGAAGTATAATGTCTCCTGC 
ATAATGATCATGCCCCAGCACCAAAGGCAAGGATTTGGACGGTTTCTCATTGATTTCAGC 
TATTTGCTTTCTAGAAGAGAAGGCCAAGCAGGGTCTCCTGAAAAGGCTCTCTCCGATCTG 
GGCCGTCTCTCCTACCTGGCATATTGGAAGAGCGTCATCTTGGAGTATCTCTACCACCAC 
CATGAGAGGCACATCAGCATCAAGGCAATTAGCAGAGCGACGGGCATGTGCCCACATGAC 
ATTGCCACCACTCTGCAGCACCTCCACATGATCGACAAGAGAGATGGCAGATTTGTCATC 
ATTAGACGGGAAAAGTTGATATTGAGCCACATGGAAAAGCTGAAAACCTGTTCCAGAGCC 
AATGAACTTGATCCAGACAGTCTGAGGTGGACCCCAATTTTAATTTCTAATGCTGCAGTG 
TCTGAAGAAGAGCGAGAAGCTGAGAAAGAGGCTGAGCGGCTAATGGAACAAGCTAGCTGC 
TGGGAGAAGGAGGAACAAGAAATCCTGTCAACTAGAGCTAACAGTAGGCAATCACCTGCA 
AAAGTACAATCGAAAAATAAATATTTGCATTCCCCGGAGAGCCGGCCAGTCACAGGGGAG 
CGAGGGCAGCTGCTGGAGCTGTCTAAAGAGAGCAGTGAAGAAGAAGAGGAGGAGGAGGAC 
GAGGAGGAGGAAGAAGAGGAGGAAGAAGAGGAAGAGGATGAAGAGGAGGAAGAAGAGGAA 
GAAGAAGAAGAAGAAGAAGAAAATATTCAAAGCTCTCCCCCAAGATTGACGAAACCACAG 
TCAGTTGCCATAAAGAGAAAGAGGCCTTTTGTACTAAAGAAGAAAAGGGGTCGTAAACGC 
AGGAGGATCAACAGCAGTGTAACAACAGAGACCATTTCAGAGACGACAGAAGTACTGAAT 
GAGCCCTTTGACAACTCAGATGAAGAGAGGCCAATGCCACAGCTGGAGCCTACCTGTGAG 
ATTGAAGTGGAGGAAGATGGCAGGAAGCCAGTCCTGAGAAAAGCATTCCAGCATCAGCCT 
GGGAAGAAAAGACAAACAGAGGAAGAGGAAGGAAAAGACAATCATTGCTTCAAGAATGCT 
GACCCTTGTAGAAACAATATGAATGATGATTCAAGTAACTTGAAAGAAGGCAGTAAAGAC 
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AATCCCGAACCTCTAAAGTGCAAACAAGTGTGGCCAAAAGGAACAAAGCGCGGTCTATCT 
AAGTGGAGGCAAAACAAAGAGAGGAAGACCGGATTTAAACTGAATTTGTACACCCCGCCA 
GAAACACCCATGGAGCCTGACGAGCAGGTAACAGTGGAAGAACAGAAGGAGACTTCAGAA 
GGAAAAACCAGCCCCAGTCCCATCAGGATTGAGGAGGAGGTCAAGGAAACTGGGGAAGCC 
CTGTTGCCTCAAGAGGAAAACAGAAGGGAAGAAACATGTGCCCCTGTAAGTCCAAACACA 
T CAC CAGGTGAAAAAC CAGAA.GATGAT CT CAT CAAACCTGAGGAAGAGGAAGAGGAGGAG 
GAGGAGGAAGAGGAAGAAGAGGAAGAAGAGGAAGGGGAAGAAGAAGAAGGAGGAGGAAAT 
GTAGAAAAAGATCCAGATGGTGCTAAAAGCCAAGAAAAAGAGGAACCAGAAATCTCCACG 
GAAAAAGAAGACTCTGCACGTTTGGATGATCACGAAGAGGAGGAGGAAGAGGATGAAGAG 
CCATCCCACAACGAGGACCATGATGCCGATGACGAGGATGACAGCCACATGGAGTCTGCC 
GAAGTGGAGAAGGAAGAGCTGCCCAGAGAAAGCTTCAAAGAAGTACTGGAAAACCAGGAG 
ACTTTTTTAGACCTTAATGTGCAGCCTGGTCACTCGAACCCAGAGGTCTTAATGGACTGT 
GGCGTCGACCTGACAGCTTCTTGTAACAGTGAGCCCAAGGAGCTTGCTGGGGACCCTGAA 
GCTGTACCCGAATCTGACGAGGAGCCACCCCCAGGAGAACAGGCACAGAAGCAGGACCAA 
AAGAACAGCAAGGAAGTCGATACAGAGTTCAAAGAGGGAAACCCAGCAACCATGGAAATC 
GACTCTGAGACTGTCCAGGCCGTTCAGTCTTTGACCCAGGAGAGCAGCGAACAGGACGAC 
ACCTTTCAGGATTGTGCCGAGACTCAAGAGGCCTGTAGAAGCCTACAGAACTACACCCGT 
GCAGACCAAAGTCCACAGATTGCCACCACGCTCGACGATTGCCAACAGTCGGACCACAGT 
AGCCCAGTTTCATCCGTCCACTCCCATCCTGGCCAGTCCGTACGTTCTGTCAACAGCCCA 
AGTGTCCCTGCTCTGGAAAACAGCTACGCCCAAATCAGCCCAGATCAAAGTGCCATCTCA 
GTGCCATCTCTGCAGAACATGGAAACCAGTCCCATGATGGATGTCCCATCAGTTTCAGAT 
CATTCACAGCAAGTCGTAGACAGTGGATTTAGTGACCTGGGCAGTATCGAGAGCACAACT 
GAGAACTACGAAAACCCAAGCAGCTACGATTCTACTATGGGAGGCAGCATCTGTGGAAAC 
GGCTCTTCACAGAACAGCTGCTCCTATAGCAACCTCACCTCCAGCAGTCTGACACAGAGC 
AGCTGTGCTGTCACCCAGCAGATGTCCAACATCAGCGGGAGCTGCAGCATGCTGCAGCAA 
ACCAGCATCAGCTCCCCTCCGACCTGCAGCGTCAAGTCTCCTCAAGGCTGTGTGGTGGAG 
AGGCCTCCGAGCAGCAGCCAGCAGCTGGCTCAGTGCAGCATGGCTGCTAACTTCACCCCA 
CCCATGCAGCTGGCTGAAATCCCCGAGACGAGCAACGCCAACATTGGCTTATACGAGCGA 
ATGGGTCAGAGTGATTTTGGGGCTGGGCATTACCCGCAGCCGTCAGCCACCTTCAGCCTT 
GCCAAACTGCAGCAGTTAACTAATACACTTATTGATCATTCATTGCCTTACAGCCATTCC 
GCTGCTGTGACTTCCTATGCAAACAGTGCCTCTTTGTCCACACCATTAAGTAACACAGGG 
CTTGTTCAACTTTCTCAGTCTCCACACTCCGTCCCTGGGGGACCCCAAGCACAAGCTACC 
ATGACCCCACCCCCCAACCTGACTCCTCCTCCAATGAATCTGCCGCCGCCTCTTTTGCAA 
CGGAACATGGCTGCATCAAATATTGGCATCTCTCACAGCCAAAGACTGCAAACCCAGATT 
GCCAGCAAGGGCCACATCTCCATGAGAACCAAGTCAGCGTCTCTGTCACCAGCCGCTGCC 
ACCCATCAGTCACAAATCTATGGGCGCTCCCAGACTGTAGCCATGCAGGGTCCTGCACGG 
ACTTTAACGATGCAAAGAGGCATGAACATGAGTGTGAACCTGATGCCAGCGCCAGCCTAC 
AATGTCAACTCTGTGAACATGAACATGAACACTCTCAACGCCATGAATGGGTACAGCATG 
TCCCAGCCAATGATGAACAGTGGCTACCACAGCAATCATGGCTATATGAATCAAACGCCC 
CAATACCCTATGCAGATGCAGATGGGCATGATGGGCACCCAGCCATATGCCCAGCAGCCA 
ATGCAGACCCCACCCCACGGTAACATGATGTACACGGCCCCCGGACATCACGGCTACATG 
AACACAGGCATGTCCAAACAGTCTCTCAATGGCTCCTACATGAGAAGGTAGACAACGTGG 
GCAGTCCACAAAACCTACGGGGCATCACTATTGGATTGATCTGCACAAATACCTTTGAAG 
AGTACGATTTCAAAACCAGCAATTGGTGTGAATGCAAAAACATTTGTTGGCACCATTTAT 
TTAAAAAAAAAAAAAGCTGTATGCAGCAGAAAGCCTTATACAAGTTGTTTTTCTTTTTTT 
CCTTTTTCTTTTTTTTGGTACCTTCATTTCTGTTACTTTTATATAAAATTCTCTGCAAAG 
GAAGGCCTCTCTTTGGACTACAATTTGGAGGCAGCCACTTGTTGTGCCTGCTTCTGTTAA 
ACAATGTGGATATCAAGCCCCCCCAAATTATCTGTTTTAATATTGAACCTAGAGCTTTTT 
TTTTCCCTTCCCTGTCCACTCCATGTAAATGCCTTTAGCATTTCAGTTATTGTATATTTT 
GTTTAAGGTGACACTTCAGCATGCCGCTAATGTCTTTGTTAGTGACAGTGCATTTTGTAG 
TACTGTACAAGTGTTGTGCTAACAGTAAGCCATTTCTTAAGTTTTTTGCCTTGATTAGGG 
TGCCCTAATTTGAGGGTTTTAAAAAAAACTATATTTTTGTTAATTATAAAACTGTAAAGA 
GCTATAAAAGCTATTCCCATTTGGTTAGTCAAAAGGGTTTTATTGCTAAATGTTTGGTGT 
AAAGTTGAGACCCTTTTCCATTTTGGTGACAGATTTCTTTGGGGAAAAAAGGCAGCTTTC 
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TGTTTTATAAATGCAGACTTCTGTTTATTGAATGAAGCATATCTCAGTGTTTATCTGTCA 
GGTTTTGAAACATTTCATATATGTCCAAATACTTGGCAGGATTTAAAAAAAAATAGTGAA 
TTTGGTGTAAAGTTGCTATTTTATGGAAATGCCTCTAACTTTACATTTTCATTCCATCTG 
TAGATTTTTCTATCTTTATAAAATATTGGAGTTATTTTTTAAGGAAAAATAGAAAAGTAG 
CTTGTGAATAGCTCAAACTAAGCTTACAAATCGCATGTAAAAAAGCAAAAAAGTTATTTG 
TGTCTGTTTATATTGCTTCCTTTTTTGTAGCCTTTGTACCTGTACAGGGTGACAGTAAGG 
GCCAAGCAGGAGAGGCGTAATCCTTGTATAAAATAGGATCCAGCGACACTCTTGTATTTA 
TCTGTTCTCTTTTTAGTCAGTCACTTCAAAAAAACAAAAAACAAACAAAAAAAAGCTGTA 
CATTTTAACATAAAATAAATTATGATGAGCCATTTTTAGCCTCTTGTGTCCTGTCATATT 
ATGATTGATAGAGAATGACCAATGGAACTGTATCATGTGTCACGCCTCAGAACACATACA 
CATTTTGGGAAAATAAATTATTTAGTGTAAATTGGAGTTATGGGATTTTCTGATTTGTTT 
TGACTTTGGGGGAGGGGTTGGCAATAAATAAGAGTAATATCTAATAAAACCATCACATAT 
ACCAAATACCTATTTAATAAATTAATTTATAATGGATTTTAATGCTTTTCATGAAAGTTT 
ATTTTATGCGAGTGCATACCTTCTGTATGCCAATCATTGTCTTTAAAATAAAGTGAAATT 
GTTTTTT 

Gene 184. >ENST00000326248 cDNA sequence 

GGGGTCGGTGCTGGCCGAGGGGGCGCCGGCTGCCGGAGTGGACATGGCGGCCGGCCCCAT 
TAGGGTGGTGTTGGTCCTTCTAGGGGTGCTCAGTGTCTGTGCAGCCAGCGGCCATGGGTC 
CGTAGCGGAGAGGGAGGCCGGCGGGGAGGCGGAGTGGGCGGAACCGTGGGATGGCGCGGT 
TTTCCGGCCGCCCTCGGCGCTGGGCGCAGTGGGGGTGACGCGCAGCTCTGGGACGCCGCG 
GCCAGGGAGGGAGGAGGCGGGGGACTTGCCGGTACTGCTGTGGTGGAGCCCAGGGCTATT 
CCCCCACTTCCCGGGAGACTCGGAGCGCATCGAGTGTGCGCGCGGCGCGTGCGTGGCGTC 
CCGGAACCGCCGAGCGCTGAGGGACTCGCGGACGCGCGCGCTGCTCTTCTACGGCACAGA 
CTTCCGCGCGTCGGCCGCCCCGCTGCCGCGCCTGGCGCACCAGAGCTGGGCGCTCCTCCA 
CGAGGAGTCGCCCCTCAACAACTTCTTGCTGAGCCACGGCCCGGGCATCCGCCTCTTCAA 
TCTTACCTCCACCTTCAGTCGCCACTCGGATTACCCGCTGTCGCTGCAGTGGCTGCCCGG 
GACCGCCTATCTGCGCCGCCCGGTGCCTCCGCCCATGGAACGCGCGGAGTGGCGCCGCCG 
CGGCTACGCGCCGCTGCTCTATCTGCAGTCACACTGCGACGTGCCAGCGGACCGGGACCG 
CTACGTGCGCGAGCTCATGCGCCACATCCCGGTAGACTCCTACGGGAAATGCCTGCAGAA 
TCGGGAGCTGCCTACCGCGCGGCTACAGGACACAGCCACGGCCACCACCGAGGATCCAGA 
GCTCTTGGCTTTCTTGTCCCGCTATAAGTTCCACTTGGCCCTGGAAAATGCCATCTGTAA 
CGACTACATGACAGAAAAACTGTGGCGTCCCATGCACCTGGGCGCTGTGCCCGTGTACCG 
CGGTTCTCCCTCTGTGAGGGACTGGATGCCGAACAATCACTCCGTCATCCTGATTGATGA 
TTTTGAGTCTCCTCAGAAGCTGGCAGAGTTTATTGACTTTCTGGACAAGAATGATGAGGA 
GTATATGAAATACCTGGCATACAAGCAACCTGGGGGCATCACCAACCAATTTCTTCTGGA 
TAGTCTGAAGCATCGGGAGTGGGGAGTGAATGATCCTTTGCTGCCTAACTACCTCAACGG 
CTTCGAGTGTTTCGTCTGTGACTACGAACTGGCTCGGCTGGATGCCGAGAAAGCCCACGC 
GGCCTCTCCCGGGGACAGCCCCGTCTTTGAGCCCCACATTGCCCAGCCCTCACACATGGA 
CTGCCCAGTGCCCACACCTGGCTTTGGCAATGTGGAAGAGATTCCTGAGAATGACAGTTG 
GAAAGAGATGTGGCTGCAAGATTATTGGCAAGGTCTGGACCAGGGGGAAGCTCTCACTGC 
CATGATCCACAACAATGAAACAGAGCAGACGAAATTTTGGGATTACCTACATGAAATCTT 
CATGAAGAGGCAACATCTCTAAGTGCCCTTGCAAGAGCCTTTAACTTGGCGGAGCTAAGG 
AGATCTTATTCTACCATGGGACATAAGGAGCATCCACTGCACAAACCCTTAATGAACACT 
GTCTTTTCATGGATTCAAGGAATTCCAGTTTTATCTATTAAGATTTTATCTTAATGATGA 
GTAGCCAAGGTCTAACATAGGGCCTCTCCTCAAGGAGAGATGGAGGGATACAATTCTTGG 
TTCAGTGGGAAACAGAACCCTAAAACATCCATTTGATTCAAGGTGCTGGTCCAACAGAGT 
TTTTAAACTACTCACTTCTTTATTTCATCCTTTCGACTGTACTTGATTACCAGTGAAGTA 
AGATGGGTCAGGTTACGACTTACAACTTTTGTTCTATTCCCCAGACTCCTCATTATTCAG 
TACATTTCCCAATAATCTCTTTTTCTCATCTCTTGCTTTATAAATTGTTACGTTGGTGGA 
GAAGCAAAACATTTGGTGAGTTGTATTCTGGTTTTCCGGAGTTGGATTTTTTTATATTAT 
ATACTTTCATGTC 

Gene 185. >ENST00000299593 cDNA sequence 

CTGCAGATAGAGCAGCGGCGCGTAGCCGCGGCGGCGCCACTCCGCGCGTTCCATGGGCGG 
AGGCACCGGGCGGCGCAGATAGGCGGTCCCGGGCAGCCACTGCAGCGACAGCGGGTAATC 
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CGAGTGGCGACTGAAGGTGGAGGTAAGATTGAAGAGGCGGATGCCCGGGCCGTGGCTCAG 

CAAGAAGTTGTTGAGGGGCGACTCCTCGTGGAGGAGCGCCCAGCTCTGGTGCGCCAGGCG 

CGGCAGCGGGGCGGCCGACGCGCGGAAGTCTGTGCCGTAGAAGAGCAGCGCGCGCGTCCG 

CGAGTCCCTCAGCGCTCGGCGGTTCCGGGACGCCACGCACGCGCCGCGCGCACACTCGAT 

GCGCTCCGAGTCTCCCGGGAAGTGGGGGAATAG 

Gene 186. >ENST00000310381 cDNA sequence 

ATGGGGAACATACTGACCTGTTGTGTGCACCCTAGCGTCAGCCTCGAGTTTGACCAGCAA 
CAGGGGTCGGTGTGTCCCTCTGAATCTGAGATCTATGAGGCAGGAGCTGGGGACAGGATG 
GCAGGAGCGCCCATGGCTGCTGCTGTGCAGCCTGCTGAGGTGACCGTTGAAGTTGGTGAG 
GACCTCCACATGCACCACATTCGTGACCAGGAGATGCCTGAAGCTTTGGAGTTTAACCCT 
TCTGCCAATCCAGAGGCAAGCACAATATTCCAGAGGAACTCTCAAACAGATGTTGTAGAA 
ATAAGAAGAAGCAACTGTACAAACCATGTATCTACTGAGCGTTTCAGTCAACAATACAGC 
TCGTGTTCGACAATATTCCTTGATGACAGCACAGCCAGCCAGCATTATCTTACAATGACA 
ATAATATCTGTGACCTTGGAGATACCTCATCATATCACACAAAGAGATGCAGATAGATCT 
TTGAGCATACCTGATGAACAGTTACACTCATTTGCGGTTTCCACCGTGCACATTACGAAG 
AACAGAAATGGAGGTGGGAGTTTAAATAACTATTCCTCCTCCATTCCATCGACTCCCAGC 
ACCAGCCAGGAGGACCCTCAGTTCAGTGTTCCTCCCACTGCCAACACACCCACCCCCGTT 
TGCAAGCGGTCCATGCGCTGGTCCAACCTGTTTACATCTGAGAAAGGGAGTCACCCAGAC 
AAAGAGAGGAAAGCCCCGGAGAATCATGCTGACACCATCGGGAGCGGCAGAGCCATCCCC 
ATTAAACAGGGCATGCTCTTAAAGCGAAGTGGGAAATGGCTGAAGACATGGAAAAAGAAA 
TACGTCACCCTGTGTTCCAATGGCGTGCTCACCTATTATTCAAGCTTAGGTGATTATATG 
AAGAATATTCATAAAAAAGAGATTGACCTTCGGACATCTACCATCAAAGTCCCAGGAAAG 
TGGCCATCCCTAGCCACATCGGCCTGTGCACCCATCTCCAGCTCTAAAAGCAATGGCCTA 
TCCAAGGACATGGACACCGGGCTGGGTGACTCCATATGCTTCAGCCCCAGTATCTCCAGC 
ACCACCAGCCCCAAGCTCAACCCGCCCCCCTCTCCTCATGCCAATAAAAAGAAACACCTA 
AAGAAGAAAAGCACCAACAACTTTATGATTGTGTCTGCCACTGGCCAAACATGGCACTTT 
GAAGCCACGACGTATGAGGAGCGGGATGCCTGGGTCCAAGCCATCCAGAGCCAGATCCTG 
GCCAGCCTGCAGTCATGCGAGAGCAGTAAAAGCAAGTCCCAGCTGACCAGCCAGAGCGAG 
GCCATGGCCCTGCAGTCGATCCAAAACATGCGTGGGAACGCCCACTGTGTGGACTATGAG 
ACCCAGAATCCTAAGTGGGCCAGTTTGAACTTGGGAGTCCTCATGTGTATTGAATGCTCA 
GGAATCCACCGCAGTCTTGGCACCCGCCTTTCCCGTGTGCGATCTCTGGAGCTGGATGAC 
TGGCCAGTTGAGCTCAGGAAGGTTATGTCATCTATTGGCAATGACCTAGCCAACAGCATC 
TGGGAAGGGAGCAGCCAGGGGCAGACAAAACCCTCAGTAAAGTCCACGAGGGAAGAGAAG 
GAACGGTGGATCCGTTCCAAATATGAGGAGAAGCTCTTTCTGGCCCCACTACCCTGCACT 
GAGCTGTCCCTGGGCCAGCACCTGCTGCGGGCCACCGCTGATGAGGACCTGCAGACAGCC 
ATCCTGCTGCTGGCACATGGCTCCCGTGAGGAGGTGAACGAGACCTGTGGGGAGGGAGAC 
GGCTGCACGGCGCTCCATCTGGCCTGCCGCAAGGGGAATGTGGTCCTGGCACAGCTCCTG 
ATCTGGTACGGGGTGGACGTCATGGCCCGAGATGCCCACGGGAACACAGCGCTGACCTAC 
GCCCGGCAGGCCTCCAGCCAGGAGTGCATCAACGTGCTTCTGCAGTACGGCTGCCCCGAC 
GAGTGCGTGTAG 

Gene 187. >ENST00000333366 cDNA sequence 

CTGGTCATCTACAGCCGCTCCTTCCTGGAGTACAACAGCTGGCATGTGCTCAGCTCCGTC 
AACATCTGCTGCTCCAAGCTGGTGAAGTGCCGGCTGCAGAAGGGCAAGGTGACCATTGCA 
GAGTTCATCTGGCTGGCCACACGCAGCCAAATGGAGGCCACTGAGCCACAGGATATGGTG 
GTCTATGACCAGAGCACACGGGACGCCAGTGTGCTGGCCGCAGACCGCTTCCTCTCCATC 
CTGCTGAGCAAGCTGGACAGCTGCTTCGACAGCGTGGCCATCCTCACGGGGGGCTTCGCC 
ACCTTCTCCTCCTGCTTCCCCAGCCTCTGCCAGGGCAAGCCTGCTGCCCTGCTACCCATG 
AGCCTCTCCCAGCCCTGCCTGCCCGTGCCTAGCGTGAGCCTGACCCTCATCCTGCCTCAC 
CTCTACCTGGGCTCGCAGAAAGACGTTCTGAACAAGGATCTGACGACACAGAATGGAATA 
AGCTACGTCCTCAATGCCAGCAACTCCTGCCCCAAGCCTGACTTCATCTGCGAGAGCCGC 
TTCATGCGGGTCCCCATCAACGACAACTACTGTGAAAAGCTGCTGCCCTGGCTGGACAAG 
TCTATGGAGTTCATCTGTAAAGGCAAGCTGTCCAGCTGCCAAGTCATCGTCCACTGTCTG 
GTCGGTATCTCCCACTCTGCCACCATCGCCATCGCCTACATCATGAAGACCATGGGCATA 
TCCTCCGACGACACCTACAGGTTCATGAAGGATAGGCGCCAGTCCATCTCGCCCAACTTC 
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AACTTCCTGGGCCAGCTGCTGGAATCAAGCGCTGCAGCTGCCAGATGGAGTTCGAGGAGG 
GCATCCTGGAGGGGCGCACTCGCGGCGAGGAGCTGGCCGCCATGGGCAAGCAGGCGAGCT 
TCTCGGGCAGCGTGGAGGTCATCGAGATGTCCTGACCCCTCCGCTGCCCTT 
Gene 188. >ENST00000332341 cDNA sequence 

CTGGTCATCTACAGCCGCTCCTTCCTGGAGTACAACAGCTGGCATGTGCTCAGCTCCGTC 
AACATCTGCTGCTCCAAGCTGGTGAAGTGCCGGCTGCAGAAGGGCAAGGTGACCATTGCA 
GAGTTCATCTGGCTGGCCACACGCAGCCAAATGGAGGCCACTGAGCCACAGGATATGGTG 
GTCTATGACCAGAGCACACGGGACGCCAGTGTGCTGGCCGCAGACCGCTTCCTCTCCATC 
CTGCTGAGCAAGCTGGACAGCTGCTTCGACAGCAAAGACGTTCTGAACAAGGATCTGACG 
ACACAGAATGGAATAAGCTACGTCCTCAATGCCAGCAACTCCTGCCCCAAGCCTGACTTC 
ATCTGCGAGAGCCGCTTCATGCGGGTCCCCATCAACGACAACTACTGTGAAAAGCTGCTG 
CCCTGGCTGGACAAGTCTATGGAGTTCATCTGTAAAGGCAAGCTGTCCAGCTGCCAAGTC 
ATCGTCCACTGTCTGGTCGGTATCTCCCACTCTGCCACCATCGCCATCGCCTACATCATG 
AAGACCATGGGCATATCCTCCGACGACACCTACAGGTTCATGAAGGATAGGCGCCAGTCC 
ATCTCGCCCAACTTCAACTTCCTGGGCCAGCTGCTGGAATCAAGCGCTGCAGCTGCCAGA 
TGGAGTTCGAGGAGGGCATCCTGGAGGGGCGCACTCGCGGCGAGGAGCTGGCCGCCATGG 
GCAAGCAGGCGAGCTTCTCGGGCAGCGTGGAGGTCATCGAGATGTCCTGACCCCTCCGCT 
GCCCTT 

Gene 189. >ENST00000326185 cDNA sequence 

ATGGAGCTGATGTTTGCAGAGTGGGAGGACGGAGAGCGCTTCTCATTCGAGGATTCGGAC 
CGTTTTGAGGAGGATTCACTCTGTTCCTTCATCTCCGAGGCCGAGAGCCTCTGCCAGAAC 
TGGCGGGGATGGCGCAAACAGTCAGCGGGGCCCAATTCCCCCACTGGCGGCGGTGGCGGA 
GGTGGCAGTGGCGGTACCAGAATGCGAGGTGAGAGTGAGCTGGGGGGAAGAGGAGCGGCA 
GGCCCTGCTTGGGCCTCGCTCGGGAGCTGTCCGGGACCAGGAGCTGTCCCCGACCAAGAG 
CTCTCTTCAACCAGGGGAAGAAAGGGGAGCTGTCCCCGGCCGGGAGCTGTCCCCGACTGG 
GAGCTGTCCCAAGCTTAG 

Gene 190. >ENST00000310182 cDNA sequence 

ACCGCAAAGCCTGCCGGGAGCTTGGTGCGCTATGGCGACACCCAGCCTGCGGGGTCGTCT 

GGCGCGGTTTGGGAACCCGCGGAAGCCTGTGCTGAAGCCCAATAAACCTCTCATTCTAGC 

TAACCGCGTCGGGGAGCGGCGCCGGGAGAAGGGCGAGGCGACTTGCATCACGGAGATGTC 

GGTGATGATGGCTTGCTGGAAGCAGAATGAATTCCGCGACGATGCGTGCAGAAAAGAGAT 

CCAGGGCTTCCTCGATTGTGCCGCGAGGGCTCAGGAAGCCCGAAAGATGAGATCAATACA 

GGAAACCCTGGGAGAGTCTGGGAGTTTACTTCCAAATAAATTGAATAAGTTGTTACAGAG 

GTTTCCTAACAAACCTTACCTCAGCTGA 

Gene 191. >ENST00000309979 cDNA sequence 

GGGCGGGGCGCGGAGCCCGCCGTCTCGGAGGCCGCGGCTCGGCCCGGCACTGCGGAGGGC 

CGCTTGATTTCCCGGAACCCAGGTCGCGCGGCTGCTAGGGCCGGAGCCGGTGGATCCGAG 

CGGGTGCCACCAGCGGCGGCGCGCCGCCTCCCCCGGTGGGAGCGGTGGTTGGGCCAGGCT 

GCGGCAGAGCGTTCGCTCGGAGATGGCGGAGCAGCCGCGACGCGGCCCGTGGCCCCGAAA 

GCAGGGAAGCCGGGCAGCCCCGGGACGCGGCGGAGCCCGGGGACAGCGGGGACGCCGCCC 

AGTCCTCCGGGTATGAAGCTAAAATGCAGCGGCTAA 

Gene 192. >ENST00000313749 cDNA sequence 

GGAGCCTGGGAGCCTTGACGTTAGGAACGAAGTCTAACCTGGATCTGGAGCCGGGTGAGA 
TCAAATTGGGAATGCTTTCATAATGAACGTCAACCAGTCAGTTCCACCTGTGCCACCATT 
TGGGCAGCCCCAGCCCATCTACCCAGGGTATCATCAGTCCAGCTATGGTGGGCAATCAGG 
GTCCACAGCCCCCGCCATTCCCTATGGAGCCTACAATGGCCCAGTACCAGGCTATCAGCA 
AACACCTCCCCAAGGTATGTCAAGAGCCCCACCTTCCTCGGGGGCACCTCCAGCCTCAAC 
AGCACAGGCTCCTTGTGGCCAGGCTGCATATGGCCAGTTTGGCCAAGGAGATGTACAGAA 
TGGGCCAAGCTCCACTGTTCAGATGCAAAGGCTGCCTGGGTCTCAGCCATTTGGGTCCCC 
ATTGGCCCCTGTGGGCAACCAGCCACCTGTGCTTCAGCCCTATGGCCCTCCCCCGACAAG 
TGCACAGGTGGCTACGCAGCTGTCTGGAATGCAGATCAGCGGTGCTGTGGCCCCAGCCCC 
TCCTTCTTCAGGGCTGGGCTTTGGCCCACCAACATCGCTGGCTTCAGCCTCAGGAAGTTT 
CCCTAACTCTGGTCTGTATGGCTCCTATCCTCAGGGCCAGGCTCCTCCCCTTAGCCAGGC 
CCAAGGTCATCCTGGGATCCAGACTCCCCAGCGATCTGCCCCATCACAGGCCTCCAGCTT 
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CACACCCCCAGCTTCAGGGGGTCCTCGGCTGCCTTCGATGACTGGTCCACTCCTGCCTGG 

ACAGAGTTTTGGAGGGCCCTCAGTGAGCCAGCCCAACCATGTGTCTTCACCTCCTCAAGC 

TCTGCCCCCTGGCACCCAGATGACTGGGCCCCTGGGACCACTGCCACCTATGCACTCCCC 

GCAGCAGCCAGGCTATCAGCCCCAACAAAATGGTTCCTTCGGACCAGCCCGGGGCCCTCA 

GTCTAATTATGGAGGCCCCTACCCAGCAGCACCCACCTTTGGCAGTCAGCCTGGGCCTCC 

TCAGCCACTGCCTCCTAAGCGCCTGGACCCTGATGCCATCCCAAGCCCTATTCAGGTCAT 

TGAAGATGACAGGAACAACCGGGGTACAGAGCCATTTGTTACTGGAGTACGGGGCCAGGT 

GCCACCCTTAGTCACTACCAACTTCCTGGTGAAAGACCAAGGGAATGCAAGTCCCCGATA 

CATCCGATGTACATCCTATAATATCCCTTGCACATCTGACATGGCTAAGCAGGCTCAGGT 

GCCCCTGGCAGCAGTCATCAAACCGCTGGCAAGGCTGCCCCCAGAGGAGGCTTCACCGTA 

TGTTGTGGACCATGGGGAATCTGGCCCTTTGCGCTGCAACCGCTGCAAAGCATACATGTG 

TCCCTTCATGCAGTTCATTGAAGGAGGGAGGCGTTTCCAGTGCTGTTTTTGCAGCTGTAT 

CAATGATGTTCCCCCCCAGTATTTTCAGCACCTGGATCATACCGGCAAACGTGTGGATGC 

TTATGACCGCCCTGAGCTATCCCTGGGCTCTTATGAATTCTTGGCCACTGTAGATTACTG 

CAAGAACAATAAGTTCCCCAGCCCTCCTGCCTTTATCTTCATGATTGACGTCTCCTACAA 

TGCCATCAGGACTGGTCTTGTTAGGCTCCTCTGTGAGGAGCTCAAGTCACTGTTAGACTT 

TCTACCTAGGGAGGGTGGGGCAGAAGAGTCAGCAATCCGCGTTGGCTTTGTCACCTACAA 

TAAGGTGCTCCACTTCTATAATGTGAAGAGCTCATTGGCCCAGCCACAGATGATGGTTGT 

GTCTGATGTGGCTGACATGTTTGTGCCACTGCTGGATGGCTTCCTGGTCAACGTCAATGA 

GTCTCGGGCAGTTATCACCAGCTTATTGGATCAGATTCCAGAAATGTTTGCAGACACAAG 

GGAAACAGAGACAGTATTTGTACCAGTTATCCAGGCTGGAATGGAGGCTCTGAAGGCTGC 

TGAGTGTGCAGGGAAGCTCTTTCTATTCCATACATCCCTGCCCATTGCAGAGGCCCCAGG 

GAAACTGAAGAACAGAGATGACAGGAAGCTGATCAATACAGACAAGGAGAAGACTCTGTT 

CCAGCCTCAGACAGGTGCCTATCAGACCCTGGCCAAAGAGTGTGTGGCCCAAGGCTGCTG 

TGTAGATCTCTTTCTCTTCCCTAACCAGTATGTGGATGTGGCCACACTCTCTGTTGTGCC 

CCAGCTCACTGGTGGCTCTGTCTACAAATATGCTTCCTTTCAGGTGGAGAACGACCAGGA 

GCGGTTCCTGAGTGACCTGCGTCGTGATGTCCAGAAGGTTGTTGGCTTTGATGCTGTGAT 

GCGGGTCCGGACAAGCACTGGTATCCGTGCTGTAGATTTCTTTGGAGCTTTCTACATGAG 

CAACACGACAGATGTGGAGCTGGCTGGGCTAGATGGGGACAAAACAGTGACTGTGGAGTT 

CAAGCATGACGATCGGCTCAATGAAGAGAGCGGAGCTCTCCTGCAGTGTGCCCTGCTTTA 

CACCAGCTGTGCAGGGCAGCGTCGGCTCCGCATCCATAATCTGGCCCTGAACTGCTGCAC 

CCAGCTGGCTGATCTATATCGAAACTGTGAGACTGACACGCTCATCAACTACATGGCCAA 

GTTTGCATATCGGGGAGTCCTGAATAGCCCTGTGAAGGCTGTTCGTGACACGCTCATCAC 

CCAGTGTGCCCAGATCCTGGCCTGTTACAGAAAGAACTGTGCTAGCCCCTCCTCTGCAGG 

ACAGTTGATCCTTCCTGAGTGCATGAAGCTACTCCCAGTTTACCTGAACTGTGTGTTGAA 

GAGTGATGTCCTGCAGCCTGGAGCTGAAGTCACTACTGATGACCGTGCCTATGTCCGACA 

GCTAGTTACCTCCATGGATGTGACTGAGACCAATGTCTTCTTCTACCCTCGGCTCTTACC 

TTTGACAAAGTCTCCCGTTGAGAGTACTACCGAACCACCAGCAGTTCGAGCCTCTGAAGA 

GCGTCTAAGCAATGGGGATATATATTTACTGGAGAATGGGCTCAACCTCTTCCTCTGGGT 

GGGAGCAAGCGTCCAACAGGGTGTTGTCCAGAGCCTTTTCAGCGTCTCCTCCTTCAGTCA 

GATCACCAGTGGTTTGAGTGTTCTGCCAGTTCTGGATAATCCACTGTCCAAGAAGGTTCG 

AGGCCTCATTGATAGCTTAGGCACAGAGATCCCGGTACATGAAGCTTACCGTGGTGAAAC 

AGGAAGACAAGATGGAGATGCTGTTCAAGCACTTCCTGGTGGAAGACAAGAGTCTGAGTG 

GGGGAGCATCTTATGTGGACTTTCTCTGTCATATGCACAAGGAGATTCGGCAGCTACTGA 

GCTAAAGCAAGTGGGTAAATGGCATAGGGCCCAGGCTAGCTTCCAGAAAGCACCCCAGGA 

TGTCAGAGAAATTGGGACAGTAACATATCTTATGTAA 

Gene 193. >ENST00000309967 cDNA sequence 

GGCACCCGCTCGGATCCACCGGCTCCGGCCCTAGCAGCCGCGCGACCTGGGTTCCGGGAA 

ATCAAGCGGCCCTCCGCAGTGCCGGGCCGAGCCGCGGCCTCCGAGACGGCGGGCTCCGCG 

CCCCGCCCGCGGAAGCGCACCCCCTCCTCTCCGCGCGATGGCACTGCCGGCCGAGCGTCG 

GGGACCACGACTTCGGAGCAGGGGCGGGCTCAGGCCTGGGCTCATCCACTCAGCCCCGCG 

GAGGGGGAGCCGGGCCGGCCCACTCGGGGGAGGGGAGGAGTAAGAGGC 

Gene 194. >ENST00000299641 cDNA sequence 

AGGTAGAGGGGAAGAGATTGAACTTTGCTGACCTTTGATGTGAGGCGCTCAGCCAGGGCC 
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AAGGGGAGAGCCTGGCAAGATTTGCAGCCTGAAGCCATGGGCCAGGGGGCCATGGTGACC 
TGAGACAAGTGGACTCTGTATAGTTGCCCCCTGCTTCCCCTTCTACCTCCCCTACCCTAT 
GCTAAGGGGACTCGTCTCCACCTCGTAAAGGAAACTCCCCAAGGGAATCCCTGTCCCCTA 
TTTTCCTATCCTTCTACCCTTCCAAGACAGTCCTAGCCTATAGAACTCCTACCTCCCATC 
CCCTGAGGTGGTCCCCATTCCTCCCTCCCTTCCTCCCCCCGCCATGCTCCAGTTGTGGAA 
GGTGGTACGCCCAGCTCGGCAGCTGGAACTGCACCGCCTCATACTGCTGCTGATCGCTTT 
CAGCCTGGGCTCCATGGGCTTCCTGGCTTATTATGTGTCCACCAGCCCTAAGGCCAAGGA 
ACCCTTGCCCCTGCCCTTGGGAGACTGCAGCAGCGGTGGGGCAGCTGGTCCTGGCCCTGC 
ACGGCCTCCAGTTCCACCTCGGCCCCCCAGGCCTCCAGAGACAGCTCGAACTGAACCCGT 
GGTCCTTGTGTTTGTGGAGAGTGCATACTCACAGCTGGGGCAGGAAATTGTGGCCATCCT 
GGAGTCTAGTCGTTTTCGTTATAGCACTGAGTTGGCACCTGGCCGAGGGGACATGCCCAC 
ATTGACTGATAATACCCATGGCCGCTATGTCTTGGTCATTTATGAGAACCTGGTCAAGTA 
TGTCAACCTGGATGCCTGGAGTCGGGAACTGCTAGACCGGTACTGCGTGGAGTATGGTGT 
GGGCATCATTGGCTTTTTCCGAGCCCACGAGCACAGCCTACTGAGCGCCCAGCTCAAGGG 

CCCGCTACTGCATCTCACACGCCCCAGCCGCCTAGAACCAGGGCCACTGCCTGGTGATGA 
CTGGACCATCTTCCAATCCAATCATAGTACATATGAACCAGTGCTTCTTGCCAGCCTTCG 
GCCAGCTGAGCCCGCAGTGCCAGGACCAGTTCTTCGTCGGGCCCGGCTTCCCACTGTGGT 
ACAGGACCTGGGGCTTCATGATGGCATCCAGCGGGTGCTCTTTGGACATGGCCTTTCCTT 
CTGGCTCCACAAACTTATCTTCGTTGATGCTGTTGCATACCTCACTGGCAAGCGCCTCTG 
CCTGGACCTTGACCGCTACATCTTGGTAGACATCGATGACATCTTTGTGGGCAAGGAAGG 
GACCCGCATGAAGGTGGCTGATGTTGAGGCTCTGTTGACCACCCAGAACAAACTCAGGAC 
CTTAGTTCCCAACTTCACCTTCAACTTGGGCTTCTCGGGCAAGTTCTATCATACTGGGAC 
AGAGGAGGAGGATGCAGGGGACGACATGCTGCTGAAGCACCGCAAAGAGTTCTGGTGGTT 
CCCCCACATGTGGAGCCACATGCAGCCACACCTGTTCCACAATCGCTCCGTGCTGGCTGA 
CCAGATGAGGCTCAACAAACAGTTTGCTCTGGAGCATGGGATTCCCACGGACCTGGGGTA 
TGCTGTGGCCCCCCACCACTCGGGTGTGTACCCCATCCACACGCAGCTCTATGAGGCCTG 
GAAATCCGTGTGGGGCATCCAGGTGACCAGCACTGAGGAGTATCCCCATCTCCGCCCTGC 
CCGCTACCGCCGTGGCTTCATTCACAATGGCATTATGGTGCTGCCCCGGCAGAGATGTGG 
CCTCTTCACTCACACAATCTTCTATAATGAGTATCCTGGAGGCTCTCGTGAACTAGACCG 
GAGCATCCGAGGTGGAGAGCTCTTTCTGACAGTGCTGCTTAATCCGATCAGCATCTTTAT 
GACCCATCTGTCCAATTATGGAAATGACCGGCTGGGCCTATACACCTTTGAGAGCTTGGT 
GCGCTTCCTCCAGTGTTGGACACGGCTGCGCCTACAGACCCTTCCTCCTGTCCCACTTGC 
ACAGAAGTACTTTGAACTTTTCCCTCAGGAGCGAAGCCCCCTTTGGCAGAATCCCTGTGA 
TGACAAGAGGCACAAAGATATCTGGTCCAAGGAGAAAACCTGTGATCGTCTCCCGAAGTT 
CCTCATTGTGGGACCCCAGAAAACAGGGACTACAGCTATTCACTTCTTCCTGAGCCTGCA 
CCCAGCTGTAACTAGCAGCTTCCCTAGCCCCAGCACATTTGAGGAGATTCAGTTCTTCAA 
CAGCCCTAATTACCACAAGGGTATTGACTGGTACATGGATTTCTTCCCTGTTCCTTCCAA 
TGCCAGCACTGATTTCCTATTTGAAAAAAGTGCCACCTACTTTGACTCTGAAGTTGTACC 
ACGGCGGGGGGCTGCCCTCCTGCCACGAGCCAAGATCATCACAGTGCTCACCAACCCTGC 
TGACAGGGCCTACTCCTGGTACCAGCATCAGCGAGCCCATGGAGACCCAGTTGCTCTGAA 
CTATACCTTCTATCAGGTGATTTCAGCCTCCTCCCAGACCCCTCTGGCACTACGCTCCCT 
GCAGAACCGCTGTCTTGTCCCTGGCTACTATTCTACCCATCTACAACGCTGGCTGACTTA 
CTACCCCTCTGGACAGTTGCTGATTGTGGATGGGCAAGAGCTGCGTACCAACCCAGCAGC 
CTCAATGGAGAGCATCCAGAAGTTCCTGGGTATCACACCCTTTCTGAACTACACACGGAC 
CCTCAGGTTTGATGATGATAAGGGATTTTGGTGCCAGGGACTTGAAGGTGGTAAGACTCG 
CTGTCTAGGCCGGAGCAAAGGCCGGAGGTATCCAGATATGGACACTGAGTCCCGTCTTTT 
CCTTACGGATTTTTTCCGGAACCATAATTTGGAGTTGTCGAAGCTGCTGAGCCGGCTTGG 
ACAGCCAGTGCCCTCGTGGCTTCGGGAAGAACTGCAGCATTCCAGTCTGGGCTGATGTCC 
CAGCCTCCCATACCAGCAAAATGCCCCCTGCTTCCCTAAGGGGCAGGTCCAGAGCAGGGC 
CCACAAGGGGGATTAGAGTGGCCTGGCCCCTCCCCCTCTACCTCAGTAGCCCCCAGGCCT 
GAGATGGCTGAGAAGGGAAGGGTATCCTTTTCCCACAGTTCTGGGACAAATAAAGGGGCT 
TCCTTTGGTACCCCACATAATAGTGCTAGGTACCTTTGACCCATCATCTTGGGAGGTGGG 
GAGGAATGAGAGGGTCCAGGCAGGGTGTAGGGGAATGTATTAGTCCAATGAGATTTCCCT 
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CTTCATCCGCAGCAGTGTATCTATTCTATACCTGGCTATGGGAGAGACCCCTTGCATGGG 
AGGGACCCCTTGCTATGGCCCCTTTAGCCAGGCAGTGGGATCTACCTGTGGCCCGGCCTC 
CCTAATGTCATTCACATTGAATGGGGATGAGGTCGGACAGTGGCTCATAGAGCCGAGTAT 
GAGCCCTAGCTGTGGGCTAGAAATGTCCTTAATAAACATCCTTATTTTTCTGTTT 
Gene 195. >ENST00000322680 cDNA sequence 

AGTCTCGCGGTGCTGCCGGGCTCAGCCCCGTCTCCTCCTCTTGCTCCCTCGGCCGGGCGG 
CGGTGACTGTGCACCGACGTCGGCGCGGGCTGCACCGCCGCGTCCGCCCGCCCGCCAGCA 
TGGCCACCACCGCCACCTGCACCCGTTTCACCGACGACTACCAGCTCTTCGAGGAGCTTG 
GCAAGGGTGCTTTCTCTGTGGTCCGCAGGTGTGTGAAGAAAACCTCCACGCAGGAGTACG 
CAGGAAAAATCATCAATACCAAGAAGTTGTCTGCCCGGGATCACCAGAAACTAGAACGTG 
AGGCTCGGATATGTCGACTTCTGAAACATCCAAACATCGTGCGCCTCCATGACAGTATTT 
CTGAAGAAGGGTTTCACTACCTCGTGTTTGACCTTGTTACCGGCGGGGAGCTGTTTGAAG 
ACATTGTGGCCAGAGAGTACTACAGTGAAGCAGATGCCAGCCACTGTATACATCAGATTC 
TGGAGAGTGTTAACCACATCCACCAGCATGACATCGTCCACAGGGACCTGAAGCCTGAGA 
ACCTGCTGCTGGCGAGTAAATGCAAGGGTGCCGCCGTCAAGCTGGCTGATTTTGGCCTAG 
CCATCGAAGTACAGGGAGAGCAGCAGGCTTGGTTTGGTTTTGCTGGCACCCCAGGTTACT 
TGTCCCCTGAGGTCTTGAGGAAAGATCCCTATGGAAAACCTGTGGATATCTGGGCCTGCG 
GGGTCATCCTGTATATCCTCCTGGTGGGCTATCCTCCCTTCTGGGATGAGGATCAGCACA 
AGCTGTATCAGCAGATCAAGGCTGGAGCCTATGATTTCCCATCACCAGAATGGGACACGG 
TAACTCCTGAAGCCAAGAACTTGATCAACCAGATGCTGACCATAAACCCAGCAAAGCGCA 
TCACGGCTGACCAGGCTCTCAAGCACCCGTGGGTCTGTCAACGATCCACGGTGGCATCCA 
TGATGCATCGTCAGGAGACTGTGGAGTGTTTGCGCAAGTTCAATGCCCGGAGAAAACTGA 
AGGGTGCCATCCTCACGACCATGCTTGTCTCCAGGAACTTCTCAGCTGCCAAAAGCCTAT 
TGAACAAGAAGTCGGATGGCGGTGTCAAGCCACAGAGCAACAACAAAAACAGTCTCGTAA 
GCCCAGCCCAAGAGCCCGCGCCCTTGCAGACGGCCATGGAGCCACAAACCACTGTGGTAC 
ACAACGCTAGAGATGGGATCAAGGGCTCCACAGAGAGCTGCAACACCACCACAGAAGATG 
AGGACCTCAAAGCTGCCCCGCTCCGCACTGGGAATGGCAGCTCGGTGCCTGAAGGACGGA 
GCTCCCGGGACAGAACAGCCCCCTCTGCAGGCATGCAGCCCCAGCCTTCTCTCTGCTCCT 
CAGCCATGCGAAAACAGGAGATCATTAAGATTACAGAACAGCTGATTGAAGCCATCAACA 
ATGGGGACTTTGAGGCCTACACGAAGATTTGTGATCCAGGCCTCACTTCCTTTGAGCCTG 
AGGCCCTTGGTAACCTCGTGGAGGGGATGGATTTCCATAAGTTTTACTTTGAGAATCTCC 
TGTCCAAGAACAGCAAGCCTATCCATACCACCATCCTAAACCCACACGTCCACGTGATTG 
GGGAGGACGCAGCGTGCATCGCCTACATCCGCCTCACCCAGTACATCGACGGGCAGGGTC 
GGCCTCGCACCAGCCAGTCAGAAGAGACCCGGGTCTGGCACCGTCGGGATGGCAAGTGGC 
TCAATGTCCACTATCACTGCTCAGGGGCCCCTGCCGCACCGCTGCAGTGAGCTCAGCCAC 
AGGGGCTTTAGGAGATTCCAGCCGGAGGTCCAACCTTCGCAGCCAGTGGCTCTGGAGGGC 
CTGAGTGACAGCGGCAGTCCTGTTTGTTTGAGGTTTAAAACAATTCAATTACAAAAGCGG 
CAGCAGCCAATGCACGCCCCTGCATGCAGCCCTCCCGCCCGCCCTTCGTGTCTGTCTCTG 
CTGTACCGAGGTGTTTTTTACATTTAAGAAAAAAAAAAAAGAAAAAAAGATTGTTTAAAA 
AAAAAAGGAATCCATACCATGATGCGTTTTAAAACCACCGACAGCCCTTGGGTTGGCAAG 
AAGGCAGGAGTATGTATGAGGTCCATCCTGGCATGAGCAGTGGCTGACCGACCGGCCTTG 
AAGAGGTGAGCTTGGCCTCTCTGGTCCCCATGGACTTAGGGGGACCAGGCAAGAACTCTG 
ACAGAGCTTTGGGGGCCGTGATGTGATTGCAGCTCCTGAGGTGGCCTGCTTACCCCAGGT 
CTAGGAATGAACTTCTTTGGAACTTGCATAGGCGCCTAGAATGGGGCTGATGAGAACATC 
GTGACCATCAGACCTACTTGGGAGAGAACGCAGAGCTCCCAGCCTGCTGTGGAGGCAGCT 
GAGAAGTGGTGGCCTCAGGACTGAGAGCCCGGACGTTGCTGTACTGTCTTGTTTAGTGTA 
GAAGGGAAGAGAATTGGTGCTGCAGAAGTGTACCCGCCATGAAGCCGATGAGAAACCTCG 
TGTTAGTCTGACATGCACTCACTCATCCATTTCTATAGGATGCACAATGCATGTGGGCCC 
TAATATTGAGGCCTTATCCCTGCAGCTAGGAGGGGGAGGGGTTGTTGCTGCTTTGCTTCG 
TGTTTTCTTCTAACCTGGCAAGGAGAGAGCCAGGCCCTGGTCAGGGCTCCCGTGCCGCCT 
TTGGCGGTTCTGTTTCTGTGCTGATCTGGACCATCTTTGTCTTGCCTTTTCACGGTAGTG 
GTCCCCATGCTGACCCTCATCTGGGCCTGGGCCCTCTGCCAAGTGCCCCTGTGGGATGGG 
AGGAGTGAGGCAGTGGGAGAAGAGGTGGTGGTCGTTTCTATGCATTCAGGCTGCCTTTGG 
GGCTGCCTCCCTTCTTATTCTTCCTTGCTGCACGTCCATCTCTTTTCCTGTCTTTGAGAT 
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TGACCTGACTGCTCTGGCAAGAAGAAGAGGTGTCCTTACAGAGGCCTCTTTACTGACCAA 

CTGAAGTATAGACTTACTGCTGGACAATCTGCATGGGCATCACCCCTCCCCGCATGTAAC 

CCAAAAGAGGTGTCCAGAGCCAAGGCTTCTACCTTCATTGTCCCTCTCTGTGCTCAAGGA 

GTTCCATTCCAGGAGGAAGAGATCTATACCCTAAGCAGATAGCAAAGAAGATAATGGAGG 

AGCAATTGGTCATGGCCTTGGTTTCCCTCAAAACAACGCTGCAGATTTATCTGCACAAAC 

ATCTCCACTTTTGGGGGAAAGGTGGGTAGATTCCAGTTCCCTGGACTACCTTCAGGAGGC 

ACGAGAGCTGGGAGAAGAGGCAAAGCTACAGGTTTACTTGGGAGCCAGCTGAGAAGAGAG 

CAGACTCACAGGTGCTGGTGCTTGGATTTAGCCAGGCTCCTCCGAGCACCTCATGCATGT 

CCCAGCCCCTGGGCCCTAGCCCTTTCCTGCCCTGCAGTCTGCAGTGCCAGCACGCAAATC 

CCTTCACCACAGGGTTTCGTTTTGCTGGCTTGAAGACAAATGGTCTTAGAATTCATTGAG 

ACCCATAGCTTCATATGGCTGCTCCAGCCCCACTTCTTAGCATTCTTACTCCTCTTCTGG 

GGCTAATGTCAGCATCTATAGACAATAGACTATTAAAAAATCACCTTTTAAACAAGAAAC 

GGAAGGCATTTGATGCAGAATTTTTGCATGACAACATAGAAATAATTTAAAAATAGTGTT 

TGTTCTGAATGTTGGTAGACCCTTCATAGCTTTGTTACAATGAAACCTTGAACTGAAAAT 

ATTTAATAAAATAACCTTTAAACAGTC 

Gene 196. >ENST00000305762 cDNA sequence 

CCCGTCTCCTCCTCTTGCTCCCTCGGCCGGGCGGCGGTGACTGTGCACCGACGTCGGCGC 

GGGCTGCACCGCCGCGTCCGCCCGCCCGCCAGCATGGCCACCACCGCCACCTGCACCCGT 

TTCACCGACGACTACCAGCTCTTCGAGGAGCTTGGCAAGGGGATGATACCCTCTTTTTAA 

TCTTTCCTTCCCCGACCTTCAACTGTTCCTGCTGAGAGAAGGGCAGGGTCTCTCTGCTCC 

CTTCTGCCCTGGTTCTCTTGGCCGGGACCGCAGGGCTGTCTGAGATGCAGCAGGTGTGCT 

TTCTCTGTGGTCCGCAGGTGTGTGAAGAAAACCTCCACGCAGGAGTACGCAGCAAAAATC 

ATCAATACCAAGAAGTTGTCTGCCCGGGATCACCAGAAACTAGAACGTGAGGCTCGGATA 

TGTCGACTTCTGAAACATCCAAACATCGTGCGCCTCCATGACAGTATTTCTGAAGAAGGG 

TTTCACTACCTCGTGTTTGACCTTGTTACCGGCGGGGAGCTGTTTGAAGACATTGTGGCC 

AGAGAGTACTACAGTGAAGCAGATGCCAGCCACTGTATACATCAGATTCTGGAGAGTGTT 

AACCACATCCACCAGCATGACATCGTCCACAGGGACCTGAAGCCTGAGAACCTGCTGCTG 

GCGAGTAAATGCAAGGGTGCCGCCGTCAAGCTGGCTGATTTTGGCCTAGCCATCGAAGTA 

CAGGGAGAGCAGCAGGCTTGGTTTGGTTTTGCTGGCACCCCAGGTTACTTGTCCCCTGAG 

GTCTTGAGGAAAGATCCCTATGGAAAACCTGTGGATATCTGGGCCTGCGGGGTCATCCTG 

TATATCCTCCTGGTGGGCTATCCTCCCTTCTGGGATGAGGATCAGCACAAGCTGTATCAG 

CAGATCAAGGCTGGAGCCTATGATTTCCCATCACCAGAATGGGACACGGTAACTCCTGAA 

GCCAAGAACTTGATCAACCAGATGCTGACCATAAACCCAGCAAAGCGCATCACGGCTGAC 

CAGGCTCTCAAGCACCCGTGGGTCTGTCAACGATCCACGGTGGCATCCATGATGCATCGT 

CAGGAGACTGTGGAGTGTTTGCGCAAGTTCAATGCCCGGAGAAAACTGAAGGGTGCCATC 

CTCACGACCATGCTTGTCTCCAGGAACTTCTCAGTTGGCAGGCAGAGCTCCGCCCCCGCC 

TCGCCTGCCGCGAGCGCCGCCGGCCTGGCCGGGCAAGCTGCCAAAAGCCTATTGAACAAG 

AAGTCGGATGGCGGTGTCAAGAAAAGGAAGTCGAGTTCCAGCGTGCACCTAATGCCACAG 

AGCAACAACAAAAACAGTCTCGTAAGCCCAGCCCAAGAGCCCGCGCCCTTGCAGACGGCC 

ATGGAGCCACAAACCACTGTGGTACACAACGCTACAGATGGGATCAAGGGCTCCACAGAG 

AGCTGCAACACCACCACAGAAGATGAGGACCTCAAAGCTGCCCCGCTCCGCACTGGGAAT 

GGCAGCTCGGTGCCTGAAGGACGGAGCTCCCGGGACAGAACAGCCCCCTCTGCAGGCATG 

CAGCCCCAGCCTTCTCTCTGCTCCTCAGCCATGCGAAAACAGGAGATCATTAAGATTACA 

GAACAGCTGATTGAAGCCATCAACAATGGGGACTTTGAGGCCTACACGAAGATTTGTGAT 

CCAGGCCTCACTTCCTTTGAGCCTGAGGCCCTTGGTAACCTCGTGGAGGGGATGGATTTC 

CATAAGTTTTACTTTGAGAATCTCCTGTCCAAGAACAGCAAGCCTATCCATACCACCATC 

CTAAACCCACACGTCCACGTGATTGGGGAGGACGCAGCGTGCATCGCCTACATCCGCCTC 

ACCCAGTACATCGACGGGCAGGGTCGGCCTCGCACCAGCCAGTCAGAAGAGACCCGGGTC 

TGGCACCGTCGGGATGGCAAGTGGCTCAATGTCCACTATCACTGCTCAGGGGCCCCTGCC 

GCACCGCTGCAGTGAGCTCAGCCACAGGGGGCTTTAGGAGATTCCAGCCGGAGGTCCAAC 

CTTCGCAGCCAGTGGCTCTGGAGGGCCTGAGTGACAGCGGCAGTCCTGTTTGTTTGAG 

Gene 197. >ENST00000322635 cDNA sequence 

AGTCTCGCGGTGCTGCCGGGCTCAGCCCCGTCTCCTCCTCTTGCTCCCTCGGCCGGGCGG 
CGGTGACTGTGCACCGACGTCGGCGCGGGCTGCACCGCCGCGTCCGCCCGCCCGCCAGCA 
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TGGCCACCACCGCCACCTGCACCCGTTTCACCGACGACTACCAGCTCTTCGAGGAGCTTG 
GCAAGGGTGCTTTCTCTGTGGTCCGCAGGTGTGTGAAGAAAACCTCCACGCAGGAGTACG 
CAGCAAAAAT(^TC^TACCAAGAAGTTGTCTGCCCGGGATCACCAGAAACTAGAACGTG 
AGGCTCGGATATGTCGACTTCTGAAACATCCAAACATCGTGCGCCTCCATGACAGTATTT 
CTGAAGAAGGGTTTCACTACCTCGTGTTTGACCTTGTTACCGGCGGGGAGCTGTTTGAAG 
ACATTGTGGCCAGAGAGTACTACAGTGAAGCAGATGCCAGCCACTGTATACATCAGATTC 
TGGAGAGTGTTAACCACATCCACCAGCATGACATCGTCCACAGGGACCTGAAGCCTGAGA 
ACCTGCTGCTGGCGAGTAAATGCAAGGGTGCCGCCGTCAAGCTGGCTGATTTTGGCCTAG 
CCATCGAAGTACAGGGAGAGCAGCAGGCTTGGTTTGGTTTTGCTGGCACCCCAGGTTACT 
TGTCCCCTGAGGTCTTGAGGAAAGATCCCTATGGAAAACCTGTGGATATCTGGGCCTGCG 
GGGTCATCCTGTATATCCTCCTGGTGGGCTATCCTCCCTTCTGGGATGAGGATCAGCACA 
AGCTGTATCAGCAGATCAAGGCTGGAGCCTATGATTTCCCATCACCAGAATGGGACACGG 
TAACTCCTGAAGCCAAGAACTTGATCAACCAGATGCTGACCATAAACCCAGCAAAGCGCA 
TCACGGCTGACCAGGCTCTCAAGCACCCGTGGGTCTGTCAACGATCCACGGTGGCATCCA 
TGATGCATCGTCAGGAGACTGTGGAGTGTTTGCGCAAGTTCAATGCCCGGAGAAAACTGA 
AGGGTGCCATCCTCACGACCATGCTTGTCTCCAGGAACTTCTCAGTTGGCAGGCAGAGCT 
CCGCCCCCGCCTCGCCTGCCGCGAGCGCCGCCGGCCTGGCCGGGCAAGCTGCCAAAAGCC 
TATTGAACAAGAAGTCGGATGGCGGTGTCAAGAAAAGGAAGTCGAGTTCCAGCGTGCACC 
TAATGGAGCCACAAACCACTGTGGTACACAACGCTACAGATGGGATCAAGGGCTCCACAG 
AGAGCTGCAACACCACCACAGAAGATGAGGACCTCAAAGTGCGAAAACAGGAGATCATTA 
AGATTACAGAACAGCTGATTGAAGCCATCAACAATGGGGACTTTGAGGCCTACACGAAGA 
TTTGTGATCCAGGCCTCACTTCCTTTGAGCCTGAGGCCCTTGGTAACCTCGTGGAGGGGA 
TGGATTTCCATAAGTTTTACTTTGAGAATCTCCTGTCCAAGAACAGCAAGCCTATCCATA 
CCACCATCCTAAACCCACACGTCCACGTGATTGGGGAGGACGCAGCGTGCATCGCCTACA 
TCCGCCTCACCCAGTACATCGACGGGCAGGGTCGGCCTCGCACCAGCCAGTCAGAAGAGA 
CCCGGGTCTGGCACCGTCGGGATGGCAAGTGGCTCAATGTCCACTATCACTGCTCAGGGG 
CCCCTGCCGCACCGCTGCAGTGAGCTCAGCCACAGGGGCTTTAGGAGATTCCAGCCGGAG 
GTCCAACCTTCGCAGCCAGTGGCTCTGGAGGGCCTGAGTGACAGCGGCAGTCCTGTTTGT 
TTGAGGTTTAAAACAATTCAATTACAAAAGCGGCAGCAGCCAATGCACGCCCCTGCATGC 
AGCCCTCCCGCCCGCCCTTCGTGTCTGTCTCTGCTGTACCGAGGTGTTTTTTACATTTAA 
GAAAAAAAAAAAAGAAAAAAAGATTGTTTAAAAAAAAAAGGAATCCATACCATGATGCGT 
TTTAAAACCACCGACAGCCCTTGGGTTGGCAAGAAGGCAGGAGTATGTATGAGGTCCATC 
CTGGCATGAGCAGTGGCTCACCCACCGGCCTTGAAGAGGTGAGCTTGGCCTCTCTGGTCC 
CCATGGACTTAGGGGGACCAGGCAAGAACTCTGACAGAGCTTTGGGGGCCGTGATGTGAT 
TGCAGCTCCTGAGGTGGCCTGCTTACCCCAGGTCTAGGAATGAACTTCTTTGGAACTTGC 
ATAGGCGCCTAGAATGGGGCTGATGAGAACATCGTGACCATCAGACCTACTTGGGAGAGA 
ACGCAGAGCTCCCAGCCTGCTGTGGAGGCAGCTGAGAAGTGGTGGCCTCAGGACTGAGAG 
CCCGGACGTTGCTGTACTGTCTTGTTTAGTGTAGAAGGGAAGAGAATTGGTGCTGCAGAA 
GTGTACCCGCCATGAAGCCGATGAGAAACCTCGTGTTAGTCTGACATGCACTCACTCATC 
CATTTCTATAGGATGCACAATGCATGTGGGCCCTAATATTGAGGCCTTATCCCTGCAGCT 
AGGAGGGGGAGGGGTTGTTGCTGCTTTGCTTCGTGTTTTCTTCTAACCTGGCAAGGAGAG 
AGCCAGGCCCTGGTCAGGGCTCCCGTGCCGCCTTTGGCGGTTCTGTTTCTGTGCTGATCT 
GGACCATCTTTGTCTTGCCTTTTCACGGTAGTGGTCCCCATGCTGACCCTCATCTGGGCC 
TGGGCCCTCTGCCAAGTGCCCCTGTGGGATGGGAGGAGTGAGGCAGTGGGAGAAGAGGTG 
GTGGTCGTTTCTATGCATTCAGGCTGCCTTTGGGGCTGCCTCCCTTCTTATTCTTCCTTG 
CTGCACGTCCATCTCTTTTCCTGTCTTTGAGATTGACCTGACTGCTCTGGCAAGAAGAAG 
AGGTGTCCTTACAGAGGCCTCTTTACTGACCAACTGAAGTATAGACTTACTGCTGGACAA 
TCTGCATGGGCATCACCCCTCCCCGCATGTAACCCAAAAGAGGTGTCCAGAGCCAAGGCT 
TCTACCTTCATTGTCCCTCTCTGTGCTCAAGGAGTTCCATTCCAGGAGGAAGAGATCTAT 
ACCCTAAGCAGATAGCAAAGAAGATAATGGAGGAGCAATTGGTCATGGCCTTGGTTTCCC 
TCAAAACAACGCTGCAGATTTATCTGCACAAACATCTCCACTTTTGGGGGAAAGGTGGGT 
AGATTCCAGTTCCCTGGACTACCTTCAGGAGGCACGAGAGCTGGGAGAAGAGGCAAAGCT 
ACAGGTTTACTTGGGAGCCAGCTGAGAAGAGAGCAGACTCACAGGTGCTGGTGCTTGGAT 
TTAGCCAGGCTCCTCCGAGCACCTCATGCATGTCCCAGCCCCTGGGCCCTAGCCCTTTCC 
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TGCCCTGCAGTCTGCAGTGCCAGCACGCAAATCCCTTCACCACAGGGTTTCGTTTTGCTG 
GCTTGAAGACAAATGGTCTTAGAATTCATTGAGACCCATAGCTTCATATGGCTGCTCCAG 
CCCCACTTCTTAGCATTCTTACTCCTCTTCTGGGGCTAATGTCAGCATCTATAGACAATA 
GACTATTAAAAAATCACCTTTTAAACAAGAAACGGAAGGCATTTGATGCAGAATTTTTGC 
ATGACAACATAGAAATAATTTAAAAATAGTGTTTGTTCTGAATGTTGGTAGACCCTTCAT 
AGCTTTGTTACAATGAAACCTTGAACTGAAAATATTTAATAAAATAACCTTTAAACAGTC 
Gene 198. >ENST00000277853 cDNA sequence 

AGTCTCGCGGTGCTGCCGGGCTCAGCCCCGTCTCCTCCTCTTGCTCCCTCGGCCGGGCGG 
CGGTGACTGTGCACCGACGTCGGCGCGGGCTGCACCGCCGCGTCCGCCCGCCCGCCAGCA 
TGGCCACCACCGCCACCTGCACCCGTTTCACCGACGACTACCAGCTCTTCGAGGAGCTTG 
GCAAGGGTGCTTTCTCTGTGGTCCGCAGGTGTGTGAAGAAAACCTCCACGCAGGAGTACG 
CAGCAAAAATCATCAATACCAAGAAGTTGTCTGCCCGGGATCACCAGAAACTAGAACGTG 
AGGCTCGGATATGTCGACTTCTGAAACATCCAAACATCGTGCGCCTCCATGACAGTATTT 
CTGAAGAAGGGTTTCACTACCTCGTGTTTGACCTTGTTACCGGCGGGGAGCTGTTTGAAG 
ACATTGTGGCCAGAGAGTACTACAGTGAAGCAGATGCCAGCCACTGTATACATCAGATTC 
TGGAGAGTGTTAACCACATCCACCAGCATGACATCGTCCACAGGGACCTGAAGCCTGAGA 
ACCTGCTGCTGGCGAGTAAATGCAAGGGTGCCGCCGTCAAGCTGGCTGATTTTGGCCTAG 
CCATCGAAGTACAGGGAGAGCAGCAGGCTTGGTTTGGTTTTGCTGGCACCCCAGGTTACT 
TGTCCCCTGAGGTCTTGAGGAAAGATCCCTATGGAAAACCTGTGGATATCTGGGCCTGCG 
GGGTCATCCTGTATATCCTCCTGGTGGGCTATCCTCCCTTCTGGGATGAGGATCAGCACA 
AGCTGTATCAGCAGATCAAGGCTGGAGCCTATGATTTCCCATCACCAGAATGGGACACGG 
TAACTCCTGAAGCCAAGAACTTGATCAACCAGATGCTGACCATAAACCCAGCAAAGCGCA 
TCACGGCTGACCAGGCTCTCAAGCACCCGTGGGTCTGTCAACGATCCACGGTGGCATCCA 
TGATGCATCGTCAGGAGACTGTGGAGTGTTTGCGCAAGTTCAATGCCCGGAGAAAACTGA 
AGGGTGCCATCCTCACGACCATGCTTGTCTCCAGGAACTTCTCAGCTGCCAAAAGCCTAT 
TGAACAAGAAGTCGGATGGCGGTGTCAAGGAGCCACAAACCACTGTGGTACACAACGCTA 
CAGATGGGATCAAGGGCTCCACAGAGAGCTGCAACACCACCACAGAAGATGAGGACCTCA 
AAGTGCGAAAACAGGAGATCATTAAGATTACAGAACAGCTGATTGAAGCCATCAACAATG 
GGGACTTTGAGGCCTACACGAAGATTTGTGATCCAGGCCTCACTTCCTTTGAGCCTGAGG 
CCCTTGGTAACCTCGTGGAGGGGATGGATTTCCATAAGTTTTACTTTGAGAATCTCCTGT 
CCAAGAACAGCAAGCCTATCCATACCACCATCCTAAACCCACACGTCCACGTGATTGGGG 
AGGACGCAGCGTGCATCGCCTACATCCGCCTCACCCAGTACATCGACGGGCAGGGTCGGC 
CTCGCACCAGCCAGTCAGAAGAGACCCGGGTCTGGCACCGTCGGGATGGCAAGTGGCTCA 
ATGTCCACTATCACTGCTCAGGGGCCCCTGCCGCACCGCTGCAGTGAGCTCAGCCACAGG 
GGCTTTAGGAGATTCCAGCCGGAGGTCCAACCTTCGCAGCCAGTGGCTCTGGAGGGCCTG 
AGTGACAGCGGCAGTCCTGTTTGTTTGAGGTTTAAAACAATTCAATTACAAAAGCGGCAG 
CAGCCAATGCACGCCCCTGCATGCAGCCCTCCCGCCCGCCCTTCGTGTCTGTCTCTGCTG 
TACCGAGGTGTTTTTTACATTTAAGAAAAAAAAAAAAGAAAAAJ^AGATTGTTTAAAAAAA 
AAAGGAATCCATACCATGATGCGTTTTAAAACCACCGACAGCCCTTGGGTTGGCAAGAAG 
GCAGGAGTATGTATGAGGTCCATCCTGGCATGAGCAGTGGCTCACCCACCGGCCTTGAAG 
AGGTGAGCTTGGCCTCTCTGGTCCCCATGGACTTAGGGGGACCAGGCAAGAACTCTGACA 
GAGCTTTGGGGGCCGTGATGTGATTGCAGCTCCTGAGGTGGCCTGCTTACCCCAGGTCTA 
GGAATGAACTTCTTTGGAACTTGCATAGGCGCCTAGAATGGGGCTGATGAGAACATCGTG 
ACCATCAGACCTACTTGGGAGAGAACGCAGAGCTCCCAGCCTGCTGTGGAGGCAGCTGAG 
AAGTGGTGGCCTCAGGACTGAGAGCCCGGACGTTGCTGTACTGTCTTGTTTAGTGTAGAA 
GGGAAGAGAATTGGTGCTGCAGAAGTGTACCCGCCATGAAGCCGATGAGAAACCTCGTGT 
TAGTCTGACATGCACTCACTCATCCATTTCTATAGGATGCACAATGCATGTGGGCCCTAA 
TATTGAGGCCTTATCCCTGCAGCTAGGAGGGGGAGGGGTTGTTGCTGCTTTGCTTCGTGT 
TTTCTTCTAACCTGGCAAGGAGAGAGCCAGGCCCTGGTCAGGGCTCCCGTGCCGCCTTTG 
GCGGTTCTGTTTCTGTGCTGATCTGGACCATCTTTGTCTTGCCTTTTCACGGTAGTGGTC 
CCCATGCTGACCCTCATCTGGGCCTGGGCCCTCTGCCAAGTGCCCCTGTGGGATGGGAGG 
AGTGAGGCAGTGGGAGAAGAGGTGGTGGTCGTTTCTATGCATTCAGGCTGCCTTTGGGGC 
TGCCTCCCTTCTTATTCTTCCTTGCTGCACGTCCATCTCTTTTCCTGTCTTTGAGATTGA 
CCTGACTGCTCTGGCAAGAAGAAGAGGTGTCCTTACAGAGGCCTCTTTACTGACCAACTG 
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AAGTATAGACTTACTGCTGGACAATCTGCATGGGCATCACCCCTCCCCGCATGTAACCCA 
AAAGAGGTGTCCAGAGCCAAGGCTTCTACCTTCATTGTCCCTCTCTGTGCTCAAGGAGTT 
CCATTCCAGGAGGAAGAGATCTATACCCTAAGCAGATAGCAAAGAAGATAATGGAGGAGC 
AATTGGTCATGGCCTTGGTTTCCCTCAAAACAACGCTGCAGATTTATCTGCACAAACATC 
TCCACTTTTGGGGGAAAGGTGGGTAGATTCCAGTTCCCTGGACTACCTTCAGGAGGCACG 
AGAGCTGGGAGAAGAGGCAAAGCTACAGGTTTACTTGGGAGCCAGCTGAGAAGAGAGCAG 
ACTCACAGGTGCTGGTGCTTGGATTTAGCCAGGCTCCTCCGAGCACCTCATGCATGTCCC 
AGCCCCTGGGCCCTAGCCCTTTCCTGCCCTGCAGTCTGCAGTGCCAGCACGCAAATCCCT 
TCACCACAGGGTTTCGTTTTGCTGGCTTGAAGACAAATGGTCTTAGAATTCATTGAGACC 
CATAGCTTCATATGGCTGCTCCAGCCCCACTTCTTAGCATTCTTACTCCTCTTCTGGGGC 
TAATGTCAGCATCTATAGACAATAGACTATTAAAAAATCACCTTTTAAACAAGAAACGGA 
AGGCATTTGATGCAGAATTTTTGCATGACAACATAGAAATAATTTAAAAATAGTGTTTGT 
TCTGAATGTTGGTAGACCCTTCATAGCTTTGTTACAATGAAACCTTGAACTGAAAATATT 
TAATAAAATAACCTTTAAACAGTC 

Gene 199. >ENST00000326278 cDNA sequence 

ATAGCTGCCTCTGCCTTTGCCGGTGCAGTGAGAGCAGCTTCAGGAATCTTATGGCCTCTG 
AATATTTTGGCATCTTCAGCCTACCAAAACTGTGTCAAAAATGCCTCTCTTATTTCTGCA 
TTGTCCACTGGACGTTTTAGTCATATTCAGACACCAGTTGTTTCCTCCACTCCCAGACTT 
ACCACATCTGAGAGAAACCTGACATGTGGGCATACTTCAGCGATCCTTAATAGAGTGGCC 
CTCTTGCTTCCAAGTGTCTTGAAGCTGCCAGCCAGATCTCTAACATACGTCAGTACAGGA 
AAAGGCAAGAGAAGGATTGTGAAAGCTGTCATCTATAGGTTTCTTCGACTTCATTGTGGC 
CTTTGGATGAGAAGGGCTGGTTATAAGAAAAAATTATGGAAAAAGGCACCTGCAAGAAAA 
AAGCGATTGAGGGAATTTGTATTCGGCAATAAAACCCAGAGTAAACTCGATAAAATGACG 
ACGTCCTTCTGGAAGAGGTGA 

Gene 200. >ENST00000333539 cDNA sequence 

CAGTGCTCAGCATTACGTAAGAATGGCTTTGTGGTGCTCAAAGGCTGGCCATGTAAGATC 
GTGGAGATGTCTGCTTCGAAGACTGGCAAGCACGGCCACGCCAAGGTCCATCTGGTTGGT 
ATTGACATCTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCAACTCATAATATGGAT 
GTCCCCAACATCAAAAGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCA 
CTGCTCCAGGACAGCGGGGAGGTACCAGAGGACCTTCGTCTCCCTGAGGGAGACCTTGGC 
AAG 

Gene 201. >ENST00000242457 cDNA sequence 

ATGTGGCTGTGCCCTCTGGCCCTCACCCTCATCTTGATGGCAGCCTCTGGTGCTGCGTGC 

GAAGTGAAGGACGTTTGTGTTGGAAGCCCTGGTATCCCCGGCACTCCTGGATCCCACGGC 

CTGCCAGGCAGGGACGGGAGAGATGGTGTCAAAGGAGACCCTGGCCCTCCAGGCCCCATG 

GGTCCGCCTGGAGAAACACCATGTCCTCCTGGGAATAATGGGCTGCCTGGAGCCCCTGGT 

GTCCCTGGAGAGCGTGGAGAGAAGGGGGAGGCTGGCGAGAGAGGCCCTCCAGGGCTTCCA 

GCTCATCTAGATGAGGAGCTCCAAGCCACACTCCACGACTTCAGACATCAAATCCTGCAG 

ACAAGGGGAGCCCTCAGTCTGCAGGGCTCCATAATGACAGTAGGAGAGAAGGTCTTCTCC 

AGCAATGGGCAGTCCATCACTTTTGATGCCATTCAGGAGGCATGTGCCAGAGCAGGCGGC 

CGCATTGCTGTCCCAAGGAATCCAGAGGAAAATGAGGCCATTGCAAGCTTCGTGAAGAAG 

TACAACACATATGCCTATGTAGGCCTGACTGAGGGTCCCAGCCCTGGAGACTTCCGCTAC 

TCAGATGGGACCCCTGTAAACTACACCAACTGGTACCGAGGGGAGCCTGCAGGTCGGGGA 

AAAGAGCAGTGTGTGGAGATGTACACAGATGGGCAGTGGAATGACAGGAACTGCCTGTAC 

TCCCGACTGACCATCTGTGAGTTCTGA 

Gene 202. >ENST00000242455 cDNA sequence 

CCCAAGCAGCTGGAGGCTCTGTGTGTGGGTCGCTGATTTCTTGGAGCCTGAAAAGAAAGT 
AACACAGCAGGGATGAGGACAGATGGTGTGAGTCAGTGAGAGCAGCGACTGGACCCAGAG 
CCATGTGGCTGTGCCCTCTGGCCCTCAACCTCATCTTGATGGCAGCCTCTGGTGCTGTGT 
GCGAAGTGAAGGACGTTTGTGTTGGAAGCCCTGGTATCCCCGGCACTCCTGGATCCCACG 
GCCTGCCAGGCAGGGACGGGAGAGATGGTCTCAAAGGAGACCCTGGCCCTCCAGGCCCCA 
TGGGTCCACCTGGAGAAATGCCATGTCCTCCTGGAAATGATGGGCTGCCTGGAGCCCCTG 
GTATCCCTGGAGAGTGTGGAGAGAAGGGGGAGCCTGGCGAGAGGGGCCCTCCAGGGCTTC 
CAGCTCATCTAGATGAGGAGCTCCAAGCCACACTCCACGACTTTAGACATCAAATCCTGC 
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AGACAAGGGGAGCCCTCAGTCTGCAGGGCTCCATAATGACAGTAGGAGAGAAGGTCTTCT 

CCAGCAATGGGCAGTCCATCACTTTTGATGCCATTCAGGAGGCATGTGCCAGAGCAGGCG 

GCCGCATTGCTGTCCCAAGGAATCCAGA6GAAAATGAGGCCATTGCAAGCTTCGTGAAGA 

AGTACAACACATATGCCTATGTAGGCCTGACTGAGGGTCCCAGCCCTGGAGACTTCCGCT 

ACTCAGACGGGACCCCTGTAAACTACACCAACTGGTACCGAGGGGAGCCCGCAGGTCGGG 

GAAAAGAGCAGTGTGTGGAGATGTACACAGATGGGCAGTGGAATGACAGGAACTGCCTGT 

ACTCCCGACTGACCATCTGTGAGTTCTGA 

Gene 203. >ENST00000260878 cDNA sequence 

CCTGCCTGACATCTGGGTAGGGGGTTTGTCCCTGGAATTCTGGGACACTGGCTGGGGTTT 

GAGGAGAGAAGCCAGTACCTACCTGGCTGCAGGATGAAGCTGGCCAGTGGCTTCTTGGTT 

TTGTGGCTCAGCCTTGGGGGTGGCCTGGCTCAGAGCGACACGAGCCCTGACACGGAGGAG 

TCCTATTCAGACTGGGGCCTTCGGCACCTCCGGGGAAGCTTTGAATCCGTCAATAGCTAC 

TTCGATTCTTTTCTGGAGCTGCTGGGAGGGAAGAATGGAGTCTGTCAGTACAGGTGCCGA 

TATGGAAAGGCACCAATGCCCAGACCTGGCTACAAGCCCCAAGAGCCCAATGGCTGCGGC 

TCCTATTTCCTGGGTCTCAAGGTACCAGAAAGTATGGACTTGGGCATTCCAGCAATGACA 

AAGTGCTGCAACCAGCTGGATGTCTGTTATGACACTTGCGGTGCCAACAAATATCGCTGT 

GATGCAAAATTCCGATGGTGTCTCCACTCGATCTGCTCTGACCTTAAGCGGAGTCTGGGC 

TTTGTCTCCAAAGTGGAAGCAGCCTGTGATTCCCTGGTTGACACTGTGTTCAACACCGTG 

TGGACCTTGGGCTGCCGCCCCTTTATGAATAGTCAGCGGGCAGCTTGCATCTGTGCAGAG 

GAGGAGAAGGAAGAGTTATGAGGAAGAAGTGATTCCTTCCTGGTTTTGAGTGACACCACA 

GCTGTCAGCCTTCAAGATGTCAAGTCTTCGAGTCAGCGTGACTCATTCATTCTTCCAACA 

GTTTGGACACCACAAAGCAGGAGAAAGGGAACATTTTTCTACAGCTGGAAAGTGAGTCCT 

ATCCTTTGAGGAAATTTGAAAAAAGACATGGAGTGGTTTGAAAGCTACTCTTCATTTAAG 

ACTGCTCTCCCCAACCAAGACACATTTGCCTGGAAATTCAGTTCTTAGCTTAAAGACTAA 

AATGCAAGCAAACCCTGCAATTCCTGGACCTGATAGTTATATTCATGAGTGAAATTGTGG 

GGAGTCCAGCCATTTGGGAGGCAATGACTTTCTGCTGGCCCATGTTTCAGTTGCCAGTAA 

GCTTCTCACATTTAATAAAGTGTACTTTTTA 

Gene 204. >ENST00000260885 cDNA sequence 

AAAGCAGTGCTTCTCTCTGGGGCCAAGGCCAGAGCTGTGGACACCTTATCCCACTCATCC 
TCATCCTCTTCCTCTGATAAAGCCCCTACCAGTGCTGATAAAGTCTTTCTCGTGAGAGCC 
TAGAGGCCTTAAAAAAAAAAGTGCTTGAAAGAGAAGGGGACAAAGGAACACCAGTATTAA 
GAGGATTTTCCAGTGTTTCTGGCAGTTGGTCCAGAAGGATGCCTCCATTCCTGCTTCTCA 
CCTGCCTCTTCATCACAGGCACCTCCGTGTCACCCGTGGCCCTAGATCCTTGTTCTGCTT 
ACATCAGCCTGAATGAGCCCTGGAGGAACACTGACCACCAGTTGGATGAGTCTCAAGGTC 
CTCCTCTATGTGACAACCATGTGAATGGGGAGTGGTACCACTTCACGGGCATGGCGGGAG 
ATGCCATGCCTACCTTCTGCATACCAGAAAACCACTGTGGAACCCACGCACCTGTCTGGC 
TCAATGGCAGCCACCCCCTAGAAGGCGACGGCATTGTGCAACGCCAGGCTTGTGCCAGCT 
TCAATGGGAACTGCTGTCTCTGGAACACCACGGTGGAAGTCAAGGCTTGCCCTGGAGGCT 
ACTATGTGTATCGTCTGACCAAGCCCAGCGTCTGCTTCCACGTCTACTGTGGTCATTTTT 
ATGACATCTGCGACGAGGACTGCCATGGCAGCTGCTCAGATACCAGCGAGTGCACATGCG 
CTCCAGGAACTGTGCTAGGCCCTGACAGGCAGACATGCTTTGATGAAAATGAATGTGAGC 
AAAACAACGGTGGCTGCAGTGAGATCTGTGTGAACCTCAAAAACTCCTACCGCTGTGAGT 
GTGGGGTTGGCCGTGTGCTAAGAAGTGATGGCAAGACTTGTGAAGACGTTGAAGGATGCC 
ACAATAACAATGGTGGCTGCAGCCACTCTTGCCTTGGATCTGAGAAAGGCTACCAGTGTG 
AATGTCCCCGGGGCCTGGTGCTGTCTGAGGATAACCACACTTGCCAAGTCCCTGTGTTGT 
GCAAATCAAATGCCATTGAAGTGAACATCCCCAGGGAGCTGGTTGGTGGCCTGGAGCTCT 
TCCTGACCAACACCTCCTGCCGAGGAGTGTCCAACGGCACCCATGTCAACATCCTCTTCT 
CTCTCAAGACATGTGGTACAGTGGTCGATGTGGTGAATGACAAGATTGTGGCCAGCAACC 
TCGTGACAGGTCTACCCAAGCAGACCCCGGGGAGCAGCGGGGACTTCATCATCCGAACCA 
GCAAGCTGCTGATCCCGGTGACCTGCGAGTTTCCACGCCTGTACACCATTTCTGAAGGAT 
ACGTTCCCAACCTTCGAAACTCCCCACTGGAAATCATGAGCCGAAATCATGGGATCTTCC 
CATTCACTCTGGAGATCTTCAAGGACAATGAGTTTGAAGAGCCTTACCGGGAAGCTCTGC 
CCACCCTCAAGCTTCGTGACTCCCTCTACTTTGGCATTGAGCCCGTGGTGCACGTGAGCG 
GCTTGGAAAGCTTGGTGGAGAGCTGCTTTGCCACCCCCACCTCCAAGATCGACGAGGTCC 
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TGAAATACTACCTCATCCGGGATGGCTGTGTTTCAGATGACTCGGTAAAGCAGTACACAT 
CCCGGGATGACCTAGCAAAGCACTTCCAGGTCCCTGTCTTCAAGTTTGTGGGCAAAGACC 
ACAAGGAAGTGTTTCTGCACTGCCGGGTTCTTGTCTGTGGAGTGTTGGACGAGCGTTCCC 
GCTGTGCCCAGGGTTGCCACCGGCGAATGCGTCGTGGGGCAGGAGGAGAGGACTCAGCCG 
GTCTACAGGGCCAGACGCTAACAGGCGGCCCGATCCGCATCGACTGGGAGGACTAGTTCG 
TAGCCATACCTCGAGTCCCTGCATTGGACGGCTCTGCTCTTTGGAGCTTCTCCCCCCACC 
GCCCTCTAAGAACATCTGCCAACAGCTGGGTTCAGACTTCACACTGTGAGTTCAGACTCC 
CAGCACCAACTCACTCTGATTCTGGTCCATTCAGTGGGCACAGGTCACAGCACTGCTGAA 
CAATGTGGCCTGGGTGGGGTTTCATCTTTCTAGGGTTGAAAACTAAACTGTCCACCCAGA 
AAGACACTCACCCCATTTCCCTCATTTCTTTCCTACACTTAAATACCTCGTGTATGGTGC 
AATCAGACCAC^IAAATCAGAAGCTGGGTATAATATTTCAAGTTACAAACCCTAGAAAAAT 
TAAACAGTTACTGAAATTATGACTTAAATACCCAATGACTCCTTAAATATGTAAATTATA 
GTTATACCTTGAAATTTCAATTCAAATGCAGACTAATTATAGGGAATTTGGAAGTGTATC 
AATAAAACAGTATATAATTTT 

Gene 205. >ENST00000334011 cDNA sequence 

AAAGCAGTGCTTCTCTCTGGGGCCAAGGCCAGAGCTGTGGACACCTTATCCCACTCATCC 
TCATCCTCTTCCTCTGATAAAGCCCCTACCAGTGCTGATAAAGTCTTTCTCGTGAGAGCC 
TAGAGGCCTTAAAAAAAAAAGTGCTTGAAAGAGAAGGGGACAAAGGAACACCAGTATTAA 
GAGGATTTTCCAGTGTTTCTGGCAGTTGGTCCAGAAGGATGCCTCCATTCCTGCTTCTCA 
CCTGCCTCTTCATCACAGGCACCTCCGTGTCACCCGTGGCCCTAGATCCTTGTTCTGCTT 
ACATCAGCCTGAATGAGCCCTGGAGGAACACTGACCACCAGTTGGATGAGTCTCAAGGTC 
CTCCTCTATGTGACAACCATGTGAATGGGGAGTGGTACCACTTCACGGGCATGGCGGGAG 
ATGCCATGCCTACCTTCTGCATACCAGAAAACCACTGTGGAACCCACGCACCTGTCTGGC 
TCAATGGCAGCCACCCCCTAGAAGGCGACGGCATTGTGCAACGCCAGCTTGTGCCAGCTT 
CAATGGGAACTGCTGTCTCTGGAACACCACGGTGGAAGTCAAGGCTTGCCGGAGGCTACT 
ATGTGTATCGTCTGACCAAGCCCAGCGTCTGCTTCCACGTCTACTGTGGTCATTTTTATG 
ACATCTGCGACGAGGACTGCCATGGCAGCTGCTCAGATACCAGCGAGTGCACATGCGCTC 
CAGGAACTGTGCTAGGCCCTGACAGGCAGACATGCTTTGATGAAAATGAATGTGAGCAAA 
ACAACGGTGGCTGCAGTGAGATCTGTGTGAACCTCAAAAACTCCTACCGCTGTGAGTGTG 
GGGTTGGCCGTGTGCTAAGAAGTGATGGCAAGACTTGTGAAGACGTTGAAGGATGCCACA 
ATAACAATGGTGGCTGCAGCCACTCTTGCCTTGGATCTGAGAAAGGCTACCAGTGTGAAT 
GTCCCCGGGGCCTGGTGCTGTCTGAGGATAACCACACTTGCCAAGTCCCTGTGTTGTGCA 
AATCAAATGCCATTGAAGTGAACATCCCCAGGGAGCTGGTTGGTGGCCTGGAGCTCTTCC 
TGACCAACACCTCCTGCCGAGGAGTGTCCAACGGCACCCATGTCAACATCCTCTTCTCTC 
TCAAGACATGTGGTACAGTGGTCGATGTGGTGAATGACAAGATTGTGGCCAGCAACCTCG 
TGACAGGTCTACCCAAGCAGACCCCGGGGAGCAGCGGGGACTTCATCATCCGAACCAGCA 
AGCTGCTGATCCCGGTGACCTGCGAGTTTCCACGCCTGTACACCATTTCTGAAGGATACG 
TTCCCAACCTTCGAAACTCCCCACTGGAAATCATGAGCCGAAATCATGGGATCTTCCCAT 
TCACTCTGGAGATCTTCAAGGACAATGAGTTTGAAGAGCCTTACCGGGAAGCTCTGCCCA 
CCCTCAAGCTTCGTGACTCCCTCTACTTTGGCATTGAGCCCGTGGTGCACGTGAGCGGCT 
TGGAAAGCTTGGTGGAGAGCTGCTTTGCCACCCCCACCTCCAAGATCGACGAGGTCCTGA 
AATACTACCTCATCCGGGATGGCTGTGTTTCAGATGACTCGGTAAAGCAGTACACATCCC 
GGGATCACCTAGCAAAGCACTTCCAGGTCCCTGTCTTCAAGTTTGTGGGCAAAGACCACA 
AGGAAGTGTTTCTGCACTGCCGGGTTCTTGTCTGTGGAGTGTTGGACGAGCGTTCCCGCT 
GTGCCCAGGGTTGCCACCGGCGAATGCGTCGTGGGGCAGGAGGAGAGGACTCAGCCGGTC 
TACAGGGCCAGACGCTAACAGGCGGCCCGATCCGCATCGACTGGGAGGACTAGTTCGTAG 
CCATACCTCGAGTCCCTGCATTGGACGGCTCTGCTCTTTGGAGCTTCTCCCCCCACCGCC 
CTCTAAGAACATCTGCCAACAGCTGGGTTCAGACTTCACACTGTGAGTTCAGACTCCCAG 
CACCAACTCACTCTGATTCTGGTCCATTCAGTGGGCACAGGTCACAGCACTGCTGAACAA 
TGTGGCCTGGGTGGGGTTTCATCTTTCTAGGGTTGAAAACTAAACTGTCCACCCAGAAAG 
ACACTCACCCCATTTCCCTCATTTCTTTCCTACACTTAAATACCTCGTGTATGGTGCAAT 
CAGACCACAAAATCAGAAGCTGGGTATAATATTTCAAGTTACAAACCCTAGAAAAATTAA 
ACAGTTACTGAAATTATGACTTAAATACCCAATGACTCCTTAAATATGTAAATTATAGTT 
ATACCTTGAAATTTCAATTCAAATGCAGACTAATTATAGGGAATTTGGAAGTGTATCAAT 
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AAAACAGTATATAATTTT 

Gene 206. >ENST00000299404 cDNA sequence 

AGCCAACACCGCCTTTCTCAGCATGGAGACCTTTGAGCCCATCAGCCAAGAGCCCCTCAG 
CCAAGCCAGCTATGAC7VAAGCCCCAGACCCAGTTCCTGAGCTCCAAGACTCGTTCTATGC 
AGAACTGCAACGTGCAGAGAGCCTCCAAGAGAAGAGCATAAAAGAGGCCAAGACCAAATG 
CAGGACAATTGCATCCCTGCTCACTGCAGCCCCCAACCCCCACTCCAAAGGGGTACTTAT 
GTTTAAGAAACGGCGGCAGAGAGCCAAGAAGTACACCCTGGTGAGCTTCGGGGCTGCTGC 
TGGGACAGGCGCTGAGGAGGAGGACGGCGTTCCCCCCACGAGTGAGTCCGAGCTGGACGA 
AGAAGCCTTCTCTGACGCCCGCAGCCTCACCAATCAATCTGACTGGGACAGTCCCTATCT 
GGACATGGAGCTTGCCAGGGCGGGCTCAAGAGCATCAGAGGGCCAGGGCTCTGGGCTGGG 
AGGGCAGCTGAGTGAGGTCTCTGGGCGAGGGGTGCAGCTCTTTGAACAGCAGCGCCAGCG 
CGCAGACTCCAGCACCCAGGAACTGGCACGGGTCGAACCAGCAGCCATGCTCAACGGGGA 
AGGCCTGCAGTCACCACCTCGGGCCCAGAGTGCTCCCCCAGAGGCAGCTGTGCTCCCACC 
CAGCCCCTTGCCGGCGCCTGTAGCCAGCCCCAGACCCTTCCAACCAGGTGGTGGAGCCCC 
GACCCCAGCTCCAAGCATCTTTAACCGGTCAGCCAGGCCCTTTACCCCGGGCCTACAAGG 
GCAGCGGCCAACTACCACCTCGGTTATTTTCCGGCCTTTAGCCCCCAAAAGGGCGAACGA 
CAGCCTGGGGGGCCTCAGCCCCGCCCCACCCCCCTTCTTGTCTTCGCAGGGGCCCACCCC 
TCTGCCCAGCTTCACTTCAGGGGTTCCCAGCCACGCGCCAGTCTCTGGTTCCCCCAGCAC 
CCCACGCTCCTCGGGCCCTGTGACAGCCACCAGCTCCCTGTACATCCCAGCCCCTAGTCG 
GCCTGTCACCCCAGGTGGAGCTCCAGAGCCCCCCGCTCCTCCTAGCGCAGCTGCCATGAC 
CTCCACCGCTTCTATCTTCCTATCTGCGCCTTTGCGACCCTCTGCGCGCCCAGAGGCGCC 
TGCCCCAGGCCCAGGGGCTCCTGAGCCCCCCAGCGCTCGCGAGCAGCGCATCTCTGTGCC 
AGCTGCCCGCACGGGTATCCTGCAGGAGGCCCGGCGCCGGGGGACCCGGAAGCAGATGTT 
CCGGCCGGGAAAGGAGGAGACGAAGAACTCGCCCAACCCCGAGCTGCTATCGCTGGTACA 
GAACCTGGATGAAAAGCCTCGGGCCGGGGGTGCAGAATCTGGTCCTGAAGAAGATGCTCT 
GAGCCTCGGGGCTGAAGCCTGCAACTTCATGCAGCCAGTAGGGGCCAGGAGTTACAAGAC 
CCTGCCTCACGTGACACCTAAGACCCCCCCTCCAATGGCTCCCAAGACCCCGCCCCCTAT 
GACTCCTAAGACTCCACCCCCAGTGGCTCCTAAGCCCCCATCTCGAGGGCTCCTTGATGG 
GCTCGTGAATGGGGCAGCCTCTTCGGCTGGAATCCCTGAGCCACCAAGGCTGCAGGGCAG 
GGGTGGGGAGCTGTTTGCTAAGCGGCAGAGCCGTGCGGACAGGTATGTGGTGGAAGGTAC 
ACCTGGTCCTGGTCTTGGCCCTCGGCCTAGAAGTCCTTCTCCTACCCCGTCTCTGCCCCC 
TTCCTGGAAATATTCACCCAACATCCGTGCCCCGCCTCCTATTGCTTACAACCCACTGCT 
CTCTCCCTTTTTCCCCCAGGCGGCCCGAACTCTCCCTAAGGCCCAATCCCAGGGGCCTCG 
GGCAACACCCAAGCAGGGCATCAAGGCTCTAGATTTTATGCGGCATCAGCCCTATCAACT 
TAAAACTGCCATGTTCTGTTTTGATGAGGTTCCCCCGACTCCTGGCCCTATCGCCTCAGG 
GTCCCCCAAAACTGCCCGAGTCCAGGAGATTCGCCGGTTTTCCACTCCGGCACCCCAGCC 
CACTGCAGAACCCCTGGCTCCCACTGTGCTTGCCCCCCGAGCAGCCACTACACTGGATGA 
GCCCATCTGGAGAACAGAACTGGCCTCAGCCCCTGTTCCTAGCCCAGCCCCTCCTCCAGA 
GGCTCCCAGGGGCCTTGGGGCTTCTCCCAGCTCCTGCGGTTTCCAGGTAGCCAGGCCCCG 
ATTTTCAGCCACCAGAACAGGATTGCAAGCTCATGTGTGGAGGCCTGGGGCAGGGCACCA 
GTGAACAGGCACAGGTCCCAGGACCAAGGAGAGGTGGAACATCCAGTTCCTAAAGTTGCT 
TCTCCTACCCTATCCCATCCCCTGTCACGCATCTGGAAGCTAAATTGCCTCCTGCCAGAG 
ATGGTTTCCAAGTTGATGTCCCCTTCCCCCACCTTCCTCCTCACTCTCTACCTCCCTGCC 
GCTTTCCAACCAAGTATGTCTGCTTTGGTATCTTTGCCTCTCTTTGTCTCTGCATTTCCT 
TTCCTGGATCTCTGTCTTTATTTCCAGGCTTCTCCACCCATATTCCTCCACAGATCTCTC 
TTCCTTGACATTTGTGCTTTTCTCCCTGGGCCTCATTTTAATGTTCAGTGAGAAGTAAAC 
AGAGCAGAAGTGACCACTGGGACTTCAGGCAAGAAGCTCACCACCAGGCACACAGCAAAG 
GGACTGAACTGACCCCTGTTTGCACTAAGCCACCCCCACCCCCCACTCTGCTTTCCCAAG 
CTTGACTGGCATATACCTAGGCCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT 
GTGCTCTTCCGTCTAAGGCATGAATAAGAGGGGAGGTCAAAATAAAGACCCAATCTGAGG 
CCGGGCACGGTGGCTCACGCCGGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATC 
ACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCATTTCCACTAAAA 
ATACAAAAAATTAGCTGGGCGTGGTGGCGAGCGCCTGTAGTCCCAGCTACTCGGGAGGCT 
GAGGCAGGAGAATGGCATGAACCTGGAAGGCGGAGCTTGCAGTGAGCTGAGATTGCGCCA 
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CTGCACTCCAGCCTGGGCGACGGAGCGAGACTCTGTCTCAAAACAAA.CAAA.CAAACAAAA 

GACCCAATCTGAGTCTTATCGTTGTACTGATAGAAGGGTCAGATATCCCCACATGGAGTT 

GAGTGGGAGAAAGAGATTCACTAGAGAATAACTCCTTAGAGACCAATGTCTGTAGCAGGT 

GTACAGCATCTTGTGAAAGTTATGGAGCATGAAAAGACTGAAGGGCCAGGACAGTTTGCA 

TGGGCTGAGTTATACCAGCTAGACCAGGAATAGAACAAAGAATTCTATACCTCAGGATTT 

CAAAAAGTTAGCAACTTGAGAGGCCAGTGCTGAGCAACCCAGTACCCAGG 

Gene 207. >ENST00000318330 cDNA sequence 

CGGTCACAGCAGCTCAGTCCTCCAAAGCTGCTGGACCCCAGGGAGAGCTGACCACTGCCC 

GAGCAGCCGGCTGAATCCACCTCCACAATGCCGCTCTCAGGAACCCCGGCCCCTAATAAG 

AAGAGGAAATCCAGCAAGCTGATCATGGAACTCACTGGAGGTGGACAGGAGAGCTCAGGC 

TTGAACCTGGGCAAAAAGATCAGTGTCCCAAGGGATGTGATGTTGGAGGAACTGTCGCTG 

CTTACCAACCGGGGCTCCAAGATGTTCAAACTGCGGCAGATGAGGGTGGAGAAGTTTATT 

TATGAGAACCACCCTGATGTTTTCTCTGACAGCTCAATGGATATTATATCTTTAGTCCCT 

GGCTCTTGCAATTTCCCTAGTGTAGGGGCGTGGGATTACCTTTCATTGGCTACTAAATGC 

TATTATTTGACTGAATTTTCTCTCCCATGGCTACCAGGAGACCAGGCAGGCGGAGAAGGA 

AAACATATCACTGTGTTCAAGACCTATATTTCCCCATGGGAGCGAGCCATGGGGGTTGAC 

CCCCAGCAAAAAATGGAACTTGGCATTGACCTGCTGGCCTATGGGGCCAAAGCTGAACTT 

CCCAAATATAAGTCCTTCAACAGGACGGCAATGCCCTATGGTGGATATGAGAAGGCCTCC 

AAACGCATGACCTTCCAGATGCCCAAGTTTGACCTGGGGCCCTTGCTGAGTGAACCCCTG 

GTCCTCTACAACCAAAACCTCTCCAACAGGCCTTCTTTCAATCGAACCCCTATTCCCTGG 

CTGAGCTCTGGGGAGCCTGTAGACTACAACGTGGATATTGGCATCCCCTTGGATGGAGAA 

ACAGAGGAGCTGTGAGGTGTTTCCTCCTCTGATTTGCATCATTTCCCCTCTCTGGCTCCA 

ATTTGGAGAGGGAATGCTGAGCAGATAGCCCCCATTGTTAATCCAGTATCCTTATGGGAA 

TGGAGGGAAAAAGGAGAGATCTACCTTTCCATCCTTTACTCCAAGTCCCCACTCCACGCA 

TCCTTCCTCACCAACTCAGAGCTCCCCTTCTACTTGCTCCATATGGAACCTGCTCGTTTA 

TGGAATTTGCTCTGCCACCAGTAACAGTCAATAAACTTCAAGGAAAATGA 

Gene 208. >ENST00000332382 cDNA sequence 

CCTAAGTGCTTCTTTGGATCTCAGGCTCTAGGTGCAATGTGAAGGGGAGTCCCTGGGCAG 
ACTGATCCCTGGCTCAGACAGTTCAGTGGGAGAATCCCAAAGGCCTTTTCCCTCCTTCCT 
GAGCCTCCGGGCAAGGAGGGAGGGATCTTGGTTCCAGGGTCTCAGTACCCCCTGTGCCAT 
TTGAGCTGCTTGCGCTCATCATCTCTATTAATAACCAACTTCCCTCCCCCACTGCCAGTG 
CTGCCCCCACGCCTGCCCAGCTCGTGTTCTCCGGTCACAGCAGCTCAGTCCTCCAAAGCT 
GCTGGACCCCAGGGAGAGCTGACCACTGCCCGAGCAGCCGGCTGAATCCACCTCCACAAT 
GCCGCTCTCAGGAACCCCGGCCCCTAATAAGAAGAGGAAATCCAGCAAGCTGATCATGGA 
ACTCACTGGAGGTGGACAGGAGAGCTCAGGCTTGAACCTGGGCAAAAAGATCAGTGTCCC 
AAGGGATGTGATGTTGGAGGAACTGTCGCTGCTTACCAACCGGGGCTCCAAGATGTTCAA 
ACTGCGGCAGATGAGGGTGGAGAAGTTTATTTATGAGAACCACCCTGATGTTTTCTCTGA 
CAGCTCAATGGATCACTTCCAGAAGTTCCTTCCAACAGTGGGGGGACAGCTGGGCACAGC 
TGGTCAGGGATTCTCATACAGCAAGAGCAACGGCAGAGGCGGCAGCCAGGCAGGGGGCAG 
TGGCTCTGCCGGACAGTATGGCTCTGATCAGCAGCACCATCTGGGCTCTGGGTCTGGAGC 
TGGGGGTACAGGTGGTCCCGCGGGCCAGGCTGGCAGAGGAGGAGCTGCTGGCACAGCAGG 
GGTTGGAGACCAGGCAGGCGGAGAAGGAAAACATATCACTGTGTTCAAGACCTATATTTC 
CCCATGGGAGCGAGCCATGGGGGTTGACCCCCAGCAAAAAATGGAACTTGGCATTGACCT 
GCTGGCCTATGGGGCCAAAGCTGAACTTCCCAAATATAAGTCCTTCAACAGGACGGCAAT 
GCCCTATGGTGGATATGAGAAGGCCTCCAAACGCATGACCTTCCAGATGCCCAAGTTTGA 
CCTGGGGCCCTTGCTGAGTGAACCCCTGGTCCTCTACAACCAAAACCTCTCCAACAGGCC 
TTCTTTCAATCGAACCCCTATTCCCTGGCTGAGCTCTGGGGAGCCTGTAGACTACAACGT 
GGATATTGGCATCCCCTTGGATGGAGAAACAGAGGAGCTGTGAGGTGTTTCCTCCTCTGA 
TTTGCATCATTTCCCCTCTCTGGCTCCAATTTGGAGAGGGAATGCTGAGCAGATAGCCCC 
CATTGTTAATCCAGTATCCTTATGGGAATGGAGGGAAAAAGGAGAGATCTACCTTTCCAT 
CCTTTACTCCAAGTCCCCACTCCACGCATCCTTCCTCACCAACTCAGAGCTCCCCTTCTA 
CTTGCTCCATATGGAACCTGCTCGTTTATGGAATTTGCTCTGCCACCAGTAACAGTCAAT 
AAACTTCAAGGAAAATG 

Gene 209. >ENST00000313455 cDNA sequence 
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ATGCTGAGGATCTTTTCACACGTTTCACGGCCACTTGGATTTCTTCTGAGGAAATTATCA 
CTGTTTCAGGAGGAGAGTTACTTCAGGAACCCTGCGGACAGAGGGACAGCCCACCAGACT 
ACCATCTGTTGTTTGAATAATTTTTTTCCTTATCAATTGGATTCATTTTGGTATCCTGTT 
TTTGAACTCAGCTTAAGAACTTCTCATCTCAAATCCTATGGCCTTCTGGAAGATCCACCA 
CTATCCAAAGGAAAAAGTAGATTAATATGCCTCAAGGGATATGACATCTATGGCATAGGG 
CTACTGGTCTCATCCCAGCGATCGGGACAGAAATTGCTAATAGCTCATGCAACTCTTTCA 
TGA 

Gene 210. >ENST00000332968 cDNA sequence 

ATGGTTCGCTATTCACTTGACCCGGAGAACCCCACAAAATCATGCAAATCAAGAGGTTCC 
AATCTTCGTGTTCACTTTAAGAACACTCGTGAAACTGCTCAGGCCATCAAGGGTATGTAT 
ATAGAAAAAGGCACGAAGTATCTGAAAGATGTCACTTTACAGAAACA.GTGCATACCATTC 
CGACATTACAATGGTGGAGTTGGCAGGTGTGCGCAGGCAAAGCACCTGTTTGGGCCACAA 
GGTCGGTGGCCCAAAAAGAGTGCTGAATTTTTGCTGCACGTGCTTAAAAACACAGAGAGT 
AATGCTGAACTTAAGGGTGATTCTCTGGTCATTGAGCATATCCAAGTGAACAAAGCACCT 
AAGATGCACCAACGGACTTACAGAGCTCATGGAAACCCATACATGAGCTCTTCCTGCCAC 
ATTGAGATGATCTTTACTGAAAAGGAACAGATTGTTCCTAAACCAGAAGAGGAGGTTGCC 
CAGAAGAAAAAGATATCCCAGAAGAAACTGAAGAAACAAAAACTTATGGCACGGGAATAA 
Gene 211. >ENST00000263556 cDNA sequence 

ATGATCTGGTATATATTAATTATAGGAATTCTGCTTCCCCAGTCTTTGGCTCATCCAGGC 

TTTTTTACTTCAATTGGTCAGATGACTGATTTGATCCATACTGAGAAAGATCTGGTGACT 

TCTCTGAAAGATTATATTAAGGCAGAAGAGGACAAGTTAGAACAAATAAAAAAATGGGCA 

GAGAAGTTAGATCGGCTAACTAGTACAGCGACAAAAGATCCAGAAGGATTTGTTGGGCAT 

CCAGTAAATGCATTCAAATTAATGAAACGTCTGAATACTGAGTGGAGTGAGTTGGAGAAT 

CTGGTCCTTAAGGATATGTCAGATGGCTTTATCTCTAACCTAACCATTCAGAGACAGTAC 

TTTCCTAATGATGAAGATCAGGTTGGGGCAGCCAAAGCTCTGTTACGTCTCCAGGATACC 

TACAATTTGGATACAGATACCATCTCAAAGGGTAATCTTCCAGGAGTGAAACACAAATCT 

TTTCTAACGGCTGAGGACTGCTTTGAGTTGGGCAAAGTGGCCTATACAGAAGCAGATTAT 

TACCATACGGAACTGTGGATGGAACAAGCCCTAAGGCAACTGGATGAAGGCGAGATTTCT 

ACCATAGATAAAGTCTCTGTTCTAGATTATTTGAGCTATGCGGTATATCAGCAGGGAGAC 

CTGGATAAGGCACTTTTGCTCACAAAGAAGCTTCTTGAACTAGATCCTGAACATCAGAGA 

GCTAATGGTAACTTAAAATATTTTGAGTATATAATGGCTAAAGAAAAAGATGTCAATAAG 

TCTGCTTCAGATGACCAATCTGATCAGAAAACTACACCAAAGAAAAAAGGGGTTGCTGTG 

GATTACCTGCCAGAGAGACAGAAGTACGAAATGCTGTGCCGTGGGGAGGGTATCAAAATG 

ACCCCTCGGAGACAGAAAAAACTCTTTTGCCGCTACCATGATGGAAACCGTAATCCTAAA 

TTTATTCTGGCTCCAGCTAAACAGGAGGATGAATGGGACAAGCCTCGTATTATTCGCTTC 

CATGATATTATTTCTGATGCAGAAATTGAAATCGTCAAAGACCTAGCAAAACCAAGGCTG 

AGCCGAGCTACAGTACATGACCCTGAGACTGGAAAATTGACCACAGCACAGTACAGAGTA 

TCTAAGAGTGCCTGGCTCTCTGGCTATGAAAATCCTGTGGTGTCTCGAATTAATATGAGA 

ATACAAGATCTAACAGGACTAGATGTTTCCACAGCAGAGGAATTACAGGTAGCAAATTAT 

GGAGTTGGAGGACAGTATGAACCCCATTTTGACTTTGCACGGAAAGATGAGCCAGATGCT 

TTCAAAGAGCTGGGGACAGGAAATAGAATTGCTACATGGCTGTTTTATATGAGTGATGTG 

TCTGCAGGAGGAGCCACTGTTTTTCCTGAAGTTGGAGCTAGTGTTTGGCCCAAAAAAGGA 

ACTGCTGTTTTCTGGTATAATCTGTTTGCCAGTGGAGAAGGAGATTATAGTACACGGCAT 

GCAGCCTGTCCAGTGCTAGTTGGCAACAAATGGGTATCCAATAAATGGCTCCATGAACGT 

GGACAAGAATTTCGAAGACCTTGTACGTTGTCAGAATTGGAATGA 

Gene 212. >ENST00000307116 cDNA sequence 

ATGATCTGGTATATATTAATTATAGGAATTCTGCTTCCCCAGTCTTTGGCTCATCCAGGC 
TTTTTTACTTCAATTGGTCAGATGACTGATTTGATCCATACTGAGAAAGATCTGGTGACT 
TCTCTGAAAGATTATATTAAGGCAGAAGAGGACAAGTTAGAACAAATAAAAAAATGGGCA 
GAGAAGTTAGATCGGCTAACTAGTACAGCGACAAAAGATCCAGAAGGATTTGTTGGGCAT 
CCAGTAAATGCATTCAAATTAATGAAACGTCTGAATACTGAGTGGAGTGAGTTGGAGAAT 
CTGGTCCTTAAGGATATGTCAGATGGCTTTATCTCTAACCTAACCATTCAGAGACAGTAC 
TTTCCTAATGATGAAGATCAGGTTGGGGCAGCCAAAGCTCTGTTACGTCTCCAGGATACC 
TACAATTTGGATACAGATACCATCTCAAAGGGTAATCTTCCAGGAGTGAAACACAAATCT 
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TTTCTAACGGCTGAGGACTGCTTTGAGTTGGGCAAAGTGGCCTATACAGAAGCAGATTAT 

TACCATACGGAACTGTGGATGGAACAAGCCCTAAGGCAACTGGATGAAGGCGAGATTTCT 

ACCATAGATAAAGTCTCTGTTCTAGATTATTTGAGCTATGCGGTATATCAGCAGGGAGAC 

CTGGATAAGGCACTTTTGCTCACAAAGAAGCTTCTTGAACTAGATCCTGAACATCAGAGA 

GCTAATGGTAACTTAAAATATTTTGAGTATATAATGGCTAAAGAAAAAGATGTCAATAAG 

TCTGCTTCAGATGACCAATCTGATCAGAAAACTACACCAAAGAAAAAAGGGGTTGCTGTG 

GATTACCTGCCAGAGAGACAGAAGTACGAAATGCTGTGCCGTGGGGAGGGTATCAAAATG 

ACCCCTCGGAGACAGAAAAAACTCTTTTGCCGCTACCATGATGGAAACCGTAATCCTAAA 

TTTATTCTGGCTCCAGCTAAACAGGAGGATGAATGGGACAAGCCTCGTATTATTCGCTTC 

CATGATATTATTTCTGATGCAGAAATTGAAATCGTCAAAGACCTAGCAAAACCAAGGCTG 

AGGCGAGCCACCATTTCAAACCCAATAACAGGAGACTTGGAGACGGTACATTACAGAATT 

AGCAAAAGTGCCTGGCTCTCTGGCTATGAAAATCCTGTGGTGTCTCGAATTAATATGAGA 

ATACAAGATCTAACAGGACTAGATGTTTCCACAGCAGAGGAATTACAGGTAGCAAATTAT 

GGAGTTGGAGGACAGTATGAACCCCATTTTGACTTTGCACGGAAAGATGAGCCAGATGCT 

TTCAAAGAGCTGGGGACAGGAAATAGAATTGCTACATGGCTGTTTTATATGAGTGATGTG 

TCTGCAGGAGGAGCCACTGTTTTTCCTGAAGTTGGAGCTAGTGTTTGGCCCAAAAAAGGA 

ACTGCTGTTTTCTGGTATAATCTGTTTGCCAGTGGAGAAGGAGATTATAGTACACGGCAT 

GCAGCCTGTCCAGTGCTAGTTGGCAACAAATGGGTATCCAATAAATGGCTCCATGAACGT 

GGACAAGAATTTCGAAGACCTTGTACGTTGTCAGAATTGGAATGA 

Gene 213. >ENST00000317358 cDNA sequence 

AGACAGTCACAGTTCGCTGGAGAGAACAAAGCCAACTGTTGTAGGGGTGGATACTCACAT 
GGAACTTGATGAAGTTCATTGCTGCCCTGGAAGAGATTCGGGAGGAGGCTTCATCAAAGG 
TCCCATGCTCCAGGGACTCCAGGGTGAGGGTAAACTGGCCCCAATCCCAAAACCCACTCT 
TCCCTCTCCCTCTCGCCTCACCCTGTTCGTATCTAGTTCTCAAATGGAAGACCATGGGTT 
TCCAGCCAGGAGAAATGGATTGACCCAAGCAAGCTTCATCTACCAGATGCCCGCAGGCTG 
GGGCAGTCCCGGCGGCCTCTTCCTCCCTTGCCAGCCAGTGCCAACCCCCGTGGTTCTCAA 
GCCTCCGCTGCCACCCTGTCCCATTTCCTGGGGAGAGTCTGGCCCTGCTGTGGATGGAAT 
CCGGAGGACCCCAGCTCCCTGAGCAGCCCCTCCTCTCCCCTGGTGCTGATCAGAGGTCCT 
TGGGCAGCATCAGTCAAAGCAAGAGCGCACTCACTTTGGAGTCGCTCACGACCAGGACGC 
AGAGAAGCAGGCGCGCCAGCAGGGCTCTCATGGTGGCGAGGTCGGGGCGCTAGACGGCGG 
CTCTGCAAAGGAAGGAGAAGTCAGGGCAAGAGGCGGAGGAACGGGAAGGCAGGCCAGGCG 
GGCGACTGCAGCGCAGGGGAGATGCCCGCGGTGACCAGGCTCCCCAGCTGTCTCTCTCCT 
CTCTGGGCTCCGGACTCCGGGCAGCCTGGATCGGCACCCGCGGGGGACGCCCGGGACGGG 
GCGCCTTGACTCCGTGCAGCCGCCGGGGAGCCCAGGGAGCCCGGGCAGCCCAGGGCGGGG 
GAGGCAGACGCTCGGGAGCTGGGGCCGCCGCGCATCCGGCCCGGGGATCTCAGGACCGCG 
GCACTCACCGGTGGCTGCGGCAGGAGGGCGCGAGCCGGCGCTGCGGGGACAGGTGGACCC 
TGGCCCGGGCTCCGGGGCTGCGGTCTCCGCACTGTGCTGCGACCCGCGGCGCCTGCTCTA 
TATCAGGGCCCGCCCCGGCGCCGCCCCTCCCTCTCCCGCCCGGCTCCCTCCCCTGTCTTG 
CAGCGCTCAGCGACCCGGACCCCGCGTGCTTCCGCAACGCTCACAAAGATTTGGGGGAAG 
CGCGATCTCCAGCGGAGGGGACCCAACAGCGTCTGGACTGAGGAATCGAGAGGCTTGTAA 
ATTCTCCGTGCTTCCTCCCATGCACCTGGCCGGGGGCCTGCCCCAGTGCAAGGAGTCCCC 
GAATTGCAGAGAGGAGAGAAGGCGCACAGGAGACTCTCTACCTCGCCCAGCTCTGAAGCC 
TCCTGGGGTCCTCTAATCAGTTCTTCTGCAACTTCTCCCCGCTGGGCCCCAACTTGCCTA 
AGACTGCCTCAGACCCCCTTGCCCGCAGCTGATGGAGCTGTGAAGTCTTCATCAACGCGA 
CAAATGTACGAGACATACTCTCCCAGAAGCACAGACAGAAAAACCCCTGCCTGTAGGGGC 
TCCCTCTGTGCGTCTGTTCAGTGGCAGTCCCCAGATATCACCAACACAACCAGTGGATGG 
AACAAAGCCGGGCTTATTGCTTTCGGCAGTAAGGGGGTTTGTTTGATGGTGCTATCAGAG 
GGGGAAAGGCAAGGCCAGATTACTGAAAATTTGCAGCTTGGTTTAAAGTCCGTTTTTGAC 
AGGGCTTGATAAGGATTGGGTTAGGTGTCGTGATATGATGTTACAGGATTGTGGGAACAA 
AGTCCTAGGGCATAAACTGTTGGTGCTTCCTATTGAAGTGTTAACGGGTCTTTTGGGAAG 
TTTCCATAATGAGCAATTCATTTATTTGTGCAGGCAAGAATAAAAGTAAAGACAATGGAA 
ACATGTAGACAGTTCTAACTGTGGAGGTTCTGGAGGGTGTGGAAGTTCTGTTCTCACCTC 
TGAGTAGAGGAATTGGGAGACTGGAGGACAAAATAAGAGGAAGATTTATTTTTCACTGTT 
TGTCCTTTTACACTCTTAACATTTTAAAAAGCACATCTCTGTATAGCCCATTCCAAAAAG 
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ATAATTATGCATTTTTTAATGCATGTGTATTTAGTGTTTTACTTCATCATAGAGCCTTGT 

TTATTCTATTCAGATAGAAACAATTGTTTATCAAATAAAATTGTCCTCCAG 

Gene 214. >ENST00000311407 cDNA sequence 

ATGGGGAAAAAACAGAACAGAAAAACTGGAAACTCTAAAACGCAGAGCGCCTCTCCTCCT 

CCAAAGGAACGCAGTTCCTCACCAGCAACGGAACAAAGCTGGATGGAGAATGACTTTGAC 

GAGCTGAGAGAAGAAGGTTTCAGACGATCAAATTACTCTGAGCTACGGGAGGACATTCAA 

ACCAAAGGCAAAGAAGTTGAAAACTTTGAAAAAAATTTAGAAGAATGTATAACTAGAATA 

ACCAATACAGAGAAGTGCTTAAAGGAGCTGATGGAGCTGAAAACCAAGGCTCGAGAACTA 

CGTGAAGAATGCAGAAGCCTCAGGAGCCGATGCGATCAACTGGAAGAAAGGGTATCAGCA 

ATGGAAGATGAAATGAATGAAATGAAGCGAGAAGGGAAGTTTAGAGAAAAAAGAATAAAA 

AGAAATGAGCAAAGCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTACGTCTG 

ATTGGTGTACCTGAAAGTGATGCGGAGAATGGAACCAAGTTGGAAAACACTCTGCAGGAT 

ATTATCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACGTTCAGATTCAGGAAATA 

CAGAGAATGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGTCAGA 

TTCACCAAAGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGGTCGGGTT 

ACCCTCAAAGGGAAGCCCATCAGACTAACAGCGGATCTCTCGGCAGAAACCCTACAAGCC 

AGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATT 

TCATATCCAGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAATACTTTACAGACAAG 

CAAATGCTGAGAGATTTTGTCACCACCAGGCCTGCCCTAAAAGAGCTCCTGAAGGAAGCG 

CTAAACATGGAAAGGAACAACCGGTACCAGCCGCTGCAAAATCATGCTAAAATGTAA 

Gene 215. >ENST00000225174 cDNA sequence 

GCGCGACGTCAGTTTGAGTTCTGTGTTCTCCCCGCCCGTGTCCCGCCCGACCCGCGCCCG 
CGATGCTGGCGCTGCGCTGCGGCTCCCGCTGGCTCGGCCTGCTCTCCGTCCCGCGCTCCG 
TGCCGCTGCGCCTCCCCGCGGCCCGCGCCTGCAGCAAGGGCTCCGGCGACCCGTCCTCTT 
CCTCCTCCTCCGGGAACCCGCTCGTGTACCTGGACGTGGACGCCAACGGGAAGCCGCTCG 
GCCGCGTGGTGCTGGAGCTGAAGGCAGATGTCGTCCCAAAGACAGCTGAGAACTTCAGAG 
CCCTGTGCACTGGTGAGAAGGGCTTCGGCTACAAAGGCTCCACCTTCCACAGGGTGATCC 
CTTCCTTCATGTGCCAGGCGGGCGACTTCACCAACCACAATGGCACAGGCGGGAAGTCCA 
TCTACGGAAGCCGCTTTCCTGACGAGAACTTTACACTGAAGCACGTGGGGCCAGGTGTCC 
TGTCCATGGCTAATGCTGGTCCTAACACCAACGGCTCCCAGTTCTTCATCTGCACCATAA 
AGACAGACTGGTTGGATGGCAAGCATGTTGTGTTCGGTCACGTCAAAGAGGGCATGGACG 
TCGTGAAGAAAATAGAATCTTTCGGCTCTAAGAGTGGGAGGACATCCAAGAAGATTGTCA 
TCACAGACTGTGGCCAGTTGAGCTAATCTGTGGCCAGGGTGCTGGCATGGTGGCAGCTGC 
AAATGTCCATGCACCCAGGTGGCCGCGTTGGGCTGTCAGCCAAGGTGCCTGAAACGATAC 
GTGTGCCCACTCCACTGTCACAGTGTGCCTGAGGAAGGCTGCTAGGGATGTTAGACCTCG 
GCCAGGACCCACCACATTGCTTCCTAATACCCACCCTTCCTCACGACCTCATTTCTGGGC 
ATCTTTGTGGACATGATGTCACCCACCCCTTGTCAAGCATTGCCTGTGATTGCCCAGCCC 
AGATTCATCTGTGCCTTGGACATGGTGATGGTGATGGGTTGCCATCCAAGTGAAAGTCTT 
TTCCTTGACCAAGGGGGACAGTCAGTTTTGCAAAAGGACTCTAATACCTGTTTAATATTG 
TCTTCCTAATTGGGATAATTTAATTAACAAGATTGACTAGAAGTGAAACTGCAACACTAA 
CTTCCCCGTGCTGTGGTGTGACCTGAGTTGGTGACACAGGCCACAGACCCCAGAGCTTGG 
CTTTTGAAACACAACTCAGGGCTTTTGTGAAGGTTCCCCCGCTGAGATCTTTCCTCCTGG 
TTACTGTGAAGCCTGTTGGTTTGCTGCTGTCGTTTTTGAGGAGGGCCCATGGGGGTAGGA 
GCAGTTGAACCTGGGAACAAACCTCACTTGAGCTGTGCCTAGACAATGTGAATTCCTGTG 
TTGCTAACAGAAGTGGCCTGTAAGCTCCTGTGCTCCGGAGGGAAGCATTTCCTGGTAGGC 
TTTGATTTTTCTGTGTGTTAAAGAAATTCAATCTACTCATGATGTGTTATGCATAAAACA 
TTTCTGGAACATGGATTTGTGTTCACCTTAAATGTGAAAATAAATCCTATTTTCTATGGA 
AGACTGGTACCTGGTTTCTGGAAGAGGGGTCTGTGACTTGGAGCTGATCTTTACTGAGCT 
CGCCGTGGCAGATGCCATGCTCAGGACGTTCATGTGGATGGTTTCATGTCATCGTGCTGG 
CAACTTGTCCTCCCTGCCTTAGAGATGAGGCTCAGACAAACGACCTTAGCACCCATAGCC 
TATGCCATGAGCACTGGCTCCACCCTGAATCCCAGCTCCTCCCCTTAGTGACCCCAAGTC 
TGTTTCCCTC^GCTGCATAAGGAGGCGATATAGTTTGAATATTTGTCCCCAGCCAAATCT 
CATGTTGAACTGTAATCCCCAGTGCTGGAGGTGGGGCCTGCTACGAGGTGTTTGGATCAT 
GGGGACGGGTATTTCATGGCTTGGTGCTGTTTTCTTGATGGTGAATTATTGCAAGATACG 
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GTCATTTAAAATTGTGTGGCACCTCCCCCTGCCCCCTTCTTGCTCCTGCTTTCACCATGT 
GACATGCCTGATCCCCCTTCACCTTTTGCCATGGTCATAAGCTTCCTGAGGCCTCCCTGG 
AAGCTGAGCAGATGCCAGCACCATGCTTCCTGTACATCCTGCAGAACCATAAGCCAATTA 
AACCTTTTT 

Gene 216. >ENST00000241878 cDNA sequence 

ATGGCTATAGATTGTGGTTTGACACTCCTGGCTGCCCACTGCAGCTCTGGGGCAATGTCA 

GTGTTTACGTTCCTTCCTCAACTTGGCGGCAACAGAGGAAAGGACCTTAGTAGTGGTTGT 

GGTCAAGGGTCTTTTGCTTGTATCCTGGGAGCTCCACACCAGAGAGATGTAGGTCAGCAA 

TTCCTCAGTGCAATCACCCCAGGATGA 

Gene 217. >ENST00000242464 cDNA sequence 

CAGCCCCGGAGCCCGGGCCAGGGTCCACCTGTCCCCGCAGCGCCGGCTCGCGCCCTCCTG 

CCGCAGCCACCGAGCCGCCGTCTAGCGCCCCGACCTCGCCACCATGAGAGCCCTGCTGGC 

GCGCCTGCTTCTCTGCGTCCTGGTCGTGAGCGACTCCAAAGGCAGCAATGAACTTCATCA 

AGTTCCATCGAACTGTGACTGTCTAAATGGAGGAACATGTGTGTCCAACAAGTACTTCTC 

CAACATTCACTGGTGCAACTGCCCAAAGAAATTCGGAGGGCAGCACTGTGAAATAGATAA 

GTCAAAAACCTGCTATGAGGGGAATGGTCACTTTTACCGAGGAAAGGCCAGCACTGACAC 

CATGGGCCGGCCCTGCCTGCCCTGGAACTCTGCCACTGTCCTTCAGCAAACGTACCATGC 

CCACAGATCTGATGCTCTTCAGCTGGGCCTGGGGAAACATAATTACTGCAGGAACCCAGA 

CAACCGGAGGCGACCCTGGTGCTATGTGCAGGTGGGCCTAAAGCTGCTTGTCCAAGAGTG 

CATGGTGCATGACTGCGCAGATGGAAAAAAGCCCTCCTCTCCTCCAGAAGAATTAAAATT 

TCAGTGTGGCCAAAAGACTCTGAGGCCCCGCTTTAAGATTATTGGGGGAGAATTCACCAC 

CATCGAGAACCAGCCCTGGTTTGCGGCCATCTACAGGAGGCACCGGGGGGGCTCTGTCAC 

CTACGTGTGTGGAGGCAGCCTCATCAGCCCTTGCTGGGTGATCAGCGCCACACACTGCTT 

CATTGATTACCCAAAGAAGGAGGACTACATCGTCTACCTGGGTCGCTCAAGGCTTAACTC 

CAACACGCAAGGGGAGATGAAGTTTGAGGTGGAAAACCTCATCCTACACAAGGACTACAG 

CGCTGACACGCTTGCTCACCACAACGACATTGCCTTGCTGAAGATCCGTTCCAAGGAGGG 

CAGGTGTGCGCAGCCATCCCGGACTATACAGACCATCTGCCTGCCCTCGATGTATAACGA 

TCCCCAGTTTGGCACAAGCTGTGAGATCACTGGCTTTGGAAAAGAGAATTCTACCGACTA 

TCTCTATCCGGAGCAGCTGAAAATGACTGTTGTGAAGCTGATTTCCCACCGGGAGTGTCA 

GCAGCCCCACTACTACGGCTCTGAAGTCACCACCAAAATGCTGTGTGCTGCTGACCCACA 

GTGGAAAACAGATTCCTGCCAGGGAGACTCAGGGGGACCCCTCGTCTGTTCCCTCCAAGG 

CCGCATGACTTTGACTGGAATTGTGAGCTGGGGCCGTGGATGTGCCCTGAAGGACAAGCC 

AGGCGTCTACACGAGAGTCTCACACTTCTTACCCTGGATCCGCAGTCACACCAAGGAAGA 

GAATGGCCTGGCCCTCTGAGGGTCCCCAGGGAGGAAACGGGCACCACCCGCTTTCTTGCT 

GGTTGTCATTTTTGCAGTAGAGTCATCTCCATCAGCTGTAAGAAGAGACTGGGAAGATAG 

GCTCTGCACAGATGGATTTGCCTGTGCCACCCACCAGGGCGAACGACAATAGCTTTACCC 

TCAGGCATAGGCCTGGGTGCTGGCTGCCCAGACCCCTCTGGCCAGGATGGAGGGGTGGTC 

CTGACTCAACATGTTACTGACCAGC7VACTTGTCTTTTTCTGGACTGAAGCCTGCAGGAGT 

TAAAAAGGGCAGGGCATCTCCTGTGCATGGGTGAAGGGAGAGCCAGCTCCCCCGACGGTG 

GGCATTTGTGAGGCCCATGGTTGAGAAATGAATAATTTCCCAATTAGGAAGTGTAACAGC 

TGAGGTCTCTTGAGGGAGCTTAGCCAATGTGGGAGCAGCGGTTTGGGGAGCAGAGACACT 

AACGACTTCAGGGCAGGGCTCTGATATTCCATGAATGTATCAGGAAATATATATGTGTGT 

GTATGTTTGCACACTTGTGTGTGGGCTGTGAGTGTAAGTGTGAGTAAGAGCTGGTGTCTG 

ATTGTTAAGTCTAAATATTTCCTTAAACTGTGTGGACTGTGATGCCACACAGAGTGGTCT 

TTCTGGAGAGGTTATAGGTCACTCCTGGGGCCTCTTGGGTCCCCCACGTGACAGTGCCTG 

GGAATGTATTATTCTGCAGCATGACCTGTGACCAGCACTGTCTCAGTTTCACTTTCACAT 

AGATGTCCCTTTCTTGGCCAGTTATCCCTTCCTTTTAGCCTAGTTCATCCAATCCTCACT 

GGGTGGGGTGAGGACCACTCCTGTACACTGAATATTTATATTTCACTATTTTTATTTATA 

TTTTTGTAATTTTAAATAAAAGTGATCAATAAAATGTGATTTTTCTGATG 

Gene 218. >ENST00000211998 cDNA sequence 

GCACAGTCTGTCTCTTCGCCGGTTCCCGGCCCCGTGGATCCTACTTCTCTGTCGCCCGCG 
GTTCGCCGCCCCGCTCGCCGCCGCGATGCCAGTGTTTCATACGCGCACGATCGAGAGCAT 
CCTGGAGCCGGTGGCACAGCAGATCTCCCACCTGGTGATAATGCACGAGGAGGGCGAGGT 
GGACGGCAAAGCCATTCCTGACCTCACCGCGCCCGTGGCCGCCGTGCAGGCGGCCGTCAG 
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CAACCTCGTCCGGGTTGGAAAAGAGACTGTTCAAACCACTGAGGATCAGATTTTGAAGAG 
AGATATGCCACCAGCATTTATTAAGGTTGAGAATGCTTGCACCAAGCTTGTCCAGGCAGC 
TCAGATGCTTCAGTCAGACCCTTACTCAGTGCCTGCTCGAGATTATCTAATTGATGGGTC 
AAGGGGCATCCTCTCTGGAACATCAGACCTGCTCCTTACCTTCGATGAGGCTGAGGTCCG 
TAAAATTATTAGAGTTTGCAAAGGAATTTTGGAATATCTTACAGTGGCAGAGGTGGTGGA 
GACTATGGAAGATTTGGTCACTTACACAAAGAATCTTGGGCCAGGAATGACTAAGATGGC 
CAAGATGATTGACGAGAGACAGCAGGAGCTCACTCACCAGGAGCACCGAGTGATGTTGGT 
GAACTCGATGAACACCGTGAAAGAGTTGCTGCCAGTTCTCATTTCAGCTATGAAGATTTT 
TGTAACAACTAAAAACTCAAAAAACCAAGGCATAGAGGAAGCTTTAAAAAATCGCAATTT 
TACTGTAGAAAAAATGAGTGCTGAAATTAATGAGATAATTCGTGTGTTACAACTCACCTC 
TTGGGATGAAGATGCCTGGGCCAGCAAGGACACTGAAGCCATGAAGAGAGCATTGGCCTC 
CATAGACTCCAAACTGAACCAGGCCAAAGGTTGGCTCCGTGACCCTAGTGCCTCCCCAGG 
GGATGCTGGTGAGCAGGCCATCAGACAGATCTTAGATGAAGCTGGAAAAGTTGGTGAACT 
CTGTGCAGGCAAAGAACGCAGGGAGATTCTGGGAACTTGCAAAATGCTAGGGCAGATGAC 
TGATCAAGTGGCTGACCTCCGTGCCAGAGGACAAGGATCCTCACCGGTGGCCATGCAGAA 
AGCTCAGCAGGTATCTCAGGGTCTGGATGTGCTCACAGCAAAAGTGGAAAATGCAGCTCG 
CAAGCTGGAAGCCATGACCAACTCAAAGCAGAGCATTGCAAAGAAGATCGATGCTGCTCA 
GAACTGGCTTGCAGATCCAAATGGTGGACCGGAAGGAGAAGAGCAGATTCGAGGTGCTTT 
GGCTGAAGCTCGGAAAATAGCAGAATTATGTGATGATCCTAAAGAAAGAGATGACATTCT 
ACGTTCCCTTGGGGAAATATCTGCTCTGACTTCTAAATTAGCAGATCTACGAAGACAGGG 
GAAAGGAGATTCTCCAGAGGCTCGAGCCTTGGCCAAACAGGTGGCCACGGCCCTGCAGAA 
CCTGCAGACCAAAACCAACCGGGCTGTGGCCAACAGCAGACCGGCCAAAGCAGCTGTACA 
CCTTGAGGGCAAGATTGAGCAAGCACAGCGGTGGATTGATAATCCCACAGTGGATGACCG 
TGGAGTCGGTCAGGCTGCCATCCGGGGGCTTGTGGCCGAAGGGCATCGTCTGGCTAATGT 
TATGATGGGGCCTTATCGGCAAGATCTTCTCGCCAAGTGTGACCGAGTGGACCAGCTGAC 
AGCCCAGCTGGCTGACCTGGCTGCCAGAGGGGAAGGGGAGAGTCCTCAGGCACGAGCACT 
TGCATCTCAGCTCCAAGACTCCTTAAAGGATCTAAAAGCTCGGATGCAGGAGGCCATGAC 
TCAGGAAGTGTCAGATGTTTTCAGCGATACCACAACTCCCATCAAGCTGTTGGCAGTGGC 
AGCCACGGCGCCTCCTGATGCGCCTAACAGGGAAGAGGTATTTGATGAGAGGGCAGCTAA 
CTTTGAAAACCATTCAGGAAAGCTTGGTGCTACGGCCGAGAAGGCGGCTGCGGTTGGTAC 
TGCTAATAAATCAACAGTGGAAGGCATTCAGGCCTCAGTGAAGACGGCCCGAGAACTCAC 
ACCCCAGGTGGTCTCGGCTGCTCGTATCTTACTTAGGAACCCTGGAAATCAAGCTGCTTA 
TGAACATTTTGAGACCATGAAGAACCAGTGGATCGATAATGTTGAAAAAATGACAGGGCT 
GGTGGACGAAGCCATTGATACCAAATCTCTGTTGGATGCTTCAGAAGAAGCAATTAAAAA 
AGACCTGGACAAGTGCAAGGTAGCTATGGCCAACATTCAGCCTCAGATGCTGGTTGCTGG 
GGCAACCAGTATTGCTCGTCGGGCCAACCGGATCCTGCTGGTGGCTAAGAGGGAGGTGGA 
GAATTCCGAGGATCCCAAGTTCCGTGAGGCTGTGAAAGCTGCCTCTGATGAATTGAGCAA 
AACCATCTCCCCGATGGTGATGGATGCAAAAGCTGTGGCTGGAAACATTTCCGACCCTGG 
ACTGCAAAAGAGCTTCCTGGACTCAGGATATCGGATCCTGGGAGCTGTGGCCAAGGTCAG 
AGAAGCCTTCCAACCTCAGGAGCCTGACTTCCCGCCGCCTCCACCAGACCTTGAACAACT 
CCGACTAACAGATGAGCTTGCTCCTCCCAAACCACCTCTGCCTGAAGGTGAGGTCCCTCC 
ACCTAGGCCTCCACCACCAGAGGAAAAGGATGAAGAGTTCCCTGAGCAGAAGGCCGGGGA 
GGTGATTAACCAGCCAATGATGATGGCTGCCAGACAGCTCCATGATGAAGCTCGCAAATG 
GTCCAGCAAGCCGGGCATCCCAGCCGCTGAGGTGGGTATAGGTGTTGTAGCTGAGGCAGA 
TGCGGCCGATGCTGCTGGCTTCCCTGTCCCCCCTGACATGGAAGACGATTACGAACCTGA 
GCTGCTGTTAATGCCATCCAATCAGCCGGTCAACCAGCCCATTCTGGCCGCGGCTCAGTC 
CTTGCATCGGGAAGCTACCAAGTGGTCTAGTAAGGGCAATGACATCATTGCAGCAGCCAA 
GCGCATGGCTCTGCTGATGGCTGAGATGTCTCGGCTGGTAAGAGGGGGCAGTGGTACCAA 
GCGGGCACTCATTCAGTGTGCCAAGGACATCGCCAAGGCCTCAGATGAGGTGACTCGGTT 
GGCCAAGGAGGTTGCCAAGCAGTGCACAGATAAACGGATTAGAACCAACCTCTTACAGGT 
ATGTGAGCGAATCCCAACCATAAGCACCCAGCTCAAAATCCTGTCCACAGTGAAGGCCAC 
CATGCTGGGCCGGACCAACATCAGTGATGAGGAGTCTGAGCAGGCCACAGAGATGCTGGT 
TCACAATGCCCAGAACCTCATGCAGTCTGTGAAGGAGACTGTGCGGGAAGCTGAAGCTGC 
TTCAATCAAAATTCGAACAGATGCTGGATTTACACTGCGCTGGGTTAGAAAGACTCCCTG 
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GTACCAGTAGGCACCTGGCTGAGCCTGGCTGGCACAGAAACCTCTACTAAAAAGAAGGAA 

AATGATCTGAGTCCCAGGAGCTGCCCAGAGTTGCTGGGAGCTGAAAAATCACATCCTGGC 

CTGGCACATCAGAAAGGAATGGGGGCCTCTTCAAATTAGAAGACATTTATACTCTTTTTT 

CATGGACACTTTGAAATGTGTTTCTGTATAAAGCCTGTATTCTCAAACACAGTTACACTT 

GTGCACCCTCTATCCCAATAGGCAGACTGGGTTTCTAGCCCATGGACTTCACATAAGCTC 

AGAATCCAAGTGAACACTAGCCAGACACTCTGCTCTGCCCTTGTTCCCTAGGGGACACTT 

CCCTCTGTTTCTCTTTCCTTGGCTCCCATTCACTCTTCCAGAATCCCAAGACCCAGGGCC 

CAGGCAAATCAGTTACTAAGAAGAAAATTGCTGTGCCTCCCAAAATTGTTTTGAGCTTTC 

CATGTTGCTGCCAACCATACCTTCCTTCCCTGGGCTGTGCTACCTGGGTCCTTTTCAGAA 

GTGAGCTTTGCTGCTACAGGGGAAGGTGGCCTCTGTGGAGCCCCAGCATATGGGGGCCTG 

GATTCATTTCCTGCCCTTCCTCAGTTTAATCCTTCTAGTTTCCCACAATATAAAACTGTA 

CTTCACTGTCAGGAAGAAATCACAGAATCATATGATTCTGCTTTTACCATGCCCCTGAGC 

AATGTCTGTGCTAGGGAAACTTCCCGTCCCATATCCTGCCTCAGCCCGCCAAGGTAGCCA 

TCCCATGAACACACTGTGTCCTGGTGCTCTCTGCCACTGGAAGGGCAGAGTAGCCAGGGT 

GTGGCCCTGCCATCTTCCCAGCAGGGCCACTCCCGGCACTCCATGCTTAGTCACTGCCTG 

CAGAGGTCTGTGCTGAGGCCTTATCATTCATTCTTAGCTCTTAATTGTTCATTTTGAGCT 

GAAATGCTGCATTTTAATTTTAACCAAAACATGTCTCCTATCCTGGTTTTTGTAGCCTTC 

CTCCACATCCTTTCTAAACAAGATTTTAAAGACATGTAGGTGTTTGTTCATCTGTAACTC 

TAAAAGATCCTTTTTAAATTCAGTCCTAAGAAAGAGGAGTGCTTGTCCCCTAAGAGTGTT 

TAATGGCAAGGCAGCCCTGTCTGAAGGACACTTCCTGCCTAAGGGAGAGTGGTATTTGCA 

GACTAGAATTCTAGTGCTGCTGAAGATGAATCAATGGGAAATACTACTCCTGTAATTCCT 

ACCTCCCTGCAACCAACTACAACCAAGCTCTCTGCATCTACTCCCAAGTATGGGGTTCAA 

GAGAGTAATGGGTTTCATATTTCTTATCACCACAGTAAGTTCCTACTAGGCAAAATGAGA 

GGGCAGTGTTTCCTTTTTGGTACTTATTACTGCTAAGTATTTCCCAGCACATGAAACCTT 

ATTTTTTCCCAAAGCCAGAACCAGATGAGTAAAGGAGTAAGAACCTTGCCTGAACATCCT 

TCCTTCCCACCCATCGCTGTGTGTTAGTTCCCAACATCGAATGTGTACAACTTAAGTTGG 

TCCTTTACACTCAGGCTTTCACTATTTCCTTTATAATGAGGATGATTATTTTCAAGGCCC 

TCAGCATATTTGTATAGTTGCTTGCCTGATATAAATGCAATATTAATGCCTTTAAAGTAT 

GAATCTATGCCAAAGATCACTTGTTGTTTTACTAAAGAAAGATTACTTAGAGGAAATAAG 

AAAAATCATGTTTGCTCTCCCGGTTCTTCCAGTGGTTTGAGACACTGGTTTACACTTTAT 

GCCGGATGTGCTTTTCTCCAATATCAGTGCTCGAGACACAGTGAAGC 

Gene 219. >ENST00000277829 cDNA sequence 

GCACAGTCTGTCTCTTCGCCGGTTCCCGGCCCCGTGGATCCTACTTCTCTGTCGCCCGCG 
GTTCGCCGCCCCGCTCGCCGCCGCGATGCCAGTGTTTCATACGCGCACGATCGAGAGCAT 
CCTGGAGCCGGTGGCACAGCAGATCTCCCACCTGGTGATAATGCACGAGGAGGGCGAGGT 
GGACGGCAAAGCCATTCCTGACCTCACCGCGCCCGTGGCCGCCGTGCAGGCGGCCGTCAG 
CAACCTCGTCCGGGTTGGAAAAGAGACTGTTCAAACCACTGAGGATCAGATTTTGAAGAG 
AGATATGCCACCAGCATTTATTAAGGTTGAGAATGCTTGCACCAAGCTTGTCCAGGCAGC 
TCAGATGCTTCAGTCAGACCCTTACTCAGTGCCTGCTCGAGATTATCTAATTGATGGGTC 
AAGGGGCATCCTCTCTGGAACATCAGACCTGCTCCTTACCTTCGATGAGGCTGAGGTCCG 
TAAAATTATTAGAGTTTGCAAAGGAATTTTGGAATATCTTACAGTGGCAGAGGTGGTGGA 
GACTATGGAAGATTTGGTCACTTACACAAAGAATCTTGGGCCAGGAATGACTAAGATGGC 
CAAGATGATTGACGAGAGACAGCAGGAGCTCACTCACCAGGAGCACCGAGTGATGTTGGT 
GAACTCGATGAACACCGTGAAAGAGTTGCTGCCAGTTCTCATTTCAGCTATGAAGATTTT 
TGTAACAACTAAAAACTCAAAAAACCAAGGCATAGAGGAAGCTTTAAAAAATCGCAATTT 
TACTGTAGAAAAAATGAGTGCTGAAATTAATGAGATAATTCGTGTGTTACAACTCACCTC 
TTGGGATGAAGATGCCTGGGCCAGCAAGGACACTGAAGCCATGAAGAGAGCATTGGCCTC 
CATAGACTCCAAACTGAACCAGGCCAAAGGTTGGCTCCGTGACCCTAGTGCCTCCCCAGG 
GGATGCTGGTGAGCAGGCCATCAGACAGATCTTAGATGAAGCTGGAAAAGTTGGTGAACT 
CTGTGCAGGCAAAGAACGCAGGGAGATTCTGGGAACTTGCAAAATGCTAGGGCAGATGAC 
TGATCAAGTGGCTGACCTCCGTGCCAGAGGACAAGGATCCTCACCGGTGGCCATGCAGAA 
AGCTCAGCAGGTATCTCAGGGTCTGGATGTGCTCACAGCAAAAGTGGAAAATGCAGCTCG 
CAAGCTGGAAGCCATGACCAACTCAAAGCAGAGCATTGCAAAGAAGATCGATGCTGCTCA 
GAACTGGCTTGCAGATCCAAATGGTGGACCGGAAGGAGAAGAGCAGATTCGAGGTGCTTT 
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GGCTGAAGCTCGGAAAATAGCAGAATTATGTGATGATCCTAAAGAAAGAGATGACATTCT 
ACGTTCCCTTGGGGAAATATCTGCTCTGACTTCTAAATTAGCAGATCTACGAAGACAGGG 
GAAAGGAGATTCTCCAGAGGCTCGAGCCTTGGCCAAACAGGTGGCCACGGCCCTGCAGAA 
CCTGCAGACCAAAACCAACCGGGCTGTGGCCAACAGCAGACCGGCCAAAGCAGCTGTACA 
CCTTGAGGGCAAGATTGAGCAAGCACAGCGGTGGATTGATAATCCCACAGTGGATGACCG 
TGGAGTCGGTCAGGCTGCCATCCGGGGGCTTGTGGCCGAAGGGCATCGTCTGGCTAATGT 
TATGATGGGGCCTTATCGGCAAGATCTTCTCGCCAAGTGTGACCGAGTGGACCAGCTGAC 
AGCCCAGCTGGCTGACCTGGCTGCCAGAGGGGAAGGGGAGAGTCCTCAGGCACGAGCACT 
TGCATCTCAGCTCCAAGACTCCTTAAAGGATCTAAAAGCTCGGATGCAGGAGGCCATGAC 
TCAGGAAGTGTCAGATGTTTTCAGCGATACCACAACTCCCATCAAGCTGTTGGCAGTGGC 
AGCCACGGCGCCTCCTGATGCGCCTAACAGGGAAGAGGTATTTGATGAGAGGGCAGCTAA 
CTTTGAAAACCATTCAGGAAAGCTTGGTGCTACGGCCGAGAAGGCGGCTGCGGTTGGTAC 
TGCTAATAAATCAACAGTGGAAGGCATTCAGGCCTCAGTGAAGACGGCCCGAGAACTCAC 
ACCCCAGGTGGTCTCGGCTGCTCGTATCTTACTTAGGAACCCTGGAAATCAAGCTGCTTA 
TGAACATTTTGAGACCATGAAGAACCAGTGGATCGATAATGTTGAAAAAATGACAGGGCT 
GGTGGACGAAGCCATTGATACCAAATCTCTGTTGGATGCTTCAGAAGAAGCAATTAAAAA 
AGACCTGGACAAGTGCAAGGTAGCTATGGCCAACATTCAGCCTCAGATGCTGGTTGCTGG 
GGCAACCAGTATTGCTCGTCGGGCCAACCGGATCCTGCTGGTGGCTAAGAGGGAGGTGGA 
GAATTCCGAGGATCCCAAGTTCCGTGAGGCTGTGAAAGCTGCCTCTGATGAATTGAGCAA 
AACCATCTCCCCGATGGTGATGGATGCAAAAGCTGTGGCTGGAAACATTTCCGACCCTGG 
ACTGCAAAAGAGCTTCCTGGACTCAGGATATCGGATCCTGGGAGCTGTGGCCAAGGTCAG 
AGAAGCCTTCCAACCTCAGGAGCCTGACTTCCCGCCGCCTCCACCAGACCTTGAACAACT 
CCGACTAACAGATGAGCTTGCTCCTCCCAAACCACCTCTGCCTGAAGGTGAGGTCCCTCC 
ACCTAGGCCTCCACCACCAGAGGAAAAGGATGAAGAGTTCCCTGAGCAGAAGGCCGGGGA 
GGTGATTAACCAGCCAATGATGATGGCTGCCAGACAGCTCCATGATGAAGCTCGCAAATG 
GTCCAGCAAGGGCAATGACATCATTGCAGCAGCCAAGCGCATGGCTCTGCTGATGGCTGA 
GATGTCTCGGCTGGTAAGAGGGGGCAGTGGTACCAAGCGGGCACTCATTCAGTGTGCCAA 
GGACATCGCCAAGGCCTCAGATGAGGTGACTCGGTTGGCCAAGGAGGTTGCCAAGCAGTG 
CACAGATAAACGGATTAGAACCAACCTCTTACAGGTATGTGAGCGAATCCCAACCATAA.G 
CACCCAGCTCAAAATCCTGTCCACAGTGAAGGCCACCATGCTGGGCCGGACCAACATCAG 
TGATGAGGAGTCTGAGCAGGCCACAGAGATGCTGGTTCACAATGCCCAGAACCTCATGCA 
GTCTGTGAAGGAGACTGTGCGGGAAGCTGAAGCTGCTTCAATCAAAATTCGAACAGATGC 
TGGATTTACACTGCGCTGGGTTAGAAAGACTCCCTGGTACCAGTAGGCACCTGGCTGAGC 
CTGGCTGGCACAGAAACCTCTACTAAAAAGAAGGAAAATGATCTGAGTCCCAGGAGCTGC 
CCAGAGTTGCTGGGAGCTGAAAAATCACATCCTGGCCTGGCACATCAGAAAGGAATGGGG 
GCCTCTTCAAATTAGAAGACATTTATACTCTTTTTTCATGGACACTTTGAAATGTGTTTC 
TGTATAAAGCCTGTATTCTCAAACACAGTTACACTTGTGCACCCTCTATCCCAATAGGCA 
GACTGGGTTTCTAGCCCATGGACTTCACATAAGCTCAGAATCCAAGTGAACACTAGCCAG 
ACACTCTGCTCTGCCCTTGTTCCCTAGGGGACACTTCCCTCTGTTTCTCTTTCCTTGGCT 
CCCATTCACTCTTCCAGAATCCCAAGACCCAGGGCCCAGGCAAATCAGTTACTAAGAAGA 
AAATTGCTGTGCCTCCCAAAATTGTTTTGAGCTTTCCATGTTGCTGCCAACCATACCTTC 
CTTCCCTGGGCTGTGCTACCTGGGTCCTTTTCAGAAGTGAGCTTTGCTGCTACAGGGGAA 
GGTGGCCTCTGTGGAGCCCCAGCATATGGGGGCCTGGATTCATTTCCTGCCCTTCCTCAG 
TTTAATCCTTCTAGTTTCCCACAATATAAAACTGTACTTCACTGTCAGGAAGAAATCACA 
GAATCATATGATTCTGCTTTTACCATGCCCCTGAGCAATGTCTGTGCTAGGGAAACTTCC 
CGTCCCATATCCTGCCTCAGCCCGCCAAGGTAGCCATCCCATGAACACACTGTGTCCTGG 
TGCTCTCTGCCACTGGAAGGGCAGAGTAGCCAGGGTGTGGCCCTGCCATCTTCCCAGCAG 
GGCCACTCCCGGCACTCCATGCTTAGTCACTGCCTGCAGAGGTCTGTGCTGAGGCCTTAT 
CATTCATTCTTAGCTCTTAATTGTTCATTTTGAGCTGAAATGCTGCATTTTAATTTTAAC 
CAAAACATGTCTCCTATCCTGGTTTTTGTAGCCTTCCTCCACATCCTTTCTAAACAAGAT 
TTTAAAGACATGTAGGTGTTTGTTCATCTGTAACTCTAAAAGATCCTTTTTAAATTCAGT 
CCTAAGAAAGAGGAGTGCTTGTCCCCTAAGAGTGTTTAATGGCAAGGCAGCCCTGTCTGA 
AGGACACTTCCTGCCTAAGGGAGAGTGGTATTTGCAGACTAGAATTCTAGTGCTGCTGAA 
GATGAATCAATGGGAAATACTACTCCTGTAATTCCTACCTCCCTGCAACCAACTACAACC 
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AAGCTCTCTGCATCTACTCCCAAGTATGGGGTTCAAGAGAGTAATGGGTTTCATATTTCT 
TATCACGACAGTAAGTTCCTACTAGGCAAAATGAGAGGGCAGTGTTTCCTTTTTGGTACT 
TATTACTGCTAAGTATTTCCCAGCAC^TGAAACCTTATTTTTTCCCAAAGCCAGAACCAG 
ATGAGTAAAGGAGTAAGAACCTTGCCTGAACATCCTTCCTTCCCACCCATCGCTGTGTGT 
TAGTTCCCAACATCGAATGTGTACAACTTAAGTTGGTCCTTTACACTCAGGCTTTCACTA 
TTTCCTTTATAATGAGGATGATTATTTTCAAGGCCCTCAGCATATTTGTATAGTTGCTTG 
CCTGATATAAATGCAATATTAATGCCTTTAAAGTATGAATCTATGCCAAAGATCACTTGT 
TGTTTTACTAAAGAAAGATTACTTAGAGGAAATAAGAAAAATCATGTTTGCTCTCCCGGT 
TCTTCCAGTGGTTTGAGACACTGGTTTACACTTTATGCCGGATGTGCTTTTCTCCAATAT 
CAGTGCTCGAGACACAGTGAAGC 

Gene 220. >ENST00000334073 cDNA sequence 

GTGGTGTCGTCCTTGCAGAGTTCTGTGGTGGAAGCTTTCAACAAGGTGCTGAGCAGTGTC 

AATCCAGTCCCTGTTTACATTCCAAACCTGAGTCCTCCCACCAATGCAGGGATCACGTTA 

CCAACGCGTGGGTACAAGTGCTTGGAGTGTGGGGACTCCTTTGCAGTTGAAAAGAGTCTG 

ACCCAGCACTATGACAGACAGAGCATGCGCATCGAAGTAACATGCAACCATGGTACAAAG 

AACCTCATTTTTTACAACAAATGCAGCCTCCTTTCCCATGCCCGTGGGCATAAGGAGAAA 

GGGGTGGTAATACAATGCTCCCACTTCATTTTAAAGCCAGTCCCAGCAGGTCAAATGATA 

GTTTCTCCATCAAGCAATATTTCCACTTCAACTTCCACTCTTCAGAGCCCTGTGGGAGCT 

GGCACACACACTGTCACAAAAATTCAGTCTGGCATAACTGGGACAGTCATATCGGCTCCT 

TTAAGCATTCCCATCACCCCAGCCATGCCCCTAGATGAAGACCCCTCCAAAGTGTGTAGA 

CATAGTCTAAAATGTTTGGAGTGTAATGAACTTCAGTATGAGACATCAATGGCTACACAT 

TTCCAGCAGGCTGCAGATACACGTGGACAAAAGACTTGCACTATCTGCCAGATGCTGCTT 

CCTAACCAGTGCAGTTACGCATGACACGAGAGAATCCATCAGCA.CAAATCTCTCTACA.ee 

TGCCCTGAGTGCGGGGCCATCTGCAGGTCGGTGCACTTCCAGACCCATGTCACCAAGAAC 

TGTCTGCACTACATGAGGAGAGTTGGTTTTCGATGTGTGCATTGCAATGTTGTATACTCT 

GATGTGGCTGCCCTGCAGTCTCACATTCAAGGTTCTCACTGTGAAGTCTTCTACAAGTGT 

CCTATTTGTCCAATGGCATGTAAGTCCGCCCCAAGCACACATTCCCACACCTACACACAG 

CATCCTGGCATCAAGATAGGAGAACCAGAAATAATATATAAGTGTTCCATGTGCGACACT 

GTGTTCACCCTGCAAACCTTGCTGTATCGCCACTTTGACCAACACATTCiAAAACCAGAAG 

TTGTCTGTTTTCAAGTGTCCAGACTGTTATCTTTTATATGCACAGAAGCAACTTATGATG 

GACCATATCAAGTCTATGCATGGAACATTGAAAAGTATTGAAGGGCCTCCAAACTTGGGT 

ATAAACTTGCCTTTGAG^TTAAGCCTGCAACTOVAAATTCAGaVAATCAGAACAAAGAG 

GACACCAAATCCATGAATGGGAAAGAGAAATTGGAAAAGAAATCTCCATCTCCTGTGAAA 

AAATCAGTGGAAACCAAGAAAGTGGCCAGTCCTGGGTGGACGTGTTGGGAGTGTGACCGC 

CTGTTCATTCAGAGAGATGTGTACATATCCCACGTGAGGAAGGAGCAAGGGAAGCAAATG 

AAGAAACATCCCTGCCGCCAGTGTGACAGCTCATCCCACAGCCTGTGCCAGCACAACCGG 

ATCAAGCACAAAGGCATCAGGAAAGTGTATGCCTGC 

Gene 221. >ENST00000329171 cDNA sequence 

ATGACTCTTAATGAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCA 
CCCTTAATCCATTCAACCCTGAGTGGACATAGCACATGTTTCAGAGAGCACAGGGTTGGG 
GGTAAGGTCACAGATCAACAGGATCCCAAGGCAGAAGAATTTTTCTTAGTACAGAACAAA 
ATGAAAAGTCTCCCATGTCTACCTCTTTCTACACAGACATGGCAACCATCCGATTTCTCA 
ATCTTTTCCCCACCTTTCCCCCCTTTCTATTCCACAAAACCGCCATTGTCATCATGGCCC 
GTTCTCAATGAGCTGTTGAGTACACCTCCCAGACGGGGTGGTGGCCGGGCAGAGGGGCTC 
CTCACTTCCCAGTAG 

Gene 222. >ENST00000265450 cDNA sequence 

AACTTGCTCTAACTTCCTCGGCCGAGCCGGGCCGCGCCGCCGCTGCCGCCGCCGCGCGCG 
GATTCTGCTTCTCAGAAGATGCACTATTATAGATACTCTAACGCCAAGGTCAGCTGCTGG 
TACAAGTACCTCCTTTTCAGCTACAACATCATCTTCTGGTTGGCTGGAGTTGTCTTCCTT 
GGAGTCGGGCTGTGGGCATGGAGCGAAAAGGGTGTGCTGTCCGACCTCACCAAAGTGACC 
CGGATGCATGGAATCGACCCTGTGGTGCTGGTCCTGATGGTGGGCGTGGTGATGTTCACC 
CTGGGGTTCGCCGGCTGCGTGGGGGCTCTGCGGGAGAATATCTGCTTGCTCAACTTTTTC 
TGTGGCACCATCGTGCTCATCTTCTTCCTGGAGCTGGCTGTGGCCGTGCTGGCCTTCCTG 
TTCCAGGACTGGGTGAGGGACCGGTTCCGGGAGTTCTTCGAGAGCAACATCAAGTCCTAC 
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CGGGACGATATCGATCTGCAAAACCTCATCGACTCCCTTCAGAAAGCTAACCAGTGCTGT 
GGCGCATATGGCCCTGAAGACTGGGACCTCAACGTCTACTTCAATTGCAGCGGTGCCAGC 
TACAGCCGAGAGAAGTGCGGGGTCCCCTTCTCCTGCTGCGTGCCAGATCCTGCGCAAAAA 
GTTGTGAACACACAGTGTGGATATGATGTCAGGATTCAGCTGAAGAGCAAGTGGGATGAG 
TCCATCTTCACGAAAGGCTGCATCCAGGCGCTGGAAAGCTGGCTCCCGCGGAACATTTAC 
ATTGTGGCTGGCGTCTTCATCGCCATCTCGCTGTTGCAGATATTTGGCATCTTCCTGGCA 
AGGACGCTGATCTCAGACATCGAGGCAGTGAAGGCCGGCCATCACTTCTGAGGAGCAGAG 
TTGAGGGAGCCGAGCTGAGCCACGCTGGGAGGCCAGAGCCTTTCTCTGCCATCAGCCCTA 
CGTCCAGAGGGAGAGGAGCCGACACCCCCAGAGCCAGTGCCCCATCTTAAGCATCAGCGT 
GACGTGACCTCTCTGTTTCTGCTTGCTGGTGCTGAAGACCAAGGGTCCCCCTTGTTACCT 
GCCCAAACTTGTGACTGCATCCCTCTGGAGTCTACCCAGAGACAGAGAATGTGTCTTTAT 
GTGGGAGTGGTGACTCTGAAAGACAGAGAGGGCTCCTGTGGCTGCCAGGAGGGCTTGACT 
CAGACCCCCTGCAGCTCAAGCATGTCTGCAGGACACCCTGGTCCCCTCTCCACTGGCATC 
CAGACATCTGCTTTGGGTCATCCACATCTGTGGGTGGGCCGTGGGTAGAGGGACCCACAG 
GCGTGGACAGGGCATCTCTCTCCATCAAGCAAAGCAGCATGGGGGCCTGCCCGTAACGGG 
AGGCGGACGTGGCCCCGCTGGGCCTCTGAGTGCCAGCGCAGTCTGCTGGGACATGCACAT 
ATCAGGGGTTGTTTGCAGGATCCTCAGCCATGTTCAAGTGAAGTAAGCCTGAGCCAGTGC 
GTGGACTGGTGCCACGGGAGTGCCTTGTCCACTGTCCCCCTGTGTCCACCAGCTATTCTC 
CTGGCGCCGGAACTGCCTCTGGTCTTGATAGCATTAAGCCCTGATGGCGCCGGTGGCGCG 
GTGGGCATGGTTCTTCACTGAGAGCCGGCTCTCCTTTTCTTAAAGTGTGTAAATAGTTTA 
TTTATAGGGGTAAGAATGTTCTCACACCATTTCACTTCCTCTTCCTCTCCTCCAGCATTC 
TCCTCTGAGCAGCCTTAGATAGTGTCCATGGCTGGAGCCGACCCTTTGAGTCCCCTTGAG 
TGTCTTAAGAACCAGCCCACAACAGCCTCTCTTTCTCCTCCACATACTGCAGCCTCCCTC 
CATGCATCCCACATACAAGCACTCCCCCACTCCCCAGCGTGGCCTCACTGTCTTCTGGTC 
TTGGTGCTACTGAAATTGTCACCCAGAATTTGAATCCTGACCCTCCCCACTGCAAGCCCA 
GGGAGCCCCAGCCCAAGATGGCCAGCCTGAAACTGTTGGCCAGGGCTCCTCTTGTGGCCA 
TGTACCCAGGGCTGGCTGGCCTGCCATTTGCCTCTCCCCGGAGACAGCCGTTCTTCTGCA 
ACCACACCCCGTGCCTAGCCACAACCCCAGGCTGCAGCTGCTCAGAAGCTCCAGGCATTT 
TGTTTCTGGTGACCGCCCCTAATGGGATATCGGTGATCACTGGTCCACCCTTCCTGTCAG 
GGCTTTTCTGGGGCTGCTCTTGGAAATGAAGTCTTAAGTACTGAATAACTCCCCTGGGGA 
TAGCTGGGGCATTTGTCTAGCTGGGCTACTTTCTAACACTTTGCCATAGCTCAGACCACT 
TCTCATCGTTCAGGGATGGACTGCAACCTTAATTTACTTGCCGGAGTGTACATTCTAGTG 
TGGTGTATACTGGTGGCTGTTGATGATGATTTTTTTTTTTTTACACAATTCTCTGTAGAC 
TAGGAGAAGAATGCTTGTGTTTTTCGGAAGTGTGATGCTTCTCTTTGACTGCCAAACTCT 
TTTATGGAATATATCTTTATATT 

Gene 223. >ENST00000312169 cDNA sequence 

CTCTAACTTCCTCGGCCGAGCCGGGCCGCGCCGCCGCTGCCGCCGCCGCGCGCGGATTCT 
GCTTCTCAGAAGATGCACTATTATAGATACTCTAACGCCAAGGTCAGCTGCTGGTACAAG 
TACCTCCTTTTCAGCTACAACATCATCTTCTGGGGTGTGCTGTCCGACCTCACCAAAGTG 
ACCCGGATGCATGGAATCGACCCTGTGGTGCTGGTCCTGATGGTGGGCGTGGTGATGTTC 
ACCCTGGGGTTCGCCGGCTGCGTGGGGGCTCTGCGGGAGAATATCTGCTTGCTCAACTTT 
TTCTGTGGCACCATCGTGCTCATCTTCTTCCTGGAGCTGGCTGTGGCCGTGCTGGCCTTC 
CTGTTCCAGGACTGGGTGAGGGACCGGTTCCGGGAGTTCTTCGAGAGCAACATCAAGTCC 
TACCGGGACGATATCGATCTGCAAAACCTCATCGACTCCCTTCAGAAAGCTAACCAGTGC 
TGTGGCGCATATGGCCCTGAAGACTGGGACCTCAACGTCTACTTCAATTGCAGCGGTGCC 
AGCTACAGCCGAGAGAAGTGCGGGGTCCCCTTCTCCTGCTGCGTGCCAGATCCTGCGCAA 
AAAGTTGTGAACACACAGTGTGGATATGATGTCAGGATTCAGCTGAAGAGCAAGTGGGAT 
GAGTCCATCTTCACGAAAGGCTGCATCCAGGCGCTGGAAAGCTGGCTCCCGCGGAACATT 
TACATTGTGGCTGGCGTCTTCATCGCCATCTCGCTGTTGCAGATATTTGGCATCTTCCTG 
GCAAGGACGCTGATCTCAGACATCGAGGCAGTGAAGGCCGGCCATCACTTCTGAGGAGCA 
GAGTTGAGGGAGCCGAGCTGAGCCACGCTGGGAGGCCAGAGCCTTTCTCTGCCATCAGCC 
CTACGTCCAGAGGGAGAGGAGCCGACACCCCCAGAGCCAGTGCCCCATCTTAAGCATCAG 
CGTGACGTGACCTCTCTGTTTCTGCTTGCTGGTGCTGAAGACCAAGGGTCCCCCTTGTTA 
CCTGCCCAAACTTGTGACTGCATCCCTCTGGAGTCTACCCAGAGACAGAGAATGTGTCTT 
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TATGTGGGAGTGGTGACTCTGAAAGACAGAGAGGGCTCCTGTGGCTGCCAGGAGGGCTTG 

ACTCAGACCCCCTGCAGCTCAAGCATGTCTGCAGGACACCCTGGTCCCCTCTCCACTGGC 

ATCCAGACATCTGCTTTGGGTCATCCACATCTGTGGGTGGGCCGTGGGTAGAGGGACCCA 

CAGGCGTGGACAGGGCATCTCTCTCCATCAAGCAAAGCAGCATGGGGGCCTGCCCGTAAC 

GGGAGGCGGACGTGGCCCCGCTGGGCCTCTGAGTGCCAGCGCAGTCTGCTGGGACATGCA 

CATATCAGGGGTTGTTTGCAGGATCCTCAGCCATGTTCAAGTGAAGTAAGCCTGAGCCAG 

TGCGTGGACTGGTGCCACGGGAGTGCCTTGTCCACTGTCCCCCTGTGTCCACCAGCTATT 

CTCCTGGCGCCGGAACTGCCTCTGGTCTTGATAGCATTAAGCCCTGATGGCGCCGGTGGC 

GCGGTGGGCATGGTTCTTCACTGAGAGCCGGCTCTCCTTTTCTTAAAGTGTGTAAATAGT 

TTATTTATAGGGGTAAGAATGTTCTCACACCATTTCACTTCCTCTTCCTCTCCTCCAGCA 

TTCTCCTCTGAGCAGCCTTAGATAGTGTCCATGGCTGGAGCCGACCCTTTGAGTCCCCTT 

GAGTGTCTTAAGAACCAGCCCACAACAGCCTCTCTTTCTCCTCCACATACTGCAGCCTCC 

CTCCATGCATCCCACATACAAGCACTCCCCCACTCCCCAGCGTGGCCTCACTGTCTTCTG 

GTCTTGGTGCTACTGAAATTGTCACCCAGAATTTGAATCCTGACCCTCCCCACTGCAAGC 

CCAGGGAGCCCCAGCCCAAGATGGCCAGCCTGAAACTGTTGGCCAGGGCTCCTCTTGTGG 

CCATGTACCCAGGGCTGGCTGGCCTGCCATTTGCCTCTCCCCGGAGACAGCCGTTCTTCT 

GCAACCACACCCCGTGCCTAGCCACAACCCCAGGCTGCAGCTGCTCAGAAGCTCCAGGCA 

TTTTGTTTCTGGTGACCGCCCCTAATGGGATATCGGTGATCACTGGTCCACCCTTCCTGT 

CAGGGCTTTTCTGGGGCTGCTCTTGGAAATGAAGTCTTAAGTACTGAATAACTCCCCTGG 

GGATAGCTGGGGCATTTGTCTAGCTGGGCTACTTTCTAACACTTTGCCATAGCTCAGACC 

ACTTCTCATCGTTCAGGGATGGACTGCAACCTTAATTTACTTGCCGGAGTGTACATTCTA 

GTGTGGTGTATACTGGTGGCTGTTGATGATGATTTTTTTTTTTTTACACAATTCTCTGTA 

GACTAGGAGAAGAATGCTTGTGTTTTTCGGAAGTGTGATGCTTCTCTTTGACTGCCAAAC 

TCTTTTATGGAATATATCTTTATATT 

Gene 224. >ENST00000316064 cDNA sequence 

AACTTGCTCTAACTTCCTCGGCCGAGCCGGGCCGCGCCGCCGCTGCCGCCGCCGCGCGCG 
GATTCTGCTTCTCAGAAGATGCACTATTATAGATACTCTAACGCCAAGGTCAGCTGCTGG 
TACAAGTACCTCCTTTTCAGCTACAACATCATCTTCTGGTTGGCTGGAGTTGTCTTCCTT 
GGAGTCGGGCTGTGGGCATGGAGCGAAAAGGGTGTGCTGTCCGACCTCACCAAAGTGACC 
CGGATGCATGGAATCGACCCTCCTTGGGGTCTTTCCTGTACCCCCTCCTCAACCCTGGTC 
CACCCCCTCTCAGGATCTTGTCAACGTTATTTTTCCTGTCCCGTCTTCCTATCGCTGGCC 
TTCCTTTCCCATCCTAAAAACTTGCCGAGGCCCTATGGCTCCCTCCCTTTCTTTCCCAGG 
CAGCTTCTTATCTGGGCTGTCTGTACCCCTTCCTTTGCACCACCCACCATGCCCCACGTA 
GCTGAAAGCTGCTTATCCCAATTGTCAACTCTGGCCTTCTTCAGCCTCTGTAGCACCAGA 
CACTGCACCTCCTGA 

Gene 225. >ENST00000323546 cDNA sequence 

ATGGGGTTTCTCCATGTTGGTCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCC 
ACCTCGGCCTCC 

Gene 226. >ENST00000330581 cDNA sequence 

CTCGGCTTCTCCAGCTTCGGTAGGAGAGGATCCGGCGCCGAATCACTGACTGGCACAGGT 
GTTGGGAAAATGATCCACAGTCTATTTCTCATAAACTGTTCCGGTGACATATTTCTAGAG 
AAGCACTGGAAGAGCGTTGTGAGCCAGTCTGTCTGTGATTATTTCTTTGAAGCTCAAGAG 
AAAGCTGCTGATGTTGAAAATGTACCACCTGTCATTTCAACACCTCACCACTACCTCATC 
AGTATCTACCGGGATAAGCTCTTCTTTGTATCTGTCATACAGACCGAAGTGCCACCTCTC 
TTTGTAATTGAGTTCCTACATCGAGTTGCTGACACTTTTCAGGACTACTTTGGTGAGTGT 
TCAGAGGCTGCAATTAAGGATAATGTGGTCATAGTATATGAACTCTTAGAAGAAATGTTA 
GACAATGGATTTCCACTGGCTACCGAATCTAACATTTTGAAAGAATTGATTAAACCACCA 
ACAATTCTACGCTCTGTTGTCAACTCTATTACAGGCAGTAGTAATGTTGGGGACACACTC 
CCCACCGGGCAGCTGTCCAACATACCATGGCGTCGGGCAGGGGTAAAGTACACAAACAAT 
GAAGCCTATTTTGATGTTGTTGAAGAAATAGACGCAATTATAGATAAATCAGGATCTACA 
GTCTTTGCAGAAATTCAGGGGGTCATTGATGCTTGCATTAAACTATCTGGAATGCCTGAT 
CTCTCCCTTTCTTTCATGAACCCTAGGCTTCTGGATGATGTCAGCTTTCACCCCTGCATC 
CGGTTCAAGCGTTGGGAATCTGAAAGAGTTTTGTCATTTATTCCTCCAGATGGAAATTTC 
CGACTCATATCATACCGTGTCAGCTCACAAAATCTAGTGGCAATACCAGTGTATGTGAAA 
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CATAGTATCAGCTTTAAGGAGAACAGTTCTTGCGGCAGATTTGATATAACAATTGGACCA 
AAGCAGAATATGGGGAAAACTATTGAAGGAATTACAGTGACAGTTCACATGCCAAAAGTT 
GTGCTGAACATGAACCTGACACCCACACAAGGCAGCTATACATTTGATCCAGTCACCAAG 
GTACTAACATGGGATGTGGGAAAAATTACTCCACAAAAGCTCCCAAGTCTTAAAGGACTG 
GTAAATTTACAGTCTGGAGCCCCCAAACCAGAAGAGAATCCGAGCCTCAACATACAGTTT 
AAGATCCAGCAGCTTGCTATTTCAGGCTTAAAAGTAAACCGTTTGGACATGTATGGGGAG 
AAATATAAGCCATTTAAAGGAGTCAAATACGTCACGAAAGCTGGAAAGTTCCAAGTGAGG 
ACATGAGAAGAGGCCAAAATTCCTCAGGACCAGTTTGTTTTCCAAGTGTCATTACGATGT 
ATCACTATTAGGTACCAAGTGAGTGGGAATACATATTCTAGTTAAAGCATTTGTGTCTAG 
CTACACACCGCTAACAAAGTTACTTAGTTATCAATGTAGGATTCTTAAGGAGCTTTAAGC 
TAAGGAAACCTTTTAGTGACTTAGCTTATTTTGTATCTTTTCACTTAGGAAGATTTTGGA 
GGTGATTTTTTTCCATAGGAGGATACCATCTGGCGGCTGCACATTGTAACAGTAAAGGCA 
GAAAGCTGTAGTGATAACCTCTCTCCTAAAAGAGTTAACTGGTCTCATCCAGCAGAAGCT 
ATCTTAAATCTGTGATGTGTCAGGTGCAGCCAAATATCACACCTTCTGATCTTAGCCATC 
CCAAACCAGTATCTGTCCCGAGAGGAAATTCCCCCCACCCCCAGAAGTTTACAGAAAACT 
GCCTCTTCAAGTGTTTGCCTTATTCAGCTTTTCACTTGTGCCATTAAGCAAGCACTGTAG 
CAAAAGCCACTTCCACATGGCCCTGGCAGGGAGCACTGCTGCTCCATGCTCCATTCTCAC 
TGTACTTGGTATTGTATTTTTTATAAATAAGATTTTTATGTAAAGCTTAGAATTTGATTT 
ACAGGGACCTTGCTGCAGTAAATACCATCTCAATTTTGTGCCACTGGTTCAGCTGTTAGC 
ACAGTAAAAAAATCATTTGTATCAAAGGGGCAAATGCTTTATTAAGGTAGTAAAAGGGAA 
CATTACTTCTGCTTTTAGGAAGTTACTGCAAGCACAAGCATTTGTGCTTTTAAGCAAATT 
AAAGTAGTAAAAGAAAAACTTAAGTGAAACCTTTGCCATCTTCATGTTTTATAATATAAA 
GCTTACCCAACACCAGTTAAGCCATGGTTAACCTAAATGCCTCATGCCCCAGTTCAGCAA 
AAGGAGGAAAATGTGCCTGCCTCACAGTCATCAGTCTTTTTAAATCTTTTTTGTTGTTGT 
TCTTAAGGGTTTGAATTTGTCTGCATTCCTTGTCTTTAGGGGAAATTCCCTTTTCATATT 
GTGTGCTTCCCAAAGCTATAGTCATAGATTTCTTCCAGAAACTATTGTCATAATTGTCAC 
TGGAGTGCTTAAATATACGTACTATACTGACAAAATACATGGAAGTGAGTTATAATGAGG 
CAGAAACAAAATCCTCGGTAACATTGATGATACTCTACCGATCACCGTGGTTTTGGAAAG 
TCAGTCAACAGTTGTATTATTGCACTCAATTTCATTGTGACATTTTATTTAACTTCTTCA 
TCTTGGTGGTCCTTGCCCAGTTATTTTGCCTCATTAGACATCAAGAAATGGAGAAAGACT 
GAAAGTTAATATCTTAAGTGCTTGTTCTTCATGTTTCCTTCTTGTTATTTATGCTATTCT 
CTTTGTGGCTCCATTCTTCTTTCAATCTTCTCAGCTTATAACCGTCTTTCCCTTATGCTA 
AGGATAGCCCTTACACTCATCCCATCTATGCTGTCAAGGGCTGCTGGTTGGTGCTGGTAC 
AAGGAGCCCACTCAGCAGTTTTCTTACCTTTGCCTGCCCTGCCTTTCATGGAATAAGAAA 
GGCAACGTTTTGCAGCTTCCAAATTTCTGAAGAAACTAATCTCAGATTGGCAGTTAAAGT 
CAAAATGTTGCCAAATATTTATTCCTTTTGCCTAAGTTTGGCTACCCGGTTCAATTGCTT 
TTTATTTTTAATGTCTTGACTCTTCAGAGTTCGTACCTCAAAAGAACAATGAGAACATTT 
GCTTTGCTTTCTGCTGAATCCCTAATCTCAACAATCTATACCTGGACTGTCCAGTTCTCC 
TCCTGTGCTATCTTCTCTTCTATCCAAGTAGAATGTACGCCAGGAGCTCCTTCCCTCTAG 
CAATTTCTACTAAAATGTCCAAGTAGAATGTTTCCTTTTACAATCAAATTACTGTATTTA 
TTAATTTGCTAGAATCCAGTAAATCATTTTGGTAGCTCTGGCTGTGCTATCAATAAAAAG 
ATG 

Gene 227. >ENST00000329262 cDNA sequence 

ATGGCAGATGATTTGGACTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATG 

CAGTGCTCAGCATTACGTAAGAATGGCTTTGTGGTGCTCAAAGGCTGGCCATGTAAGATC 

GTGGAGATGTCTGCTTCGAAGACTGGCAAGCACGGCCACGCCAAGGTCCATCTGGTTGGT 

ATTGACATCTTTACTGGGAAGAAATATGAAGATATCTGCCCGTGAACTCATAATATGGAT 

GTCCCCAACATCAAAAGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCA 

CTGCTCCAGGACAGCGGGGAGGTACCAGAGGACCTTCGTCTCCCTGAGGGAGACCTTGGC 

AAGGAGATTGAGCAGAAGTACGACTGTGGAGAAGAGATCCTGATCACGGTGCTGTCTGCC 

ATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAATAA 

Gene 228. >ENST00000298180 cDNA sequence 

CGCAGTCGGGGGGAGGCGGCGGCAGCGGCAGCGGCTGCGGGCAGCGCGCGGGGCGCAGGG 
CGCGGGGCGATCACCGTCGGGGCTCGGGAGGCGGGCAGTGGGCACAGGCTCCCCGGTGCC 
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CGCCCCTCCGCTGCGGAGGGGGGCCGCGAGCGGGCGGCCGGGGAGGGGCCGGCACCGCCG 
CCACAAAATGAGCCTGCTGTCGGCCATCGACACGAGCGCCGCCTCGGTGTACCAGCCCGC 
CCAGCTGCTCAACTGGGTCTACCTGTCGCTGCAGGACACGCACCAGGCTAGCGCCTTCGA 
TGCCTTCCGGCCCGAGCCGACCGCCGGCGCCGCACCCCCGGAGCTGGCCTTCGGCAAGGG 
CCGCCCCGAGCAGCTGGGCTCGCCCCTGCACTCCAGCTATCTCAACAGCTTCTTCCAGCT 
GCAGCGCGGAGAGGCGCTGAGCAACAGTGTGTACAAGGGCGCCTCACCCTATGGCTCCCT 
CAACAACATCGCCGATGGCCTCAGCTCCCTCACCGAGCACTTCTCAGACCTGACCCTCAC 
CTCCGAGGCTCGCAAGCCCAGCAAGCGGCCCCCACCCAACTACCTGTGCCACCTGTGCTT 
CAACAAAGGACACTACATCAAGGACTGCCCCCAGGCACGCCCCAAAGGCGAGGGCCTGAC 
TCCATACCAGGGCAAAAAGCGCTGCTTCGGCGAGTACAAGTGTCCCAAGTGCAAGAGAAA 
ATGGATGAGCGGGAACTCCTGGGCCAACATGGGGCAGGAGTGCATCAAGTGCCACATCAA 
CGTGTATCCACACAAGCAGAGACCCCTGGAGAAGCCCGACGGCCTGGACGTGTCCGACCA 
GAGCAAGGAGCACCCGCAGCACCTCTGCGAGAAGTGCAAGGTCCTGGGCTACTACTGCCG 
TCGCGTGCAGTGACGGGCTGCCCGCCCGCACCCAGAGCCACCCCCCGCCAGCCCGAGGAG 
ACGCTGCTTCCCTGTGCTACTCCGAGGGGCTGCGTGTCGCCCTGTGCATGGGGTGCCCTC 
GCAGGCCTGCGGGGCTGGGCCGGGGGCTCTTAGCGTCCTTGTCTTGTGTGTGTTGACAAA 
CAGTGTTACTGACATTGCTGCCCCCCACAGGCCAGGGAAAGCAGGGAGTCTGGGGCTTTT 
TGCAGGCGGGCCTGGGGTCTCAGTGGAGGGGACAAAGGCAAGCAAAAGCCCATGTCCAGG 
AGCCCTGGGTGTCCCCACAGGCTCGCCTCTGAGAGCCTCTTTGGGGTGAGCAGCCTTGTA 
TTGGCCACAGGTGCACTAAATTGACTGTGAATCCCAAACCTCCCCAGACCAGCCAGGCCG 
CCTGCCCCCACCCAGAACCTTCCGGTTTGCCCTGTATGGAAAGCCACTCTCAGAAATCCC 
TCTTTCCTGAGTCAGCAATCGTGGCAAGGGGACATGTGTTCCAACAGCGGCTGGGGAGTG 
GACCTCTCTGTCCCTTGCCCACCTTAAGCCCCAAATCCAGACCCCCTCTGACATCACTGG 
CATTGCACCTGGGTGTGCCCCCCTCCCCACGCTATGGACCCAGATAGGAGGGGTTAGGCA 
TGGGGGAGGCACAGAATGCTGGAGAGATGCGTCCTGGTGAACGTGGGGCAGCCCCTCCCA 
CGACCCCCACCAGACTGCCTTAGGTTTTGTCAGCCCCACTCCCTTTCCTTCCCCTCTGCC 
TCCCACCCACTCTGGGGGTCCACATCAAGATAGCTGGGCCCAGTGTGGAAGCCCAGCGTG 
TCTGTTCCAGCAGAAAGGACACAAGCCTGGTGTTCTGGAGACCTCGGCTCAAGTCTTTGC 
CCTGCTGCCGACGCATTGTGTCACCTTGGGCAAGGACTTCGCATCTCCAGGCCTCAGTTT 
CCCCATTAGTTAAATGACAGCATAACACTAGAGAGCAGAGGGCCCATTTCAGCTCTGTTG 
TTCTGGGATTCAGGCTGGCCGGTGCTGTGTCCTGGAGCTTTATTTGGGGAGTTTCACCCA 
GAATGGTGGGAGAAACCTCCCAGGTGCCAGGTACCCCGCATCGTGACCCTTCACTTGGTG 
TCTTAGGAAGTCAAGCTGAGGGATGCTGAGTCCTCCCCTGCTGGCCCCTGCAGCCCCAGC 
CCTGCTTTTCATCCCCCACCCCTGCAAACATGGAGGAGCCCCCTCCTTCTCACCTCGGTC 
TCCTAGCCCCTGACATGGAGAACCCTGAGACAAGCCACAGAACCCCTCTTTTCTAAAATG 
GAGACAATAATTTCCTACCTCCCAAGGGAGCAGAGAGGCCTCGTGGCACGTCCGTGGCCA 
GGGAGCCCACTGTCCTGGCTGGCGGCGGGATCGTGCGCTCCTCTGTCTCCCGGATGAGAA 
GCCCCGTTTCCATGGTCTTGACCCTTCCTTTCTCCCGGCTGTCAGAACTGGGTCTCTTGA 
TTTTGCCCCTACATTATGCCTCTGTGGGAAAAAAAAAAAATCAGACCAAGAAATGAGCCT 
GAAATTCAGTGTTTACCATGGCTCAAGGATGCCCATCTGGTGTCCAGTTGCCTTTTGTAT 
TCAAATGAAAATGCTTTGTACAACTGAGGAGTTACAGTGAAGTGTTAACCAGGGGTCCAG 
GGAGCGAGTTGAAAAGATGGAGTGAGTGTATTTGCAGCCAGGGAGCTGCAGGGTGGATTT 
GAGGGGCCATACCCTCTGAGCACTTAAAAAAGGTATTTGCTCCAGGCCAGGCAGCAGGCT 
GTGGACACCCTTGCCACCACTGGGGACTGCCACTGAGGACTCCCCGAGCACGTTGTTCCC 
CGTCTTCTCCAAGGTGTTGAGGTGAGCTGGGGTTGGCCCCGGCCCAGGCTTCTGTCCCAA 
GGAGAAGCTGCCACTGACAGTCATCCTACCGCACTGCTAAAGAGAATGTTCGCAGTGGTG 
GGCGGCGTGCCTGTGCCAACCCTTCCAGGGACCCGGCCATGGGGGACCTTGGCCCAAGGA 
TGCCTGGGGCCTGCCAGCTGTGCTGCAAAGGTGGGGGGCCCACACCCTAAAACTAACCCA 
GGCCCCAGACCACTGGAGGCCAGGGCTTCCCTGCACGGGCTAAGGGGAGTTGGGATATCA 
CCCCAAAGTGACCTTGCCAGTGAGCTGTTCAGCAGGTAGCCACTGCCCTGCCATCTGTGC 
AGAGCCAGCCACCTTGGGGGCTGGGGTTCCCGCTTTGAGGCCCACCTTCCATACTCCCCT 
TGACTCGGCTCTGGCTGAACTGGGGAACTCTCTTGTGGTCAGCAAAGCCCCTGCCATGCA 
GGCCAGGTGCCATTGAGAATTAAGTGCTCAGAGGGCCAGGAGCCCAGGGGATGGGAAAGT 
GTGTGGTTTTAGTACGTTCAAAAGGGACAATCGCTTGCAGTTGGTAGATCTAGCGATCTA 
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GTTGGGAGATAATGGTGTTTACCCCATATGAAGTATTCAATAGTTCTACTTGTGAATTTG 
TATTTATTTTGAGTTATACTTGACACAGAATTCCTTTTTTAAAAAAATATGTGTGTATTT 
TGGAAAAAAAATTCATAGATGTTAAAATTTCTGCATGGTTACCAGTTTTTCTCACAACAC 
TGAATTTGGTAGCTTTTCCCGAAAAAATCTTCACAGTAATTTTTTGTCTGTATATATTTG 
AGGGCCTTTTTTTAAAAAAAAAAAAAGAAAAGAAAAATATAATTGTTTGATTTTTGAGAT 
TAAAACAAACAAAAAGAGAGGCA.TTTTCAAAATTTCAGAACTTTCAGGAGGGCAft.GAGAA 
TATCAAACAAAGATTTCTGGAAGTATTTTGCCAACCTTCTGGTTGAGCTGCAAGAAAATA 
TTTATGGTGAGAACTTTTCTGTTTCCCGTTATTGGGTTTTTGGTTGGTTTTTGTTTGTTT 
TTTACTATGCTTTGGTCTGTAAAAATATGCAACTGAACTACATTCAGAAGGAAATATTGT 
CTACATAGAATATTATATGAAGTTGGTACATAATTCTGATGAGGAAAAAAAATCTTTGCA 
ATTCTTTAAGCCATATTGTTGTTTTTCTGTGTTGTTTTCCCTGGATGAAAATATCAGTAT 
TAAGTAGACAGCATATTATTCAAGTGTTTAGACTTATTAATATGTTCTTGTCCTGTATTT 
ATACATATGTGTATTTTGGAAAGTATTGCCTTTTTTAAGGGAAGCTATAATTCGATACAT 
AGTGAAAAAGGGAATGGTGACCCCTTTGTGCCTCTTCCACTGAGGATAACAAACAGCATT 
GTAATCCATTCTCTTGCACCTTCTTCTTCTTATCTTGTTATTACGGTTTTATTAATTTTG 
TAGAGGGACAGGGAGTGGGCAAGGGGAAGAAGCAGCTTATTTGACTAACCAGCCCCTCTG 
TGGTCCACCAGCGTCTTGGCTTGGTGGGAGGGCTCTCAATCAGCAGGGCCCCAGGAGGGA 
AGAAGAAGTGGGGCAAAGCCTGGCCTCGCCGCTCGGGAGCTTTGCCATCTGAGCCACGCC 
TCCTCCAGGCCATGCTCCTTGAACTTGGAAATGTCAACCGGAGCCCTTACACCAGCCCTC 
CAGCATCTAATAGACTTGAATCTACTCTAAACGAATATTTAATCCAACCTCACTACATTG 
TAGCTCAGTCCAACGACTAACCCTGAAATGGGGGTGTTCCAGCCTTCAGCGAGATGGCCA 
AGCGGTCCCCTGGGGGCTGTGGCAGCGGGCTTATCCTTCTCTGTTGCCAACCTTGCCGTC 
CGACCTCCTCCGCCCCCATGCGGTGACCCCGTCCGTGTCTGTGTCTGTCCATACGTGTGA 
GTCCAGCTAAAAAGACAAAACAGAACCCGTGGGCCCAGCTCGGAAGGTGCGTGGAGAAGG 
CTCCGACGTCTCCGAAGTGCAGCCCTTGGGATGGCATTCCGTTGTGTGCCTTATTCCTGG 
AGAATCTGTATACGGCTCGCCTATAGAAATATAGCCTCTTCATGCTGTATTAAAAGGACT 
TTTAAAAGC 

Gene 229. >ENST00000328784 cDNA sequence 

ATGTGGCTGTGCCCTCTGGCCCTCACCCTCATCTTGATGGCAGCCTCTGGTGCTGCGTGC 

GAAGTGAAGGACGTTTGTGTTGGAAGCCCTGGTATCCCCGGCACTCCTGGATCCCACGGC 

CTGCCAGGCAGGGACGGGAGAGATGGTGTCAAAGGAGACCCTGGCCCTCCAGGCCCCATG 

GGTCCGCCTGGAGAAACACCATGTCCTCCTGGGAATAATGGGCTGCCTGGAGCCCCTGGT 

GTCCCTGGAGAGCGTGGAGAGAAGGGGGAGGCTGGCGAGAGAGGCCCTCCAGGGCTTCCA 

GCTCATCTAGATGAGGAGCTCCAAGCCACACTCCACGACTTCAGACATCAAATCCTGCAG 

ACAAGGGGAGCCCTCAGTCTGCAGGGCTCCATAATGACAGTAGGAGAGAAGGTCTTCTCC 

AGCAATGGGCAGTCCATCACTTTTGATGCCATTCAGGAGGCATGTGCCAGAGCAGGCGGC 

CGCATTGCTGTCCCAAGGAATCCAGAGGAAAATGAGGCCATTGCAAGCTTCGTGAAGAAG 

TACAACACATATGCCTATGTAGGCCTGACTGAGGGTCCCAGCCCTGGAGACTTCCGCTAC 

TCAGATGGGACCCCTGTAAACTACACCAACTGGTACCGAGGGGAGCCTGCAGGTCGGGGA 

AAAGAGCAGTGTGTGGAGATGTACACAGATGGGCAGTGGAATGACAGGAACTGCCTGTAC 

TCCCGACTGACCATCTGTGAGTTCTGA 

Gene 230. >ENST00000334434 cDNA sequence 

ATGGCTATAGATTGTGGTTTGACACTCCTGGCTGCCCACTGCAGCTCTGGGGCAATGTCA 

GTGTTTACGTTCCTTCCTCAACTTGGCGGCAACAGAGGAAAGGACCTTAGTAGTGGTTGT 

GGTCAAGGGTCTTTTGCTTGTATCCTGGGAGCTCCACACCAGAGAGATGTAGGTCAGCAA 

TTCCTCAGTGCAATCACCCCAGGATGA 

Gene 231. >ENST00000334432 cDNA sequence 

CCCAAGCAGCTGGAGGCTCTGTGTGTGGGTCGCTGATTTCTTGGAGCCTGAAAAGAAAGT 
AACACAGCAGGGATGAGGACAGATGGTGTGAGTCAGTGAGAGCAGCGACTGGACCCAGAG 
CCATGTGGCTGTGCCCTCTGGCCCTCAACCTCATCTTGATGGCAGCCTCTGGTGCTGTGT 
GCGAAGTGAAGGACGTTTGTGTTGGAAGCCCTGGTATCCCCGGCACTCCTGGATCCCACG 
GCCTGCCAGGCAGGGACGGGAGAGATGGTCTCAAAGGAGACCCTGGCCCTCCAGGCCCCA 
TGGGTCCACCTGGAGAAATGCCATGTCCTCCTGGAAATGATGGGCTGCCTGGAGCCCCTG 
GTATCCCTGGAGAGTGTGGAGAGAAGGGGGAGCCTGGCGAGAGGGGCCCTCCAGGGCTTC 
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CAGCTCATCTAGATGAGGAGCTCCAA.GCCACACTCCA.CGACTTTAGACATCAAATCCTGC 

AGACAAGGGGAGCCCTCAGTCTGCAGGGCTCCATAATGACAGTAGGAGAGAAGGTCTTCT 

CCAGCAATGGGCAGTCCATCACTTTTGATGCCATTCAGGAGGCATGTGCCAGAGCAGGCG 

GCCGCATTGCTGTCCCAAGGAATCCAGAGGAAAATGAGGCCATTGCAAGCTTCGTGAAGA 

AGTACAACACATATGCCTATGTAGGCCTGACTGAGGGTCCCAGCCCTGGAGACTTCCGCT 

ACTCAGACGGGACCCCTGTAAACTACACCAACTGGTACCGAGGGGAGCCCGCAGGTCGGG 

GAAAAGAGCAGTGTGTGGAGATGTACACAGATGGGCAGTGGAATGACAGGAACTGCCTGT 

ACTCCCGACTGACCATCTGTGAGTTCTGA 

Gene 232. >ENST00000329658 cDNA sequence 

GGCACTCCTGGATCCCACGGCCTGCCAGGCAGGGACGGGAGAGATGGTCTCAAAGGAGAC 
CCTGGCCCTCCAGGCCCCATGGGTCCACCTGGAGAAATGCCATGTCCTCCTGGAAATGAT 
GGGCTGCCTGGAGCCCCTGGTATCCCTGGAGAGTGTGGAGAGAAGGGGGAGCCTGGCGAG 
AGGGGCCCTCCAGACAAAGTGGTCAGTGGCCTGACCCGGACTCCTCTGCTCTCAGCCCTC 
AGTCTGCAGGGCTCCATAATGACAGTAGGAGAGAAGGTCTTCTCCAGCAATGGGCAGTCC 
ATCACTTTTGATGCCATTCAGGAGGCATGTGCCAGAGCAGGCGGCCGCATTGCTGTCCCA 
AGGAATCCAGAGGAAAATGAGGCCATTGCAAGCTTCGTGAAGAAGTACAACACATATGCC 
TATGTAGGCCTGACTGAGGGTCCCAGCCCTGGAGACTTCCGCTACTCAGACGGGACCCCT 
GTAAACTACACCAACTGGTACCGAGGGGAGCCCGCAGGTCGGGGAAAAGAGCAGTGTGTG 
GAGATGTACACAGATGGGCAGTGGAATGACAGGAACTGCCTGTACTCCCGACTGACCATC 
TGTGAGTTCTGA 

Gene 233. >ENST00000318314 cDNA sequence 

GGTGTTCTGGGTGGGGGTGATGGGGTGTGGGATGATGCCAGCCGGCATGGAGGAAATGGG 

GTGGCACGGCTATGGGGGTGGCAGGATTCCCCTCCTGTCCCTGCACTGAAGAGAGGAGGG 

CTTTGTAGAACCTCTGGGGCAAGTGTGGGAGGCCTGCTGCAGACATGGGGCCCAGCGGTC 

TCTGCTGCCACAGGGCTTGGCCCAGCGCCTGCCTCTCAGGTAGTCTGGAGGAAGCCACAG 

TCATTGAACCAGTATCCTTGTCCCACTCCCTCCCTTTTTCTAGCCTCTCTTGGGTCGGGG 

AAGGGGGAGCTCAGTGTCCCCTCCCTTGCACCCCTCTGCCTCCACCAGCCTGGAGGTTGG 

GCCCAGGCCTGTGGGGGTGGGGAGGTGGCCACCCACTTGGCTGTCCCAGCCCTGTCCCAG 

ACAGCCCTGTATTCCTGCAGCCTGGGCTTGTTCCCAAACAGGGTGAGGCTCCTGGGATGG 

GCCTGGCTCACCTGGGGCTCTCCCCTGCCCCCACAGTGGTCTTGCTGCGGAGCCCGAGGC 

CCCAATGACTGGAACCTCAATATCTACTTCAACTGCACTGACTTGAACCCCAGCCGGGAG 

CGCTGCGGGGTGCCCTTCTCCTGCTGCGTCAGGGACCCTGCGGAGGATGTCCTCAACACC 

CAGTGTGGCTACGACGTCCGGCTCAAACTGGAGCTGGAGCAGCAGGGCTTCATCCACACC 

AAAGGCTGCGTGGGCCAGTTTGAGAAGTGGCTGCAGGACAACCTGATTGTGGTGGCGGGA 

GTCTTCATGGGCATCGCCCTCCTCCAGATCTTTGGCATCTGCCTGGCCCAGAACCTCGTG 

AGTGACATCAAGGCAGTGAAAGCCAACTGGAGCAAATGGAATGATGACTTTGAAAACCAC 

TGGCTTACGCCCACCATTTCCGAGGTCCTGTCCACGGCGGGGCCTCAGCAGAACTCTCTG 

ACTGGGGCCCCTGGCCCGGCCCCACCCAGCCGACATGTTTTCTTTGGCCTGGGTGGTTTA 

TACCCTGAGCCAACCTTTAAAAATTGGTAG 

Gene 234. >ENST00000310032 cDNA sequence 

CGCGGGGCGCTGGGCCTGGCTCCCGGCTCCGGTTTCCGGGCCGGCGGGTGGCCGCTCACC 
ATGCCCGGCAAGCACCAGCATTTCCAGGAACCTGAGGTCGGCTGCTGCGGGAAATACTTC 
CTGTTTGGCTTCAACATTGTCTTCTGGGTGCTGGGAGCCCTGTTCCTGGCTATCGGCCTC 
TGGGCCTGGGGTGAGAAGGGCGTTCTCTCGAACATCTCAGCGCTGACAGATCTGGGAGGC 
CTTGACCCCGTGTGGCTGTTTGTGGTAGTTGGAGGCGTCATGTCGGTGCTGGGCTTTGCT 
GGCTGCATTGGGGCCCTCCGGGAGAACACCTTCCTGCTCAAGTTTTTCTCCGTGTTCCTC 
GGTCTCATCTTCTTCCTGGAGCTGGCAACAGGGATCCTGGCCTTTGTCTTCAAGGACTGG 
ATTCGAGACCAGCTCAACCTCTTCATCAACAACAACGTCAAGGCCTACCGGGACGACATT 
GACCTCCAGAACCTCATTGACTTTGCTCAGGAATACTGGTCTTGCTGCGGAGCCCGAGGC 
CCCAATGACTGGAACCTCAATATCTACTTCAACTGCACTGACTTGAACCCCAGCCGGGAG 
CGCTGCGGGGTGCCCTTCTCCTGCTGCGTCAGGGACCCTGCGGAGGATGTCCTCAACACC 
CAGTGTGGCTACGACGTCCGGCTCAAACTGGAGCTGGAGCAGCAGGGCTTCATCCACACC 
AAAGGCTGCGTGGGCCAGTTTGAGAAGTGGCTGCAGGACAACCTGATTGTGGTGGCGGGA 
GTCTTCATGGGCATCGCCCTCCTCCAGATCTTTGGCATCTGCCTGGCCCAGAACCTCGAG 
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CAAATGGAATGATGACTTTGAAAACCACTGGCTTACGCCCACCATTTCCGAGGTCCTGTC 

CACGGCGGGGCCTCAGCAGAACTCTCTGACTGGGGCCCCTGGCCCGGCCCCACCCAGCCG 

ACATGTTTTCTTTGGCCTGGGTGGTTTATACCCTGAGCCAACCTTTAAAAATTGGTAGAT 

TTCACATAAAAGTCCAGATCCACAGCTTCTCTTGAAGAATGACCACCTGGCTACGCCGGC 

TCTTCGGTGGCAACACTACCTGGGACACTGCCTCCCCAGTCACCAAGGGCCCCAGCTGGC 

CCGTTCTACTCACCTAAGTGCCGCCTGACCCTTGTACACTAGGAGCTGGCCTCCCACCTC 

TGCAGGGTTATTCCCTGCACCTCGAGGCCGCTGCGGGCCAATCTGGAGTGAAACACGGGG 

ACCTGAAGGATGGAGAGGCTGGACCCCGCTTTGAAGAGGGTGCAGCCTGGGAAGGGCGGC 

CTTGCTGGGGACTGCGGTGGGAGTAGAGTGCCCAGGAGAGGGTCTGAGGGGTGGGATGGG 

GGTCAGGACAATTTTGCAAAAGAAGTAGCTGGAAGCCATGGGACTGGCGGGAGCCTGTTT 

GGGGGATCTGGATGGTTGACTCCTAGGAGTCAAGTTCAGCATCTTCACCGTGGCTGCAGA 

GCTGCCTGATGGGCACTAGAGGGCATGCCAGCCCCACACTCCCTGGGTCTGGCTTCCTCC 

CGCAACCTCACTCTAGTAGAGCCTGTGCCTGCCTACTAGCGCTCTGGGGTTCGGAGAGTT 

TGGGAATTTCTCAGAGCCAACTGGCTCAGGCTTGGGAAGGCTGGCTGCTGCCCTCAGCTC 

CGCCTCATCAGCTATGTGAAGGGGTGTGTGTGGAGTGATCCTGCCGCCCCCTCCCTGGGC 

TCGTCCAGAGATCTCAAACTCCGATGCCCCTGGGGCCACGTATGTTGTATAAATGGATGA 

AACAGGCCCTTGAGTTGGGAGCCTGCTTCACTTTGACTTTCCCACTGTTGCTGGAGACAA 

AGACATCGTGATGAGAGAAAGTTCGCACAATCTAGTCGGTAACAGCCACTTTCCTTGAGA 

CCAAGAGAGTGCGGTGGGGATGGGGGGGAGAGCACGGGTCCCCGTCTGACAGTGGCCGCT 

GCCATATTCAGGTGTAGCTAATTGCTCTGGTGTGGGAATGCAGGCCTAATGACAGAAATC 

TGGAGAAGCCAGAAATACAGATTTGTATGTGAGATGTCCTGATTTTTTAAGTTGTTGGCA 

GAAATTAATTCAGAAATCAAATCTGCAGGCCAAACAAGGTGCAGGACCCAGCTTTGGCCC 

CATGCCCCTGTAGGTCCCTCTGGGACAGTCACCGCTGGGGTCCTGGCTGCTCTGTCATTG 

AGGGATGCTGGGCACTGCTGCCGGGTGGCCAGGGTATGGGGCATGTGCCCAGCAATGTGG 

CTCCTTGGCCCCGCTGGCCAGTGTCCTGGGCCCCTGACAGGCGCTGGCTGTGAGTGGTTT 

GTACATGCTACAATAAATGCAGCTGGCAGCATT 

Gene 235. >ENST00000298564 cDNA sequence 

GAGGCCATGAAGCCGCAGCCGCCCGGCTAGGCCCCGGGCGGCTCTAGCCCAGGGCGGCCC 

GCGGGGCGCTGGGCCTGGCTCCCGGCTCCGGTTTCCGGGCCGGCGGGTGGCCGCTCACCA 

TGCCCGGCAAGCACCAGCATTTCCAGGAACCTGAGGTCGGCTGCTGCGGGAAATACTTCC 

TGTTTGGCTTCAACATTGTCTTCTGGTTCTCCGTGTTCCTCGGTCTCATCTTCTTCCTGG 

AGCTGGCAACAGGGATCCTGGCCTTTGTCTTCAAGGACTGGATTCGAGACCAGCTCAACC 

TCTTCATCAACAACAACGTCAAGGCCTACCGGGACGACATTGACCTCCAGAACCTCATTG 

ACTTTGCTCAGGAATACGAGGATGTCCTCAACACCCAGTGTGGCTACGACGTCCGGCTCA 

AACTGGAGCTGGAGCAGCAGGGCTTCATCCACACCAAAGGCTGCGTGGGCCAGTTTGAGA 

AGTGGCTGCAGGACAACCTGATTGTGGTGGCGGGAGTCTTCATGGGCATCGCCCTCCTCC 

AGGTACCCTTGTGGCCCCACGTGCCCCTCCCCTTGCCGGGGCCGCCCTCACTCTCCCCTC 

ACCTGTCCTCTGTCTTACAGATCTTTGGCATCTGCCTGGCCCAGAACCTCGTGAGTGACA 

TCAAGGCAGTGAAAGCCAACTGGTGA 

Gene 236. >ENST00000274797 cDNA sequence 

GGCTCCGGTTTCCGGGCCGGCGGGTGGCCGCTCACCATGCCCGGCAAGCACCAGCATTTC 
CAGGAACCTGAGGTCGGCTGCTGCGGGAAATACTTCCTGTTTGGCTTCAACATTGTCTTC 
TGGGTGCTGGGAGCCCTGTTCCTGGCTATCGGCCTCTGGGCCTGGGGTGAGAAGGGCGTT 
CTCTCGAACATCTCAGCGCTGACAGATCTGGGAGGCCTTGACCCCGTGTGGCTGTGTGGT 
AGTTGGAGGCGTCATGTCGGTGCTGGGCTTTGCTGGTGCATTGGGGCCCTCCGGGAGAAC 
ACCTTCCTGCTCAAGTTTTTCTCCGTGTTCCTCGGTCTCATCTTCTTCCTGGAGCTGGCA 
ACA 

Gene 237. >ENST00000261947 cDNA sequence 

GGACTTTGTGTTCCGCTGACCCTCCTCGGGGCGCTTCCTCCCGTGCCGCCCTTCCCCTCC 
CCCGCCGCGTCCTTGCGAGGCGCCTCCCATTCGGTGGGACCGACCCGGGGGGATGGAGGG 
GGCACGCTTCTACAACCCTCCTGGGACCCCGAAGAGACGCCCGCGTGCGACCTGAGACGC 
CGCCCTCGCCGAGGGCCCATGGGCGCGTCCCCACAGGCGGGCAGTGGACGTGAGGGCGGC 
GAGCGGCGGGGCCGCGGCGTCCAGGAGGGCCGCGCTCGGGCTCGGCCCCGCGCAGGCCGC 
GCGCGCGCGCTCCCGCCGCCGCCCGGGCCGCGCCCGCCCCGCCTCTAGGCGCCGGCCCCG 
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GAGCCCGGTCCGCGAGCAGCGGCGGCTGCCGGAGGGACGATGAGCTGCGCGGGGCGGGCG 
GGCCCTGCCCGGCTCGCCGCGCTCGCCCTGCTGACCTGCAGCCTGTGGCCGGCACGGGCA 
GACAACGCGAGCCAGGAGTACTACACGGCGCTCATCAACGTGACGGTGCAGGAGCCCGGC 
CGCGGCGCCCCGCTCACGTTTCGCATCGACCGCGGGCGCTACGGGCTTGACTCCCCCAAG 
GCCGAGGTCCGCGGCCAGGTGCTGGCGCCGCTGCCCCTCCACGGAGTTGCTGATCATCTG 
GGCTGTGATCCACT^AACCCGGTTCTTTGTCCCTCCTAATATCAAACAGTGGATTGCCTTG 
CTGCAGAGGGGAAACTGCACGTTTAAAGAGAAAATATCACGGGCCGCTTTCCACAATGCA 
GTTGCTGTAGTCATCTACAATAATAAATCCAAAGAGGAGCCAGTTACCATGACTCATCCA 
GGCACTGGAGATATTATTGCTGTCATGATAACAGAATTGAGGGGTAAGGATATTTTGAGT 
TATCTGGAGAAAAACATCTCTGTACAAATGACAATAGCTGTTGGAACTCGAATGCCACCG 
AAGAACTTCAGCCGTGGCTCTCTAGTCTTCGTGTCAATATCCTTTATTGTTTTGATGATT 
ATTTCTTCAGCATGGCTCATATTCTACTTCATTCAGAAGATCAGGTACACAAATGCACGC 
GACAGGAACCAGCGTCGTCTCGGAGATGCAGCCAAGAAAGCCATCAGTAAATTGACAACC 
AGGACAGTAAAGAAGGGTGACAAGGAAACTGACCCAGACTTTGATCATTGTGCAGTCTGC 
ATAGAGAGCTATAAGCAGAATGATGTCGTCCGAATTCTCCCCTGCAAGCATGTTTTCCAC 
AAATCCTGCGTGGATCCCTGGCTTAGTGAACATTGTACCTGTCCTATGTGCAAACTTAAT 
ATATTGAAGGCCCTGGGAATTGTGCCGAATTTGCCATGTACTGATAACGTAGCATTCGAT 
ATGGAAAGGCTCACCAGAACCCAAGCTGTTAACCGAAGATCAGCCCTCGGCGACCTCGCC 
GGCGACAACTCCCTTGGCCTTGAGCCACTTCGAACTTCGGGGATCTCACCTCTTCCTCAG 
GATGGGGAGCTCACTCCGAGAACAGGAGAAATCAACATTGCAGTAACAAAAGAATGGTTT 
ATTATTGCCAGTTTTGGCCTCCTCAGTGCCCTCACACTCTGCTACATGATCATCAGAGCC 
ACAGCTAGCTTGAATGCTAATGAGGTAGAATGGTTTTGAAGAAGAAAAAACCTGCTTTCT 
GACTGATTTTGCCTTGAAGGAAAAAAGAACCTATTTTTGTGCATCATTTACCAATCATGC 
CACACAAGCATTTATTTTTAGTACATTTTATTTTTTCATAAAATTGCTAATGCCAAAGCT 
TTGTATT 

Gene 238. >ENST00000231683 cDNA sequence 

CTCCTGCCCTCCACTGACTCCAGAGAGGGAGATCCCCAGTACTTGACTCCATCACGCAGA 
TGGGAGCAGGCACCAGCTATGGAGAGGGATACAGCTGCGTCTCCACATGACCCATCCTGC 
ATGACACCAAAGCCACCGCCAGACAGTGCCTCGGATTCTATGCAAAACCTGGGAAGCGGA 
GACCTACCCCAGCCCCGGGAGGAAGCTAGCTCTTCAGGGGACCGTCTGAGGACTGGAGTT 
TGATCCATGAACCTGGCTTCGAGGCCTTGCTTTTCTCTCTTCTTCATTCATATTCATTCC 
CAACACCTTAGAAGGTGTTGCTTAATTTATTTCTAGAAAAGCAGCCCAGAGTCAGTCATT 
GAAGCCTTCCCCACCCCCTGGCCAAAAAAAAAAAAAAAAAAAAACTGGACACATTTTGGA 
TCTGTTGGGAGCTTGGAGTCCAGTGGTTGGCATAGTTGTCACATTGGGAGCAGAGAAGAA 
GCAACCAGGGGCCCTGATCAGGGGACTGAGCCGTAGAGTCCCAGGATGGCACCCAATGGC 
ACAGCCTCTTCCTTTTGCCTGGACTCTACCGCATGCAAGATCACCATCACCGTGGTCCTT 
GCGGTCCTCATCCTCATCACCGTTGCTGGCAATGTGGTCGTCTGTCTGGCCGTGGGCTTG 
AACCGCCGGCTCCGCAACCTGACCAATTGTTTCATCGTGTCCTTGGCTATCACTGACCTG 
CTCCTCGGCCTCCTGGTGCTGCCCTTCTCTGCCATCTACCAGCTGTCCTGCAAGTGGAGC 
TTTGGCAAGGTCTTCTGCAATATCTACACCAGCCTGGATGTGATGCTCTGCAGAGCCTCC 
ATTCTTAACCTCTTCATGATCAGCCTCGACCGGTACTGCGCTGTCATGGACCCACTGCGG 
TACCCTGTGCTGGTCACCCCAGTTCGGGTCGCCATCTCTCTGGTCTTAATTTGGGTCATC 
TCCATTACCCTGTCCTTTCTGTCTATCCACCTGGGGTGGAACAGCAGGAACGAGACCAGC 
AAGGGCAATCATACCACCTCTAAGTGCAAAGTCCAGGTCAATGAAGTGTACGGGCTGGTG 
GATGGGCTGGTCACCTTCTACCTCCCGCTACTGATCATGTGCATCACCTACTACCGCATC 
TTCAAGGTCGCCCGGGATCAGGCCAAGAGGATCAATCACATTAGCTCCTGGAAGGCAGCC 
ACCATCAGGGAGCACAAAGCCACAGTGACACTGGCCGCCGTCATGGGGGCCTTCATCATC 
TGCTGGTTTCCCTACTTCACCGCGTTTGTGTACCGTGGGCTGAGAGGGGATGATGCCATC 
AATGAGGTGTTAGAAGCCATCGTTCTGTGGCTGGGCTATGCCAACTCAGCCCTGAACCCC 
ATCCTGTATGCTGCGCTGAACAGAGACTTCCGCACCGGGTACCAACAGCTCTTCTGCTGC 
AGGCTGGCCAACCGCAACTCCCACAAAACTTCTCTGAGGTCCAACGCCTCTCAGCTGTCC 
AGGACCCAAAGCCGAGAACCCAGGCAACAGGAAGAGAAACCCCTGAAGCTCCAGGTGTGG 
AGTGGGACAGAAGTCACGGCCCCCCAGGGAGCCACAGACAGGTAATAGCCCTAGCCATTG 
GTGCACAGGATGGGGGCAATGGGAGGGGATGCTACTGATGGGAATGATTAAGGGAGCTGC 
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TGTTTAGGTGGTGCTGGTTTATGTTCTAGGAACTCTTCATGAGCACTTTGTAAACACCCT 
CTTGCTTAATCCTCCCAACGGCCCCCAAAGGTAGAACTTAGCTCCCTTTTAAAAGGAGCA 
CATTAAAATTCTCAGAGGACTTGGCAAGGGCCGCACAGCTGGGGCCT 
Gene 239. >ENST00000261956 cDNA sequence 

GGACCTGGGGGTGATCTCCAGCATCTCGCTGTCCTGGTTCCTGACCCTCTTCCTCAGCGT 
CATGCCCTTCGAGAGCGCCGTGGTCATCGTCGACTGCTTTTTCTATGAGGGCATCAAGGT 
GATCCTGCAGGTGGCCCTGGCCGTCCTGGACGCCAACATGGAGCAGCTGCTGGGCTGCAG 
CGACGAGGGCGAGGCCATGACCATGCTGGGCAGATACCTGGATAATGTGGTCAACAAGCA 
GAGTGTCTCTCCTCCTATCCCGCACCTCCGTGCCTTGCTGAGCAGCAGCGATGACCCCCC 
TGCAGAGGTGGACATCTTTGAGCTCCTGAAAGTGTCCTATGAGAAATTCAGCAGCCTGAG 
GGCCGAAGACATTGAGCAGATGCGGTTTAAACAGAGGCTGAAAGTGATCCAGTCCTTGGA 
GGACACGGCCAAGAGGAGTGTGGTCCGAGCTATACCTGTGGACATTGGTTTCTCCATTGA 
AGAGCTGGAGGACCTTTACATGGTGTTTAAGGCCAAGCACCTGGCTAGCCAGTACTGGGG 
GTGCAGCCGCACAATGGCCGGCCGTCGGGACCCCAGCCTGCCCTACCTGGAGCAGTACCG 
GATTGATGCCAGCCAGTTCCGGGAACTCTTTGCCAGCCTGACACCCTGGGCCTGTGGCTC 
CCACACACCTCTGCTGGCAGGGCGCATGTTCAGGCTCCTGGACGAAAACAAGGACTCGCT 
GATCAACTTCAAGGAGTTCGTGACAGGGATGAGCGGGATGTACCACGGGGACCTGACAGA 
GAAGCTCAAGGTGCTCTACAAGCTACACCTTCCCCCAGCTCTGAGCCCAGAGGAAGCCGA 
GTCAGCCCTGGAGGCGGCCCATTATTTCACAGAGGACAGCTCCTCAGAAGAAGCACTACC 
ACAGGAAGAGCAAGAAGGAAGTGGAAGTGAGGAGAGAGGAGAGGAGAAGGGGACCAGCTC 
TCCGGACTATCGGCACTACCTTCGAATGTGGGCCAAGGAGAAAGAGGCTCAGAAGGAGAC 
GATTAAGGATCTTCCCAAGATGAACCAGGAGCAGTTCATTGAGCTGTGCAAGACGCTTTA 
CAACATGTTCAGTGAAGACCCCATGGAGCAGGACCTGTACCACGCCATCGCCACCGTGGC 
CAGCCTCCTGCTCCGCATCGGAGAGGTGGGGAAGAAGTTCTCAGCCCGCACAGGCAGGAA 
GCCCAGGGACTGTGCCACTGAGGAGGACGAGCCACCAGCACCCGAACTGCATCAGGACGC 
AGCCAGGGAGCTTCAGCCCCCAGCTGCAGGAGACCCCCAAGCCAAAGCAGGCGGAGACAC 
ACACCTCGGAAAAGCCCCACAGGAGAGCCAGGTGGTGGTGGAGGGGGGCAGCGGCGAGGG 
ACAGGGCTCACCCTCCCAGCTGCTGTCTGACGATGAAACCAAAGACGACATGTCCATGTC 
CTCCTACTCGGTGGTCAGCACGGGCTCCCTGCAATGTGAAGACCTTGCAGACGACACGGT 
GCTGGTGGGCGGGGAGGCCTGCAGCCCCACAGCGCGCATCGGCGGCACCGTCGACACCGA 
CTGGTGCATCTCCTTTGAGCAGATCCTGGCCTCCATCCTGACGGAGTCCGTGCTGGTGAA 
CTTCTTTGAGAAGAGAGTGGACATTGGACTCAAGATCAAGGACCAAAAGAAAGTGGAGAG 
ACAGTTCAGCACCGCCAGTGACCATGAGCAGCCTGGAGTTTCCGGCTGATGCCTGCAGCT 
GTGAGGCCTGGCCCAAGGTGTCATCAGTGGGGCTGGCCTCATCTCCTCCTGCCTTTCCTC 
CCTTATCAGTTTCTCTTTAAAGGTGTGCCCCTCCTGCTCTCCCAGGAGCAGTGAGTTGTG 
AGTGGAAAGAAGGCTGGTGCAGACCCAGCTGCCTTAGACAGATTCCCTGGGCCTGCATCT 
CCTGGCGCCGGCTGCTTCTGGGCCCAGGAAGAGGCTGTGGCTCCCACCTTCCTTACACCT 
GGTGGGAGCCCGCCTCGCACCAGCTGCACCTGCCTAGCATTACAGGCTCTCAGATCTGCC 
CTTGCTTGCCTCATACCTCTGTGCTCCACACTGCGGCCAGGCCAGCTGAGTCCCTCCATC 
CGTGGATGCTTTCCTGCAGCTATGTGGTATGGGGGTCATTCCTGCCTCTTGGCACCAGGT 
TGGGGGGCATGTGCTTGTTGGGCACCAAAGTGATGGAACCCTCAGGTGCTCTCCGGGAGC 
CTGAACCTCCTGACTGAGGAACATGGGCAGAACATGTTTATTGCACAGAGTGGGCGCTGC 
GCACAGGCGTGGCTGTACACGTGCTCTCAGCTCATCATCCTTTCCAGTAACTTTAAAAAA 
ACATCCCTCAGGTCCTGATATATTTCCTTGGATTCATTTCACTTGGCTAGAAATTACACT 
GTGCTCAATGCCTTAATAAATCCCTGAAAGAAATAAAAACCACTGTGTGCAATGCCTTGC 
TGTGGCCCCCAACCACTGCTTAGGCCTCCCAACTTCTCCCCAGGCCAAGTATGGGGCCCT 
GGCTGTGTTCTGGAAGTTCAAGACACTTAGTCCTCCACAGTGGGTGGAAGAGTGCAAGGT 
CTGCCAGGTCAGATGGAGACGCAGAACCTGCTGGTGCAAGCTGGGCAGGTCCTGACCAAC 
CTGCATCAGGGGATGCCCTGAGCTCCACAGGTCTTCATGGGCAGGGGTTGTGGGTCCTGG 
TGAAGGAAGTGCATCCTCAGGCCTGGGCTGTAGCAAGCTGTCTGCCCTTGGGTTCAAGAA 
CCAGACTGTGGAGCCAAAGGTGACCGCAGGGGGCCCCAGGGCTGGAGCCACAAGGATACC 
CTCACTTTGCATGAGGAGCTGAAACTGACCAGTGTCCAGTGTTAGCCCCCACATGGGGCT 
GCTCTTGCTTCTACTAAAAGATACAGCAGTTACCCCCTTATCCACAGGGGATACAGTGGA 
TATCTAAAACCAGACCCCCAGTGGATGTCTAAAACCACAGATAATAACAAACCTTATACA 
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TACTGTTTTTTCCTATGCATACATACCTGTGATTAAGTTTATGAATTAGGCACCTTAAGA 

GATTGACAACAATAACTAATAATAAAATGTAACGGTTATACTGT 

Gene 240. >ENST000003 12107 cDNA sequence 

CGCGGGCCTCGGCCCGGTGCGAGCGGCTCCGCGATGTGGCTGAGCCCGGAGGAGGTGCTG 
GTGGCCAATGCGCTGTGGGTGACGGAGCGGGCCAACCCCTTCTTCGTGCTGCAGCGACGC 
CGGGGCCACGGCAGGGGCGGCGGCCTTACGGGTCTTCTCGTGGGCACCCTGGACGTGGTG 
CTGGACTCCAGTGCCCGCGTGGCCCCTTACCGCATCCTGCACCAGACCCAGGACTCCCAG 
GTCTACTGGACAGTGGCGTGTGGTTCTTCCCGCAAAGAGATCACAAAACACTGGGAATGG 
CTGGAAAATAACTTGCTCCAGACACTGTCCATCTTCGACAGTGAGGAAGATATCACCACC 
TTCGTCAAGGGCAAGATACACGGAATCATCGCAGAAGAGAACAAGAACCTGCAGCCCCAG 
GGAGACGAGGACCCCGGGAAGTTCAAGGAGGCTGAGCTGAAGATGCGGAAGCAGTTTGGG 
ATGCCTGAGGGCGAGAAGCTGGTGAATTACTACTCCTGCAGCTACTGGAAGGGCCGCGTG 
CCCCGGCAGGGCTGGCTGTACCTGACGGTCAACCACCTGTGCTTCTACTCCTTCCTGCTG 
GGGAAGGAAGTGAGCCTCGTGGTGCAGTGGGTGGACATAACGCGTCTGGAGAAGAACGCC 
ACCCTGCTCTTCCCCGAGAGCATCCGTGTGGACACCCGCGACCAGGAGCTCTTCTTCTCC 
ATGTTCCTCAACATCGGCGAGACCTTCAAGCTCATGGAGCAGTTGGCCAACCTGGCCATG 
CGGCAGCTGCTGGACAGCGAGGGCTTCCTGGAGGACAAGGCCCTGCCTAGGCCCATCCGG 
CCACACAGGAACATCTCAGCCCTGAAGCGAGACCTGGACGCCCGAGCCAAGAATGAGTGC 
TACCGAGCCACGTTCCGGCTGCCCAGGGATGAGCGGCTAGACGGCCACACAAGCTGCACC 
CTGTGGACGCCGTTCAACAAGCTGCACATCCCTGGCCAGATGTTCATCTCCAACAACTAC 
ATCTGCTTCGCCAGCAAGGAGGAGGACGCTTGCCACCTCATCATACCCCTGAGGGAGGTG 
ACCATTGTCGAAAAAGCTGACAGCTCCAGCGTGCTGCCCAGCCCCCTGTCCATCAGCACC 
AAAAGCAAAATGACATTCCTGTTTGCCAACCTGAAAGACCGTGATTTCTTGGTGCAGAGG 
ATCTCTGACTTCCTCCAGAAAACACCATCCAAGCAGCCAGGCAGTATCGGGAGCAGGAAA 
GCCAGTGTTGTGGACCCTAGCACAGAGTCTTCCCCAGCTCCTCAGGAGGGGTCGGAGCAG 
CCCGCCAGCCCAGCCTCTCCCCTCAGCAGCCGCCAGAGCTTCTGTGCGCAGGAGGCGCCA 
ACCGCATCCCAGGGCCTGCTGAAGCTCTTCCAGAAAAACTCGCCCATGGAGGACCTTGGA 
GCCAAGGGGGCCAAGGAGAAGATGAAAGAGGAGTCATGGCACATCCACTTCTTCGAGTAC 
GGGCGTGGCGTGTGCATGTACCGCACAGCCAAGACGCGGGCACTGGTCCTGAAGGGTATC 
CCTGAGAGCCTCCGGGGAGAGCTGTGGCTCCTCTTCTCCGGGGCCTGGAATGAGATGGTG 
ACTCACCCCGGGTACTATGCTGAGCTGGTGGAGAAGTCCACCGGGAAGTACAGCCTGGCC 
ACAGAGGAGATCGAGCGAGACCTGCACCGCTCCATGCCCGAGCACCCTGCCTTCCAGAAC 
GAGCTGGGGATTGCTGCCCTCCGGCGGGTGCTGACTGCCTATGCCTTCCGAAACCCCACC 
ATCGGCTACTGCCAGGCAATGAACATCGTGACCTCGGTGCTCCTGCTCTATGGCAGTGAG 
GAGGAGGCCTTCTGGCTCCTGGTGGCCCTGTGCGAGCGCATGCTGCCCGACTACTACAAC 
ACCAGGGTGGTGGGAGCCCTGGTGGACCAAGGCATCTTCGAAGAGCTCACGAGAGACTTC 
CTGCCGCAGCTCTCGGAGAAGATGCAGGACCTGGGGGTGATCTCCAGCATCTCGCTGTCC 
TGGTTCCTGACCCTCTTCCTCAGCGTCATGCCCTTCGAGAGCGCCGTGGTCATCGTCGAC 
TGCTTTTTCTATGAGGGCATCAAGGTGATCCTGCAGGTGGCCCTGGCCGTCCTGGACGCC 
AACATGGAGCAGCTGCTGGGCTGCAGCGACGAGGGCGAGGCCATGACCATGCTGGGCAGA 
TACCTGGATAATGTGGTCAACAAGCAGAGTGTCTCTCCTCCTATCCCGCACCTCCGTGCC 
TTGCTGAGCAGCAGCGATGACCCCCCTGCAGAGGTGGACATCTTTGAGCTCCTGAAAGTG 
TCCTATGAGAAATTCAGCAGCCTGAGGGCCGAAGACATTGAGCAGATGCGGTTTAAACAG 
AGGCTGAAAGTGATCCAGTCCTTGGAGGACACGGCCAAGAGGAGTGTGGTCCGAGCTATA 
CCTGTGGACATTGGTTTCTCCATTGAAGAGCTGGAGGACCTTTACATGGTGTTTAAGGCC 
AAGCACCTGGCTAGCCAGTACTGGGGGTGCAGCCGCACAATGGCCGGCCGTCGGGACCCC 
AGCCTGCCCTACCTGGAGCAGTACCGGATTGATGCCAGCCAGTTCCGGGAACTCTTTGCC 
AGCCTGACACCCTGGGCCTGTGGCTCCCACACACCTCTGCTGGCAGGGCGCATGTTCAGG 
CTCCTGGACGAAAACAAGGACTCGCTGATCAACTTCAAGGAGTTCGTGACAGGGATGAGC 
GGGATGTACCACGGGGACCTGACAGAGAAGCTCAAGGTGCTCTACAAGCTACACCTTCCC 
CCAGCTCTGAGCCCAGAGGAAGCCGAGTCAGCCCTGGAGGCGGCCCATTATTTCACAGAG 
GACAGCTCCTCAGAAGCATCTCCTCTGGCCTCAGATCTGGATCTTTTCCTGCCCTGGGAG 
GCTCAAGAAGCACTACCACAGGAAGAGCAAGAAGGAAGTGGAAGTGAGGAGAGAGGAGAG 
GAGAAGGGGACCAGCTCTCCGGACTATCGGCACTACCTTCGAATGTGGGCCAAGGAGAAA 
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GAGGCTCAGAAGGAGACGATTAAGGATCTTCCCAAGATGAACCAGGAGCAGTTCATTGAG 

CTGTGCAAGACGCTTTACAACATGTTCAGTGAAGACCCCATGGAGCAGGACCTGTACCAC 

GCCATCGCCACCGTGGCCAGCCTCCTGCTCCGCATCGGAGAGGTGGGGAAGAAGTTCTCA 

GCCCGCACAGGCAGGAAGCCCAGGGACTGTGCCACTGAGGAGGACGAGCCACCAGCACCC 

GAACTGCATCAGGACGCAGCCAGGGAGCTTCAGCCCCCAGCTGCAGGAGACCCCCAAGCC 

AAAGCAGGCGGAGACACACACCTCGGAAAAGCCCCACAGGAGAGCCAGGTGGTGGTGGAG 

GGGGGCAGCGGCGAGGGACAGGGCTCACCCTCCCAGCTGCTGTCTGACGATGAAACCAAA 

GACGACATGTCCATGTCCTCCTACTCGGTGGTCAGCACGGGCTCCCTGCAATGTGAAGAC 

CTTGCAGACGACACGGTGCTGGTGGGCGGGGAGGCCTGCAGCCCCACAGCGCGCATCGGC 

GGCACCGTCGACACCGACTGGTGCATCTCCTTTGAGCAGATCCTGGCCTCCATCCTGACG 

GAGTCCGTGCTGGTGAACTTCTTTGAGAAGAGAGTGGACATTGGACTCAAGATCAAGGAC 

CAAAAGAAAGTGGAGAGACAGTTCAGCACCGCCAGTGACCATGAGCAGCCTGGAGTTTCC 

GGCTGATGCCTGCAGCTGTGAGGCCTGGCCCAAGGTGTCATCAGTGGGGCTGGCCTCATC 

TCCTCCTGCCTTTCCTCCCTTATCAGTTTCTCTTTAAAGGTGTGCCCCTCCTGCTCTCCC 

AGGAGCAGTGAGTTGTGAGTGGAAAGAAGGCTGGTGCAGACCCAGCTGCCTTAGACAGAT 

TCCCTGGGCCTGCATCTCCTGGCGCCGGCTGCTTCTGGGCCCAGGAAGAGGCTGTGGCTC 

CCACCTTCCTTACACCTGGTGGGAGCCCGCCTCGCACCAGCTGCACCTGCCTAGCATTAC 

AGGCTCTCAGATCTGCCCTTGCTTGCCTCATACCTCTGTGCTCCACACTGCGGCCAGGCC 

AGCTGAGTCCCTCGATCCGTGGATGCTTTCCTGCAGCTATGTGGTATGGGGGTCATTCCT 

GCCTCTTGGCACCAGGTTGGGGGGCATGTGCTTGTTGGGCACCAAAGTGATGGAACCCTC 

AGGTGCTCTCCGGGAGCCTGAACCTCCTGACTGAGGAACATGGGCAGAACATGTTTATTG 

CACAGAGTGGGCGCTGCGCACAGGCGTGGCTGTACACGTGCTCTCAGCTCATCATCCTTT 

CCAGTAACTTTAAAAAAACATCCCTCAGGTCCTGATATATTTCCTTGGATTCATTTCACT 

TGGCTAGAAATTACACTGTGCTCAATGCCTTAATAAATCCCTG 

Gene 241. >ENST00000274620 cDNA sequence 

CGGCAGGCATTCGAGGCGGACAGAAACGGGGCTTGGCGCCCCCCGCGTGCACGTGTGCTA 

GCCCAGGCAGGAGGGAGCGCCTCGGCGGAGGAGTCAAGGAAGAGGGGGAGGGAGAAACGC 

GCCAGAACCTCGGCCCGGGCGCCCTCGTCGGCCGCGGAGGAGCTGCAGCCTCCAACAGGA 

AGGTGTGGTCCCTGCCATGCTATCTGCTCTGCTCAGCGACTGAAGGTGCCCGCATCCCAG 

CTCTGCCAGGAAGCAAAGGTTGTCACATCTTCCCAAGCCAGGCCAGCCAGGAGCGCTGCA 

TGCAAATTCTGCCGTGGGCTAAGGCACGCTAACCAGAGCCGGCGGCATGGACTTCGTCAT 

GAAGCAGGCCCTTGGAGGGGCCACAAAGGACATGGGGAAGATGCTGGGGGGAGAGGAGGA 

GAAGGACCCCGACGCGCAGAAAAAGGAGGAGGAGCGGCAGGAGGCGCTGCGGCAGCAGGA 

GGAGGAGCGTAAGGCCAAGCACGCGCGCATGGAGGCGGAGCGGGAGAAGGTCCGGCAGCA 

GATCCGAGATAAGTATGGGCTGAAGAAGAAGGAGGAGAAGGAAGCAGAGGAGAAAGCAGC 

CCTGGAGCAGCCCTGCGAGGGGAGCCTGACCCGGCCCAAGAAGGCCATCCCTGCGGGCTG 

CGGGGACGAGGAGGAGGAGGAAGAGGAGAGCATCCTGGACACGGTGCTCAAATACCTGCC 

CGGGCCGCTGCAGGACATGTTCAAGAAGTAACCAGGCCTCCTGCCCCAGCCTACTCCACC 

TGTTACTACTTCTTTTTGGTTCTTTCTTTTCTTTTTATTAGGTTAAGTCTCAATTCTGAA 

GGGGAAAACCTCAGTTGGCCTCTGCCCCTCTTCCCTGGCCAGGGGCTTCTCCCCCTCAGC 

TCTCCCTCACACCTCCCTTCATCCCAGGGTATCC 

Gene 242. >ENST00000231229 cDNA sequence 

AGAACAGCGCAGTTTGCCCTCCGCTCACGCAGAGCCTCTCCGTGGCTTCCGCACCTTGAG 
CATTAGGCCAGTTCTCCTCTTCTCTCTAATCCATCCGTCACCTCTCCTGTCATCCGTTTC 
CATGCCGTGAGGTCCATTCACAGAACACATCCATGGCTCTCATGCTCAGTTTGGTTCTGA 
GTCTCCTCAAGCTGGGATCAGGGCAGTGGCAGGTGTTTGGGCCAGACAAGCCTGTCCAGG 
CCTTGGTGGGGGAGGACGCAGCATTCTCCTGTTTCCTGTCTCCTAAGACCAATGCAGAGG 
CCATGGAAGTGCGGTTCTTCAGGGGCCAGTTCTCTAGCGTGGTCCACCTCTACAGGGACG 
GGAAGGACCAGCCATTTATGCAGATGCCACAGTATCAAGGGAGGACAAAACTGGTGAAGG 
ATTCTATTGCGGAGGGGCGCATCTCTCTGAGGCTGGAAAACATTACTGTGTTGGATGCTG 
GCCTCTATGGGTGCAGGATTAGTTCCCAGTCTTACTACCAGAAGGCCATCTGGGAGCTAC 
AGGTGTCAGCACTGGGCTCAGTTCCTCTCATTTCCATCACGGGATATGTTGATAGAGACA 
TCCAGCTACTCTGTCAGTCCTCGGGCTGGTTCCCCCGGCCCACAGCGAAGTGGAAAGGTC 
CACAAGGACAGGATTTGTCCACAGACTCCAGGACAAACAGAGACATGCATGGCCTGTTTG 
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ATGTGGAGATCTCTCTGACCGTCCAAGAGAACGCCGGGA6CATATCCTGTTCCATGCGGC 

ATGCTCATCTGAGCCGAGAGGTGGAATCCAGGGTACAGATAGGAGATACCTTTTTCGAGC 

CTATATCGTGGCACCTGGCTACCAAAGTACTGGGAATACTCTGCTGTGGCCTATTTTTTG 

GCATTGTTGGACTGAAGATTTTCTTCTCCAAATTCCAGTGTAAGCGAGAGAGAGAAGCAT 

GGGCCGGTGCCTTATTCATGGTTCCAGCAGGGACAGGATCAGAGATGCTCCCACATCCAG 

CTGCTTCTCTTCTTCTAGTCCTAGCCTCCAGGGGCCCAGGCCCAAAAAAGGAAAATCCAG 

GCGGAACTGGACTGGAGAAGAAAGCACGGACAGGCAGAATTGAGAGACGCCCGGAAACAC 

GCAGTGGAGGTGACTCTGGATCCAGAGACGGCTCACCCGAAGCTCTGCGTTTCTGATCTG 

AAAACTGTAACCCATAGAAAAGCTCCCCAGGAGGTGCCTCACTCTGAGAAGAGATTTACA 

AGGAAGAGTGTGGTGGCTTCTCAGAGTTTCCAAGCAGGGAAACATTACTGGGAGGTGGAC 

GGAGGACACAATAAAAGGTGGCGCGTGGGAGTGTGCCGGGATGATGTGGACAGGAGGAAG 

GAGTACGTGACTTTGTCTCCCGATCATGGGTACTGGGTCCTCAGACTGAATGGAGAACAT 

TTGTATTTCACATTAAATCCCCGTTTTATCAGCGTCTTCCCCAGGACCCCACCTACAAAA 

ATAGGGGTCTTCCTGGACTATGAGTGTGGGACCATCTCCTTCTTCAACATAAATGACCAG 

TCCCTTATTTATACCCTGACATGTCGGTTTGAAGGCTTATTGAGGCCCTACATTGAGTAT 

CCGTCCTATAATGAGCAAAATGGAACTCCCATAGTCATCTGCCCAGTCACCCAGGAATCA 

GAGAAAGAGGCCTCTTGGCAAAGGGCCTCTGCAATCCCAGAGACAAGCAACAGTGAGTCC 

TCCTCACAGGCAACCACGCCCTTCCTCCCCAGGGGTGAAATGTAGGATGAATCACATCCC 

ACATTCTTCTTTAGGGATATTAAGGTCTCTCTCCCAGATCCAAAGTCCCGCAGCAGCCGG 

CCAAGGTGGCTTCCAGATGAAGGGGGACTGGCCTGTCCACATGGGAGTCAGGTGTCATGG 

CTGCCCTGAGCTGGGAGGGAAGAAGGCTGACATTACATTTAGTTTGCTCTCACTCCATCT 

GGCTAAGTGATCTTGAAATACCACCTCTCAGGTGAAGAACCGTCAGGAATTCCCATCTCA 

CAGGCTGTGGTGTAGATTAAGTAGACAAGGAATGTGAATAATGCTTAGATCTTATTGATG 

ACAGAGTGTATCCTAATGGTTTGTTCATTATATTACACTTTCAGT 

Gene 243. >ENST00000330037 cDNA sequence 

GA.GCAGAAAACCAATGCTGTTAAGAAATTACATAAATGTGATGAATGTGGGAAATCCTTC 
AAATATAATTCCCGCCTTGTTCAACATAAAATTATGCACACTGGGGAAAAGCGCTATGAA 
TGTGATGACTGTGGAGGGACTTTCCGGAGCAGCTCGAGCCTTCGGGTCCACAAACGGATC 
CACACTGGGGAGAAGCCGTACAAGTGTGAGGAATGTGGGAAAGCCTACATGTCCTACTCC 
AGCCTTATAAACCACAAAAGCACCCATTCTGGGGAGAAGAACTGTAAATGTGATGAATGT 
GGAAAATCCTTCAATTATAGCTCTGTTCTGGACCAGCATAAAAGGATCCACACTGGGGAG 
AAGCCCTATGAATGTGGTGAGTGTGGGAAGGCCTTCAGGAACAGCTCTGGGCTCAGAGTC 
CACAAAAGGATCCACACGGGGGAGAAGCCCTATGAATGCGACATCTGTGGGAAAACCTTC 
AGTAACAGCTCTGGCCTTAGGGTCCATAAAAGGATCCACACAGGTGAGAAACCTTACGAA 
TGTGATGAGTGTGGGAAGGCCTTCATTACTTGTAGAACACTTCTCAACCATAAAAGCATC 
CACTTTGGAGATAAACCCTATAAATGTGATGAGTGTGAGAAATCTTTTAATTATAGCTCT 
CTTCTCATTCAGCATAAAGTCATCCACACTGGAGAGAAACCTTATGAATGTGATGAATGT 
GGGAAGGCTTTCAGGAACAGCTCAGGCCTCATAGTGCATAAAAGGATCCACACAGGAGAG 
AAACCTTACAAGTGTGATGTCTGTGGCAAAGCATTCAGCTATAGCTCAGGCCTCGCAGTC 
CATAAAAGCATTCACCCTGGGAAGAAAGCCCATGAATGTAAGGAGTGTGGGAAATCCTTT 
AGTTATAACTCACTACTTCTTCAACACAGAACTATTCATACCGGAGAGAGACCTTATGTA 
TGTGATGTGTGTGGGAAAACGTTCAGAAACAATGCAGGCCTCAAAGTCCACAGGAGGCTC 
CATACTGGGGAAAAACCATATAAGTGTGATGTGTGTGGGAAAGCCTATATCTCACGCTCT 
AGCCTTAAAAATCACAAAGGAATCCACCTTGGGGAGAAGCCCTATAAATGTAGCTATTGT 
GAGAAATCCTTCAACTACAGCTCTGCCCTTGAACAGCATAAAAGGATTCATACCAGGGAA 
AAACCCTTTGGGTGTGATGAGTGTGGTAAAGCTTTCAGAAATAATTCTGGCCTTAAAGTA 
CATAAACGAATCCACACTGGGGAACGACCTTACAAATGTGAAGAATGTGGGAAAGCATAC 
ATCTCTCTCTCGAGCCTTATAAATCATAAAAGTGTACACCCTGGGGAGAAGCCCTTTAAG 
TGTGACGAGTGTGGGAAGGCCTTCAGGAACAGCTCAGGCCTCACAGTGCATAAAAGGATC 
CACACAGGTGAGAAACCCTATGAATGTGATGAGTGTGGGAAGGCATACATCTCACACTCA 
AGTCTTATCAATCATAAAAGTGTCCACCAGGGGAAGCAGCCCTATAATTGTGAGTGTGGG 
AAATCCTTCAATTATAGATCAGTCCTTGACCAGCACAAAAGGATCCACACTGGAAAGAAG 
CCATACCGATGTAATGAGTGTGGTAAGGCTTTTAATATCAGATCAAATCTCACCAAGCAT 
AAAAGAACCCATACTGGAGAGGAA 
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Gene 244. >ENST00000302108 cDNA sequence 

GAGGATGAGGAACCAACTGAAGAATATGAAAA.TGTTGGAAATGCAGCATCTAAGTGGCCA 

AAAGTGGAGGATCCTATGCCTGAATCTAAGGTTGGTGACACATGTGTTTGGGATAGCAAG 

GTAGAGAATCAACAGAAAAAGCCTGTGGAAAACAGGATGAAGGAGGACAAAAGCAGCATC 

AGGGAAGCAATCAGCAAAGCCAAGAGTACAGCAAATATAAAGACAGAACAGGAAGGCAAA 

CGTGTGGAGAACATTAATGGAACCTCCTACCCTAGTCTACAGCAGAAAACCAATGCTGTT 

AAGAAATTACATAAATGTGATGAATGTGGGAAATCCTTCAAATATAATTCCCGCCTTGTT 

CAACATAAAATTATGCACACTGGGGAAAAGCGCTATGAATGTGATGACTGTGGAGGGACT 

TTCCGGAGCAGCTCGAGCCTTCGGGTCCACAAACGGATCCACACTGGGGAGAAGCCGTAC 

AAGTGTGAGGAATGTGGGAAAGCCTACATGTCCTACTCCAGCCTTATAAACCACAAAAGC 

ACCCATTCTGGGGAGAAGAACTGTAAATGTGATGAATGTGGAAAATCCTTCAATTATAGC 

TCTGTTCTGGACCAGCATAAAAGGATCCACACTGGGGAGAAGCCCTATGAATGTGGTGAG 

TGTGGGAAGGCCTTCAGGAACAGCTCTGGGCTCAGAGTCCACAAAAGGATCCACACGGGG 

GAGAAGCCCTATGAATGCGACATCTGTGGGAAAACCTTCAGTAACAGCTCTGGCCTTAGG 

GTCCATAAAAGGATCCACACAGTCATCCACACTGGAGAGAAACCTTATGAATGTGATGAA 

TGTGGGAAGGCTTTCAGGAACAGCTCAGGCCTCATAGTGCATAAAAGGATCCACACAGGA 

GAGAAACCTTACAAGTGTGATGTCTGTGGCAAAGCATTCAGCTATAGCTCAGGCCTCGCA 

GTCCATAAAAGCATTCACCCTGGGAAGAAAGCCCATGAATGTAAGGAGTGTGGGAAATCC 

TTTAGTTATAACTCACTACTTCTTCAACACAGAACTATTCATACCGGAGAGAGACCTTAT 

GTATGTGATGTGTGTGGGAAAACGTTCAGAAACAATGCAGGCCTCAAAGTCCACAGGAGG 

CTCCATACTGGGGAAAAACCATATAAGTGTGATGTGTGTGGGAAAGCCTATATCTCACGC 

TCTAGCCTTAAAAATCACAAAGGAATCCACCTTGGGGAGAAGCCCTATAAATGTAGCTAT 

TGTGAGAAATCCTTCAACTACAGCTCTGCCCTTGAACAGCATAAAAGGATTCATACCAGG 

GAAAAACCCTTTGGGTGTGATGAGTGTGGTAAAGCTTTCAGAAATAATTCTGGCCTTAAA 

GTACATAAACGAATCCACACTGGGGAACGACCTTACAAATGTGAAGAATGTGGGAAAGCA 

TACATCTCTCTCTCGAGCCTTATAAATCATAAA 

Gene 245. >ENST00000333055 cDNA sequence 

GGCTTTTGACTGACTGGATGTGGGAATGTTGTGGAAGACTTCTGGCCTGCCATTTCCTGA 

GAACGGGACTGCTGAGAGAGGAGCTGGGAGGAGCACTGCAAATTTCACTTTGGACACGTG 

AGTCAGAGAAATCTGCCTCCTGGGCCATGCCGCTTCTAAGGCCTGTTTCTTCTCATGAGC 

CCCAGCACAAGACAGATGGGCCAGTTCTCACAGTGGATAACTTCCCCTGCCTGAGCAAGA 

GATGGGATAGTATCTGGGATCTGTCCATCACCAGACTCTGAGCTTAATAAGGCAGCTGAA 

TGAAGGGAGGTAACGGACCCCTGAGAGGGGCACTGAAGTCTGCAGTGGGGGGGGAGGGGC 

CTGGACACACCCCTTCCCCCCCAGACTCCTCCCCGTCAGGGTCAGCTCAGCCATGGACTT 

TGGACCTGGATAAGAAGAGAGAAGCTGCACTTTGGTGGATCTGATTTGGGATTCTCAGTT 

TTGAAAATGGAGTGCTGAATGGGGATTTGATGATCTCCTGGAGAGCAACTGAGACAAGAG 

AAGAAAGGTGCATGGCTGCCTCCTAATCCCATAGTCCAGAGGAGGCATCCCTAGGACTGC 

GGGCAAGGGAGCCGGGCAAGCCCAGGGCAGCCTTGAACCGTCCCCTGGCCTGCCCTCCCC 

GGTGGGGGCCAGGATGCTGAAGAAGCAGTCTGCAGGGCTTGTGCTGTGGGGCGCTATCCT 
CTTTGTGGCCTGGAATGCCCTGCTGCTCCTCTTCTTCTGGACGCGCCCAGCACCTGGCAG 

GCCACCCTCAGTCAGCGCTCTCGATGGCGACCCCGCCAGCCTCACCCGGGAAGTGATTCG 
CCTGGCCCAAGACGCCGAGGTGGAGCTGGAGCGGCAGCGTGGGCTGCTGCAGCAGATCGG 
GGATGCCCTGTCGAGCCAGCGGGGGAGGGTGCCCACCGCGGCCCCTCCCGCCCAGCCGCG 
TGTGCCTGTGACCCCCGCGCCGGCGGTGATTCCCATCCTGGTCATCGCCTGTGACCGCAG 
CACTGTTCGGCGCTGCCTGGACAAGCTGCTGCATTATCGGCCCTCGGCTGAGCTCTTCCC 
CATCATCGTTAGCCAGGACTGCGGGCACGAGGAGACGGCCCAGGCCATCGCCTCCTACGG 
CAGCGCGGTCACGCACATCCGGCAGCCCGACCTGAGCAGCATTGCGGTGCCGCCGGACCA 
CCGCAAGTTCCAGGGCTACTACAAGATCGCGCGCCACTACCGCTGGGCGCTGGGCCAGGT 
CTTCCGGCAGTTTCGCTTCCCCGCGGCCGTGGTGGTGGAGGATGACCTGGAGGTGGCCCC 
GGACTTCTTCGAGTACTTTCGGGCCACCTATCCGCTGCTGAAGGCCGACCCCTCCCTGTG 
GTGCGTCTCGGCCTGGAATGACAACGGCAAGGAGCAGATGGTGGACGCCAGCAGGCCTGA 
GCTGCTCTACCGCACCGACTTTTTCCCTGGCCTGGGCTGGCTGCTGTTGGCCGAGCTCTG 
GGCTGAGCTGGAGCCCAAGTGGCCAAAGGCCTTCTGGGACGACTGGATGCGGCGGCCGGA 
GCAGCGGCAGGGGCGGGCCTGCATACGCCCTGAGATCTCAAGAACGATGACCTTTGGCCG 
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CAAGGGTGTGAGCCACGGGCAGTTCTTTGACCAGCACCTCAAGTTTATCAAGCTGAACCA 

GCAGTTTGTGCACTTCACCCAGCTGGACCTGTCTTACCTGCAGCGGGAGGCCTATGACCG 

AGATTTCCTCGCCCGCGTCTACGGTGCTCCCCAGCTGCAGGTGGAGAAAGTGAGGACCAA 

TGACCGGAAGGAGCTGGGGGAGGTGCGGGTGCAGTATACGGGCAGGGACAGCTTCAAGGC 

TTTCGCCAAGGCTCTGGGTGTCATGGATGACCTTAAGTCGGGGGTTCCGAGAGCTGGCTA 

CCGGGGTATTGTCACCTTCCAGTTCCGGGGCCGCCGTGTCCACCTGGCGCCCCCACTGAC 

GTGGGAGGGCTATGATCCTAGCTGGAATTAGCACCTGCCTGTCCTTCCTGGGCCCCTCCT 

TGCCACATCATGAGCTGAGGTGGGACCACAGTCCCCAGGCTGCATCGGCCTGCCTGTGTT 

TCCCTCTTAGGTGCATTTATCTTTTTGATTTTTCCGAGTGGCATTTAAGTGCACAAATGA 

TAACAAGAGGATTATTCTCCCGTTCTCAAGGGAGTCAGATCAGGGGAACTATTCTAGGGT 

ATGTTGCGGGGTATTAAGCAGGAAACCACTGTGTGGTGGGGGGCACTGGGCTTGTTGGGG 

CCAGAAATGTCCACGTCCTGAGCTTTCTCCTGGAGCATGTGCAGAGAGTTTGGCAACGTT 

CGCTCTCTTGACCAGACCCCTTCTCCCTGACCTGGCTCTTCCAGCCAGGGCACGAGCCCT 

CCTTCTATACCTGCTCCCCTTCCCCCAGTGGGGACTGAGTTATGGGAGAAGGGGACATAT 

TTGTGGCCAAAATGATACTAACCAAAGGGGCTTCCTTGTCAGGGCCTGGTGGAGTTGGTG 

GGTCATCGGGGCTCACTGCCTCCTGCCCTTCTCTCCTGTCTGACCCCCACTTAGCCCTTC 

TCTCCTTGCAGCCTAGCAGTTTATAGTTCTGAGATGGAAAGTTGAAGGGGGCAAGCAAGA 

CCTCTCCTCAGCCCATGCCCAGCTGTCAGGAGAGAGGTGCAGGGAGGAAGGCCTTGTGCT 

GGGACAACCTCTCTCTTGCCTTACCTCAGAGAGGGACTATGCCCTGACCCCTCCTTTCTG 

AAAATCAGTGCCCTCCCTGTTGCTCTAGGAGGCTCCTGCTGGCTTGGTAGAAGACAGAAT 

TCGATCTGCCTGTCCCTTTTTCCCCTGGGGTTTGACACACAGGCTCCTCTCAGCATGAGG 

TGGAGCAGTGACCAGGTGGAGCAGTGACCAGGACGCCTCTGGCCCAGTGCTGCCCAGCCT 

CCCCGCCCGCTCCCAGGCGCCCCATGTCCTCACAGGCCAGGACGCCATGGCAGGATGGAG 

AGGACTTGGTGGATTTTTGTTTCTTGCCTGACCTCAGTTTCATGAAAGAAAGTGGAAGCT 

ACAGAATTATTTTCTAAAATAAAGGCTGAATTGTCTG 

Gene 246. >ENST00000307826 cDNA sequence 

ATGCTGAAGAAGCAGTCTGCAGGGCTTGTGCTGTGGGGCGCTATCCTCTTTGTGGCCTGG 
AATGCCCTGCTGCTCCTCTTCTTCTGGACGCGCCCAGCACCTGGCAGGCCACCCTCAGTC 
AGCGCTCTCGATGGCGACCCCGCCAGCCTCACCCGGGAAGTCTTCCGGCAGTTTCGCTTC 
CCCGCGGCCGTGGTGGTGGAGGATGACCTGGAGGTGGCCCCGGACTTCTTCGAGTACTTT 
CGGGCCACCTATCCGCTGCTGAAGGCCGACCCCTCCCTGTGGTGCGTCTCGGCCTGGAAT 
GACAACGGCAAGGAGCAGATGGTGGACGCCAGCAGGCCTGAGCTGCTCTACCGCACCGAC 
TTTTTCCCTGGCCTGGGCTGGCTGCTGTTGGCCGAGCTCTGGGCTGAGCTGGAGCCCAAG 
TGGCCAAAGGCCTTCTGGGACGACTGGATGCGGCGGCCGGAGCAGCGGCAGGGGCGGGCC 
TGCATACGCCCTGAGATCTCAAGAACGATGACCTTTGGCCGCAAGGGTGTGAGCCACGGG 
CAGTTCTTTGACCAGCACCTCAAGTTTATCAAGCTGAACCAGCAGTTTGTGCACTTCACC 
CAGCTGGACCTGTCTTACCTGCAGCGGGAGGCCTATGACCGAGATTTCCTCGCCCGCGTC 
TACGGTGCTCCCCAGCTGCAGGTGGAGAAAGTGAGGACCAATGACCGGAAGGAGCTGGGG 
GAGGTGCGGGTGCAGTATACGGGCAGGGACAGCTTCAAGGCTTTCGCCAAGGCTCTGGGT 
GTCATGGATGACCTTAAGTCGGGGGTTCCGAGAGCTGGCTACCGGGGTATTGTCACCTTC 
CAGTTCCGGGGCCGCCGTGTCCACCTGGCGCCCCCACTGACGTGGGAGGGCTATGATCCT 
AGCTGGAATTAG 

Gene 247. >ENST00000261942 cDNA sequence 

GACGGGTCAGGAGCGTAGAGGCGGCGGCAAAATGGCGGCGCCTGAGGAGCGGGATCTAAC 
CCAGGAGCAGACAGAGAAGCTGCTGCAGTTTCAGGATCTCACTGGCATCGAATCTATGGA 
TCAGTGTCGCCATACCTTGGAACAGCATAACTGGAACATAGAGGCTGCTGTACAGGACAG 
ATTGAATGAGCAAGAGGGCGTACCTAGTGTTTTCAACCCACCTCCATCACGACCCCTGCA 
GGTTAATACAGCTGACCACAGGATCTACAGCTATGTTGTCTCAAGACCTCAACCAAGGGC 
AAGGCTGCTTGGATGGGGTTATTACTTGATAATGCTTCCATTCCGGTTTACCTATTACAC 
GATACTTGATATATTTAGGTTTGCTCTTCGTTTTATACGGCCTGACCCTCGCAGCCGGGT 
CACTGACCCCGTTGGGGACATTGTTTCATTTATGCACTCTTTTGAAGAGAAATATGGGAG 
GGCACACCCTGTCTTCTACCAGGGAACGTACAGCCAGGCACTTAACGATGCCAAAAGGGA 
GCTTCGCTTTCTTTTGGTTTATCTTCATGGAGATGATCACCAGGACTCTGATGAGTTTTG 
TCGCAACACACTCTGTGCACCTGAAGTTATTTCACTAATAAACACTAGGATGCTCTTCTG 



176/1290 



FIGURE 1 (CONT'D) 



GGCATGCTCTACAAACAAACCTGAGGGATACAGGGTCTCACAGGCTTTACGAGAGAACAC 
CTATCCATTCCTGGCCATGATTATGCTGAAGGATCGAAGGATGACTGTGGTGGGACGGCT 
AGAAGGCCTCATTCAACCTGATGACCTCATTAACCAACTGACATTTATCATGGATGCTAA 
CCAGACTTACCTGGTGTCAGAACGCCTAGAAAGGGAAGAAAGAAACCAGACCCAAGTGCT 
GAGACAACAGCAGGATGAGGCCTACCTGGCCTCTCTCAGAGCTGACCAGGAGAAAGAAAG 
AAAGAAACGGGAGGAGCGGGAGCGTAAGCGGCGGAAGGAGGAGGAGGTGCAACAGCAAAA 
GTTGGCAGAGGAGAGACGGCGGCAGAATTTACAGGAGGAAAAGGAAAGGAAGTTGGAATG 
CCTGCCCCCTGAACCTTCCCCTGATGACCCTGAAAGTGTCAAGATCATCTTCAAATTACC 
TAATGATTCTCGAGTAGAGAGACGATTCCACTTTTCACAGTCTCTAACAGTAATCCACGA 
CTTCTTATTCTCCTTGAAGGAAAGCCCAGAAAAGTTTCAGATTGAAGCCAATTTTCCCAG 
GCGAGTGCTGCCCTGCATCCCTTCAGAGGAGTGGCCCAATCCCCCTACGCTACAGGAGGC 
CGGACTCAGCCACACAGAAGTTCTTTTTGTTCAGGACCTAACTGACGAATGACATTTTTT 
TCTTCCTGTCCCCTCCTACCCCAGTCCCTAAAAGAAATGGGGAAAAAAGAAAACAACAGC 
AAGTCAGAAAAAAAAAACAAGAGAGAGAAATTCATATTATTATTATTATTATAATACAAT 

GTCACAACCTGTGTGTGCGCGCAAGGTTAGCAACAAACGTACCCGCTTGGCAAGCCCACC 
CTTCCTGTGGCCTCTGTGCACGCACCTTCCAGTGAACAGAGACTCTTCACCTTCGACCCA 
TCCATTGTCCCAGCTGGGAAGGGGACATTCCCACTAGTTCTCATTCATTCTTGCTTTTAT 
GAAAAATAAAAGTGAAAAACCTCCATCAACCAGCTACTTGCAGCATCTCCTGAGGACTTG 
CTTCTCCTGCCTCTGGGGAAGAGAGGGAAGAGAAAGCACAGAGCAGAGAAGCAGAGATGT 
TCCTTGAACTGCCCACAAGTTTTCAATAACTTTTATTTCTGTTTTGTAATGACCAAAGGA 
ATGAGGCTGACATAGGTATATATATATATTTTTTTCCTTTATTTGATAAAGAGCCAATTC 
TTTAAACCCATGAGTTTATGCCCTGGGCTCCTTAGCCCACAATAGTGTAATAAAAGTGCC 
CCGGGCTGGTTTGTGCTTATTTCTGCCATTGTCCCTCTCACGTTCCCAGAGAGGTCATTC 
TTTTTGGTCCAACTCTTGCTGTCCTTTCTTACCACCTGTGCACCCCACTTGGAGCAGTGG 
GAGGAAATCTGGGTTTGTGGCCCCACAAAGGCTGTATATGTAAAGATACACCTATGTATG 
TGGTGGAACTCACCTTTACACACAACTGCAGCTTTTCCTTGGAGTCTGTACCAGGTGGTG 
GTTATGGGGTCTGAACCAAAGGATAGCAGCTCTTCATTCCTCTTCTGACATGTGCATGCT 
GCTCCCCCCAGCCCTGGGCTTTCCTGAATTGCCAAGCCTGGTGCCTTTCCAAAGGACTAG 
CAGGGCCTGTGGTGGAGCCAGCAGAACCACAGGAGAGTGCCCTGCCTGTCTCAGTGGAAG 
TGTATTATTGTTTTAAGGATAGAACCAGAGGCCTTGAAGGGAGCCAAGACAGAACTCCCA 
GCCTGTGTAATCTATTGGAAGGCACATTTTCATTTCTGATGCAGCCACCTTCTGGAGGCA 
GCTTTTATCCTTTCTCTCTATTGCTATGTTGAAGTAATAGGGTTTTTTTTAACCTCTGGA 
TGTCTCGTCTGTGGTTGAGTTTATGGTAATGGGTACATGGGTCAGGCCATGTATTAACAG 
ATGCCAGTGCGCTCTGACAAGTATTCCAAAGTGTTCTGTAGCTAGACTGGTGCAGGCTCG 
TTGTACCACTGCAACCGACTGACGTTACTGTAGTTCCTAGAATGCTGTGAGGGCGGGGGG 
TTCAGATCAACATAAAGCCTAACTTGCTGGAGTTGTAGTCTCAAGGCTTTCTCTCTTGCT 
TAACTAAAACCTAAGGACCACTGTTTTTGGTAGCAATTATATGGTTACTATCCACTGCAG 
TCCTCAGTTGTTGGGGTAAATCCCACATGGCAGAGTAAGGCACCCCACAGAAATTAACTT 
GGAGAGCCTGAGAAATTCCCAGTGGCCTTGGCATAGCTGTCTAGAACACCATCTCTAGGA 
AAATTTAATTCTGTCCCTGGCCAGCTATTGTTCTTCCACTTCGTTTTCTGCTGTCCCAAG 
GCCAGATGAGTGGAATCACCATCTGACTGCTGTCAATAAAATGTATCTGGCGTGAACAGC 
AGGATAACCCATGTTCTCCACATAAGGATAACCTTACGTGAAACCTTCCTGCTGACAACC 
ATGCAGAGGAATTTTTCCACTTAAGTCAGAGCCTTCCTCCCCATCTGGAATTCACAGCTG 
TTCCCTGGCAGCACACAGGAGGGTATTAAGGACCTTTGTGAGGCTAGGTACACTGTCCAC 
ACCTCTTTGGGGAAGTTACGATTTTTTTTTTCCATCATAATTCAGTCTCTTCTTATTCTA 
CAGTGTGCACTTTATGCCTCTCGCCTTTTGATAATAGTTGTTCAGTGAAGGAAGTCAGCT 
GCCAGAATATTAAGAAGGGTCTCCCTTTATGTCAGTACAACTGTTAGGGCGGCCTTCCCA 
TTTACTTTAGGTTTCAAGAGGATTCACCGGAAGCACATGCCCCGGTCTAGTCCCATTTGA 
AACAGTTCTGCTTTACTGAGACCCTAGGCCGGTCTCCTTGCTGACCCTAGCGCTGCTGCC 
TAGGTGCCATTTCCTTTCCTCCTCAGTCAAATACAGGCTGCACATTTTGTCACTTAATGC 
CAGTACAATCTGTGTTACTCCTAAGGACTTTTGGGATTTTGATGAGACCTGCGAGGGAGA 
AGACACTGAGAAGCCAGTGATCTGCAAGCATTTGCTCTTGTTTCCACATCACCTCTGGGA 
TATTTCAGCTGTTGTTTCCAAATGGCAAATCATCAACTAAAAGCACTTGTTTCAAGTTTT 
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GTTCTGCACTCCCACGACTGAAGTTGTAGATTGAGCTGAATAACCATGGGAAGTGACCAA 
GCAAAGACACTCGATTGGAGTCAGTTGAATATTTGTACCCTCAGTGGAGCCCTTCTGGTC 
TTTTCTTCCACTTCTGCAGAATTTCCTCTAGCAAATACTTCTTTCTCCTTGCTTGCCTCC 
ACCATGATATTTGAATAAGAGATGGCCAGAGGATAACACTTGTCTCTTAAAAACTAAGCT 
AAAAAGAACCTAGAACCTTCAATTGAGCAGTTGTGAAAATTGCTAATGGTGCCAAGGCCA 
AGCAAAGAGTTTCAGAAAATGACTGAGAAGGAGCGATAACCCCCAGAATGCAAAATCAGG 

TGTGAGGAACACAGCAACGGAAATCCATCCACAAAGGATGCAGTGCCCCAACTTGTACTG 
CGCCTGAATAGTCATGTGATAATTTACTGAAGAAATCTAGTGTACTTTAAATTTTTTTCA 
TAAAAGTTTACATTGTATTGTAGGTTAACATTAAATGTTTTATAGCAAAAACTTC 
Gene 248. >ENST00000274811 cDNA sequence 

ATCAAATGTGGGGTTTGTTACATTCCGCTGCCGCCGCGGACAGTTCTTAAAGGGCCAGCC 
GCCGGCTGCCGCGCAGACCCAGCTGCGTCCTGCGCCGCCTCCCGCTCCCTGAGGGCCTGG 
GCCGAGAGAGACTGATCGCGCGTGGGCCTCGCGAGGCAGACGCCGTCGGGCGGACAACAA 
AGAGAGAGGCCCCGGAAGGAGCCGGGCTGCCCCCGGACCCGGGGGTGGGGAGGGGAGCAC 
ATTGTTCCGCAGGGCGGGAGCTCTTAAAGGATCCAGACAGGCACCCCCCCCCTCCCCCGC 
CCCCTGCCCAGTTTGGCCGTCCTAGATCGGGAACAAAGGAGTCAACGTGTGGCCGGGCGG 
CCAAAGGGTTGTGAGTCCCGGCCCAGCCCCTCCACCCCCCTGCCCCCCCGATGCGACCAT 
GGGCTCTGGCAGTGACTAGGTGGCCACCCTCCGCCCCCGTGGGCCAGCGGCGATTCTCTG 
CGGGACCTGGCAGCACCCCGGGCCAGCTCTGGGGAAGCCCTGGCCTCGAGGGCCCCCTGG 
CCAGCCCGCCTGCCCGGGATGAGCGCTTACCCTCCCAGCAGCCGCCGTCCCGACCTCCAC 
ACCTCCCCGTAGAGGAGCGCCGAGCCTCGGCTCCTGCCGGCGGGAGCCCCCGAATGCTGC 
ACCCAGCCACCCAGCAGAGCCCGTTCATGGTTGATCTCCACGAGCAGGTGCACCAGGGAC 
CTGTCCCTCTGTCCTACACGGTCACCACAGTGACGACCCAAGGCTTCCCCTTGCCTACAG 
GCCAGCACATCCCTGGCTGCAGTGCCCAGCAGCTCCCAGCATGCTCCGTGATGTTCAGTG 
GGCAGCATTACCCCCTCTGCTGCCTCCCGCCCCCGCTTATCCAGGCGTGCACCATGCAGC 
AGCTGCCTGTGCCCTATCAGGCCTACCCCCACCTCATCTCCAGTGACCACTACATCCTGC 
ACCCCCCACCACCGGCCCCACCCCCCCAGCCCACCCACATGGCGCCCCTGGGGCAGTTTG 
TGTCTCTGCAGACCCAGCACCCTCGGATGCCCCTCCAGCGGCTCGACAACGACGTGGACC 
TGCGTGGGGACCAGCCCTCCCTGGGCAGCTTCACCTACTCCACCTCTGCGCCTGGCCCAG 
CCCTTTCCCCGTCGGTGCCCCTGCACTACCTGCCCCACGATCCGCTGCACCAGGAGCTGT 
CCTTTGGTGTGCCATATTCTCACATGATGCCACGGAGACTGAGCACCCAGAGATACCGCC 
TGCAGCAGCCACTGCCCCCGCCGCCCCCACCCCCACCCCCACCACCCTACTACCCCAGCT 
TCCTGCCCTACTTCCTCTCGATGCTGCCAATGTCACCAACAGCAATGGGGCCCACCATCA 
GCCTGGACCTGGACGTGGATGATGTGGAGATGGAGAACTATGAGGCCCTCCTGAACCTGG 
CCGAGCGGCTGGGAGATGCCAAGCCCCGGGGTCTCACCAAAGCAGACATAGAGCAGCTCC 
CGTCGTACCGCTTTAACCCGGACAGCCATCAGTCGGAGCAGACGCTGTGTGTGGTCTGCT 
TCAGTGACTTCGAGGCGCGGCAGCTGCTCCGAGTCCTCCCCTGCAACCATGAGTTCCACA 
CCAAGTGTGTTGACAAGTGGTTGAAGGCCAACCGGACGTGTCCCATCTGCCGGGCCGACG 
CCTCCGAGGTGCCCAGGGAGGCTGAGTGAGGCCACGCAGCCGCCTGCCCGGGAGAACCCT 
GCCTGAAGCTCTGGAAACTTGTGGGTGGGGCCCAGGGAGGATGGGGAGGGAGTGGCCCAG 
GCCTGCCCCTTCGCTCCTGCCTGCATTTCCAGAGCTGGTGCCAGGGTCAGCCCAGCGAGG 
AGTCCCTGCAATAAGCCCCTGCATTTGCCAAGCTCCAAAGACTCCCTCCCTAGTCTGCCT 
GCCTGCCCGCCCGCCACGGAGCTGCCTGAGTGTCCCTGATCGGGTCTCCCTCCTGTGCAC 
CCTCAGGTCCCTCCTTTTCCTGCTGGCACTGAGTGCCAGGGGTCCGCTCCCTCAGTGGGG 
CCGGTGGAGATCCTTGGCCCCAGGATGGGCAGACAGAGCACCATCCTGGGTCAGAAGGTC 
TCATGCTCTGAAATGGCGTGCCCTCTGCCCAGGTGGCACTGCCAGGTGCGTAGACAGACG 
GTGTCACGAGCCATTTCCTGAGCCCCAGGGCTGAATCCCCCCTCCTTGACCCCGAACAGT 
GAACTCAGGCAGCTGGCTCTGTGTTGGCTGCTGTGAGGGCTGAGTCTGGTTCCCTAGGGG 
ACCCTCATCCCAGGAACAACATTCCAGCCCCACCCTCAGGCTGGAGGGCGTCCCAGCCTA 
ATCCCGAGCTGGGGCACACGTATCCTGAGGGGCTTGGGCCATACGGGGAGAGGGAGCCCT 
GTGTTCCCGGTGGTTGTCCCTCCCAGGGATGCAGCCAGACCCGTGCCCAATCTCCTCTCC 
CTCTGTTGTTTTGCATGAACGTGAGGAGCAGCAGTTTTTGTTCATTCATTTGGCCCAAAA 
TCACGTGTAGGATTTGGGGATGTGGATATTTAAGACAATTTCTTTTTTCTTTTGGTTTAA 
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TAGGGGCGGGTATAGGGACCAACTGGGACCGAGTGCCCAGGGGGCCGAGCACGGTCATGC 
TGGCCGGCCTGCATGCATGCGTGTGCCGGGCTGGGCTGGGCGGCCGGCGGTCGTGGGGCA 
GGGTTGGGGGTCTGTGCTCAGCTGATAACTGCCATGCACTGTACTGCACACGTCCCTAGA 
GCCTACCGGGACCCGACGCTTTTCAGGGCATTTCTCCCTCCAGCCAGGGCCCAACTCCCA 
CCTGCCTGGGCGAATCTCCTCCAAGGAAGTCCCAGGAGGATGGGGACCAGGAAGGCTGTG 
GACCCCCATCTCCAGGGGGCCTTCCCAGCCTGATCCCTGTCCTCCAAGTTCTGGAGGAGG 
CCGCTGTAGGGTCTGGCTGAGCTTCCCACCCACTTTCCCTGGTCCCAATCCTTTCTTGTC 
CTATACCCAGCTGGGGTTGCTGCCCTGAACGAACTGCGTGTGGGGCCGGCACATCCTAGC 
AGGCAGCCCCTGGCGCCTGCTGCCTCAGGGATGCTCCAACCACCCTCGTTCTCCTCGCAG 
TGGCCCTGGCTCCCACCTCCCGCCCCAGCCTGCCGTGGGGCCCGTCAGCCTGGTCCCACC 
CCCATGGAGAACCCAAAGTCTTACTGTATATAACTCCAGGTGACGTTTCTATATTTATAG 
CAGTGTTGAAAACCCACGTGTTTTACACAGAACCACCCTCTCCAACCCCTCCCTTCCCGA 
CCCCAACAAAACGTTTTCAAACCCCTTACAGTTCCTGGGGCAGGCGGAAACAGGCTCACA 
GATTGTGTGTCGGCTGCAGCAGTGATTCCAACAAGCAGCTATTGGGGGGGAAACACAGCA 
TTTAAAAAGATCATCATTAAAAAACAAGATTTATACAACAATTACTTAGGATGTTTGTGA 
TCTGCCGACCTTGCTATAGATGCCATGTTACCAATGATTTCCTGTGGTGGGGGCTTGCCA 
TTGTTTACTCTCTTATTTACCAACTTCTGGCCTAGGCATGACAGTGGGCACCTTCCCCCA 
GCCCTGGCTGGGCCCAGCGCCTGTGTTCTGTGTTAGAAAGGTTTTATATATATATAAAAT 
TACATATATATGTAGAAATATATGTAATTTTGGGGGCCCTGTTCCTTGCACATTTTACAG 
TTACCTCATTTTTCCCATGTATGTATTTGAGAAAATGCTAATATATAGAGAAAAAAATGG 
TTCTTAAAGCTTAAATGTGTGGTTTTTTCCATTCCATGGGATTCACATTGGTTTGTAGCA 
TTTAACATAACTAGTATGTTGTATTATATATATGTGTATACTGATTGAAATTTTTAACAG 
ATTTGTACTTTTTTTAAAATGAAAGTTGCTAGTTCTGCTTGACCAAGTAGTGCAATCATT 
ATTTTTTTTAATATTGTTGCTGATTTCAGAGGGATATTCACTAATAAATGTATGATGTAT 
ACC 

Gene 249. >ENST00000057533 cDNA sequence 

ATGAGCGACAGTAAATGTGACAGTCAGTTTTATAGTGTGCAAGTGGCAGACTCAACCTTC 
ACTGTCCTAAAACGTTACCAGCAGCTGAAACCAATTGGCTCTGGGGCCCAAGGGATTGTT 
TGTGCTGCATTTGATACAGTTCTTGGGATAAATGTTGCAGTCAAGAAACTAAGCCGTCCT 
TTTCAGAACCAAACTCATGCAAAGAGAGCTTATCGTGAACTTGTCCTCTTAAAATGTGTC 
AATCATAAAAATATAATTAGTTTGTTAAATGTGTTTACACCACAAAAAACTCTAGAAGAA 
TTTCAAGATGTGTATTTGGTTATGGAATTAATGGATGCTAACTTATGTCAGGTTATTCAC 
ATGGAGCTGGATCATGAAAGAATGTCCTACCTTCTTTACCAGATGCTTTGTGGTATTAAA 
CATCTGCATTCAGCTGGTATAATTCATAGAGATTTGAAGCCTAGCAACATTGTTGTGAAA 
TCAGACTGCACCCTGAAGATCCTTGACTTTGGCCTGGCCCGGAGAGCGTGCACTAACTTC 
ATGATGACCCCTTACGTGGTGACACGGTACTACCGGGCGCCCGAAGTCATCCTGGGTATG 
GGCTACAAAGAGAACGTGGACATCTGGTCTGTCGGGTGCATCATGGCAGAAATGGTCCTC 
CATAAAGTCCTGTTCCCGGGAAGAGACTATATTGATCAGTGGAATAAAGTTATTGAGCAG 
CTGGGAACACCATCAGCAGAGTTCATGAAGAAACTTCAGCCAACTGTGAGGAATTATGTC 
GAAAACAGACCAAAGTATCCTGGAATCAAATTTGAAGAACTCTTTCCAGATTGGATATTC 
CCATCAGAATCTGAGCGAGACAAAATAAAAACAAGTCAAGCCAGAGATCTGTTATCAAAA 
ATGTTAGTGATTGATCCTGACAAGCGGATCTCTGTAGACGAAGCTCTGCGTCACCCATAC 
ATCACTGTTTGGTATGACCCCGCCGAAGCAGAAGCCCCACCACCTCAAATTTATGATGCC 
CAGTTGGAAGAAAGAGAACATGCAATTGAAGAATGGAAAGAGCTAATTTACAAAGAAGTC 
ATGGATTGGGAAGAAAGAAGCAAGAATGGTGTTGTAAAAGATCAGCCTTCAGATGCAGCA 
GTAAGTAGCAACGCCACTCCTTCTCAGTCTTCATCGATCAATGACATTTCATCCATGTCC 
ACTGAGCAGACGCTGGCCTCAGACACAGACAGCAGTCTTGATGCCTCGACGGGACCCCTT 
GAAGGCTGTCGATGA 

Gene 250. >ENST00000316123 cDNA sequence 

ATGAGCGACAGTAAATGTGACAGTCAGTTTTATAGTGTGCAAGTGGCAGACTCAACCTTC 
ACTGTCCTAAAACGTTACCAGCAGCTGAAACCAATTGGCTCTGGGGCCCAAGGGATTGTT 
TGTGCTGCATTTGATACAGTTCTTGGGATAAATGTTGCAGTCAAGAAACTAAGCCGTCCT 
TTTCAGAACCAAACTCATGCAAAGAGAGCTTATCGTGAACTTGTCCTCTTAAAATGTGTC 
AATCATAAAAATATAATTAGTTTGTTAAATGTGTTTACACCACAAAAAACTCTAGAAGAA 
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TTTCAAGATGTGTATTTGGTTATGGAATTAATGGATGCTAACTTATGTCAGGTTATTCAC 
ATGGAGCTGGATCATGAAAGAATGTCCTACCTTCTTTACCAGATGCTTTGTGGTATTAAA 
CATCTGCATTCAGCTGGTATAATTCATAGAGATTTGAAGCCTAGCAACATTGTTGTGAAA 
TCAGACTGCACCCTGAAGATCCTTGACTTTGGCCTGGCCCGGACAGCGTGCACTAACTTC 
ATGATGACCCCTTACGTGGTGACACGGTACTACCGGGCGCCCGAAGTCATCCTGGGTATG 
GGCTACAAAGAGAACGTTGATATCTGGTCAGTGGGTTGCATCATGGGAGAGCTGGTGAAA. 
GGTTGTGTGATATTCCAAGGCACTGACCATATTGATCAGTGGAATAAAGTTATTGAGCAG 
CTGGGAACACCATCAGCAGAGTTCATGAAGAAACTTCAGCCAACTGTGAGGAATTATGTC 
GAAAACAGACCAAAGTATCCTGGAATCAAATTTGAAGAACTCTTTCCAGATTGGATATTC 
CCATCAGAATCTGAGCGAGACAAAATAAAAACAAGTCAAGCCAGAGATCTGTTATCAAAA 
ATGTTAGTGATTGATCCTGACT^AGCGGATCTCTGTAGACGAAGCTCTGCGTCACCCATAC 
ATCACTGTTTGGTATGACCCCGCCGAAGCAGAAGCCCCACCACCTCAAATTTATGATGCC 
CAGTTGGAAGAAAGAGAACATGCAATTGAAGAATGGAAAGAGCTAATTTACAAAGAAGTC 
ATGGATTGGGAAGAAAGAAGCAAGAATGGTGTTGTAAAAGATCAGCCTTCAGATGCAGCA 
GTAAGTAGCAACGCCACTCCTTCTCAGTCTTCATCGATCAATGACATTTCATCCATGTCC 
ACTGAGCAGACGCTGGCCTCAGACACAGACAGCAGTCTTGATGCCTCGACGGGACCCCTT 
GAAGGCTGTCGATGA 

Gene 251. >ENST00000253778 cDNA sequence 

GGAATCTTTGCCTACATGAACTACAGAGTCCCCCGGACGAGGAAGGAGATCTTCGAAACC 
CTCATCAAGGGCCTGCAGCGGCTGGAGTACAGAGGCTACGACTCGGCAGGTGTGGCGATC 
GATGGGAATAATCACGAAGTCAAAGAAAGACACATTCAGCTGGTCAAGAAAAGGGGGAAA 
GTCAAGGCTCTCGATGAAGAACTTTACAAACAAGACAGCATGGACTTAAAAGTGGAGTTT 
GAGACACACTTCGGCATTGCCCACACGCGCTGGGCCACCCACGGGGTCCCCAGTGCTGTC 
AACAGCCACCCTCAGCGCTCAGACAAAGGCAACGAATTTGTTGTCATCCACAATGGGATC 
ATCACAAATTACAAAGATCTGAGGAAATTTCTGGAAAGCAAAGGCTACGAGTTTGAGTCA 
GAAACAGATACAGAGACCATCGCCAAGCTGATTAAATATGTGTTCGACAACAGAGAAACT 
GAGGACATTACGTTTTCAACGTTGGTCGAGAGAGTCATTCAGCAGTTGGAAGGTGCATTC 
GCGCTGGTTTTCAAGAGTGTCCACTACCCAGGAGAAGCCGTTGCCACACGGAGAGGCAGC 
CCCCTGCTCATCGGAGTCCGGAGCAAATACAAGCTCTCCACAGAACAGATCCCTATCTTA 
TACAGGACGTGCACTCTGGAGAATGTGAAGAATATCTGTAAGACACGGATGAAGAGGCTG 
GACAGCTCCGCCTGCCTGCATGCTGTGGGCGACAAGGCCGTGGAATTCTTCTTTGCTTCT 
GATGCAAGCGCTATCATAGAGCACACCAACCGGGTCATCTTCCTGGAGGACGATGACATC 
GCCGCAGTGGCTGATGGGAAACTCTCCATTCACCGGGTCAAGCGCTCGGCCAGTGATGAC 
CCATCTCGAGCCATCCAGACCTTGCAGATGGAACTGCAGCAAATCATGAAAGGCAGGTGT 
AACTTCAGTGCGTTTATGCAGAAGGAGATCTTCGAACAGCCAGAATCAGTTTTCAATACT 
ATGAGAGGTCGGGTGAATTTTGAAACCAACACAGTGCTCCTGGGTGGCTTGAAGGACCAC 
TTGAAGGAGATTCGACGATGCCGACGGCTCATCGTGATTGGCTGTGGAACCAGCTACCAC 
GCTGCCGTGGCTACGCGGCAAGTTTTGGAGGAACTGACTGAGCTTCCTGTGATGGTTGAA 
CTTGCTAGTGATTTTCTGGACAGGAACACACCTGTGTTCAGGGATGACGTTTGCTTTTTC 
ATCAGCCAGTCAGGCGAGACCGCGGACACCCTCCTGGCGCTGCGCTACTGTAAGGACCGC 
GGCGCTCTCACCGTGGGCGTCACCAACACCGTGGGCAGCTCCATCTCTCGCGAGACCGAC 
TGCGGCGTCCACATCAACGCAGGGCCGGAGATCGGCGTGGCCAGCACCAAGGCTTATACC 
AGTCAGTTCATCTCTCTGGTGATGTTTGGTTTGATGATGTCTGAAGACCGAATTTCACTA 
CAAAACAGGAGGCAAGAGATCATCCGTGGCTTGAGATCTTTACCTGAGCTGATCAAGGAA 
GTGCTGTCTCTGGAGGAGAAGATCCACGACTTGGCCCTGGAGCTCTACACGCAGAGATCG 
CTGCTGGTGATGGGGCGGGGCTACAACTATGCCACCTGCCTGGAAGGAGCCCTGAAAATT 
AAAGAGATAACCTACATGCACTCAGAAGGCATCCTGGCTGGGGAGCTGAAGCACGGGCCC 
CTGGCACTGATTGACAAGCAGATGCCCGTCATCATGGTCATTATGAAGGATCCTTGCTTC 
GCCAAATGCCAGAACGCCCTGCAGCAAGTCACGGCCCGCCAGGGTCGCCCCATTATACTG 
TGCTCCAAGGACGATACTGAAAGTTCCAAGTTTGCGTATAAGACAATTGAGCTGCCCCAC 
ACTGTGGACTGCCTCCAGGGCATCCTGAGCGTGATTCCGCTGCAGCTGCTGTCCTTCCAC 
CTGGCTGTTCTCCGAGGATATGACGTTGACTTCCCCAGAAATCTGGCCAAGTCTGTAACT 
GTGGAATGAGGCTGAGACCGTGACAAGACCATCACCACCTTTCATCTGATTCCAGACCTG 
TCCCAACAGCAGGGATGCTACATGGGAAGAGAAGTGGACATCCCACATGTTCTGCGTGCT 
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CCTGTAGAGCTTGACAGCTTCCACGTGCCTTCTACCCAAGTGCTTTTGCTTACAGCAGAT 

ACTGTTTCTCTGTGTCCTGAAGTCGCCAGAGGAGAAGGGAATCATTGTTTACACATGGGG 

ATCAGAGCAGACTTCTCCACTACTGTGCAATAGAGATACAGCTCTCTTCAGAGTAACTGT 

GAACCTTTTATAACCAACACTAGAGTTAGTTTTAAAAGACAAGATATTTATAATGACGAC 

TGTATAGCTTTTAAGTTATTTTTCTAGTATGTGGCTTTCTGTAGCCGTGGTAACGGCCAA 

ACTGTTCATCCTAGCTACCCATGCTCTGTGTCCAGGCTTGCTCCTGGCAGGTGGCATTCA 

TCTCAGATGTGAGCACAAGGCATTGGCCCTCTGGACTCCTTTCTCCTTTTCTTTCCTCTC 

TAGGCTGCTCCTGAATCCTGTTCTCTGACATCCGTGGAGCCCCTCCTGCATCCACCTATG 

CCTCCTATAAGTCCAGTTGAAATCTCAGCCTCCTTCAACATTTTCTTCTCGTGTGTGGCC 

CACATCCCTCCACTTCTCCAACTTCTGTTTAATCTGATCACGGCTCTTTTTAAGCCCTGG 

CAGCATTTTGGTCCCTGCTCCTTGCCCATAGTAAAACAGCTTGAAATATCCCATGCAAGA 

GAGTAGTTTCAAGTGGGCAACTCTGCTCTCTATTTAAAAGCGTGCACAATCAAAAGTACT 

ATGCAATTTTAGGACAATAAAGAACATACAGTTTTTTTGTGTG 

Gene 252. >ENST00000298507 cDNA sequence 

GCTGGCCCGGGAGGGGGCGCGGGGCACGGTTGATGCCGGCCCAGGATGGATCAGACCTGT 
GAACTACCCAGAAGAAATTGTCTGCTGCCCTTTTCCAATCCAGTGAATTTAGATGCCCCT 
GAAGACAAGGACAGCCCTTTCGGTAATGGTCAATCCAATTTTTCTGAGCCACTTAATGGG 
TGTACTATGCAGTTATCGACTGTCAGTGGAACATCCCAAAATGCTTATGGACAAGATTCT 
CCATCTTGTTACATTCCACTGCGGAGACTACAGGATTTGGCCTCCATGATCAATGTAGAG 
TATTTAAATGGGTCTGCTGATGGATCAGAATCCTTTCAAGACCCTGAAAAAAGTGATTCA 
AGAGCTCAGACGCCAATTGTTTGCACTTCCTTGAGTCCTGGTGGTCCTACAGCACTTGCT 
ATGAAACAGGAACCCTCTTGTAATAACTCCCCTGAACTCCAGGTAAAAGTAACAAAGACT 
ATCAAGAATGGCTTTCTGCACTTTGAGAATTTTACTTGTGTGGACGATGCAGATGTAGAT 
TCTGAAATGGACCCAGAACAGCCAGTCACAGAGGATGAGAGTATAGAGGAGATCTTTGAG 
GAAACTCAGACCAATGCCACCTGCAATTATGAGACTAAATCAGAGAATGGTGTAAAAGTG 
GCCATGGGAAGTGAACAAGACAGCACACCAGAGAGTAGACACGGTGCAGTCAAATCGCCA 
TTCTTGCCATTAGCTCCTCAGACTGAAACACAGAAAAATAAGCAAAGAAATGAAGTGGAC 
GGCAGCAATGAAAAAGCAGCCCTTCTCCCAGCCCCCTTTTCACTAGGAGACACAAACATT 
ACAATAGAAGAGCAATTAAACTCAATAAATTTATCTTTTCAGGATGATCCAGATTCCAGT 
ACCAGTACATTAGGAAACATGCTAGAATTACCTGGAACTTCATCATCATCTACTTCACAG 
GAATTGCCATTTTGTCAACCTAAGAAAAAGTCTACGCCACTGAAGTATGAAGTTGGAGAT 
CTCATCTGGGCAAAATTCAAGAGACGCCCATGGTGGCCCTGCAGGATTTGTTCTGATCCG 
TTGATTAACACACATTCAAAAATGAAAGTTTCCAACCGGAGGCCCTATCGGCAGTACTAC 
GTGGAGGCTTTTGGAGATCCTTCTGAGAGAGCCTGGGTGGCTGGAAAAGCAATCGTCATG 
TTTGAAGGCAGACATCAATTCGAAGAGCTACCTGTCCTTAGGAGAAGAGGGAAACAGAAA 
GAAAAAGGATATAGGCATAAGGTTCCTCAGAAAATTTTGAGTAAATGGGAAGCCAGTGTT 
GGACTTGCAGAACAGTATGATGTTCCCAAGGGGTCAAAGAACCGAAAATGTATTCCTGGT 
TCAATCAAGTTGGACAGTGAAGAAGATATGCCATTTGAAGACTGCACAAATGATCCTGAG 
TCAGAACATGACCTGTTGCTTAATGGCTGTTTGAAATCACTGGCTTTTGATTCTGAACAT 
TCTGCAGATGAGAAGGAAAAGCCTTGCGCTAAATCTCGAGCCAGAAAGAGCTCTGATAAT 
CCAAAAAGGACTAGTGTGAAAAAGGGCCACATACAATTTGAAGCACATAAAGATGAACGG 
AGGGGAAAGATTCCAGAGAACCTTGGCCTAAACTTTATCTCTGGGGATATATCTGATACG 
CAGGCCTCTAATGAACTTTCCAGGATAGCAAATAGCCTCACAGGGTCCAACACTGCCCCA 
GGAAGTTTTCTGTTTTCTTCCTGTGGAAAAAACACTGCAAAGAAAGAATTTGAGACTTCA 
AATGGTGACTCTTTATTGGGCTTGCCTGAGGGTGCTTTGATCTCAAAGTGTTCTCGAGAG 
AAGAATAAACCCCAACGAAGCCTGGTGTGTGGTTCAAAAGTGAAGCTCTGCTATATTGGA 
GCAGGTGATGAGGAAAAGCGAAGTGATTCCATTAGTATCTGTACCACTTCTGATGATGGA 
AGCAGTGACCTGGATCCCATAGAACACAGCTCAGAGTCTGATAACAGTGTCCTTGAAATT 
CCAGATGCTTTCGATAGAACAGAGAACATGTTATCTATGCAGAAAAATGAAAAGATAAAG 
TATTCTAGGTTTGCTGCCACAAACACTAGGGTAAAAGCAAAACAGAAGCCTCTCATTAGT 
AACTCACATACAGACCACTTAATGGGTTGTACTAAGAGTGCAGAGCCTGGAACCGAGACG 
TCTCAGGTTAATCTCTCTGATCTGAAGGCATCTACTCTTGTTCACAAACCCCAGTCAGAT 
TTTACAAATGATGCTCTCTCTCCAAAATTCAACCTGTCATCAAGCATATCCAGTGAGAAC 
TCGTTAATAAAGGGTGGGGCAGCAAATCAAGCTCTATTACATTCGAAAAGCAAACAGCCC 
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AAGTTCCGAAGTATAAAGTGCAAACACAAAGAAAATCCAGTTATGGCAGAACCCCCAGTT 
ATAAATGAGGAGTGCAGTTTGAAATGCTGCTCTTCTGATACCAAAGGCTCTCCTTTGGCC 
AGCATTTCTAAAAGTGGGAAAGTGGATGGTCTAAAACTACTGAACAATATGCATGA.GAAA 
ACCAGGGATTCAAGTGACATAGAAACAGCAGTGGTGAAACATGTTTTATCCGAGTTGAAG 
GAACTCTCTTACAGATCCTTAGGTGAGGATGTCAGTGACTCTGGAACATCAAAGCCATCA 
AAACCATTACTTTTCTCTTCTGCTTCTAGTCAGAATCACATACCTATTGAACCAGACTAC 
AAATTCAGTACATTGCTAATGATGTTGAAAGATATGCATGATAGTAAGACGAAGGAGCAG 
CGGTTGATGACTGCTCAAAACCTGGTCTCTTACCGGAGTCCTGGTCGTGGGGACTGTTCT 
ACTAATAGTCCTGTAGGAGTCTCTAAGGTTTTGGTTTCAGGAGGCTCCACACACAATTCA 
GAGAAAAAGGGAGATGGCACTCAGAACTCCGCCAATCCTAGCCCTAGTGGGGGTGACTCT 
GCATTATCTGGCGAGTTGTCTGCTTCCCTACCTGGCTTACTGTCCGACAAGAGAGACCTC 
CCTGCTTCTGGTAAAAGTCGTTCAGACTGTGTTACTAGGCGCAACTGTGGACGATCAAAG 
CCTTCATCCAAATTGCGAGATGCTTTTTCAGCCCAAATGGTAAAGAACACAGTGAACCGT 
AAAGCCTTAAAGACCGAGCGCAAAAGAAAACTGAATCAGCTTCCAAGTGTGACTCTTGAT 
GCTGTACTGCAGGGAGACCGAGAACGTGGAGGTTCATTGAGAGGTGGGGCAGAAGATCCT 
AGTAAAGAGGATCCCCTTCAGATAATGGGCCACTTAACAAGTGAAGATGGTGACCATTTT 
TCTGATGTGCATTTCGATAGCAAGGTTAAGCAATCTGATCCTGGTAAAATTTCTGAAAAA 
GGACTCTCTTTTGAAAACGGAAAAGGCCCAGAGCTGGACTCTGTAATGAACAGTGAGAAT 
GATGAACTCAATGGTGTAAATCAAGTGGTGCCTAAAAAGCGGTGGCAGCGTTTAAACCAA 
AGGCGCACTAAACCTCGTAAGCGCATGAACAGATTTAAAGAGAAAGAAAACTCTGAGTGT 
GCCTTTAGGGTCTTACTTCCTAGTGACCCTGTGCAGGAGGGGCGGGATGAGTTTCCAGAG 
CATAGAACTCCTTCAGCAAGCATACTTGAGGAACCACTGACAGAGCAAAATCATGCTGAC 
TGCTTAGATTCAGCTGGGCCACGGTTAAATGTTTGTGATAAATCCAGTGCCAGCATTGGT 
GACATGGAAAAGGAGCCAGGAATTCCCAGTTTGACACCACAGGCTGAGCTCCCTGAACCA 
GCTGTGCGGTCAGAGAAGAAACGCCTTAGGAAGCCAAGCAAGTGGCTTTTGGAATATACA 
GAAGAATATGATCAGATATTTGCTCCTAAGAAAAAACAAAAGAAGGTACAGGAGCAGGTG 
CACAAGGTAAGTTCCCGCTGTGAAGAGGAAAGCCTTCTAGCCCGAGGTCGATCTAGTGCT 
CAGAACAAGCAGGTGGACGAGAATTCTTTGATTTCAACCAAAGAAGAGCCTCCAGTTCTT 
GAAAGGGAGGCTCCGTTTTTGGAGGGCCCCTTGGCTCAGTCAGAACTTGGAGGTGGACAT 
GCTGAGTTGCCGCAGCTGACCTTGTCTGTGCCTGTGGCTCCGGAAGTCTCTCCACGGCCT 
GCCCTTGAGTCTGAGGAATTGCTAGTTAAAACGCCAGGAAATTATGAAAGTAAACGTCAA 
AGAAAACCAACTAAGAAACTTCTTGAATCCAATGATTTAGACCCTGGATTTATGCCCAAG 
AAGGGGGACCTTGGCCTTTCTAAAAAGTGCTATGAAGCTGGTCACCTGGAGAATGGCATA 
ACTGAATCTTGTGCCACATCTTATTCAAAAGATTTTGGTGGAGGCACTACCAAGATATTT 
GACAAGCCAAGGAAGCGAAAACGACAGAGGCATGCTGCAGCCAAGATGCAGTGTAAAAAA 
GTGAAAAATGATGACTCGTCAAAAGAGATTCCAGGCTCAGAGGGAGAACTAATGCCTCAC 
AGGACGGCCACAAGCCCCAAGGAGACTGTTGAGGAAGGTGTAGAACACGATCCCGGGATG 
CCTGCCTCTAAAAAAATGCAGGGTGAACGCGGTGGAGGAGCTGCACTCAAGGAGAATGTC 
TGTCAGAATTGTGAAAAATTGGGTGAGCTGCTGTTATGTGAGGCTCAGTGCTGTGGGGCT 
TTCCACCTGGAGTGCCTTGGATTGACTGAGATGCCAAGAGGAAAATTTATCTGCAATGAA 
TGTCGCACAGGAATCCATACCTGTTTTGTATGTAAGCAGAGTGGGGAAGATGTTAAAAGG 
TGCCTTCTACCCTTGTGTGGAAAGTTTTACCATGAAGAGTGTGTCCAGAAGTACCCACCC 
ACTGTTATGCAGAACAAGGGCTTCCGGTGCTCCCTCCACATCTGTATAACCTGTCATGCT 
GCTAATCCAGCCAATGTTTCTGCATCTAAAGGTCGGTTGATGCGCTGTGTCCGCTGTCCT 
GTGGCATACCACGCCAATGACTTTTGCCTGGCTGCTGGGTCAAAGATCCTTGCATCTAAT 
AGTATCATCTGCCCTAATCACTTTACCCCTAGGCGGGGCTGCCGAAATCATGAGCATGTT 
AATGTTAGCTGGTGCTTTGTGTGCTCAGAAGGAGGCAGCCTTCTGTGCTGTGATTCTTGC 
CCTGCTGCTTTTCATCGTGAATGCCTGAACATTGATATCCCTGAAGGAAACTGGTATTGC 
AATGACTGTAAAGCAGGCAAAAAGCCACACTACAGGGAGATTGTCTGGGTAAAAGTTGGA 
CGATACAGGTGGTGGCCAGCTGAGATCTGCCATCCTCGAGCTGTTCCTTCCAACATTGAT 
AAGATGAGACATGATGTGGGAGAGTTCCCAGTCCTCTTTTTTGGATCTAATGACTATTTG 
TGGACTCACCAGGCCCGAGTCTTCCCTTACATGGAGGGTGACGTGAGCAGCAAGGATAAG 
ATGGGCAAAGGAGTGGATGGGAGA.TATAAAAAAGCTCTTCAGGAAGCTGCAGCAAGGTTT 
GAGGAATTAAAGGCCCAAAAAGAGCTAAGACAGCTGCAGGAAGACCGAAAGAATGACAAG 
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AAGCCACCACCTTATAAACATATAAAGGTAAACCGTCCTATTGGCAGGGTACAGATCTTC 

ACTGCAGACTTATCTGAAATACCCCGTTGCAACTGTAAAGCTACTGATGAGAACCCCTGT 

GGGATAGACTCTGAATGCATCAACCGCATGCTGCTCTATGAGTGCCACCCCACAGTGTGT 

CCTGCCGGAGGGCGCTGTCAAAACCAGTGCTTTTCCAAGCGCCAATATCCAGAGGTTGAA 

ATTTTCCGCACATTACAGCGGGGTTGGGGTCTACGGACAAAAACAGATATTAAAAAGGGT 

GAATTTGTGAATGAGTATGTGGGTGAGCTTATAGATGAAGAAGAATGCAGAGCTCGAATT 

CGCTATGCTCAAGAACATGATATCACTAATTTCTATATGCTCACCCTAGACAAAGACCGA 

ATCATTGATGCTGGTCCCAAAGGAAACTATGCTCGGTTCATGAATCATTGCTGCCAGCCC 

AACTGTGAAACACAGAAGTGGTCTGTGAATGGAGATACCCGTGTAGGCCTTTTTGCACTA 

AGTGACATTAAAGCAGGCACTGAACTTACCTTCAACTACAACCTAGAATGTCTTGGGAAT 

GGAAAGACTGTTTGCAAATGTGGAGCCCCGAACTGCAGTGGCTTCTTGGGTGTAAGGCCA 

AAGAATCAACCCATTGCCACGGAAGAAAAGTCAAAGAAATTCAAGAAGAAGCAACAGGGA 

AAGCGCAGGACCCAGGGTGAAATCACAAAGGAGCGAGAAGATGAGTGTTTTAGTTGTGGG 

GATGCTGGCCAGCTCGTCTCCTGCAAGAAACCAGGCTGCCCAAAAGTTTACCACGCAGAC 

TGTCTCAATCTGACCAAGCGACCAGCAGGGAAATGGGAATGTCCGTGGCATCAGTGTGAC 

ATCTGCGGGAAGGAAGCAGCCTCCTTCTGTGAGATGTGCCCCAGCTCCTTTTGTAAGCAG 

CATCGAGAAGGGATGCTTTTCATTTCCAAACTGGATGGGCGTCTGTCTTGTACTGAGCAT 

GACCCCTGTGGGCCCAATCCTCTGGAACCTGGGGAGATCCGTGAGTATGTGCCTCCCCCA 

GTACCGCTGCCTCCAGGGCCAAGCACTCACCTGGCAGAGCAATCAACAGGAATGGCTGCT 

CAGGCACCCAAAATGTCAGATAAACCTCCTGCTGACACCAACCAGATGCTGTCGCTCTCC 

AAAAAAGCTCTGGCAGGGACTTGTCAGAGGCCACTGCTACCTGAAAGACCTCTTGAGAGA 

ACTGACTCCAGGCCCCAGCCTTTAGATAAGGTCAGAGACCTCGCTGGGTCAGGGACCAAA 

TCCCAATCCTTGGTTTCCAGCCAGAGGCCACTGGACAGGCCACCAGCAGTGGCAGGACCA 

AGACCCCAGCTAAGCGACAAACCCTCTCCAGTGACCAGCCCAAGCTCCTCACCCTCAGTC 

AGGTCCCAACCACTGGAAAGACCTCTGGGGACGGCTGACCCAAGGCTGGATAAATCCATA 

GGTGCTGCCAGCCCAAGGCCCC^GTCACTGGAGAAAACCTCAGTTCCCACTGGCCTGAGA 

CTTCCGCCGCCAGACAGACTGCTCATTACTAGCAGTCCCAAACCCCAGACTTCAGACAGG 

CCTACTGACAAACCCCATGCCTCTTTGTCCCAGAGACTCCCACCTCCTGAGAAAGTACTA 

TCAGCTGTGGTCCAGACCCTTGTAGCTAAAGAAAAAGCACTGAGGCCTGTGGACCAGAAT 

ACTCAGTCAAAAAATAGAGCTGCTTTGGTGATGGATCTCATAGACCTAACTCCTCGCCAG 

AAGGAGCGGGCAGCTTCACCTCATCAGGTCACACCACAGGCTGATGAGAAGATGCCAGTG 

TTGGAGTCAAGTTCATGGCCTGCCAGCAAAGGTCTGGGGCATATGCCGAGAGCTGTTGAG 

AAAGGCTGTGTGTCAGATCCTCTTCAGACATCTGGGAAAGCAGCAGCCCCTTCAGAGGAC 

CCCTGGCAAGCTGTTAAATCACTCACCCAGGCCAGACTTCTTTCTCAGCCTCCTGCCAAG 

GCCTTTTTATATGAGCCAACAACTCAGGCCTCAGGAAGAGCTTCTGCAGGGGCTGAGCAG 

ACCCCAGGGCCTCTTAGCCAATCCCCGGGCCTGGTGAAGCAGGCGAAGCAGATGGTCGGA 

GGCCAGCAACTACCTGCACTTGCCGCCAAGAGTGGGCAATCTTTTAGGTCTCTCGGGAAG 

GCCCCAGCCTCCCTCCCCACTGAAGAAAAGAAGTTGGTAACCACAGAGCAAAGTCCCTGG 

GCCCTGGGAAAAGCCTCATCACGGGCAGGGCTCTGGCCCATAGTGGCTGGACAGACACTG 

GCACAGTCTTGCTGGTCTGCTGGGAGCACACAGACATTGGCACAGACTTGCTGGTCTCTT 

GGAAGAGGGCAAGACCCCAAACCAGAGCAAAATACACTTCCAGCTCTTAACCAGGCTCCT 

TCCAGTCACAAGTGTGCAGAATCAGAACAGAAGTAGTACCAATCAATGTCACATGAACAA 

ACAAGCTGCCCCCAGGGTACCATTTGGGGAGGGGAAATCTTTTCTTTCTTTCCCCCTTAA 

AAAAAAACACATCTGCCCCGAACACTTTCCCACTGTTATTCTTTCCTCATATCCCAACAC 

TCAGAACTCTTGTGACATTAGCCAGTGGGGGCTTATGGTTGTGTGAACCATGTATGAAAA 

TCCAGTGGGCCCCAACCAAGGAGACAGACAGACTTGGGTCTCTTTCCCCCAACTTTTCCA 

CATGGTCATCGTGAAATAAAAAGTCCACTCTGGAGTC 

Gene 253. >ENST00000292408 cDNA sequence 

GGGCCGCTCGCGGCCACGCCGCCGTCGCGGGTACATTCCTCGCTCCCGGCCGAGGAGCGC 
TCGGGCTGTCTGCGGACCCTGCCGCGTGCAGGGGTCGCGGCCGGCTGGAGCTGGGAGTGA 
GGCGGCGGAGGAGCCAGGTGAGGAGGAGCCAGGTGAGCAGGACCCTGTGCTGGGCGCGGA 
GTCACGCAGGCTCGAGGAAGGCAGTTGGTGGGAAGTCCAGCTTGGGTCCCTGAGAGCTGT 
GAGAAGGAGATGCGGCTGCTGCTGGCCCTGTTGGGGGTCCTGCTGAGTGTGCCTGGGCCT 
CCAGTCTTGTCCCTGGAGGCCTCTGAGGAAGTGGAGCTTGAGCCCTGCCTGGCTCCCAGC 
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CTGGAGCAGCAAGAGCAGGAGCTGACAGTAGCCCTTGGGCAGCCTGTGCGTCTGTGCTGT 

GGGCGGGCTGAGCGTGGTGGCCACTGGTACAAGGAGGGCAGTCGCCTGGCACCTGCTGGC 

CGTGTACGGGGCTGGAGGGGCCGCCTAGAGATTGCCAGCTTCCTACCTGAGGATGCTGGC 

CGCTACCTCTGCCTGGCACGAGGCTCCATGATCGTCCTGCAGAATCTCACCTTGATTACA 

GGTGACTCCTTGACCTCCAGCAACGATGATGAGGACCCCAAGTCCCATAGGGACCCCTCG 

AATAGGCACAGTTACCCCCAGCAAGCACCCTACTGGACACACCCCCAGCGCATGGAGAAG 

AAACTGCATGCAGTACCTGCGGGGAACACCGTCAAGTTCCGCTGTCCAGCTGCAGGCAAC 

CCCACGCCCACCATCCGCTGGCTTAAGGATGGACAGGCCTTTCATGGGGAGAACCGCATT 

GGAGGCATTCGGCTGCGCCATCAGCACTGGAGTCTCGTGATGGAGAGCGTGGTGCCCTCG 

GACCGCGGGACATACACCTGCCTGGTAGAGAACGCTGTGGGCAGCATCCGCTATAACTAC 

CTGCTAGATGTGCTGGAGCGGTCCCCGCACCGGCCCATCCTGCAGGCCGGGCTCCCGGCC 

AACACCACAGCCGTGGTGGGCAGCGACGTGGAGCTGCTGTGCAAGGTGTACAGCGATGCC 

CAGCCCCACATCCAGTGGCTGAAGCACATCGTCATCAACGGCAGCAGCTTCGGAGCCGAC 

GGTTTCCCCTATGTGCAAGTCCTAAAGACTGCAGACATCAATAGCTCAGAGGTGGAGGTC 

CTGTACCTGCGGAACGTGTCAGCCGAGGACGCAGGCGAGTACACCTGCCTCGCAGGCAAT 

TCCATCGGCCTCTCCTACCAGTCTGCCTGGCTCACGGTGCTGCCAGAGGAGGACCCCACA 

TGGACCGCAGCAGCGCCCGAGGCCAGGTATACGGACATCATCCTGTACGCGTCGGGCTCC 

CTGGCCTTGGCTGTGCTCCTGCTGCTGGCCGGGCTGTATCGAGGGCAGGCGCTCCACGGC 

CGGCACCCCCGCCCGCCCGCCACTGTGCAGAAGCTCTCCCGCTTCCCTCTGGCCCGACAG 

TTCTCCCTGGAGTCAGGCTCTTCCGGCAAGTCAAGCTCATCCCTGGTACGAGGCGTGCGT 

CTCTCCTCCAGCGGCCCCGCCTTGCTCGCCGGCCTCGTGAGTCTAGATCTACCTCTCGAC 

CCACTATGGGAGTTCCCCCGGGACAGGCTGGTGCTTGGGAAGCCCCTAGGCGAGGGCTGC 

TTTGGCCAGGTAGTACGTGCAGAGGCCTTTGGCATGGACCCTGCCCGGCCTGACCAAGCC 

AGCACTGTGGCCGTCAAGATGCTCAAAGACAACGCCTCTGACAAGGACCTGGCCGACCTG 

GTCTCGGAGATGGAGGTGATGAAGCTGATCGGCCGACACAAGAACATCATCAACCTGCTT 

GGTGTCTGCACCCAGGAAGGGCCCCTGTACGTGATCGTGGAGTGCGCCGCCAAGGGAAAC 

CTGCGGGAGTTCCTGCGGGCCCGGCGCCCCCCAGGCCCCGACCTCAGCCCCGACGGTCCT 

CGGAGCAGTGAGGGGCCGCTCTCCTTCCCAGTCCTGGTCTCCTGCGCCTACCAGGTGGCC 

CGAGGCATGCAGTATCTGGAGTCCCGGAAGTGTATCCACCGGGACCTGGCTGCCCGCAAT 

GTGCTGGTGACTGAGGACAATGTGATGAAGATTGCTGACTTTGGGCTGGCCCGCGGCGTC 

CACCACATTGACTACTATAAGAAAACCAGCAACGGCCGCCTGCCTGTGAAGTGGATGGCG 

CCCGAGGCCTTGTTTGACCGGGTGTACACACACCAGAGTGACGTGTGGTCTTTTGGGATC 

CTGCTATGGGAGATCTTCACCCTCGGGGGCTCCCCGTATCCTGGCATCCCGGTGGAGGAG 

CTGTTCTCGCTGCTGCGGGAGGGACATCGGATGGACCGACCCCCACACTGCCCCCCAGAG 

CTGTACGGGCTGATGCGTGAGTGCTGGCACGCAGCGCCCTCCCAGAGGCCTACCTTCAAG 

CAGCTGGTGGAGGCGCTGGACAAGGTCCTGCTGGCCGTCTCTGAGGAGTACCTCGACCTC 

CGCCTGACCTTCGGACCCTATTCCCCCTCTGGTGGGGACGCCAGCAGCACCTGCTCCTCC 

AGCGATTCTGTCTTCAGCCACGACCCCCTGCCATTGGGATCCAGCTCCTTCCCCTTCGGG 

TCTGGGGTGCAGACATGAGCAAGGCTCAAGGCTGTGCAGGCACATAGGCTGGTGGCCTTG 

GGCCTTGGGGCTCAGCCACAGCCTGACACAGTGCTCGACCTTGATAGCATGGGGCCCCTG 

GCCCAGAGTTGCTGTGCCGTGTCCAAGGGCCGTGCCCTTGCCCTTGGAGCTGCCGTGCCT 

GTGTCCTGATGGCCCAAATGTCAGGGTTCTGCTCGGCTTCTTGGACCTTGGCGCTTAGTC 

CCCATCCCGGGTTTGGCTGAGCCTGGCTGGAGAGCTGCTATGCTAAACCTCCTGCCTCCC 

AATACCAGCAGGAGGTTCTGGGCCTCTGAACCCCCTTTCCCCACACCTCCCCCTGCTGCT 

GCTGCCCCAGCGTCTTGACGGGAGCATTGGCCCCTGAGCCCAGAGAAGCTGGAAGCCTGC 

CGAAAACAGGAGCAAATGGCGTTTTATAAATTATTTTTTTG 

Gene 254. >ENST00000292410 cDNA sequence 

CCGAGGAGCGCTCGGGCTGTCTGCGGACCCTGCCGCGTGCAGGGGTCGCGGCCGGCTGGA 
GCTGGGAGTGAGGCGGCGGAGGAGCCAGGTGAGGAGGAGCCAGGAAGGCAGTTGGTGGGA 
AGTCCAGCTTGGGTCCCTGAGAGCTGTGAGAAGGAGATGCGGCTGCTGCTGGCCCTGTTG 
GGGGTCCTGCTGAGTGTGCCTGGGCCTCCAGTCTTGTCCCTGGAGGCCTCTGAGGAAGTG 
GAGCTTGAGCCCTGCCTGGCTCCCAGCCTGGAGCAGCAAGAGCAGGAGCTGACAGTAGCC 
CTTGGGCAGCCTGTGCGTCTGTGCTGTGGGCGGGCTGAGCGTGGTGGCCACTGGTACAAG 
GAGGGCAGTCGCCTGGCACCTGCTGGCCGTGTACGGGGCTGGAGGGGCCGCCTAGAGATT 
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GCCAGCTTCCTACCTGAGGATGCTGGCCGCTACCTCTGCCTGGCACGAGGCTCCATGATC 
GTCCTGCAGAATCTCACCTTGATTACAGGTGACTCCTTGACCTCCAGCAACGATGATGAG 
GACCCCAAGTCCCATAGGGACCCCTCGAATAGGCACAGTTACCCCCAGCAAGCACCCTAC 
TGGACACACCCCCAGCGCATGGAGAAGAAACTGCATGCAGTACCTGCGGGGAACACCGTC 
AAGTTCCGCTGTCCAGCTGCAGGCAACCCCACGCCCACCATCCGCTGGCTTAAGGATGGA 
CAGGCCTTTCATGGGGAGAACCGCATTGGAGGCATTCGGCTGCGCCATCAGCACTGGAGT 
CTCGTGATGGAGAGCGTGGTGCCCTCGGACCGCGGCACATACACCTGCCTGGTAGAGAAC 
GCTGTGGGCAGCATCCGCTATAACTACCTGCTAGATGTGCTGGAGCGGTCCCCGCACCGG 
CCCATCCTGCAGGCCGGGCTCCCGGCCAACACCACAGCCGTGGTGGGCAGCGACGTGGAG 
CTGCTGTGCAAGGTGTACAGCGATGCCCAGCCCCACATCCAGTGGCTGAAGCACATCGTC 
ATCAACGGCAGCAGCTTCGGAGCCGACGGTTTCCCCTATGTGCAAGTCCTAAAGACTGCA 
GACATCAATAGCTCAGAGGTGGAGGTCCTGTACCTGCGGAACGTGTCAGCCGAGGACGCA 
GGCGAGTACACCTGCCTCGCAGGCAATTCCATCGGCCTCTCCTACCAGTCTGCCTGGCTC 
ACGGTGCTGCCAGGTACTGGGCGCATCCCCCACCTCACATGTGACAGCCTGACTCCAGCA 
GGCAGAACCAAGTCTCCCACTTTGCAGTTCTCCCTGGAGTCAGGCTCTTCCGGCAAGTCA 
AGCTCATCCCTGGTACGAGGCGTGCGTCTCTCCTCCAGCGGCCCCGCCTTGCTCGCCGGC 
CTCGTGAGTCTAGATCTACCTCTCGACCCACTATGGGAGTTCCCCCGGGACAGGCTGGTG 
CTTGGGAAGCCCCTAGGCGAGGGCTGCTTTGGCCAGGTAGTACGTGCAGAGGCCTTTGGC 
ATGGACCCTGCCCGGCCTGACCAAGCCAGCACTGTGGCCGTCAAGATGCTCAAAGACAAC 
GCCTCTGACAAGGACCTGGCCGACCTGGTCTCGGAGATGGAGGTGATGAAGCTGATCGGC 
CGACACAAGAACATCATCAACCTGCTTGGTGTCTGCACCCAGGAAGGGCCCCTGTACGTG 
ATCGTGGAGTGCGCCGCCAAGGGAAACCTGCGGGAGTTCCTGCGGGCCCGGCGCCCCCCA 
GGCCCCGACCTCAGCCCCGACGGTCCTCGGAGCAGTGAGGGGCCGCTCTCCTTCCCAGTC 
CTGGTCTCCTGCGCCTACCAGGTGGCCCGAGGCATGCAGTATCTGGAGTCCCGGAAGTGT 
ATCCACCGGGACCTGGCTGCCCGCAATGTGCTGGTGACTGAGGACAATGTGATGAAGATT 
GCTGACTTTGGGCTGGCCCGCGGCGTCCACCACATTGACTACTATAAGAAAACCAGCAAC 
GGCCGCCTGCCTGTGAAGTGGATGGCGCCCGAGGCCTTGTTTGACCGGGTGTACACACAC 
CAGAGTGACGTGTGGTCTTTTGGGATCCTGCTATGGGAGATCTTCACCCTCGGGGGCTCC 
CCGTATCCTGGGATCCCGGTGGAGGAGCTGTTCTCGCTGCTGCGGGAGGGACATCGGATG 
GACCGACCCCCACACTGCCCCCCAGAGCTGTACGGGCTGATGCGTGAGTGCTGGCACGCA 
GCGCCCTCCCAGAGGCCTACCTTCAAGCAGCTGGTGGAGGCGCTGGACAAGGTCCTGCTG 
GCCGTCTCTGAGGAGTACCTCGACCTCCGCCTGACCTTCGGACCCTATTCCCCCTCTGGT 
GGGGACGCCAGCAGCACCTGCTCCTCCAGCGATTCTGTCTTCAGCCACGACCCCCTGCCA 
TTGGGATCCAGCTCCTTCCCCTTCGGGTCTGGGGTGCAGACATGAGCAAGGCTCAAGGCT 
GTGCAGGCACATAGGCTGGTGGCCTTGGGCCTTGGGGCTCAGCCACAGCCTGACACAGTG 
CTCGACCTTGATAGCATGGGGCCCCTGGCCCAGAGTTGCTGTGCCGTGTCCAAGGGCCGT 
GCCCTTGCCCTTGGAGCTGCCGTGCCTGTGTCCTGATGGCCCAAATGTCAGGGTTCTGCT 
CGGCTTCTTGGACCTTGGCGCTTAGTCCCCATCCCGGGTTTGGCTGAGCCTGGCTGGAGA 
GCTGCTATGCTAAACCTCCTGCCTCCCAATACCAGCAGGAGGTTCTGGGCCTCTGAACCC 
CCTTTCCCCACACCTCCCCCTGCTGCTGCTGCCCCAGCGTCTTGACGGGAGCATTGGCCC 
CTGAGCCCAGAGAAGCTGGAAGCCTGCCGAAAACAGGAGCAAATGGCGTTTTATAAATTA 
TTTTTTTG 

Gene 255. >ENST00000298607 cDNA sequence 

GAGCTAGCATCACCCTGAGAAAGCAGGCTGGCCCCAGGACTCACGGGCGTCCATGCAGCT 
GATGGAGGGGAGCTGGACCGGACGACTGTGCTCTCTTAGCTCTAGCATCACCCTGAGAAA 
GCAGCCTGTCTCCGGGACTCACGGGCATCCATGCGGCTGATGGAGGGAGCTGGGCCGGAC 
GACTGTGCTTCTCGTGCTTCATGTAGAACCCTTAGGTTTGCCCCTGAAGTCTGTCTGCTC 
CATGTACTATTTAGTTGCTTTTCAGCATAGAGCTTGGTTTTCCCTTTTTTTAATTGTAAG 
AATGATGTGCTCTGGCATGTCACACTGTGAAAGGGGACCAGATGATGGAGCCTGGACTGA 
AAGGGTGAATGGGGCCGCTCACCTCAGAACTCTCCCTGCTTTGCTTTGCTGGGAGCAGGG 
AGCAGGGCAGCCTGGGAGAGGCTGGAGTTCCTCAAAGGGCAGAGAAGAATGGCCTTCAGG 
GGACCACAGGGAGGAACCATGCCATGATAGACTCAAAAAGCTAGATTATGCTAATAAAAA 
GGGGAAGACATCTGTGACACACAGGAAACAGTGTTCGTGGCCTTGCCATAGAAGGCGCAG 
TAAAGGAGGAAAACTCCGGAGACTCCCTGTGAATTCTTGGCTAAGAATGCACGTTATCTG 
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CAGTGATCTAAAAACACAAACGAGAACAGAAGTGAGTGGCCCTACCTGTGAGATGCACAG 
TGCTGAGCGGCACCCAGCGCTGGCTGCAGGATGGGAGGCTGGCTGCCGTATGATTGTTCG 
TGGGAAGAAATTTTGTAGAAGTTATCAAGCTCCTTAAAATGTTCGTGCTGTGTCTGCCTG 
GACAGTTGCAATTCTGAGAAGCGATCCTTGAAAATGATTCTGGGTATAGAAAAAGGTACA 
GCACAGTGGTGTTCTTAGTATGGCTGTTTACAGTCGCAGAAAATGAGATGCTAAACTGCT 
GCCCTAGGGGATTGGTTAAGCAAACTGGTGCTTCCACTCCATGAGATAGGATGCAGCCAT 
TTGAAATATTTATGAAGGTTTTGGACAGTCATTTGGAATAATGGTTTTGTTGGGGCTCTT 
AACTTGCAAGCCAATAGAAAAGAAATCTGGCTAATATAATCCTATAAATTATTTCCCTAC 
AGCCCATTTTTAAGGTTCCCAGTAACTTTCAGAATCAAAGGAGACATCGGATGGCCAGGC 
CTCAGTAGTGGCAAGGCCCAGGCAGTTCCAGATCCCTGCAGCCTGCCACTACCCCGAGTC 
TCTCCAGGTCACCAGCCAGGCTTGGGGGTGATGGAGGAGGACTCGGTAAGGGACAGTTCA 
CTTGGCAAATGTTTAGGGAGCACCTGCTGTGGCCAGGCATTGCCCTAGAGGCAGGGAATA 
TGATAGAAATTGCGGCAGTACAGGAAGGTAAGGTCCCTGTACCGCAGAGCTCACAGTCTC 
ATGGGAAGGAGTTCTTACACAGGTGAGGTAAGTGTTAGGGAGAAACTAAAGCCAGGTAAT 
GAGAGAGGGCAGTGGGGCTGCAGAGGCTGGGGTGAGCCACAGACTACTGTAGACACGGTA 
GCAACGTAGGTCTCTTAAGAAAGTGACACACAACGTAGGCCTAATCACAGCACTTTGGGA 
GGCCAAGGTGGGAGGATCACTGAGACCAGCCTGGGCAACATAGAGAGACCCTGTCTCTGT 
Gene 256. >ENST00000292599 cDNA sequence 

CGGCCGCGGCGGTAGCGCGGAAAACAATGGGGCCGGGGCGGTGGGGAGAGGCCGAGGCTT 
GAGGTAGGCAGCAAGCGCCGGCTGGGGGTCGGGCCGAGCGGGGCAGGAGGAAAACCCGCC 
GCCGCGCGCGAGCCCGCTCCGCTGCCCTCGGGGGCATGGCGCGGCCGTGAGGCGGAGAGG 
GGTAGCCGCGGGGAGCGAAGCCCGCAGTGCCAGCCGGCCCCGAGAGGCCCGGCCCCGGGC 
CCGGCCCGTGCAGCCCGCGGCCCATGGTGCTGCCCACCTGCCCCATGGCGGAGTTCGCGC 
TGCCGCGGCACAGCGCGGTCATGGAGCGCCTTCGCCGGCGCATCGAGCTGTGCCGGCGCC 
ACCACAGCACCTGCGAGGCCCGCTACGAGGCCGTGTCGCCCGAGCGCCTGGAGCTGGAGC 
GCCAACACACCTTCGCCCTGCACCAGCGCTGCATCCAGGCCAAGGCCAAGCGCGCCGGGA 
AGCACAGGCAGCCGCCCGCCGCCACGGCCCCGGCGCCCGCCGCCCCX3GCCCCGCGCCTGG 
ACGCCGCTGACGGCCCCGAGCACGGCCGCCCGGCCACGCATCTTCATGATACAGTTAAGA 
GGAATCTTGACAGCGCCACTTCCCCTCAGAATGGCGATCAACAGAATGGCTACGGGGACC 
TCTTTCCTGGGCATAAGAAGACTCGCCGGGAGGCCCCTCTGGGAGTTGCCATCTCTTCCA 
ATGGACTGCCTCCAGCCTCCCCCCTCGGTCAGTCTGACAAGCCTTCTGGAGCCGACGCCC 
TGCAGTCCAGTGGGAAGCACTCTCTGGGGCTAGACTCTCTCAACAAAAAGCGTCTGGCTG 
ACTCCAGCCTTCACTTGAATGGAGGCAGTAACCCCAGTGAGTCATTTCCTCTGAGCCTGA 
ATAAAGAACTGAAGCAGGAGCCTGTCGAAGACCTGCCTTGCATGATCACTGGGACTGTCG 
GCTCCATATCGCAAAGCAACCTCATGCCAGACCTCAACCTTAACGAGCAGGAGTGGAAGG 
AGCTCATCGAGGAGCTGAACAGGTCGGTGCCCGATGAAGACATGAAGGACCTGTTTAATG 
AGGACTTCGAGGAGAAGAAGGACCCAGAGTCTTCTGGCTCTGCCACACAAACCCCCTTGG 
CACAGGACATTAATATTAAGACGGAATTCTCTCCAGCAGCCTTTGAGCAAGAACAGTTAG 
GCTCTCCACAAGTGAGGGCCGGGTCTGCAGGGCAGACCTTTCTGGGGCCTTCCTCTGCCC 
CTGTGAGTACAGATTCCCCCAGCCTAGGGGGCTCCCAAACCTTATTCCACACCTCTGGTC 
AGCCCCGGGCGGACAATCCCAGTCCAAACCTGATGCCGGCATCAGCCCAGGCCCAGAACG 
CACAAAGAGCCCTTGCAGGTGTGGTATTGCCCAGTCAGGGCCCAGGAGGGGCCTCAGAGC 
TGTCCTCTGCCCACCAGCTCCAGCAGATCGCTGCCAAGCAGAAGCGCGAGCAGATGCTCC 
AGAACCCACAGCAGGCCACCCCGGCACCAGCCCCGGGCCAGATGTCCACATGGCAGCAGA 
CGGGGCCCTCCCACAGTTCCTTAGATGTCCCTTACCCCATGGAGAAGCCTGCCAGCCCTT 
CCAGCTACAAGCAAGACTTCACTAACTCCAAACTGCTCATGATGCCTAGTGTGAATAAGA 
GTTCCCCTCGGCCCGGAGGCCCCTACCTCCAGCCCAGCCATGTGAACCTGCTGAGTCACC 
AGCCACCGAGTAACTTGAATCAGAACTCCGCGAATAACCAGGGGTCTGTGCTGGACTACG 
GCAATACAAAACCCCTTTCTCATTACAAAGCGGACTGTGGGCAAGGCAGCCCGGGGTCTG 
GCCAGAGCAAGCCAGCCCTGATGGCTTATCTTCCCCAGCAGCTGTCCCATATAAGTCACG 
AGCAGAACTCCCTGTTTCTGATGAAGCCAAAGCCAGGAAATATGCCTTTCCGATCACTGG 
TTCCACCTGGCCAGGAGCAGAACCCTTCCAGTGTCCCTGTGCAAGCCCAGGCTACCAGTG 
TTGGGACCCAGCCGCCTGCCGTGTCCGTGGCCAGCTCCCACAACAGCTCCCCCTATCTCA 
GCAGCCAGCAACAGGCCGCTGTAATGAAGCAGCATCAGTTGCTTTTGGACCAACAGAAAC 
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AAAGGGAGCAGCAGCAAAAGCATTTACAGCAACAGCAGTTCCTTCAGAGGCAACAGCACC 
TTCTCGCGGAACAGGAGAAGCAACAGTTTCAGCGCCATCTGACCCGCCCACCACCCCAGT 
ACCAAGACCCGACACAAGGCAGCTTCCCACAGCAGGTTGGACAGTTCACAGGGTCCTCTG 
CTGCCGTGCCCGGCATGAACACCTTGGGTCCATCCAACTCCAGCTGTCCTCGAGTGTTCC 
CTCAGGCTGGGAATCTGATGCCAATGGGCCCTGGACATGCTTCAGTTTCCTCTCTCCCCA 
CAAACTCAGGCCAACAGGACCGGGGTGTGGCTCAGTTCCCTGGCTCCCAAAACATGCCTC 
AGAGCAGCCTCTATGGCATGGCTTCTGGCATAACCCAGATAGTTGCCCAGCCCCCGCCAC 
AGGCCACCAATGGACATGCCCACATTCCACGGCAGACCAACGTGGGCCAGAACACCTCCG 
TCTCAGCTGCCTATGGGCAGAACTCTCTGGGAAGCTCTGGCCTCTCCCAGCAGCACAATA 
AGGGGACCCTGAACCCTGGTTTAACAAAGCCACCGGTCCCAA.GGGTGTCACCAGCCATGG 
GAGGCCAGAATTCCTCCTGGCAGCATCAGGGAATGCCGAACCTCAGTGGCCAGACCCCAG 
GGAACAGCAACGTGAGTCCCTTCACTGCAGCCTCCAGTTTCCACATGCAGCAGCAGGCCC 
ACCTGAAAATGTCTAGCCCGCAATTCTCCCAGGCAGTGCCCAACAGGCCCATGGCTCCCA 
TGAGCTCAGCAGCTGCCGTGGGGTCCTTGCTACCCCCAGTGAGTGCACAGCAGAGGACCA 
GCGCCCCTGCCCCAGCACCACCCCCAACAGCCCCTCAGCAGGGCTTGCCTGGCCTGAGCC 
CAGCAGGGCCTGAGCTGGGGGCCTTCAGCCAGAGCCCTGCCTCACAGATGGGCGGTCGGG 
CGGGGCTGCACTGCACCCAGGCCTACCCTGTGCGGACCGCGGGCCAGGAGCTGCCTTTTG 
CCTATAGCGGGCAGCCAGGTGGCAGTGGGCTCTCTAGTGTGGCTGGACACACCGATCTGA 
TCGACTCCCTGCTGAAGAACAGGACTTCAGAGGAGTGGATGAGTGATTTGGACGACCTGT 
TAGGGTCTCAGTAATGGAAGGATTTGTAGTGTTTTTAGTGTTCATTCATCCTATATTTTT 
ATTCTCAGATTCAAAGAAAGAGCAACTACTTTGGACCAAAAGCCCATGGCCTGGGGAGCT 
GGGCAGGTAGAGCCCAAGCTCCAGGTGAGGCCTGGCCCTGGGCAGGGTCTGTGGCTGCGC 
CCCTCAGGCCAGCAGTTGAGGTCCATCGGGCTGGCCCCAGCCCATCTGCTGGCATCAGTA 
CCTGGTGTTGGGACAGCAGGATAGGGTTCTAAAGGTGGTTTTCTATCCAAACGACCAAAA 
AACCAACAGTAACACCAGTGAAACCCCACACTGTCGGGCTTATAAAAATCTGTGCCATCA 
TGGTGATTTTATCCAAGACTGCTCCACTTACCCCAGTGCTGGGGACAAGTTTCTGTTGAA 
ACTTTAGATAGCAGAATTATTTGCAATTTGTAGCATAGAAAAGATTTTTTAAATTTTTTT 
ACAAAAGGTTTTTAAACAGATTAGGGTAGGTGATGGTTTAAATCAATTAAGTGGCATTGG 
AAACCTAGGGTTTCCTTTTGATTAAGAGCCTTTTTTGTTTCTGCTCTTTGTCAGCTTTCA 
GGGGAGAAGGAGGCCACTGGAAAATTATTTCCCTAAGTGCAGGCTGTTGACTGCGTATGC 
CAAAAAGGGACAGGAGGCATGGGATAGCAGGTCTGGTGACACAGCTAGGGTCTTCCTAGC 
AGCTCCTCCTCCTCCCTCCCAAGGCCCCCAGGAATCCCTTCCTCCCATGTCCTGGCAGCA 
GGACCCCAGGCTACATATGGAAGGTAGAGATGTGGGGGTCCTGTATCCTGGAGTATTATG 
TCTCCCCACCTTCTGCAGTTTTCTCTGAACATGTATGTTGCCCATGGTGGGAGCGTGGTC 
ACTGTGCAGTTGTGCACAGATGTCTTTCCTTTACCGTTGGCCTTTCTGTCTGCCTCTCCT 
TCCTCTCTGCAGCCCAAATGGAAAACAATTATTTACTCCATTGGAGGGAAAGGAAGAGTC 
TTAGAATTCCTAAGGGAACCTTAGCATAAAGGTTTTGGGGAAGGAGGCCGTAGGCCGGCC 
CGGAGGAAGCAATTCCACTTGGTTTGACAACTTCTGCCACTCCCATGTCAGATGACTTGC 
ACTTCTTAAAGAGATTGCTTTATAACACTAAGACATCCTTTCTAAAGATTCAAGTGGACT 
TGACTAAGCTGAGGGTCCACGAAATAGAATATGACATGTGAGCTGTTTTTGGAAAACGAA 
GATGGAGAGAGCACTTCCCCGTAACGAAAGCAAAGTGGTAAGCACAGGGTGAGACCCTTT 
TACACAGAATGGTGGAGAGAAAAGAGAATGCTGAAAAGTGGCTCAGATGCAGAGTGTTCT 
GTGGAGAAACTGCAGCCCCACTTCTGTTTCCCTGGAGTCTCCCAATGGATCATTCAGGAG 
TGTCCTATGTGAGAATTGAGCCAAGGAAAATACTCATGCAACCAGCCTGAGTCGCGGTGA 
GGGGACGAGAGGTTGTACACACATTGGTAGTTATTTTGCACCAGCAGTGCCTTTCTCACT 
GGGGGTACTTGGACCCTCAGATCTTCTTTTCTAATAGCCATTTGCCACCCCAAGTGGTAT 
GTCGGCCATTTCTCCTTAAAACACCTTCCCTACCTTTCCCATGTACTCAGTTTAGCTCTC 
AAAGAAGGGGTGAATCATAAAGCCAGTGAAAATTTCACCCTCTGAGGGAGTTCCCCAATC 
TGAAGGGGAAGAGGGTGACCTCAGCGGCTTTTCTCCCAAAAATCGGCTGAAGGCTGGTTG 
TGGATCCTTGTTCCTCTCCTGACCCCATCTGGCTGCTGCCCCGTCTCCCACCCCTGTCCC 
CGGGGCTCGCTGGCCCTGCACTCCGCCTTAGTCCTGGGGCCGGCGACACAGTGGGGGCTC 
CTCACTTGCTGCAGTGTCATAGCAATAAAATGTGATTCTTGGGGTCCCCCCAGGGAGCTG 
CCCATGGCTTTATTTATGAACCTGGTTTTCGGGAGTCAGGGGAGGAGATGACTTTGCTTC 
TGTGCACAGCCCCGTCTTCCAGGAGCCACAACTCAGAAGAAAAGGGTGCTCAGACTTTTG 
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TTATACACATTTGCTTTGTGTAAATAAATGTTTACAATTTTATATGAT^AGATGGAATAAG 
CGCTAGAGCTTCCAACTGTATATTTTTTACTTTTATAGATTTTAAAACTATGATCCTTTA 
TATGTGTGTTTTGGGGGAGCTATGATAAGTTTTATGGCAAACGGTTGGTATTGTTAACTT 
TTTATTGTCATCAAAAGTTCATAAAAGTCCTATTAATCCCCATATTCTTCTACTGCCCTT 
AACTCTGGTATACACCAAAAAGAAATCTTTACTTTCCTTGTTTTATCATTATAAAAA.TAA 
AGTATTTTGCTAGTATGG 

Gene 257. >ENST00000292596 cDNA sequence 

CTGCTCTTCCTCTCCTGGGCCGTCCTCTGAGCAGCAGACGGGGCTAAGCGTTCCCCAGCT 
CGCCTTCACACACAGCCCGTGCCACCACACCGACGGTACCATGAAGGACGAGGTAGCTCT 
ACTGGCTGCTGTCACCCTCCTGGGAGTCCTGCTGCAAGCCTACTTCTCCCTGCAGGTGAT 
CTCGGCGCGCAGGGCCTTCCGCGTGTCGCCGCCGCTCACCACCGGCCCACCCGAGTTCGA 
GCGCGTCTACCGAGCCCAGGTGAACTGCAGCGAGTACTTCCCGCTGTTCCTCGCCACGCT 
CTGGGTCGCCGGCATCTTCTTTCATGAAGGGGCGGCGGCCCTGTGCGGCCTGGTCTACCT 
GTTCGCGCGCCTCCGCTACTTCCAGGGCTACGCGCGCTCCGCGCAGCTCAGGCTGGCACC 
GCTGTACGCGAGCGCGCGCGCCCTCTGGCTGCTGGTGGCGCTGGCTGCGCTCGGCCTGCT 
CGCCCACTTCCTCCCGGCCGCGCTGCGCGCCGCGCTCCTCGGACGGCTCCGGACGCTGCT 
GCCGTGGGCCTGAGACCAAGGCCCCCGGGCCGACGGAGCCGGGAAAGAAGAGCCGGAGCC 
TCCAGCTGCCCCGGGGAGGGGCGCTCGCTTCCGCATCCTAGTCTCTATCATTAAAGTTCT 
AGTGACCG 

Gene 258. >ENST00000292588 cDNA sequence 

GCCAGCTCGCCGCTCGCTATGGCGTCGCTCACCGTGAAGGCCTACCTTCTGGGCAAGGAG 
GACGCGGCGCGCGAGATTCGCCGCTTCAGCTTCTGCTGCAGCCCCGAGCCTGAGGCGGAA 
GCCGAGGCTGCGGCGGGTCCGGGACCCTGCGAGCGGCTGCTGAGCCGGGTGGCCGCCCTG 
TTCCCCGCGCTGCGGCCTGGCGGCTTCCAGGCGCACTACCGCGATGAGGACGGGGACTTG 
GTTGCCTTTTCCAGTGACGAGGAATTGACAATGGCCATGTCCTACGTGAAGGATGACATC 
TTCCGAATCTACATTAAAGAGAAAAAAGAGTGCCGGCGGGACCACCGCCCACCGTGTGCT 
CAGGAGGCGCCCCGCAACATGGTGCACCCCAATGTGATCTGCGATGGCTGCAATGGGCCT 
GTGGTAGGAACCCGCTACAAGTGCAGCGTCTGCCCAGACTACGACTTGTGTAGCGTCTGC 
GAGGGAAAGGGCTTGCACCGGGGGCACACCAAGCTCGCATTCCCCAGCCCCTTCGGGCAC 
CTGTCTGAGGGCTTCTCGCACAGCCGCTGGCTCCGGAAGGTGAAACACGGACACTTCGGG 
TGGCCAGGATGGGAAATGGGTCCACCAGGAAACTGGAGCCCACGTCCTCCTCGTGCAGGG 
GAGGCCCGCCCTGGCCCCACGGCAGAATCAGCTTCTGGTCCATCGGAGGATCCGAGTGTG 
AATTTCCTGAAGAACGTTGGGGAGAGTGTGGCAGCTGCCCTTAGCCCTCTGGGCATTGAA 
GTTGATATCGATGTGGAGCACGGAGGGAAAAGAAGCCGCCTGACCCCCGTCTCTCCAGAG 
AGTTCCAGCACAGAGGAGAAGAGCAGCTCACAGCCAAGCAGCTGCTGCTCTGACCCGAGC 
AAGCCGGGTGGGAATGTTGAGGGCGCCACGCAGTCTCTGGCGGAGCAGATGAGGAAGATC 
GCCTTGGAGAGCCAGGGCCATGTTTTGTTCCAGGAACAGATGGAGTCGGATAACTGTTCA 
GGAGGAGATGATGACTGGACCCATCTGTCTTCAAAAGAAGTGGACCCGTCTACAGGTGAA 
CTCCAGTCCCTACAGATGCCAGAATCCGAAGGGCCAAGCTCTCTGGACCCCTCCCAGGAG 
GGACCCACAGGGCTGAAGGAAGCTGCCTTGTACCCACATCTCCCGCCAGGCAACACCACT 
CCTCATGGCTTCCTTACTGTTTCGGCAGAGGCTGACCCGCGGCTGATTGAGTCCCTCTCC 
CAGATGCTGTCCATGGGCTTCTCTGATGAAGGCGGCTGGCTCACCAGGCTCCTGCAGACC 
AAGAACTATGACATCGGAGCGGCTCTGGACACCATCCAGTATTCAAAGCATCCCCCGCCG 
TTGTGA 

Gene 259. >ENST00000292591 cDNA sequence 

CCTGCCTCTGCCCTTCTGAGCCTGTTCCTCTTCCCTGAGTACAGGGCACAAAGCTTGCGC 
CCTGAGGGGCGGCCGGCGCGCTCCCTGGCCCGGTCCCCGCCCGGCCCCGGGCCCCCCGCC 
CCTCCCCGACCCGGGGCCGGGGCCCCTGCCGCCGCCGCCGCCGCCTTCCGACCCCTGCGC 
CCCGGCCCCGGTCCCCCGGGCCATGCAGCCTCGGCCCCGCGGGCGCCCGCCGCGCACCCG 
AGGAGATGAGGCTCCGCAATGGCACCTTCCTGACGCTGCTGCTCTTCTGCCTGTGCGCCT 
TCCTCTCGCTGTCCTGGTACGCGGCACTCAGCGGCCAGAAAGGCGACGTTGTGGACGTTT 
ACCAGCGGGAGTTCCTGGCGCTGCGCGATCGGTTGCACGCAGCTGAGCAGGAGAGCCTCA 
AGCGCTCCAAGGAGCTCAACCTGGTGCTGGACGAGATCAAGAGGGCCGTGTCAGAAAGGC 
AGGCGCTGCGAGACGGAGACGGCAATCGCACCTGGGGCCGCCTAACAGAGGACCCCCGAT 
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TGAAGCCGTGGAACGGCTCACACCGGCACGTGCTGCACCTGCCCACCGTCTTCCATCA.ee 
TGCCACACCTGCTGGCCAAGGAGAGCAGTCTGCAGCCCGCGGTGCGCGTGGGCCAGGGCC 
GCACCGGAGTGTCGGTGGTGATGGGCATCCCGAGCGTGCGGCGCGAGGTGCACTCGTACC 
TGACTGACACTCTGCACTCGCTCATCTCCGAGCTGAGCCCGCAGGAGAAGGAGGACTCGG 
TCATCGTGGTGCTGATCGCCGAGGCGAGGTGCTTGGTCTCCCCACAGACTGACTCACAGT 
ACACTTCGGCAGTGACAGAGAACATCAAGGCCTTGTTCCCCACGGAGATCCATTCTGGGC 
TCCTGGAGGTCATCTCACCCTCCCCCCACTTCTACCCTGACTTCTCCCGCCTCCGAGAGT 
CCTTTGGGGACCCCAAGGAGAGAGTCAGGTGGAGGACCAAACAGAACCTCGATTACTGCT 
TCCTCATGATGTACGCGCAGTCCAAAGGCATCTACTACGTGCAGCTGGAGGATGACATCG 
TGGCCAAGCCCAACTACCTGAGCACCATGAAGAACTTTGCACTGCAGCAGCCTTCAGAGG 
ACTGGATGATCCTGGAGTTCTCCCAGCTGGGCTTCATTGGTAAGATGTTCAAGTCGCTGG 
ACCTGAGCCTGATTGTAGAGTTCATTCTCATGTTCTACCGGGACAAGCCCATCGACTGGC 
TCCTGGACCATATTCTGTGGGTGAAAGTCTGCAACCCCGAGAAGGATGCGAAGCACTGTG 
ACCGGCAGAAAGCCAACCTGCGGATCCGCTTCAAACCGTCCCTCTTCCAGCACGTGGGCA 
CTCACTCCTCGCTGGCTGGCAAGATCCAGAAACTGAAGGACAAAGACTTTGGAAAGCAGG 
CGCTGCGGAAGGAGCATGTGAACCCGCCAGCAGAGGTGAGCACGAGCCTGAAGACATACC 
AGCACTTCACCCTGGAGAAAGCCTACCTGCGCGAGGACTTCTTCTGGGCCTTCACCCCTG 
CCGCGGGGGACTTCATCCGCTTCCGCTTCTTCCAACCTCTAAGACTGGAGCGGTTCTTCT 
TCCGCAGTGGGAACATCGAGCACCCGGAGGACAAGCTCTTCAACACGTCTGTGGAGGTGC 
TGCCCTTCGACAACCCTCAGTCAGACAAGGAGGCCCTGCAGGAGGGCCGCACCGCCACCC 
TCCGGTACCCTCGGAGCCCCGACGGCTACCTCCAGATCGGCTCCTTCTACAAGGGAGTGG 
CAGAGGGAGAGGTGGACCCAGCCTTCGGCCCTCTGGAAGCACTGCGCCTCTCGATCCAGA 
CGGACTCCCCTGTGTGGGTGATTCTGAGCGAGATCTTCCTGAAAAAGGCCGACTAAGCTG 
CGGGCTTCTGAGGGTACCCTGTGGCCAGCCCTGAAGCCCACATTTCTGGGGGTGTCGTCA 
CTGCCGTCCCCGGAGGGCCAGATACGGCCCCGCCCAAAGGGTTCTGCCTGGCGTCGGGCT 
TGGGCCGGCCTGGGGTCCGCCGCTGGCCCGGAGGCCCTAGGAGCTGGTGCTGCCCCCGCC 
CGCCGGGCCGCGGAGGAGGCAGGCGGCCCCCACACTGTGCCTGAGGCCCGGAACCGTTCG 
CACCCGGCCTGCCCCAGTCAGGCCGTTTTAGAAGAGCTTTTACTTGGGCGCCCGCCGTCT 
CTGGCGCGAACACTGGAATGCATATACTACTTTATGTGCTGTGTTTTTTATTCTTGGATA 
CATTTGATTTTTTCACGTAAGTCCACATATACTTCTATAAGAGCGTGACTTGTAATAAAG 
GGTTAATG 

Gene 260. >ENST00000328625 cDNA sequence 

ATGGCGTCGCTTCAGCGTTCTCGGGTGCTACGCTGCTGCAGCTGCCGCCTCTTCCAGGCG 
CACCAGGTAAAAAAGAGTGTCAAGTGGACATGCAAAGCTTGTGGAGAGAAGCAGTCCTTT 
TTGCAGGCTTATGGTGAAGGCTCTGGTGCTGATTGTAGACGCCATGTCCAAAAGTTAAAT 
CTACTACAGGGACAAGTTTCAGAGCTGCCACTCAGGTCTCTAGAAGAAACTGTCAGTGCC 
AGTGAAGAAGAAAACGTGGGACACCAGCAGGCTGGGAATGTGAAGCAGCAGGAAAAATCG 
CAGCCCTCAGAGAGTCGCTGGCTGAAGTATCTAGAAAAGGACTCCCAAGAACTGGAGCTG 
GAAGGAACAGGAGTGTGTTTCAGCAAACAGCCTTCATCCAAAATGGAGGAGCCAGGCCCC 
CGCTTCAGTCAAGACCTGCCTAGAAAAAGAACCAGAGGCCCAGCCAAGGCCCAGGCAGGG 
CAGGCGGTCCTCCTGGGCCCTGGCATTGTTCTTACACATGGAGGGCATGGCCATCTTCTC 
TTTCAGGGACAGGCTGGCCTGACATGGAAGGTGAAACAAGGCAGCAGCCCCTGCCTCCAG 
GAGAACTCTGCAGACTGCAGTGCCGGGGAGCTGAGGGGTCCTGGGAAGGAGCTATGGAGT 
CCCATCCAGCAGGTTACAGCCACATCCTCTAAATGGGCGCAATTTGTCCTGCCACCTAGA 
AAAAGTTCACATGTGGACAGTGAGCAGCCAAGGTCTCTTCAGAGGGACCCCAGGCCAGCT 
GGTCCAGCACAGGCTAAGCAAGGGACCCCCAGAGCACAGGCCTCAAGAGAAGGCCTCAGC 
AGGCCCACTGCCGCTGTCCAGCTTCCTCGGGCCACACACCCCGTCACATCTGGGTCTGAG 
AGGCCTTGCGGGAAGACCTCATGGGACGCAAGGACTCCCTGGGCAGAGGGTGGGCCCCTG 
GTCCTGGAGGCACAGAATCCTCGACCCACACGACTATGTGACCTCTTTATAACTGGGGAA 
GACTTCGATGATGATGTGTGA 

Gene 261. >ENST00000292586 cDNA sequence 

CGTCGCTTCAGCGTTCTCGGGTGCTACGCTGCTGCAGCTGCCGCCTCTTCCAGGCGCACC 
AGGTAAAAAAGAGTGTCAAGTGGACATGCAAAGCTTGTGGAGAGAAGCAGTCCTTTTTGC 
AGGAAAAATCGCAGCCCTCAGAGAGTCGCTGGCTGAAGTATCTAGAAAAGGACTCCCAAG 
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AACTGGAGCTGGAAGGAACAGGAGTGTGTTTCAGCAAACAGCCTTCATCCAAAATGGAGG 

AGCCAGGCCCCCGCTTCAGTCAAGACCTGCCTAGAAAAAGGAAGTGGAGCAGGAGCACCG 

TCCAGCCTCCGTGCAGCCGTGGCGTGCAGGACTCGGGTGGCTCTGAGGTCGCCTGGGGAC 

CCCAGAAGGGACAGGCTGGCCTGACATGGAAGGTGAAACAAGGCAGCAGCCCCTGCCTCC 

AGGAGAACTCTGCAGACTGCAGTGCCGGGGAGCTGAGGGGTCCTGGGAAGGAGCTATGGA 

GTCCCATCCAGCAGGTTACAGCCACATCCTCTAAATGGGCGCAATTTGTCCTGCCACCTA 

GAAAAAGTTCACATGTGGACAGTGAGCAGCCAAGGTCTCTTCAGAGGGACCCCAGGCCAG 

CTGGTCCAGCACAGGCTAAGCAAGGGACCCCCAGAGCACAGGCCTCAAGAGAAGGCCTCA 

GCAGGCCCACTGCCGCTGTCCAGCTTCCTCGGGCCACACACCCCGTCACATCTGGGTCTG 

AGAGGCCTTGCGGGAAGACCTCATGGGACGCAAGGACTCCCTGGGCAGAGGGTGGGCCCC 

TGGTCCTGGAGGCACAGAATCCTCGACCCACACGACTATGTGACCTCTTTATAACTGGGG 

AAGACTTCGATGATGATGTGTGATCTGGGACTGGCAGGTTATTAATCGAGATACACTTGT 

TAGGAGGGACAGGGTTCCCCTAAGGCACTTTTAAAGATACTCTGTAAGAACCATTAACAA 

TAAACTTACTGTCAATCATTTCTCTCT 

Gene 262. >ENST00000318682 cDNA sequence 

CTCTCTGCTTCCTCCTGGCTGCCTCCCCCTTCCCCTACCAGGTGGGCTCTGTGGTTCTTC 

AAGAATGACCGCAGCCGGGCCTGGCAGGACAACCTGCACCTGGTCACCAAGGTGGACACT 

GTGGAGGACTTCTGGGCGCTATACAGTCACATCCAGCTGGCCAGCAAGCTCTCCTCTGGC 

TGTGACTACGCCCTCTTCAAGGATGGCATCCAGCCCATGTGGGAGGACAGCAGGAATAAA 

CGGGGTGGCCGCTGGCTGGTCAGCCTGGCCAAGCAGCAGCGCCACATTGAGCTGGACCGG 

CTGTGGCTGGAGACGCTGCTGTGTCTGATCGGGGAGAGCTTTGAGGAACACAGCAGAGAG 

GTATGTGGGGCCGTCGTCAACATCCGCACCAAGGGGGACAAGATCGCTGTGTGGACGAGG 

GAGGCGGAAAACCAGGCGGGCGTGCTGCACGTTGGGCGTGTATACAAAGAGCGCCTGGGC 

CTCTCCCCAAAGACCATCATTGGGTACCAGGCCCATGCAGACACAGCCACCAAGAGCAAC 

TCCCTAGCCAAGAACAAGTTTGTGGTGTGA 

Gene 263. >ENST000003 10112 cDNA sequence 

CGTGTACAGGCGGGTCCTGGATATTCGCGCCGAACCCAGCACTCCGGTTCGACGGGGCTG 

CAGTTTGCAGGGCCCGGATAACCGAGGCAGTGGCCCCTCCCGCGTCCCCAGGTTTCAAGG 

ACGCTAGGACTCTCCGCGGCCCTGAGGCTTCGCACTGGGGAGTGGGGCCGCCAGGATGGA 

CGTGTTCATGAAGGGCCTGTCCATGGCCAAGGAGGGCGTTGTGGCAGCCGCGGAGAAAAC 

CAAGCAGGGGGTCACCGAGGCGGCGGAGAAGACCAAGGAGGGCGTCCTCTACGTCGGAAG 

CAAGACCCGAGAAGGTGTGGTACAAGGTGTGGCTTCAGTGGCTGAAAAAACCAAGGAACA 

GGCCTCACATCTGGGAGGAGCTGTGTTCTCTGGGGCAGGGAACATCGCAGCAGCCACAGG 

ACTGGTGAAGAGGGAGGAATTCCCTACTGATCTGAAGCCAGAGGAAGTGGCCCAGGAAGC 

TGCTGAAGAACCACTGATTGAGCCCCTGATGGAGCCAGAAGGGGAGAGTTATGAGGACCC 

ACCCCAGGAGGAATATCAGGAGTATGAGCCAGAGGCGTAGGGGCCCAGGAGAGCCCCCAC 

CAGCAGCACAATTCTGTCCCTGTCCCTGCCCCGCCCCCCAGAGCCAGGGCTGTCCTTAGA 

CTCCTTCTCCCCAATCACGAGATCTTCCTTCCGCTCTGAGGCAACCCCCTCGGAGCCTGT 

GTTAGTGTCTGTCCATCTGTCTGTCCTACCCGCCCGCGTCCAACCCCGGGGCATGGACAG 

GGCCAGGGTTGCGGTCGCGGCTGGGAGCCTCGCCCCTCCAGTGTTGCCTCCTCCCATCCA 

GCGTCTGCGCGGATGTAGCATGTTCTATGTGTTTTTAAACGAAGATCCGAGCGACGGCTC 

CTCCCCGATCCCCGACAGTGGCTCTCCAAGCGGCCCCCGGGCAGCCCCAGAGCACCCCGC 

CCGACTCCCATTAACCTCGAGAACCTTTTTTTTTTTAACCAAAACCAGGAGCCAGGCTGT 

GCCATGTCCCCCGCCCCCCATCCCAGCCGGCCCGGTCCGAACGCGGGCGTCGTGTGTTGT 

GATTGTGGCATGGAGAGTCCCCATCCCCCCCATGTGAGCGTGTCCCGGGCGGGTGGGCCC 

GGCCGCCCCCGAGAGTCCATGAATAAAGCTAATCTGTCTGT 

Gene 264. >ENST00000303991 cDNA sequence 

ACGGCGGCGCCGAGTCTGCGGGTCCTCCCGCCAGCCCGGCCGGAGGCAGCCGAGGCCGCT 
CGGGCGGCGGCGGCGGCGGCGGCGGGAGCCGGAGCGCATCTCGCCCAGGAGCCGGAGCAG 
CGGCACTGCCTGAACCAGACAGCAGCCTTGGGTGCAGGCGTGGTCATGAGGGCAGATGGA 
CACTGCTGAAGACCCGGCCTGGCTCCAGCTGCTTCAAAAGGATTCCAGCCCCCCAGGACC 
CCGACCCACAGCCTTCTTCTGCCCACAGGATGGGAGCCTGGGGGCTGGCAGCTCGGCTAT 
GAGGGATTACTGCCCCTCCCAGCAAAAGGCAAGCCCTGCACCCCCCAGGCACACCCCTGA 
CCAAAGCCCAGGCATGGAGTCTAGACACAGAAGCCCCAGTGGGGCTGGGGAAGGGGCCTC 
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CTGCTCTGACGGCCCCAGAGGGAGCCTGGCCTGCCCCTCCCCAACCTGCTTCTCTCCCCA 
GGAGTCACCCTCCAAGGAGACATTGGAGGCACATGGAGCCTCCATCTCAGGGACACCAGA 
AGCCACCACGTCTGGGAAGCCAGAGCCTGTGTCCTCCGTGAAAACTGAGCCCAAATCCTC 
AGATGACAGAAATCCCATGTTCTTAGAGAAGATGGATTTCAAGTCCTCAAAGCAGGCCGA 
TTCCACTTCCATAGGAAAGGAGGATCCTGGGTCCTCACGGAAGGCAGATCCCATGTTTAC 
AGGAAAGGCAGAGCCTGAAATCTTGGGAAAGGGGGATCCTGTGGCTCCTGGAAGGATGGA 
TCCCATGACTGTAAGAAAGGAAGATCTTGGATCCCTGGGAAAAGTAGATCCTTTGTGCTC 
CAGCAAGACGTATACAGTGTCACCGAGGAAGGAGGATCCTGGGTCTTTGAGAAAGGTGGA 
TCCTGTGTCCTCAGACAAAGTGGACCCTGTATTCCCAAGAAAGGAGGAGCCCAGGTATTC 
AGGAAAAGAGCATCCTGTGTCCTCAGAAAAGGTCGCTCCTACATCTGCAGAAAAGGTAGA 
TCTTGTATTGTCGGGAAAGAGAGATCCTGGGCCCTCGGGAAAGGCAGATCCCATGCCCTT 
GGAAAGCATGGATTCTGCGTCCACAGGAAAGACAGAGCCGGGGCTCCTGGGCAAGCTGAT 
TCCAGGCTCATCAGGCAAGAATGGGCCTGTATCCTCTGGGACCGGGGCTCCTGGGTCCTT 
GGGAAGGCTGGATCCCACATGCTTGGGGATGGCAGATCCCGCATCTGTGGGAAATGTAGA 
AACTGTGCCTGCCACAAAAGAGGACTCCCGGTTCCTGGGAAAGATGGACCCTGCCTCCTC 
AGGAGAGGGGCGTCCTGTGTCTGGCCACACGGATACTACGGCTTCAGCAAAGACAGATCT 
CACATCTTTGAAAAATGTGGATCCCATGTCTTCAGGCAAGGTGGATCCAGTTTCTCTGGG 
AAA.GATGGACCCCATGTGCTCAGGAAAGCCAGAGCTCTTGTCTCCTGGACAGGCAGAGCG 
TGTGTCTGTGGGAAAGGCAGGAACTGTATCCCCAGGAAAAGAGGACCCGGTGTCCTCCAG 
AAGGGAGGACCCCATATCTGCTGGAAGTAGAAAGACATCATCTGAAAAAGTGAATCCTGA 
GTCTTCAGGAAAGACAAACCCTGTGTCTTCAGGTCCAGGCGATCCCAGGTCCTTGGGGAC 
AGCAGGTCCCCCATCTGCAGTAAAGGCTGAGCCAGCGACGGGGGGAAAAGGAGATCCCCT 
GTCCTCGGAGAAGGCAGGTCTGGTGGCCTCTGGAAAGGCGGCTCCCACAGCCTCAGGGAA 
GGCCGAGCCCCTCGCGGTGGGCAAGGAGGACCCTGTGAGCAAGGGAAAGGCAGACGCTGG 
CCCCTCTGGACAAGGGGACTCTGTGTCTATAGGTAAAGTGGTCTCAACTCCAGGAAAAAC 
AGTCCCGGTGCCCTCGGGGAAGGTGGATCCCGTGTCCCTGGGAAAAGCAGAAGCTATCCC 
AGAGGGAAAAGTGGGTTCTCTGCCTCTAGAGAAGGGGAGTCCTGTTACCACCACAAAGGC 
GGATCCCAGGGCCTCGGGGAAAGCACAGCCGCAGTCTGGTGGCAAAGCAGAAACAAAGCT 
CCCTGGGCAAGAGGGCGCTGCAGCACCAGGGGAAGCAGGGGCTGTGTGTTTGAAAAAGGA 
GACACCACAGGCCTCAGAGAAGGTGGATCCTGGATCCTGCAGAAAAGCAGAGCCCCTTGC 
CTCAGGGAAGGGAGAGCCTGTGTCCCTGGGGAAAGCCGACTCTGCACCTTCCAGAAAAAC 
GGAGTCCCCATCCTTGGGGAAGGTGGTCCCCCTGAGTCTGGAGAAGACCAAGCCGTCCTC 
CTCCTCCAGGCAGTTAGACCGCAAAGCCCTCGGCTCAGCCCGGTCTCCCGAGGGTGCCAG 
GGGCAGTGAAGGCCGCGTGGAGCCGAAGGCCGAGCCCGTGTCCAGCACCGAGGCCTCCAG 
TCTCGGCCAGAAAGACCTGGAAGCCGCTGGGGCCGAGAGAAGCCCCTGCCCAGAGGCCGC 
AGCGCCCCCGCCGGGGCCGCGGACTCGCGACAACTTCACCAAGGCGCCGTCGTGGGAGGC 
GAGCGCCCCGCCGCCGCCGCGCGAGGACGCGGGCACTCAGGCGGGCGCGCAGGCCTGCGT 
CTCAGTGGCCGTGAGCCCCATGTCTCCGCAGGACGGCGCTGGGGGCTCGGCCTTCAGCTT 
CCAGGCGGCGCCGCGCGCGCCCAGCCCGCCCTCGCGCCGAGATGCGGGCCTGCAGGTGTC 
GCTGGGCGCCGCCGAGACGCGCTCCGTGGCCACTGGGCCCATGACACCTCAAGCCGCCGC 
GCCGCCCGCCTTCCCCGAAGTGCGGGTGCGGCCCGGCTCAGCGCTGGCGGCCGCTGTAGC 
GCCCCCGGAGCCGGCTGAGCCCGTGCGAGACGTGAGCTGGGACGAGAAGGGCATGACGTG 
GGAGGTATACGGCGCCGCCATGGAGGTGGAGGTGCTGGGCATGGCCATCCAGAAGCATCT 
GGAGCGACAGATCGAGGAGCACGGCCGCCAAGGGGCGCCCGCGCCGCCGCCCGCCGCCCG 
TGCCGGCCCCGGCCGTTCGGGCTCGGTGCGCACCGCGCCCCCAGATGGCGCCGCCAAGCG 
TCCGCCCGGCCTGTTCCGCGCGCTGCTGCAGAGTGTGCGCCGGCCGCGGTGCTGCTCGCG 
GGCGGGACCCACGGCCGAGTGATCTGCCCCCATTTTGTACGCCCGAGTTTCCGACCTTCT 
CAGGCTCCCTTCTTGATCACAGGCCCCTAGAAGGGGTCCCCTCTGCGTGCCACAGGCCTC 
CGAGGGGTTGTGCAGCCTCTAGGGCTGTTGCGTCCCCGTCTTTCCAGCCCCTCCCATCAC 
AAATACAGAAGAACCCCTTCTACCAAGCTCCCTCGTGGCCACGAGGCCACGAACCCGGCC 
AGCCCTGACGCCCCACTGTCCCCTCACAGCCCTCAGCTCTACTCCCGGTCACACTGGGCG 
ACCACGGGGGCCTGCTCAGCACCCTCACCTCCCACCCCCTGAGAGCTGGGGCAGGCTCCT 
GAGATGTCTAGACTGGTGCGTTGTGGTCTCCGGTGGGGCCAGATCCCCAGAACAGGGAGA 
GACTGCATACAAGTCTGAGTGGCAGAAGCTTCAAGTGGGTGAGGATCGGTGTGTGAGACC 
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CGCGAGTGGGCACGTCTCTGAATGTGAGGTCTCGGGCAGCACGTGAGGTAGAACGAGTGT 
GAGCGTCTCCACGCAGTGGCTGGCCCCGTGGCCGGGGCGTCTCTTGCATGCTGTTGGTGG 
TCCTTCCCCAGTTCCTATCTCCCACCCGCCTGGTTCCAGCCCCATCCCCTCTCCCACTGA 
GTCACAGGTTTGAGATTCCCAGAGAGGCCAAAGACAGCTACAGGAAGTACCCTGGGGGCT 
CAGCTGAGAGAGAGTCACAGAAAGGCCAGAGGGTCTCAGGAAGGTCTGGAGGTCACAGCT 
GGGCTCACAGAAGCTCTTGGGCCCTGGCATCCTGGGTGACCGGTGTTCTTGGGTATTGGG 
GACAGGACAGAGAGCTCATTCTATAACCACAGTTGTCTTTTAAAGGCCACCCTCTCCAGC 
CCCTTGTCCCCCCTGTGCTGTGAGCCCAAGTCCCTTGTGACCACTCAGTGTCCCGTCCCC 
ACCCCTCCAGCCGCAGTTTTTGGCTACAAACTGTCACAGTATACATTGGTAATAAAATAT 
TTCCCC 

Gene 265. >ENST00000335532 cDNA sequence 

GGGCAGATGGACACTGCTGAAGACCCGGCCTGGCTCCAGCTGCTTCAAAAGGATTCCAGC 

CCCCCAGGACCCCGACCCACAGCCTTCTTCTGCCCACAGGATGGGAGCCTGGGGGCTGGC 

AGCTCGGCTATGAGGGATTACTGCCCCTCCCAGCAAAAGGCAAGCCCTGCACCCCCCAGG 

CACACCCCTGACCAAAGCCCAGGCATGGAGTCTAGACACAGAAGCCCCAGTGGGGCTGGG 

GAAGGGGCCTCCTGCTCTGACGGCCCCAGAGGGAGCCTGGCCTGCCCCTCCCCAACCTGC 

TTCTCTCCCCAGGAGTCACCCTCCAAGGAGACATTGGAGGCACATGGAGCCTCCATCTCA 

GGGACACCAGAAGCCACCACGTCTGGGAAGCCAGAGCCTGTGTCCTCCGTGAAAACTGAG 

CCCAAATCCTCAGATGACAGAAATCCCATGTTCTTAGAGAAGATGGATTTCAAGTCCTCA 

AAGCAGGCCGATTCCACTTCCATAGGAAAGGAGGATCCTGGGTCCTCACGGAAGGCAGAT 

CCCATGTTTACAGGAAAGGCAGAGCCTGAAATCTTGGGAAAGGGGGATCCTGTGGCTCCT 

GGAAGGATGGATCCCATGACTGTAAGAAAGGAAGATCTTGGATCCCTGGGAAAAGTAGAT 

CCTTTGTGCTCCAGCAAGACGTATACAGTGTCACCGAGGAAGGAGGATCCTGGGTCTTTG 

AGAAAGGTGGATCCTGTGTCCTCAGACAAAGTGGACCCTGTATTCCCAAGAAAGGAGGAG 

CCCAGGTATTCAGGAAAAGAGCATCCTGTGTCCTCAGAAAAGGTCGCTCCTACATCTGCA 

GAAAAGGTAGATCTTGTATTGTCGGGAAAGAGAGATCCTGGGCCCTCGGGAAAGGCAGAT 

CCCATGCCCTTGGAAAGCATGGATTCTGCGTCCACAGGAAAGACAGAGCCGGGGCTCCTG 

GGCAAGCTGATTCCAGGCTCATCAGGCAAGAATGGGCCTGTATCCTCTGGGACCGGGGCT 

CCTGGGTCCTTGGGAAGGCTGGATCCCACATGCTTGGGGATGGCAGATCCCGCATCTGTG 

GGAAATGTAGAAACTGTGCCTGCCACAAAAGAGGACTCCCGGTTCCTGGGAAAGATGGAC 

CCTGCCTCCTCAGGAGAGGGGCGTCCTGTGTCTGGCCACACGGATACTACGGCTTCAGCA 

AAGACAGATCTCACATCTTTGAAAAATGTGGATCCCATGTCTTCAGGCAAGGTGGATCCA 

GTTTCTCTGGGAAAGATGGACCCCATGTGCTCAGGAAAGCCAGAGCTCTTGTCTCCTGGA 

CAGGCAGAGCGTGTGTCTGTGGGAAAGGCAGGAACTGTATCCCCAGGAAAAGAGGACCCG 

GTGTCCTCCAGAAGGGAGGACCCCATATCTGCTGGAAGTAGAAAGACATCATCTGAAAAA 

GTGAATCCTGAGTCTTCAGGAAAGACAAACCCTGTGTCTTCAGGTCCAGGCGATCCCAGG 

TCCTTGGGGACAGCAGGTCCCCCATCTGCAGTAAAGGCTGAGCCAGCGACGGGGGGAAAA 

GGAGATCCCCTGTCCTCGGAGAAGGCAGGTCTGGTGGCCTCTGGAAAGGCGGCTCCCACA 

GCCTCAGGGAAGGCCGAGCCCCTCGCGGTGGGCAAGGAGGACCCTGTGAGCAAGGGAAAG 

GCAGACGCTGGCCCCTCTGGACAAGGGGACTCTGTGTCTATAGGTAAAGTGGTCTCAACT 

CCAGGAAAAACAGTCCCGGTGCCCTCGGGGAAGGTGGATCCCGTGTCCCTGGGAAAAGCA 

GAAGCTATCCCAGAGGGAAAAGTGGGTTCTCTGCCTCTAGAGAAGGGGAGTCCTGTTACC 

ACCACAAAGGCGGATCCCAGGGCCTCGGGGAAAGCACAGCCGCAGTCTGGTGGCAAAGCA 

GAAACAAAGCTCCCTGGGCAAGAGGGCGCTGCAGCACCAGGGGAAGCAGGGGCTGTGTGT 

TTGAAAAAGGAGACACCACAGGCCTCAGAGAAGGTGGATCCTGGATCCTGCAGAAAAGCA 

GAGCCCCTTGCCTCAGGGAAGGGAGAGCCTGTGTCCCTGGGGAAAGCCGACTCTGCACCT 

TCCAGAAAAACGGAGTCCCCATCCTTGGGGAAGGTGGTCCCCCTGAGTCTGGAGAAGACC 

AAGCCGTCCTCCTCCTCCAGGCAGTTAGACCGCAAAGCCCTCGGCTCAGCCCGGTCTCCC 

GAGGGTGCCAGGGGCAGTGAAGGCCGCGTGGAGCCGAAGGCCGAGCCCGTATGGCGCCGC 

CAAGCGTCCGCCCGGCCTGTTCCGCGCGCTGCTGCAGAGTGTGCGCCGGCCGCGGTGCTG 

CTCGCGGGCGGGACCCACGGCCGAGTGATCTGCCCCCATTTTGTACGCCCGAGTTTCCGA 

CCTTCTCAGGCTCCCTTCTTGATCACAGGCCCCTAG 

Gene 266. >ENST00000261944 cDNA sequence 

GCCTCCGTGGCGAAGGGGACACAGGTCCCTGCGGATGTGATGGCCCAGCTATGGCTGTCC 
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TGCTTCCTCCTTCCTGCCCTCGTGGTGTCTGTGGCAGCCAACGTGGCCCCGAAGTTCCTA 
GCCAACATGACGTCAGTGATCCTGCCTGAGGACCTGCCTGTGGGTGCCCAGGCCTTCTGG 
TTGGTAGCGGAAGACCAGGACAATGACCCTCTGACCTATGGGATGAGCGGCCCCAATGCC 
TACTTCTTCGCTGTCACTCCGAAAACTGGGGAAGTGAAGCTGGCCAGCGCTCTGGACTAC 
GAGACACTCTACACATTCAAAGTCACCATCTCCGTGAGCGACCCCTACATCCAGGTGCAG 
AGGGAGATGCTGGTGATTGTGGAAGATAGAAACGACAACGCACCCGTTTTCCAGAACACC 
GCTTTCTCCACCAGCATCAACGAGACCCTGCCCGTGGGCAGTGTGGTGTTCTCCGTGCTG 
GCCGTGGATAAAGACATGGGGTCTGCAGGCATGGTCGTGTACTCCATAGAGAAGGTCATC 
CCTAGCACTGGGGACAGCGAGCATCTCTTCCGGATCCTGGCCAATGGCTCCATAGTCCTC 
AATGGCAGCCTCAGCTACAACAACAAGAGCGCTTTCTACCAGCTGGAGCTGAAGGCCTGT 
GACTTGGGCGGCATGTACCACAACACCTTCACCATCCAGTGCTCCCTGCCTGTCTTCCTG 
TCCATCTCCGTGGTGGACCAGCCTGACCTTGACCCCCAGTTTGTCAGGGAGTTTTACTCG 
GCCTCTGTGGCTGAGGATGCAGCCAAGGGAACCTCGGTGCTGACGGTGGAGGCTGTGGAT 
GGCGACAAAGGCATCAATGACCCTGTGATCTACAGCATCTCCTACTCCACGCGGCCCGGC 
TGGTTTGACATCGGGGCAGATGGGGTGATCAGGGTCAACGGCTCCCTGGACCGTGAGCAG 
CTGCTGGAGGCGGATGAGGAGGTGCAGCTGCAGGTCACGGCCACCGAGACACACCTCAAC 
ATCTACGGGCAGGAGGCCAAGGTGAGCATCTGGGTGACAGTGAGAGTGATGGACGTCAAT 
GACCACAAACCTGAGTTTTACAACTGCAGCCTCCCAGCCTGCACCTTCACCCCCGAAGAG 
GCCCAAGTGAACTTCACTGGCTACGTGGACGAGCATGCCTCCCCCCGCATCCCCATCGAT 
GACCTCACCATGGTGGTCTACGACCCGGACAAGGCAGGCGGCAGCAATGGCACCTTCCTG 
TTGTCGCTGGGGGGCCCCGATGCAGAAGCCTTCAGCGTCTCCCCGGAGCGGGCAGTGGGC 
TCAGCCTCCGTTCAGGTGCTGGTGAGAGTATCCGCGCTGGTGGACTACGAGAGGCAGACG 
GCGATGGCGGTGCAGGTTGTGGCCACAGACTCCGTCAGCCAGAACTTCTCCGTCGCCATG 
GTGACCATCCACCTTAGAGACATTAATGACCACAGGCCCACGTTTCCCCAGAGCTTGTAC 
GTCCTCACGGTGCCAGAGCACAGCGCCACCGGCTCTGTGGTCACCGACAGCATCCACGCC 
ACGGACCCAGACACGGGCGCGTGGGGCCAAATTACCTACAGCCTGCTCCCAGGAAATGGG 
GCAGACCTCTTCCAAGTGGATCCCGTCTCAGGGACGGTGACGGTGAGGAACGGTGAGCTG 
CTGGACCGGGAGAGCCAGGCCGTGTACTACCTGACGCTGCAGGCCACAGACGGCGGGAAC 
CTGTCCTCCTCCACCACACTGCAGATCCACCTGCTGGACATCAACGACAATGCACCCGTG 
GTTAGCGGCTCCTACAACATCTTCGTCCAGGAGGAGGAGGGCAATGTCTCCGTGACCATC 
CAGGCCCACGACAATGATGAGCCGGGCACCAACAACAGCCGTCTGCTCTTCAACCTGCTG 
CCTGGCCCCTACAGCCACAACTTCTCCTTGGACCCTGACACAGGGCTCCTGAGAAACCTG 
GGGCCCCTGGACAGAGAGGCCATCGACCCCGCCCTGGAGGGCCGCATTGTGCTGACAGTG 
CTTGTGTCTGACTGCGGCGAGCCTGTCCTCGGCACCAAAGTCAATGTCACCATCACTGTG 
GAGGACATCAATGATAACCTGCCCATCTTCAATCAGTCCAGCTACAACTTTACGGTGAAG 
GAGGAGGATCCAGGAGTGCTAGTGGGCGTGGTGAAGGCCTGGGACGCGGACCAGACGGAA 
GCCAACAACCGCATCAGCTTCAGCCTGTCGGGGAGTGGTGCCAACTACTTCATGATCCGA 
GGCTTGGTGCTGGGGGCTGGGTGGGCTGAGGGCTACCTCCGGCTGCCCCCGGACGTGAGC 
CTGGATTACGAGACACAGCCCGTCTTCAACTTGACAGTGAGTGCTGAGAACCCAGACCCC 
CAGGGGGGTGAGACCATAGTAGACGTCTGCGTGAATGTGAAAGACGTGAACGACAATCCC 
CCCACCCTGGATGTAGCCTCACTCCGGGGCATCCGTGTGGCTGAGAATGGCTCACAGCAC 
GGCCAGGTGGCTGTGGTGGTTGCCTCGGATGTGGACACCAGTGCCCAGCTGGAGATACAG 
CTTGTGAACATTCTCTGCACCAAGGCCGGGGTCGATGTGGGCAGCCTATGCTGGGGCTGG 
TTCTCAGTGGCGGCCAACGGCTCTGTGTACATCAACCAGAGCAAAGCCATCGACTACGAG 
GCCTGTGACCTGGTCACGCTGGTTGTGCGGGCCTGTGACCTAGCCACGGACCCCGGCTTC 
CAGGCCTACAGCAACAATGGAAGCCTCCTCATTACCATTGAGGACGTGAATGACAATGCA 
CCCTATTTTCTGCCTGAGAATAAGACTTTTGTGATCATCCCTGAACTCGTGCTGCCCAAC 
CGGGAGGTGGCTTCTGTCCGGGCCAGAGACGATGATTCAGGGAACAATGGCGTCATCCTG 
TTCTCCATCCTCCGAGTAGACTTCATCTCTAAGGACGGGGCCACCATCCCTTTCCAGGGT 
GTCTTCTCGATCTTCACCTCCTCCGAGGCCGACGTGTTCGCTGGGAGCATTCAGCCGGTG 
ACCAGCCTCGACTCCACTCTCCAAGGCACCTACCAAGTGACAGTCCAGGCCAGGGACAGA 
CCTTCCTTGGGTCCTTTCCTGGAAGCCACCACCACCCTGAATCTCTTCACCGTGGACCAG 
AGTTACCGCTCGCGGCTGCAGTTCTCCACACCGAAGGAGGAGGTGGGCGCCAACAGACAG 
GCGATTAATGCGGCTCTTACCCAGGCAACCAGGACTACAGTATACATTGTGGACATTCAG 
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GACATAGATTCTGCAGCTCGGGCCCGACCTCACTCCTACCTCGATGCCTACTTTGTCTTC 

CCCAATGGGTCAGCCCTGACCCTTGATGAGCTGAGTGTGATGATCCGGAATGATCAGGAC 

TCGCTGACGCAGCTGCTGCAGCTGGGGCTGGTGGTGCTGGGCTCCCAGGAGAGCCAGGAG 

TCAGACCTGTCGAAACAGCTCATCAGTGTCATCATAGGATTGGGAGTGGCTTTGCTGCTG 

GTCCTTGTGATCATGACCATGGCCTTCGTGTGTGTGCGGAAGAGCTACAACCGGAAGCTT 

CAAGCTATGAAGGCTGCCAAGGAGGCCAGGAAGACAGCAGCAGGGGTGATGCCCTCAGCC 

CCTGCCATCCCAGGGACTAACATGTACAACACTGAGCGAGCCAACCCCATGCTGAACCTC 

CCCAACAAAGACCTGGGCTTGGAGTACCTCTCTCCCTCCAATGACCTGGACTCTGTCAGC 

GTCAACTCCCTGGACGACAACTCTGTGGATGTGGACAAGAACAGTCAGGAAATCAAGGCA 

AGATGGGGGATGAATTGGCCACCACACACACCACCAGAGCCAGATCCAGAGCCCCTGAGC 

GTGGTCCTGTTAGGACGGCAGGCAGGCGCAAGTGGACAGCTGGAGGGGCCATCCTACACC 

AACGCTGGCCTGGACACCACGGACCTGTGA 

Gene 267. >ENST00000251582 cDNA sequence 

ATGGATCCGCCGGCGGGAGCCGCTCGCCGCCTGCTCTGCCCCGCGCTGCTGCTGCTGCTG 
CTGCTGCTGCCGCCGCCGCTCCTGCCGCCGCCGCCGCCGCCCGCGAACGCCAGGCTCGCC 
GCCGCCGCCGACCCCCCAGGCGGGCCCCTGGGGCACGGAGCGGAGCGCATCCTGGCGGTG 
CCCGTGCGCACTGACGCCCAGGGCCGCTTGGTGTCCCACGTGGTGTCGGCAGCTACGTCC 
AGAGCAGGGGTACGAGCCCGCAGGGCCGCCCCGGTCCGGACCCCGAGCTTCCCCGGAGGC 
AACGAGGAGGAGCCTGGCAGTCACCTCTTCTACAATGTCACGGTCTTTGGCCGAGACCTG 
CACCTGCGGCTGCGGCCCAACGCCCGCCTCGTGGCGCCCGGGGCCACTATGGAGTGGCAG 
GGCGAGAAGGGCACCACCCGCGTGGAGCCCCTGCTCGGGAGCTGTCTCTACGTCGGAGAC 
GTGGCCGGCCTAGCCGAAGCCTCCTCTGTGGCGCTCAGCAACTGCGATGGGCTGGCTGGT 
CTGATCCGGATGGAGGAGGAGGAGTTCTTCATCGAACCCTTGGAGAA.GGGGCTGGCGGCG 
CAGGAGGCTGAGCAAGGCCGTGTGCATGTGGTGTATCGCCGGCCACCCACGTCCCCTCCT 
CTCGGGGGGCCACAGGCCCTGGACACAGGGGCCTCCCTGGACAGCCTGGACAGCCTCAGC 
CGCGCCCTGGGCGTCCTAGAGGAGCACGCCAACAGCTCGAGGCGGAGGGCACGCAGGCAT 
GCTGCGGACGATGACTACAACATCGAGGTCCTGCTGGGCGTGGATGACTCTGTGGTGCAG 
TTCCACGGGAAGGAGCACGTACAGAAGTACCTGCTGACACTCATGAACATTGTCAATGAA 
ATCTACCATGACGAGTCCTTGGGTGCCCACATCAACGTGGTCCTGGTGCGGATCATCCTC 
CTGAGCTATGGAAAGTCCATGAGCCTCATCGAGATCGGGAACCCCTCTCAGAGCCTGGAG 
AATGTCTGCCGCTGGGCCTACCTCCAGCAGAAGCCAGACACGGGCCACGATGAATACCAC 
GATCACGCCATCTTCCTCACACGGCAGGACTTTGGGCCTTCCGGCATGCAAGGCTATGCT 
CCTGTCACCGGCATGTGCCATCCGGTCCGCAGCTGCACCCTGAACCATGAGGACGGCTTC 
TCCTCAGCGTTTGTGGTGGCCCATGAGACTGGCCACGTGCTGGGCATGGAGCACGACGGG 
CAGGGCAACCGCTGTGGCGACGAGGTGCGGCTGGGCAGCATCATGGCGCCCCTGGTGCAG 
GCCGCCTTCCACCGCTTCCACTGGTCCCGCTGCAGCCAGCAGGAGCTGAGCCGCTACCTG 
CACTCCTATGACTGCCTGCTGGATGACCCCTTCGCCCACGACTGGCCGGCGCTGCCCCAG 
CTCCCGGGACTGCACTACTCCATGAACGAGCAATGCCGCTTTGACTTCGGCCTGGGCTAC 
ATGATGTGCACGGCGTTCCGGACCTTTGACCCCTGCAAGCAGCTGTGGTGCAGCCATCCT 
GACAACCCCTACTTTTGCAAGACCAAGAAGGGGCCCCCCTTGGACGGGACTATGTGTGCA 
CCTGGCAAGCATTGTTTTAAAGGACACTGCATCTGGCTGACACCTGACATCCTCAAACGG 
GACGGCAGCTGGGGCGCTTGGAGTCCGTTTGGCTCCTGCTCACGTACCTGTGGCACGGGC 
GTGAAGTTCAGGACCCGCCAGTGTGACAACCCACACCCGGCCAACGGGGGCCGCACCTGC 
TCGGGCCTTGCCTACGACTTCCAGCTCTGCAGCCGCCAGGACTGCCCCGACTCCCTGGCT 
GACTTCCGCGAGGAGCAGTGCCGCCAGTGGGACCTGTACTTCGAGCACGGCGACGCCCAG 
CACCACTGGCTGCCCCACGAGCACCGGGATGCCAAGGAGAGATGCCACCTGTACTGCGAG 
TCCAGGGAGACCGGGGAGGTGGTGTCCATGAAGCGCATGGTGCATGACGGGACGCGCTGC 
TCCTACAAGGACGCCTTCAGCCTCTGTGTGCGCGGGGACTGCAGGAAGGTGGGCTGTGAC 
GGTGTGATCGGCTCCAGCAAGCAGGAAGACAAGTGTGGCGTGTGCGGAGGGGACAACAGC 
CACTGCAAAGTGGTCAAGGGCACGTTCACACGGTCACCCAAGAAGCATGGTTACATCAAG 
ATGTTTGAGATCCCTGCAGGAGCCAGACACCTGCTCATTCAGGAGGTAGACGCCACCAGC 
CACCATCTGGCCGTCAAGAACCTGGAGACAGGCAAGTTCATCTTAAATGAAGAGAATGAC 
GTGGATGCCAGTTCCAAAACCTTCATTGCCATGGGCGTGGAGTGGGAGTACAGAGACGAG 
GACGGCCGGGAGACGCTGCAGACCATGGGCCCCCTCGACGGCACCATCACCGTTCTGGTC 
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ATCCCGGTGGGAGACACCCGGGTCTCACTGACGTACAAATACATGATCCATGAGGACTCA 

CTGAATGTCGACGACAACAACGTCCTGGAAGAGGACTCTGTGGTCTACGAGTGGGCCCTG 

AAGAAGTGGTCTCCGTGCTCCAAGCCCTGTGGCGGAGGGTCCCAGTTCACCAAGTATGGC 

TGCCGCCGGAGGCTGGACCACAAGATGGTACACCGTGGCTTCTGTGCCGCCCTCTCGAAG 

CCCAAAGCCATCCGCAGAGCGTGCAACCCACAGGAATGCTCCCAGCCAGTGTGGGTCACA 

GGCGAATGGGAGCCATGTAGCCAGACCTGTGGGCGGACAGGCATGCAGGTGCGCTCCGTG 

CGCTGCATTCAGCCGCTACACGACAACACCACCCGCTCCGTGCACGCCAAGCACTGCAAT 

GACGCCCGGCCCGAGAGCCGCCGGGCCTGCAGCCGCGAGCTCTGCCCTGGTCGTTGGCGA 

GCCGGGCCCTGGTCCCAGTGCTCAGTAACCTGTGGCAACGGCACCCAGGAGCGGCCAGTG 

CTCTGCCGCACCGCGGACGACAGCTTCGGCATCTGCCAGGAGGAGCGTCCTGAGACAGCG 

AGGACCTGCAGGCTTGGCCCCTGTCCCCGAAACATCTCAGATCCCTCCAAGAAGAGCTAC 

GTAGTTCAGTGGCTGTCCCGCCCGGACCCCGACTCGCCCATCCGGAAGATCTCGTCAAAG 

GGCCACTGCCAAGGCGACAAGTCAATATTCTGTAGGATGGAAGTCTTGTCCCGCTATTGC 

TCCATCCCAGGCTACAACAAGCTGTGCTGCAAGTCCTGTAACCTGTACAACAACCTCACC 

AACGTGGAGGGCAGGATAGAGCCACCGCCTGGGAAGCACAACGACATTGACGTGTTCATG 

CCTACCCTCCCAGTGCCCACTGTAGCCATGGAGGTGCGGCCATCACCAAGCACCCCCCTG 

GAGGTCCCTCTCAATGCCTCCAGCACCAATGCCACAGAGGATCACCCAGAAACCAATGCC 

GTAGATGAACCCTACAAAATCCATGGCCTGGAAGATGAAGTCCAGCCACCCAACCTAATC 

CCTCGACGACCGAGCCCCTATGAAAAGACCAGAAACCAAAGAATCCAAGAGCTCATTGAT 

GAGATGCGGAAGAAAGAGATGCTCGGAAAGTTCTAA 

Gene 268. >ENST00000274609 cDNA sequence 

ATGGATCCGCCGGCGGGAGCCGCTCGCCGCCTGCTCTGCCCCGCGCTGCTGCTGCTGCTG 
CTGCTGCTGCCGCCGCCGCTCCTGCCGCCGCCGCCGCCGCCCGCGAACGCCAGGCTCGCC 
GCCGCCGCCGACCCCCCAGGCGGGCCCCTGGGGCACGGAGCGGAGCGCATCCTGGCGGTG 
CCCGTGCGCACTGACGCCCAGGGCCGCTTGGTGTCCCACGTGGTGTCGGCAGCTACGTCC 
AGAGCAGGGGTACGAGCCCGCAGGGCCGCCCCGGTCCGGACCCCGAGCTTCCCCGGAGGC 
AACGAGGAGGAGCCTGGCAGTCACCTCTTCTACAATGTCACGGTCTTTGGCCGAGACCTG 
CACCTGCGGCTGCGGCCCAACGCCCGCCTCGTGGCX5CCCGGGGCCACTATGGAGTGGCAG 
GGCGAGAAGGGCACCACCCGCGTGGAGCCCCTGCTCGGGAGCTGTCTCTACGTCGGAGAC 
GTGGCCGGCCTAGCCGAAGCCTCCTCTGTGGCGCTCAGCAACTGCGATGGGCTGGCTGGT 
CTGATCCGGATGGAGGAGGAGGAGTTCTTCATCGAACCCTTGGAGAAGGGGCTGGCGGCG 
CAGGAGGCTGAGCAAGGCCGTGTGCATGTGGTGTATCGCCGGCCACCCACGTCCCCTCCT 
CTCGGGGGGCCACAGGCCCTGGACACAGGGGCCTCCCTGGACAGCCTGGACAGCCTCAGC 
CGCGCCCTGGGCGTCCTAGAGGAGCACGCCAACAGCTCGAGGCGGAGGGCACGCAGGCAT 
GCTGCGGACGATGACTACAACATCGAGGTCCTGCTGGGCGTGGATGACTCTGTGGTGCAG 
TTCCACGGGAAGGAGCACGTACAGAAGTACCTGCTGACACTCATGAACATTGTCAATGAA 
ATCTACCATGACGAGTCCTTGGGTGCCCACATCAACGTGGTCCTGGTGCGGATCATCCTC 
CTGAGCTATGGAAAGTCCATGAGCCTCATCGAGATCGGGAACCCCTCTCAGAGCCTGGAG 
AATGTCTGCCGCTGGGCCTACCTCCAGCAGAAGCCAGACACGGGCCACGATGAATACCAC 
GATCACGCCATCTTCCTCACACGGCAGGACTTTGGGCCTTCCGGCATGCAAGGCTATGCT 
CCTGTCACCGGCATGTGCCATCCGGTCCGCAGCTGCACCCTGAACCATGAGGACGGCTTC 
TCCTCAGCGTTTGTGGTGGCCCATGAGACTGGCCACGTGCTGGGCATGGAGCACGACGGG 
CAGGGCAACCGCTGTGGCGACGAGGTGCGGCTGGGCAGCATCATGGCGCCCCTGGTGCAG 
GCCGCCTTCCACCGCTTCCACTGGTCCCGCTGCAGCCAGCAGGAGCTGAGCCGCTACCTG 
CACTCCTATGACTGCCTGCTGGATGACCCCTTCGCCCACGACTGGCCGGCGCTGCCCCAG 
CTCCCGGGACTGCACTACTCCATGAACGAGCAATGCCGCTTTGACTTCGGCCTGGGCTAC 
ATGATGTGCACGGCGTTCCGGACCTTTGACCCCTGCAAGCAGCTGTGGTGCAGCCATCCT 
GACAACCCCTACTTTTGCAAGACCAAGAAGGGGCCCCCCTTGGACGGGACTATGTGTGCA 
CCTGGCAAGTTCAGGCCGGGCGCGGTGGCTCATGCCTGTTATCCCAGCACTTTGGGAGGC 
CAAGGTAGGTGGATCGCCTGA 

Gene 269. >ENST0000033 1699 cDNA sequence 

ATGGGCCAGAATATTTCTCTTCCTGTGTATAAAGGGGAGATTCAGGCCTGGAACCTGGGC 
ATGGCCGTGGATGCGTGGAATGAGGAAGGAAAGGCGGTCTGGGGGAGCAGCAAGCTGGTG 
TGTACTAAGCCGATCCCTTGCCAGCCCACACACTTCTGGAACAATGAGAACGGCAACAAG 
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TACAGGAAGGCGTATTTCTCCAAATTCCCAGGTATCAGGGCTCATGGCGACTGCTGCAGC 
ATCAACCCGAAGACCGGGGGCGTCATCATGCTCGGCTGGAGGCCCGATCCTGCACTGAGG 
GGCCCCCTGTGTGAATGTGTGCCCTCTCCTGTCTCCACAGTGGACTCCTTTGAGGAGGTG 
GAGGACAGCCTGTATGTCCCCCAGTATAACAAGTACGGGGAAGAGAGGGTGATCGTCTTC 
CTGAAGACAGCCTCTGGGCACGCCTTCCAGCCTGACTTGGTGAAGAGGATCTGTGACGCC 
ATCCGCGTGGGCTTGTCTGTGCGGCATGTGCCCAGCCTCATCCTGGAAACCAAGGGCATC 
GCGTACACGCTCAGTGGCAATAAAGTGGAAGTTGCCGTCAAACAGATCATCGCTCGAAAA 
GCCATGGAGCAACGAGGTGCTTTCTCGAACCCCGAGGCCCTGCATCTGTACTGGGACATC 
CCTGAGCTGAATGGCTTCTGA 

Gene 270. >ENST00000303127 cDNA sequence 

ATGGCGGCGGAAGGCTGGATTTGGCGTTGGGGCTGGGGCCGGCGGTGCCTGGGAAGGCCT 

GGGCTTCTCGGCCCCGGCCCTGGCCCCACTACACCTCTCTTTCTTCTTTTGTTGTTGGGG 

TCTGTGACTGCGGATATAACTGACGGCAACAGTGAACATCTCAAGCGGGAGCATTCGCTC 

ATTAAGCCCTACCAAGGGGTCGGTTCCAGCTCTATGCCCCTCTGGGACTTCCAGGGCAGC 

ACTATGCTCACGAGCCAGTACGTACGTCTGACCCCTGACGAGCGCAGCAAAGAGGGCTCT 

ATCTGGAACCACCAGCCGTGCTTCCTCAAAGACTGGGAAATGCACGTCCACTTCAAAGTC 

CACGGCACAGGGAAGAAGAACCTCCATGGAGACGGCATCGCCTTGTGGTACACCCGGGAC 

CGCCTCGTGCCAGGGCCTGTGTTTGGAAGCAAAGATAACTTCCACGGCTTAGCCATCTTC 

CTGGACACCTACCCCAATGATGAGACCACTGAGCGCGTGTTCCCGTACATCTCGGTGATG 

GTGAACAATGGCTCCCTGTCCTACGACCACAGCAAGGATGGGCGCTGGACCGAGCTGGCG 

GGCTGCACGGCTGACTTCCGCAACCGCGATCACGACACCTTCCTGGCTGTGCGCTACTCC 

CGGGGCCGTCTGACGGTGATGACCGACCTGGAGGACAAGAACGAGTGGAAGAACTGCATT 

GACATCACGGGAGTGCGCCTGCCCACCGGCTACTACTTCGGGGCCTCCGCCGGCACCGGC 

GACCTGTCTGACAATCATGACATCATCTCCATGAAGCTGTTCCAGCTGATGGTGGAGCAC 

ACGCCCGACGAGGAGAGCATCGACTGGACCAAGATCGAGCCCAGCGTCAACTTCCTCAAG 

TCGCCCAAAGACAACGTGGACGACCCCACGGGGAACTTCCGCAGCGGGCCCCTGACGGGG 

TGGCGGGTGTTCCTGCTGCTGCTGTGCGCTCTCCTGGGCATCGTTGTCTGCGCCGTGGTG 

GGGGCCGTGGTGTTCCAGAAGCGGCAGGAGCGGAACAAGCGCTTCTACTGAGTGGCGCCT 

CCGGCGGGGCCTGTCCCTGGGCCCAGGAGCCAATGTGAACTTTTTTTTTTACCGGGATTA 

TAAAAGAACAACAAGATGACCTTATTTCTTAACTGTTTCAAATAAATGATTAAAGTATTT 

TCATACATTTTGCTTCTTGCCCAGCAGGGACAGGTGGCAGAGCCGAGGCTTAGGGTCTGG 

CACCCCCCACAGCTGGAGACGGAGGCTCTCCTGGGGCTGGTGTCTCAGGAGCAGGGGTCT 

GTGTCTACAGATGGGCTGTGGCCCCTGCAGGCAGCTGTTGAACACTGGAGGGTCCCCCGG 

ACCACACTGGGGTGGGCTCCTGAGGAC 

Gene 271. >ENST00000303066 cDNA sequence 

GGTAGTGAGCGGTGTTTCAGGATGTGAGGGCCCGCAGGAGCCGAGTCAGGCTCTCTCCAC 
TGCCTGCCCGCCACCGTGCAAGCTCTGGCCGGCGCTGCCCACAGTCCCCATGGTGGGCAG 
CCCCCGCGGCGGGGACCCCTGATCGGCAGCGGCATGCCAGGGAAGCCCAAGCACCTGGGC 
GTCCCCAACGGGCGCATGGTTCTGGCTGTGTCAGATGGAGAGCTGAGCAGCACGACGGGG 
CCCCAGGGCCAGGGCGAGGGCCGCGGCAGCTCTCTCAGCATCCACAGCCTCCCCAGTGGT 
CCCAGCAGCCCCTTCCCAACCGAGGAGCAGCCTGTGGCCAGCTGGGCCCTGTCCTTCGAG 
CGGCTGTTGCAGGACCCGCTGGGCCTGGCTTACTTCACTGAGTTCCTGAAGAAGGAGTTC 
AGCGCGGAAAACGTGACTTTCTGGAAGGCCTGCGAGCGCTTCCAGCAGATCCCGGCCAGC 
GATACCCAGCAGCTAGCTCAGGAGGCCCGCAACATCTACCAGGAGTTCCTGTCCAGCCAG 
GCGCTGAGCCCAGTGAACATCGACCGTCAGGCCTGGCTTGGCGAGGAGGTGCTGGCCGAG 
CCCCGGCCGGACATGTTTCGGGCACAGCAGCTTCAGATCTTCAACTTGATGAAGTTCGAC 
AGCTATGCGCGCTTCGTCAAGTCCCCGCTGTACCGCGAGTGCCTGCTAGCCGAAGCCGAG 
GGACGCCCTCTGCGGGAACCTGGCTCCTCGCGCCTCGGCAGCCCTGACGCCACGAGGAAG 
AAGCCGAAGCTGAAGCCCGGGAAGTCGCTGCCGCTGGGTGTGGAGGAGTTGGGGCAGCTG 
CCACCCGTTGAGGGTCCTGGGGGCCGCCCTCTCCGCAAGTCCTTCCGCCGGGAGCTGGGC 
GGGACTGCAAACGCCGCCTTGCGCCGAGAGTCTCAGGGCTCCCTCAACTCCTCCGCCAGC 
CTGGACCTTGGCTTCCTAGCCTTCGTCAGCAGCAAATCTGAGAGCCACCGGAAGAGCCTT 
GGGAGCACGGAGGGTGAAAGTGAAAGCCGGCCAGGGAAGTACTGCTGTGTGTACCTGCCC 
GATGGCACAGCCTCCTTGGCCCTGGCCAGACCTGGCCTCACCATCCGAGACATGCTGGCA 
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GGGATCTGTGAGAAACGAGGCCTCTCTCTACCTGACATCAAGGTCTACCTGGTGGGCAAT 
GAACAGAAGGCCCTGGTCCTGGATCAGGACTGCACCGTGCTGGCGGATCAGGAAGTGCGG 
CTGGAAAACAGGATCACCTTCGAGCTGGAGCTGACGGCGCTGGAGCGCGTGGTACGAATC 
TCAGCCAAGCCCACCAAGCGGCTGCAGGAGGCGCTGCAGCCCATTCTGGAGAAGCACGGC 
TTGAGCCCGCTAGAGGTGGTGCTGCACCGGCCAGGCGAGAAA.CAGCCTCTGGATCTGGGG 
AAGCTAGTGAGCTCGGTGGCGGCCCAGAGACTGGTTTTGGACACTCTTCCAGGTGTGAAG 
ATCTCCAAAGCCCGTGACAAATCTCCCTGCCGCAGCCAGGGCTGCCCACCTAGAACTCAG 
GATAAGGCCACCCATCCCCCTCCAGCGTCCCCCAGTTCTCTGGTGAAGGTGCCCAGTAGT 
GCCACTGGAAAGCGGCAGACCTGTGACATCGAAGGCCTGGTGGAGCTGCTGAACCGGGTG 
CAGAGCAGCGGGGCCCACGACCAGAGGGGCCTTCTGAGGAAAGAGGACCTGGTACTTCCA 
GAATTTCTGCAGCTGCCCGCCCAAGGGCCCAGCTCCGAGCCCACCACAGACCAAATCAGC 
AGCCCAGCCCATCGGGGGATCCTTGAACTCCACCACCGACTCAGCCCTCTGACAGCTACC 
CAACAGTCCAGGACAGCTGCATGGCACCCGGCGGGCCGAGCATGCCATGGGTCCGCTCTG 
CATGCCCTGTCTGTGCCATGAGTGTCCCTGGCCCCTTCCTGCCATGGGCAGGCCCGCAGG 
AAGAGCCGGTAGGGGTGGAAAGGGGACTCAGATGAGACACACCCCACAGCTGCCACCGCC 
TTGTCCCTCAACAAGCTCACCCCCAATCCCTTGCAGCCAGGCCACAATGGGGGAGGTGAG 
TCCAGCCCCTTGGAACAGGCTTGCCCAACATGGAGGGATGGCGTTGGCAGTGCCAGCCTC 

cccagcctgtgccaagcttcaacaggggcaagaggaggggccggcccctcctcaggaagc 

tggtatgagtaaggccttgagggtgcaggcaggcagccctgtaccccacccacatagact 

atactgtacatacagattttgcagtaggcttggggcagctgggtttgtccttgatgtatg 

atactgttattataataattattattattctgc 

Gene 272. >ENST00000303165 cDNA sequence 

CTCCGGCCGGCACCCTAGGCCGGCCCGCCGCCAGCTGTCGCCGACATGGAACCCTTGGCC 
AGCAACATCCAGGTCCTGCTGCAGGCGGCCGAGTTCCTGGAGCGCCGTGAGAGAGAGGCC 
GAGCATGGTTATGCGTCCCTGTGCCCGCATCGCAGTCCAGGCCCCATCCACAGGAGGAAG 
AA.GCGACCCCCCCAGGCTCCTGGCGCGCAGGACAGCGGGCGGTCAGTGCACAATGAACTG 
GAGAAGCGCAGGAGGGCCCAGTTGAAGCGGTGCCTGGAGCGGCTGAAGCAGCAGATGCCC 
CTGGGGGCCGACTGTGCCCGGTACACCACGCTGAGCCTGCTGCGCCGTGCCAGGATGCAC 
ATCCAGAAGCTGGAGGATCAGGAGCAGCGGGCCCGACAGCTCAAGGAGAGGCTGCGCAGC 
AAGCAGCAGAGCCTGCAGCGGCAGCTGGAGCAGCTCCGGGGGCTGGCAGGGGCGGCCGAG 
CGGGAGCGGCTGCGGGCGGACAGTCTGGACTCCTCAGGCCTCTCCTCTGAGCGCTCAGAC 
TCAGACCAAGAGGAGCTGGAGGTGGATGTGGAGAGCCTGGTGTTTGGGGGTGAGGCCGAG 
CTGCTGCGGGGCTTCGTCGCCGGCCAGGAGCACAGCTACTCGCACGGCGGCGGCGCCTGG 
CTATGATGTTCCTCACCCAGGGCGGGCCTCTGCCCTCTACTCGTGCCAGGCCCACTTGCC 
AGGCAGGAGCCCTCCCCAAGCCTTCAGGGCTGCTCGGAGTCACCTGTTGGAATGGACTAA 
AAGGACCCTTGTGTGGGAACAGGTGCTCCCCAAACACCCTGCTGCTGGCTGCCAGGCAGG 
CCCTCTGGAAGGGAAGGGGCAGGACTCATCAGGACCTCCCTGGACCCCTGCAGGGCAGGC 
AGCTTGGGCCCGAGCCCAAGCATTTGGCTCTGCTGCCCCCAAGGGGACAGGAAGCCTCTT 
GGGCCTCTTCCCTTCCTGGACAAGGCCCCCTGCCTTTGCCTCACATAAACTGTACAGTAT 
TTTCATTAAAAGCCTCTTTCAT 

Gene 273. >ENST00000303182 cDNA sequence 

ATGGAACCCTTGGCCAGCAACATCCAGGTCCTGCTGCAGGCGGCCGAGTTCCTGGAGCGC 
CGTGAGAGAGAGGCCGAGCATGGTTATGCGTCCCTGTGCCCGCATCGCAGTCCAGGCCCC 
ATCCACAGGAGGAAGAAGCGACCCCCCCAGGCTCCTGGCGCGCAGGACAGCGGGCGGTCA 
GTGCACAATGAACTGGAGAAGCGCAGGAGGGCCCAGTTGAAGCGGTGCCTGGAGCGGCTG 
AAGCAGCAGATGCCCCTGGGGGCCGACTGTGCCCGGTACACCACGCTGAGCCTGCTGCGC 
CGTGCCAGGATGCACATCCAGAAGCTGGAGGATCAGGAGCAGCGGGCCCGACAGCTCAAG 
GAGAGGCTGCGCAGCAAGCAGCAGAGCCTGCAGCGGCAGCTGGAGCAGCTCCGGGGGCTG 
GCAGGGGCGGCCGAGCGGGAGCGGCTGCGGGCGGACAGTCTGGACTCCTCAGGCCTCTCC 
TCTGAGCGCTCAGACTCAGACCAAGTCTTGCCTAATGAAAACGGGGGAACTCCCAACCAC 
AGACCCACTGGCAGAGGAAATAATATCAGTTCCCATCACTGACACTGTTGGCCGTGCCAG 
GCAGTGCACTTAATTCTCACAACTTGAGGCTGTTCTGTCTCCACTTCACGGATGGTAGAA 
ATGAGGCTGAGTGACGTGACTCGCCTGAGGTCCAAAAACAGTGAAGCCAAGATTCAAACC 
AGAGCCTTCCGACTCCAGAGCTGGGGCCAACTGAATTCAACAAGTATTTATTGAGTGTCT 
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ATTATGTGCTAGATACTGAGACACATCAGAGAACAAAACCAAAAGCCCTGCCCTTGTCGG 

GCTTACAGTCTAGCACTTACCGCCAGTTAACCTGCAGGCTACCTGGAGCCCCGGGCAAGT 

CACCGCACCTCTGTGCCTCGGTCCTCAGCTGCCCAATGGGAGAATAAGCAGACCTGGCTC 

AGACATGAATCATGTGCTTGGTGTACTGCAGATGCCAAACTGCATCCCCACAACCCACCA 

CGTAGACAGCAGACAGGGCTGGAAGTTGATTTTTAATGATAAAGTACAATGAAGGGAGGG 

CAGAGGGGCTAAGCCTAGCTGTCTGGGGTGCTGTGGTGGTGGTAGACTGGCTACACAAAC 

TGTTGCTGCTGCTGCTGCTTCTTGGTGGCCGCCTTGCTGGCGAGGTCCTTGGCCTTCTCT 

GTAGCTGCCAGTGCCGTCTCCTTTGCCTTCTCCTTGGCTTCCTTGGCTGTCTCAACAAGT 

GTTTTGGAAGGGGCCTCGCCTGTCGCGAACGGCAGGTGGCTGCCTTTAGAAGATGCCTGA 

AAGACCAACCTAATTTCCCTCCCCCATGACACCAATCTCCTCTGGGCCAGGCTCCACTAA 

AAAGGTGGTATTCACCCTCCTCCCACCCCCAGTACAGACAAGGAGTCCCAGCTCAGAGCA 

GGGCAATGACTAACCCAGACTCCACGCCCGCTAGGCTGAATGAGCCTCTCCCTATGAGGA 

ATATCCACATACCCAGAAACTCACCTTGCAGCTTAGCCAAGATATATTCAAAACCCTTCA 

TAGTCTTGGTCACGTTGCTTTTGAACCGGGCAAGACCAAATTCCTGGCATGAGATGAGAA 

TGGGAAGGATACTGAGTTGCCCACTGACCCCAGCCCAGCCCCAACACCGAAAGCACTGGG 

TCCCAGAGCCCCAGCAGCCCCAACAACACTGCTCACCTGGACAGCTCTGGAGACACCAAA 

TAAGCTAGAGGAGACCCAGGCTTCCCGGCGGATTTCAGTCCAGCCACTGTTGTCAGAGTT 

CACACAGTAAACACATCGTTCCTCCACCACCTATGCAGAGGCCAACCACAATCGTGGAAC 

AGTCTTTCATTTTGCCAACTTGCACATAAATCTGACTCCCTGTCACTTTTCATGAGGCGA 

AGCAATACAATGAAAATCCATTCCTTCCCCTGACTGCACCTCCAAGTGGCACTGACAGAA 

CAAGAAGCCATAAATAAGGTCGTTTTGCTCTCGAAAACCTCTCTTCTGACTCTTAAACTA 

GAAGGCAAAAGGTCTCTCTCTTGAGATCAACAAAGGGCCTTCCAGCCCATCCTGCTCCTG 

GATTTTGTTTTGTGCATCTAGACGCATGCAGTGTTTTAGCCGCCTTCCACCAGCTGCAGC 

TCTGGAGCTTCCTGACAGTCCAAATAAAAACATTTGCCCGG 

Gene 274. >ENST00000303204 cDNA sequence 

GCGCGCGGCCGGACAACTCATGGCGGCGGCGGCGGCGGCGGCAGCTGCTTGGGCGCGGTG 

CGGTGGTGACTGAGCTACGAGCCTGGCGGCGGGTGTGCGCCGAGGCCCGGCCCGGCCCGG 

CCCTCGCGTGCCTCCCAGGCTCCGCACCCCTGATGCTGCGCGGGTGCTGAGCCCGCTTCG 

GCCGGGACGATGGTGAAGTATTTCCTGGGCCAGAGCGTGCTCCGGAGTTCCTGGGACCAA 

GTGTTCGCCGCCTTCTGGCAGCGGTACCCGAATCCCTATAGCAAACATGTCTTGACGGAA 

GACATAGTACACCGGGAGGTGACCCCTGACCAGAAACTGCTGTCCCGGCGACTCCTGACC 

AAGACCAACAGGATGCCACGCTGGGCCGAGCGACTATTTCCTGCCAATGTTGCTCACTCG 

GTGTACGTCCTGGAGGACTCTATTGTGGACCCACAGAATCAGACCATGACTACCTTCACC 

TGGAACATCAACCACGCCCGGCTGATGGTGGTGGAGGAACGATGTGTTTACTGTGTGAAC 

TCTGACAACAGTGGCTGGACTGAAATCCGCCGGGAAGCCTGGGTCTCCTCTAGCTTATTT 

GGTGTCTCCAGAGCTGTCCAGGAATTTGGTCTTGCCCGGTTCAAAAGCAACGTGACCAAG 

ACTATGAAGGGTTTTGAATATATCTTGGCTAAGCTGCAAGGCGAGGCCCCTTCCAAAACA 

CTTGTTGAGACAGCCAAGGAAGCCAAGGAGAAGGCAAAGGAGACGGCACTGGCAGCTACA 

GAGAAGGCCAAGGACCTCGCCAGCAAGGCGGCCACCAAGAAGCAGCAGCAGCAGCAACAG 

TTTGTGTAGCCAGTCTACCACCACCACAGCACCCCAGACAGCTAGGCTTAGCCCCTCTGC 

CCTCCCTTCATTGTACTTTATCATTAAAAATCAACTTCCAGCCCTGTCTGCTGTCTACGT 

GGTGGGTTGTGGGGATGCAGTTTGGCATCTGCAGTACACCAAGCACATGATTCATGTCTG 

AGCCAGGTCTGCTTATTCTCCCATTGGGCAGCTGAGGACCGAGGCACAGAGGTGCGGTGA 

CTTGCCCGGGGCTCCAGGTAGCCTGCAGGTTAACTGGCGGTAAGTGCTAGACTGTAAGCC 

CGACAAGGGCAGGGCTTTTGGTTTTGTTCTCTGATGTGTCTCAGTATCTAGCACATAATA 

GACACTCAATAAATACTTGTTGAATTC 

Gene 275. >ENST00000312855 cDNA sequence 

ATGGCGGCCGCCGAGGTCGTGAACTGCATCATGGAGGTGTCCTGTGGCCAGGCGGAAAGC 
AGCGAGAAGCCGAACGTCGAGGGCATGACGTCCAAAGATTACTACTTTGACTCCTACGCC 
CACTTCGGCAACTCCATGTTTCACAACCGCCACCTCTTTAAAGACAAGGTGGTGCTGGAT 
GTGGGCTCGGACACAAGCATCCTCTGCATGTTCGCCGCCAAGGCCGGGCGCAAGGTCATC 
GGCATCGAGTGTTCCAGTAGCTCTGATTATGCGGTGAAGATTGTCAAAGCCAACAAGTTA 
GACCACTTGGTGACCATCACCAAGGGGAAGGTGGAGGAGATAGAGCTCCCGGTGGAAAAG 
GAGGTAGACATCTACACCGTCAAGGTGGAAGACCTGACCTTCACCTCCCCGTTCTGCCTG 
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CAAGTGAAGCAGAATGACTACGTGCACACCCAGGTGGCCTACTTCAACATCGAGTTTACG 

CACTGCCACAAGAGGACCGGAGGGACCGGCTTCTCCACCATACCCGAGTCCCTGTACACG 

CACTGGAAGCAGACGGTGTTCTACATGGAGGACTACCTGACCTTGAAGACGGGCGAGGAG 

ATCTTCGGCACCATCGGCATGCGGCCCAACGCCAAGAACTGGGACCGGGACTTCACCATC 

AACCTAGATTTCAGGGGCCATCTGTGCGACCTGTCCTGCTCCACAGACTACAGGATG 

Gene 276. >ENST00000303270 cDNA sequence 

GCGGGAGTCGCGGCGCTGCGGGTAGGAGCCGGGTTGCGGGAGACCCCAGGTTCGGTTGGG 
ATTCCCAGCCAGAACGGAGCTTAAGCCGGGCAGGCGAGCGAATGACGGAGTAGCGAGCTG 
CACGGCGGCGTGCTGCGCTGTTGAGGACGCTGTCCCGCGCGCTCCCAGGCCGCCCCGAGG 
CTTGGGGTCTTCGAAGGATAATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGC 
TGCCGAAGTGCAAGGCCACGGCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGT 
TGGCGCCGTTTGGGGTCGGGGTCTGAGGCTTGGGCGCTGCCTGGGCCGAGCGGAGATCGG 
GGTTTGCCTCCCGTCCCCGCTCAGGACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGA 
GCGGGCAGCGCGTGGACGTCAAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTA 
GCCTGGTGGAGCGCTACGTGCACGACCGCTTTCTGGTGGGGCCTTATCAGAACACCATCG 
GGGCCGCCTTCGTGGCCAAGGTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTT 
GGGACACAGCAGGCTCTGAGCGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCA 
AGGCTGCCATCGTCTGCTATGACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCT 
GGGTGAAGGAACTGCGCAGCCTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGA 
GTGACCTGCTGGAAGAAGACCGGAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACT 
ATGCAGACAATATCAAAGCTCAGCTCTTTGAAACATCCAGCAAGACAGGCCAGAGTGTGG 
ACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGGCTGCCTTCCAGGTGATGA 
CAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCTACTTCTACAGCTGTTGTC 
ATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGAATTCCCCGTAAGGGCTGG 
ACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCTACCCCAGGTCCTCATGTC 
AGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGACAGCATTGGGCTGACTGTG 
GGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGGCTTCTGCCCTGGACAGCACTTGTG 
TCTGCAGATTATTTAAGTGGCTTTTGATCTGTAAATAAAATCAGTGCACTGTGAATCACA 
CCCAGCCCCTTTCCCTGCTGTGTGGATTAGGTGTCAAGACACCTAGTTCTTTCTGGGGCC 
ACCCGGCTGGCCTCACTGCTTATATTAAGGCTCCTCCCAACTCTCATTTTCCTTTGGAAA 
ACAAGACTTTTTTCCCCATGGTTACCGCTGAGATACTGGGGCTGTAGTAGTATAAAAGCT 
CACAGTTCCTTCTGAGTGCTGAAAAGAGTGCATGAGTTGCTTCGAAATAAAAGGGTCAAG 
CATT 

Gene 277. >ENST00000306591 cDNA sequence 

GCCGAGACCTCAGTTCCCGGCGGCTCTTGCGGGGCACAGGTGAGCCCTGGCTGCGCGCGC 
GGCCCCTCCTCCCCGGCGCCTCCCAGATGGGGGCTCCGGAGGTGGCGCCCAGGCTCTGAG 
CTACCCTAGGTCTGCAGACTAGCGGGCATTGGCCAGAGACATGGCCCAGCCACTGGCCTT 
CATCCTCGATGTCCCTGAGACCCCAGGGGACCAGGGCCAGGGCCCCAGCCCCTATGATGA 
AAGCGAAGTGCACGACTCCTTCCAGCAGCTCATCCAGGAGCAGAGCCAGTGCACGGCCCA 
GGAGGGGCTGGAGCTGCAGCAGAGAGAGCGGGAGGTGACAGGAAGTAGCCAGCAGACACT 
CTGGCGGCCCGAGGGCACCCAGAGCACGGCCACACTCCGCATCCTGGCCAGCATGCCCAG 
CCGCACCATTGGCCGCAGCCGAGGTGCCATCATCTCCCAGTACTACAACCGCACGGTGCA 
GCTTCGGTGCAGGAGCAGCCGGCCCCTGCTCGGGAACTTTGTCCGCTCCGCCTGGCCCAG 
CCTCCGCCTGTACGACCTGGAGCTGGACCCCACGGCCCTGGAGGAGGAGGAGAAGCAGAG 
CCTCCTGGTGAAGGAGCTCCAGAGCCTGGCAGTGGCACAGCGGGACCACATGCTTCGCGG 
GATGCCCTTAAGCCTGGCTGAGAAACGCAGCCTGCGAGAGAAGAGCAGGACCCCGAGGGG 
GAAGTGGAGGGGCCAGCCGGGCAGCGGCGGGGTCTGCTCCTGCTGTGGCCGGCTCAGATA 
TGCCTGCGTGCTGGCCTTGCACAGCCTGGGCCTGGCGCTGCTCTCCGCCCTGCAGGCCCT 
GATGCCGTGGCGCTACGCCCTGAAGCGCATCGGGGGCCAGTTCGGCTCCAGCGTGCTCTC 
CTACTTCCTCTTTCTCAAGACCCTGCTGGCTTTCAATGCCCTCCTGCTGCTGCTGCTGGT 
GGCCTTCATCATGGGCCCTCAGGTCGCCTTCCCACCCGCCCTGCCGGGCCCTGCCCCCGT 
CTGCACAGGCCTGGAGCTCCTCACAGGCGCGGGTTGCTTCACCCACACCGTCATGTACTA 
CGGCCACTACAGTAACGCCACGCTGAACCAGCCGTGTGGCAGCCCCCTGGATGGCAGCCA 
GTGCACACCCAGGGTGGGTGGCCTGCCCTACAACATGCCCCTGGCCTACCTCTCCACTGT 
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GGGCGTGAGCTTCTTTATCACCTGCATCACCCTGGTGTACAGCATGGCTCACTCTTTCGG 
GGAGAGCTACCGGGTGGGCAGCACCTCTGGCATCCACGCCATCACCGTCTTCTGCTCCTG 
GGACTACAAGGTGACGCAGAAGCGGGCCTCCCGCCTCCAGCAGGACAATATTCGCACCCG 
GCTGAAGGAGGGTGAGGACAAAATCTTCTTAATCAACAAGCTTCACTCCATCTACGAGAG 
GAAGGAGAGGGAGGAGAGGAGCAGGGTTGGGACAACCGAGGAGGCTGCGGCACCCCCTGC 
CCTGCTCACAGATGAACAGGATGCCTAGGGGGACGGCGATGGGCCTCACGGGCCCGCCCA 
GCACCCTGAGACCACACTGTTGCCTCCCAGTGACCCTGCTGGGACACCAGGACAAGGAAG 
ACAGTTTCGCCTCTCGAAAGCCGCAGCTGCGCCTAGGCTGGAGCTGGAAGGGTGGGTGAA 
TCCGGCTTGGGCATCCCCAATGAACTCTGCCCTGCCTGGGACTCTATTTATTCTGATTAA 
AGGGGTTTTGCAAATGGGCTTGTCCCTTGGGGCTCTGTGTCTGTGACCACACCCGGGGCC 
TGCTTCCCGCTGCCCTGGGGCCACCTCCAGGCGCAGGTCTGGGTCCTGGGAACCTCAGCT 
GGAGTGGGGGCGCCCTCTGCTGGCCAAGCCCCAGATGGCAGGGGCTGGACCGCGCCAGGG 
CTTGATTCGCTTGCTGCCTTTGACCAGCCTGAACTCGCGCCCAGGAGGGGCTTACACCTG 
CACAAGTGAGCCGAGCAGGCACGGATTGTGACCAGAGCGATGCGTCAACCATTGGGTGAT 
GCTGTAGCATCTACTGGAGCAGGAGACAAATTTAGAGAGGGACTTGGAGGGGAGACATAT 
CAGTTGCAAATGAGTTGTGGGGACAGTTGCCTCCCAGGCATAGGTAACCAGCACCTGTGC 
TTGGAGGCGAACAGGGCTTGGTGAGGTGGGGCTGGCCCCCTGCTTCTGGCTGCCAGCAGC 
TGGCTGGGGGGTGGTGATCCTGGGTCTGACTGGGCTGAGTTTGAGGAGCCCGTGGGATAC 
CGAAAACCGTAGGCTGTGGGGGGTGGGCACAGGGATTCGGGGACCAGCCCGTCATGACCC 
CGTGCTCCAGGTCTGCAGGGACCAGCCCATGACAGCCCAGGGCTCCAGGTCTGCGGGGAC 
CAGCCCATCACAGCCCAGGGCTCCAGGCCTGCGGGGACCAGCCCGTCAGCCTCAGTTCTC 
CAGGCCTGCGGGGACCAGCCCGTCATGACCCCAGTGCTCCAGGTCTGTGGGGACCAGCCC 
GTCAGCCTGTGCTCCAGGCCTGCAGGAACCAGCCCGTCAGCCTCAGTGCTCCAGGCCTGC 
GGGGACCAGCCCGTCAGCCTGTGCTCCAGGCCTGCGGGGACCAGCCCGTCATGACCCCAG 
TGCTCCAGGTCTGTGGGGACCAGCCCGTCAGCCTGTGCTCCAGGCCTGCGGGAACCAGCC 
CGTCATGACCCCAGTGCTCCAGGCCTGCGGGGACCAGCCCGTCATGACCCCAGTGCTCCA 
GGTCTGTGGGGACCAGCCCGTCACGGCGCAGGGTTCCAGGCTTGTGGGGACCAGCCTGTC 
ACAGCCCAGGGCTCCAGGCCTGCAGGAGCTGCGCTTGGGATTGGGGGAATGAACCCAGGT 
GGGGAAATGGTCAAAGAGCGATGGGCCCAGAAAAGGGTCAGACCCAGATGGAGATGCCAC 
TGGCTGCTAGCAGACCCCCACGCTGGGTCTAGCCCACCCAATCCCATGGGGATGCTCCTG 
TGCTCTGCAGACATCTGGGTGCTGCCACAGGGGCCCGACAGAGTTGGCATCTGGGTGGAT 
CTGAGCCAAGTGGTGCTTCTGGGCCTCAGCAAGTAGCTGGTGCTGATTCTGGGCAGCCAA 
CTGTGGCAGCATCTTCAGGTGCGAGTGCTGCTGGGTGAAGCTGCGTGGGCAGTCCAGAAA 
GTGACGTGACAGTCCACAGGGACCGACGTAGGGTTTCCAGCCCCTATCTGTGCAGATGCT 
GTCCTCCAAACCATCACGGTCCCTCTCTGGCTGGGGACGTGCGCCTGCCACTGCTGGCTT 
GCCAGCATGATCATTGGTTGTGACCTGTTGAGCCCATCTTGCCAGCCTCACAAAGGACAG 
TACTAGCTGCTTATGACAGGAAAGTGGAAGAACTTGGCCTGGATATTTCTGGAGAATTAC 
CGTGTGTGCTAGTCAGTCTTTCGTGTCAACCAGGCCAGGCTGTGGGGCCCAGTGATCTCA 
TCGAGAGGGGCCGAGGTGTTGCTGTGATCGTGTGCTGCTGGAATGTGGTGAACACCTACA 
GTCGATTTCACCTAAAGATCATCCTTGAGAATGTGGGTGGGCCTCATCCTATCAGCTGAA 
AGCTTTAAGAGCAAAACCCGAGGTGTCCCAGAGAGGGAATTCTGCCTTGAGACGGCGGCT 
TCCCACTCCCACTGGATGTCCAGCCCGCGGCCCCACGGCTGGGTGAGCCCGTCCTCTCCT 
CGTTTCTGTCTCCGGACCCACCGTGTGGCCCCAGACCCTCCAGTGAGGACCTCCCGTATT 
TCTTCAGAGCAGCCCTTGCGTGCTGGAGGCCTGGGCTTCAGTGTGTCCCTGGGTGCCCTG 
GGGCATGTTCTGTGACCTCCCAGCTCCTCGCCTCATGGGGCCGCTGTATCAAGTGACACA 
GTTTGTGTGCTGCGTACCATGCCTGGCACCCATTTGAGGTGTTGCAAGGAGGCCATGTTT 
GCTCGATGAGAGCAGCCTAAGATCTACAAACTGTTGTTCGAGTGGATGGGAACTTGATGC 
TATTTTCAGGCTGAATGACAAGACTCCGCGATGCTTCTCGGCCTGGGCTGCACAACGGAA 
TCTACCAGGGAGGTTTTAAAAACACTGGTACTTGCTGGAGGTGGTGGCGCCTGTCTGTAA 
TTGCAGCTGCTCCAGAGGCTGAGGCGGAGGATTGCTTGAGCCCAAGAGTTTCGGTTTATT 
TGCTTTTTCAGAGTCTTG 

Gene 278. >ENST00000307832 cDNA sequence 

ATGGGAAGTTTCAACACCAGTTTTGAAGATGGCTTCATTTTGGTGGGATTCTCAGATTGG 
CCGCAACTGGAGCCCATCCTGTTTGTCTTTATTTTTATTTTCTACTCCCTAACTCTCTTT 
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GGCAACACCATCATCATCGCTCTCTCCTGGCTAGACCTTCGGCTGCACACACCTATGTAC 

TTCTTTCTCTCTCATCTGTCCCTCCTGGACCTCTGCTTCACCACCAGCACCGTGCCCCAG 

CTCCTGATCAACCTTTGCGGGGTGGACCGCACCATCACCCGTGGAGGGTGTGTGGCTCAG 

CTCTTCATCTACCTAGCCCTGGGCTCCACAGAGTGTGTGCTCCTGGTGGTGATGGCCTTT 

GACCGCTATGCTGCTGTCTGTCGTCCACTCCACTACATGGCCATCATGCACCCCCATCTC 

TGCCAGACCCTGGCTATCGCCTCCTGGGGTGCGGGTTTCGTGAACTCTCTGATCCAGACA 

GGTCTCGCAATGGCCATGCCTCTCTGTGGCCATCGACTGAATCACTTCTTCTGTGAGATG 

CCTGTATTTCTGAAGTTGGCTTGTGCGGACACAGAAGGAACAGAGGCCAAGATGTTTGTG 

GCCCGAGTCATAGTCGTGGCTGTTCCTGCAGCACTTATTCTAGGCTCCTATGTGCACATT 

GCTCATGCAGTGCTGAGGGTGAAGTCAACGGCTGGGCGCAGAAAGGCTTTTGGGACTTGT 

GGGTCCCACCTCCTAGTAGTTTTCCTTTTTTATGGCTCAGCCATCTACACATATCTCCAA 

TCCATCCACAATTATTCTGAGCGTGAGGGAAAATTTGTTGCCCTTTTTTATACTATAATT 

ACCCCCATTCTCAATCCTCTCATTTATACACTAAGAAACAAGGACGTGAAGGGGGCTCTG 

TGGAAAGTACTATGGAGGGGCAGGGACTCAGGGTAG 

Gene 279. >ENST00000332144 cDNA sequence 

GGAGGGGCCTGTGAAAAAATGGTTAATGTGAAGAAAAGTAAATTCTATGAAGCTGATGTG 
CTTCGACAAGAAGTAGAAAATCATTATAAGCTCTCTTCACCTGAAGATTCCGATCGTTTC 
TGGAAGTTCTTTGAAGAACTTGATCCTGAAAAGCCAGCTGATCTTTCTGCAAGCCTCGGA 
CTTCAGTTAGGTGGTCCTTATGATATCCTTGCTGGAAAACATAAAATTAAGAAAAATTCA 
ACAGGCCTGAATGTTAGCCTTCATTGGAGGTTTTACCATGATCCTCCTGAGTTCCAGACC 
GTCATTATTGGAGATAATAA?^ACTCAGTACCACATGGGGTATTTCAGGGATTCTTCTGAT 
GAACTTCCTGCATATGTTGGTATAAATGAAGCAAAGAAAAAGTGTACAATTGTTCCAAAT 
GGAGATAATGTATTTGTGGCAGTCAAATTATTTTTGATGAAAAAACTTAAAGAAGTAACG 
CATAAAAAGAAAACTAATCTCTTGAAAAACATAGATGAAAAACTCGCAGAAGCAGCCAGA 
GAAATGGGGTCCTCACTGGAACAGACAACCACGAAGATGAAAGATAAGAAAGTTGTGACG 
AAGGCCTTTCATGGTGCAGGCTTGGCTGTTCCAGCAGATAAAAATGATGTTGGGTACAGA 
GAGCTCCCTGAAACAGATGCTGACGTCAACAGAATTTGCAAGACAATAGTTGAGGCTGCA 
AGTGAGGAGAGACTGAAAGCTTTTGTTCCCATTCAGGAAATGATGACTTTCGTGCAGTTT 
GCTAGTGATGAATGTAATTGTGGGAAGGGGCGTGAGTTGGGAATGGAGCTCTTTTGCTGT 
GGCTCACATTATTTTCATAAAGTTGCTGCTCAGCATTTACCTCTTGCATATAATCTGTTG 
AAGAGGAATCTGGAAATTATTGAGGATCATTTGGCAAACAGAAGTAAAGAGAACATAGAG 
CAACTTGCTGCATGA 

Gene 280. >ENST00000274820 cDNA sequence 

GCGCTGGGAGCCGGGCGGTCGGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGC 
GGGCGGCGCCCCGGTCCGCGGCGCCGAGGCTCGCACCGGGAGCTGCCCATGGGCCGGGCC 
CGGAGTTCCGGCGCGCCGGGAGCCGGCAGACATGCCACAGACGCTGAGTGCCTCCGACAT 
GGTCACCCCAGGCAGCCTCAGCCCACCCCCCACCGAGCCCACAGATGGCGAACAGGCTGG 
GCAGCCCCTCCTGGATGGAGCGCCATCCTCAGCCTCCCTGGAAACACTGATCCAGCACCT 
GGTGCCCACAGCCGACTACTACCCCGAGAAAGCCTACATCTTCACCTTCCTGCTGAGCTC 
TCGCCTCTTCATCGAGCCCCGGGAGCTCCTGGCCCGGGTCTGCCACCTGTGCATCGAGCA 
GCAGCAGCTGGACAAGCCGGTGCTGGACAAGGCCCGGGTCCGGAAGTTCGGCCCCAAACT 
GCTGCAGCTGTTGGCCGAGTGGACCGAGACCTTCCCAAGGGACTTCCAGGAAGAGTCGAC 
TATCGGGCACCTTAAGGACGTCGTGGGCCGCATCGCCCCCTGTGACGAGGCATACCGGAA 
GAGGATGCATCAGCTCCTACAGGCTCTGCACCAGAAGCTGGCGGCTCTGCGCCAGGGGCC 
AGAAGGTCTGGTGGGTGCCGACAAGCCCATCTCCTACAGGACCAAGCCACCAGCCTCCAT 
CCACAGGGAGCTCCTTGGTGTCTGCAGCGACCCCTACACACTGGCCCAGCAGCTGACCCA 
CGTGGAACTGGAGCGGCTGCGGCACATCGGGCCTGAGGAGTTTGTCCAGGCCTTTGTGAA 
CAAGGACCCTCTGGCCAGCACAAAGCCCTGCTTCAGTGACAAGACCAGCAACCTGGAGGC 
TTATGTGAAATGGTTCAACAGGCTGTGCTACCTGGTGGCAACTGAGATCTGCATGCCAGC 
CAAGAAGAAGCAGAGGGCCCAGGTGATTGAGTTCTTCATCGACGTGGCCCGCGAGTGCTT 
CAACATCGGCAACTTCAACTCCCTCATGGCCATCATCTCCGGCATGAACATGAGCCCTGT 
CTCCAGGCTGAAGAAGACCTGGGCCAAAGTGAGGACGGCCAAGTTTTTCATCCTCGAGCA 
CCAGATGGACCCAACGGGGAATTTCTGCAACTACAGGACAGCCCTGCGCGGGGCGGCCCA 
CCGCTCCCTGACGGCCCACAGCAGCCGAGAGAAGATTGTCATTCCTTTCTTCAGCCTGCT 
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CATCAAAGACATCTACTTCCTGAATGAGGGCTGCGCCAACCGCCTTCCCAATGGACACGT 

CAACTTTGAGAAATTCCTGGAGCTGGCCAAGCAGGTGGGGGAGTTCATCACCTGGAAACA 

AGTGGAGTGTCCCTTCGAGCAAGACGCCAGCATCACCCACTACCTGTACACCGCCCCCAT 

CTTCAGTGAGGATGGTCTTTATTTGGCTTCTTACGAAAGTGAGAGCCCAGAGAACCAAAC 

AGAAAAAGAAAGATGGAAAGCTCTAAGAGATCTTCTATTTTGGGGAAGACATGAAAGCGC 

TGAGCTGAGGGACGAGGAAGAGCTGGAGCCCGCAGAAGCCGTCCACAGCCCTGCCTCAGT 

GGCCCAGTGGGCAGAGGCCAGGGAGTGCCTCACTATTTTGCAAATGCCGACCCTGTGGCC 

TGCTGCCCGCCCCCCCCCCCCCCACAGTGGCCATACGGGCACAGGAGACCTTTTATGGGA 

CTTTGGCCCTGGCAGGACCCAGGGCCTCCAGACGTGCGGGCGGCACATGCCTTGGGGACA 

TCCTGCCTTCAGGACCGTGGGGCCTGGTCAGTCTGTCCATCCTCGGCAAGGACACAACAC 

TGCCCCAGAGGGTGGGACCACTGCAAGCTCGAGACCTTGCTTGGTGACATGTGCCACTTT 

GGCCACCACCCACAGTCTGTCACCACGTGGCTTGGGAACTTCTGGAGCCACAGCAGGCAT 

CACGGTGCGACGTGAGATGCCTGCGCCAGCCCCGAGCCCACTGGCAGCCACTGCCATTCC 

ACCCATGGTCCCTCACCCTGCCCTGCCGACGAGCTTGTCTCTGCAGCCCCAGGTACCCCC 

TTCCTGGATGCTGCTGGCCCCAGGAGATAGCTTTCCGGTGACAGCTGTGGAACGCGTCAA 

CAGGACAAACTGGACACATGGAGTTACAGTGTGTACACGGCAGTCCCGCCACCCAGCCCC 

CTTGTAAACTCTAGTCACTATAAACACACCCGTACGCCT 

Gene 281. >ENST00000319571 cDNA sequence 

ATGGGGTTTCTCCACGTTGGTCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCACCC 
ACCTCAGCCTCC 

Gene 282. >ENST00000320451 cDNA sequence 

aagatgttccagtcaggattcaatccttgatacacagcaaagcattcctatggtaaaaag 

gccccataactgtaattcacatggagaagatgccacacaaaattctgagttaattaaaac 

tcaaagaatgtttgtaggaaagaagatctatgaatgtaatcagtgcagcaaaaccttcag 

tcagagctcatcccttcttaagcaccagaggattcatactggggagaaaccctataagtg 

taatgtatgtgggaaacacttcattgaacgatcctcccttactgtacatcaaagaattca 

tactggagagaaaccctataaatgtaatgaatgtgggaaagcctttagtcagagcatgaa 

tcttactgtccatcaacgaactcacaccggagagaaaccctatcagtgtaaagagtgtgg 

caaagccttccataagaattcAtctcttattcagcatgaaaggattcatactggagagaa 

ACCCTACAAATGTAATGAATGTGGTAAAGCTTTTACCCAAAGCATGAATTTGACAGTTCA 
TCAGAGAACTCATACAGGAGAAAAACCCTATGAATGTAATGAATGTGGAAAAGCCTTCAG 
TCAAAGCATGCATCTTATTGTACATCAGAGAAGCCATACTGGAGAAAAACCCTATGAGTG 
TAGTCAATGTGGAAAAGCCTTTAGTAAGAGCTCAACTCTTACCCTACATCAGCGAAATCA 
CACTGGAGAAAAACCTTACAAATGTAACAAATGCGGGAAATCCTTTAGCCAAAGTACATA 
TCTTATAGAACATCAGAGACTTCATTCTGGAGTAAAACCTTTTGAATGTAACGAGTGTGG 
AAAA.GCTTTCAGTAAGAATTCATCTCTAACTCAACATCGGAGAATTCACACTGGAGAGAA 
ACCTTATGAGTGTATGGTGTGTGGAAAACATTTCACTGGACGATCATCCCTTACCGTGCA 
TCAGGTCATTCACACTGGAGAGAAACCTTATGAGTGCAATGAATGTGGAAAGGCATTCAG 
CCAGAGTGCTTACCTTATTGAACATCAAAGAATTCATACTGGTGAGAAACCCTATGAATG 
TGATCAGTGTGGAAAAGCCTTCATTAAGAATTCATCCCTTACAGTGCATCAGAGAACTCA 
TACAGGAGAGAAACCCTATCAGTGTAATGAATGCGGAAAAGCCTTCAGCCGGAGTACAAA 
CCTTACACGACATCAAAGAACTCATACGTGAGGAATGTTTTCACTGGCCCTTACCTCATG 
ATTAACTCTTCAGTAATAATCATATGAGACATACAATGTAGAAACCTAATAAATGTAATG 
ATTGTGGGAATCTTTCAGTTGAAGTACAATATGTCATATCAGATAATACCACTGCAGAGA 
ATCCATCTAAAAGTAGAGAAATCTTGATTCAGAATGTATAATTTCCTTTATATCAGAAGG 
TTTAAATAGCTAATATAAACAATGAAGAGTCATGCTGAAGATAAGTTCTGTTATATCATA 
CCGCACATTCTCCTTTGGCTATCAGAGACTTTACACTGGAGAGAAAAATGTGAGAGTGTT 
TAACTGGACAGCCCAGAGACCTGGTATGTAGTCCTAATCTGCCACTGCCTTGGACAACTT 
GCCTACTTCCACCAGGTTATGGTTCTTTATTTGGTAAATGAATGATTTTGGAGTTAGAAA 
TCTTGTAGGAGCTCTGTTAGCTCTAAAATGCTACAACTCTATAAATATAATGAATGCTGG 
G 

Gene 283. >ENST00000258707 cDNA sequence 

GGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCACC 
TCAGCCTCC 
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Gene 284. >ENST00000320129 cDNA sequence 

ATTGTGTTCTGACTGCGATGTGGCGCTTGCGATCTCTCGCCGCCGGCAGAGGCTCCTCGA 
AGAGCGACACGGGGCTGACCAGGCACGGTGGTCAAAGCCGCAGAGGGAGAGCGGGAGCGG 
TCGTGAGGTCGTCTGGGGAGAAGGGCGGAGGCAAAGCCGAGGAGCAGGTGTGTGGACCCT 
TCTAGCCTGAGGAGTCCTGCAGGTGTGAAGCTCCACACCTGCCTCCATAGCACTTTGCCT 
GTCCCTAAGAGGGCTCATCGGAGAAGAAAGAATGGCTGTCAGCCACCTGCCAACCATGGT 
CCAGGAATCGGTGACCTTCAAGGATGTGGCTATACTGTTCACCCAGGAAGAGTGGGGGCA 
GCTGAGCCCCGCCCAGAGGGCCCTGTACAGGGACGTGATGCTGGAGAACTACAGCAACCT 
GGTCTCACTGGGACTCTTAGGACCCAAACCAGATACGTTTTCCCAGCTAGAAAAAAGGGA 
AGTGTGGATGCCAGAGGACACCCCTGGAGGCTTCTGTCTTGACTGGATGACTATGCCTGC 
CAGTAAGAAATCTACTGTCAAGGCAGAGATTCCTGAAGAAGAATTGGATCAATGGACAAT 
AAAGGAAAGATTCAGTAGCAGTAGTCACTGGAAGTGTGCTAGCCTGCTGGAGTGGCAATG 
TGGAGGCCAGGAGATCAGTTTGCAGCGAGTGGTACTCACTCACCCCAACACCCCATCACA 
GGAATGTGATGAATCCGGGAGCACTATGAGCTCATCTCTTCACAGTGATCAAAGTCAGGG 
ATTTCAACCTAGCAAAAATGCCTTTGAGTGTAGTGAGTGTGGAAAAGTCTTCTCTAAGAG 
TTCAACTCTTAATAAACATCAGAAAATTCATAATGAAAAAAATGCAAATCAGAAAATTCA 
TATTAAGGAGAAAAGATATGAATGTAGAGAATGTGGGAAAGCCTTTCACCAGAGTACGCA 
CCTTATCCATCACCAAAGAATTCACACTGGCGAGAAACCCTATGAATGTAAGGAATGTGG 
CAAGGCCTTCTCAGTGAGCTCCTCACTTACGTACCATCAGAAAATTCATACTGGAGAGAA 
GCCTTTTGAATGCAACTTATGTGGAAAAGCTTTTATCCGAAATATACACCTTGCCCATCA 
TCATAGAATACATACTGGAGAGAAACCTTTTAAATGTAACATTTGTGAAAAAGCCTTTGT 
GTGCAGGGCACACCTTACCAAACACCAGAATATCCACAGTGGAGAGAAACCCTATAAATG 
CAATGAATGTGGAAAAGCCTTTAATCAGAGTACAAGTTTCCTTCAGCATCAGAGAATTCA 
CACTGGAGAGAAACCCTTTGAATGTAATGAATGTGGGAAGGCCTTCAGGGTGAACTCTTC 
CCTTACTGAACATCAGAGAATTCATACTGGAGAGAAACCTTATAAATGTAATGAATGTGG 
GAAAGCTTTCAGGGATAATTCATCCTTTGCACGACATCGGAAAATTCACACTGGAGAGAA 
ACCTTACAGATGTGGCTTGTGTGAGAAAGCCTTTCGGGACCAATCAGCACTAGCCCAACA 
TCAGAGAATTCATACTGGGGAAAAACCTTATACATGTAACATATGTGAAAAAGCCTTCAG 
TGACCATTCAGCCCTTACCCAACATAAGAGAATTCATACTAGGGAAAAACCTTACAAATG 
TAAAATCTGTGAGAAAGCCTTTATCCGAAGCACTCACCTGACTCAACATCAGAGGATTCA 
CACAGGAGAGAAACCCTATAAATGTAATAAATGTGGGAAAGCTTTTAACCAGACTGCAAA 
CCTCATTCAGCATCAGAGACATCATATTGGAGAGAAGTGATATGAATGCAGTTTGTATGG 
AAGACCTTTGAGACTGAGTAGATGAATTATTGAATGTGAGATAATCCGTTCTAGAGAATA 
ACTATGAAAGCTTGCATCAAGATAGTCACTTTATTTACTGAGGGTCAGGTTTCACAGTGT 
CATGGGGTTTGGGCATTTAAGAATGGCAAACACTCGGCTGGGCACAGTGGCTCACGTCTG 
TAATCTTTGGGAGCACTTTGGGAGGCCGAGGTGGGCGGATCACGAGGTCAGGAGATCGAG 
ACCATCCTGGCTAACAGGGTGAAACCCCATCGCTACTAAAAATATAAAAAATTACCCGGG 
CATGGTGGTGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCATG 
AACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGCG 
ACAGAGCAAGACTCAGTCTC 

Gene 285. >ENST00000319065 cDNA sequence 

ATGCAGCTGGATGGGCTGCAGGCCCTCTGCTGGGGGTCCTTGTTCAGGACACAGCTTGTA 
CCAGTATATGTGGCGGTCCTGCCCTCTCCCCAGCCCTGCATACCTCCCACCTGCACAGCA 
TTCACGGAATTCTCAGGCCCACTCGCAAAACACCACAGCTTCCAGCCTTTCCAGGTGGCT 
GCTCCAGCTGGCCCCAGGTCCCCACCCCAACCCTTCCATCTCCCATCTGTGTCCCAGGTC 
CATGCCACACACCTTCTGTGCCCCGTCCGTGTCCTGGGCCCCCCTTACCCTCCCTCTCTT 
GAGTTACTGACCTCCATCCACAGCCCAGCTGTCCTTCCTGCCCCACAGATACCCCAGATC 
AGCTATGCCTCCACAGCCCCGGAGCTCAGCGACTCCACACGCTATGACTTCTTCTCCCGG 
GTGGTGCCACCCGACTCCTACCAGGCGCAGGCCATGGTGGACATCGTGAGGGCACTGGGA 
TGGAACTATGTGTCCACGCTGGCCTCCGAGGGCAACTATGGCGAAAGTGGGGTTGAGGCC 
TTCGTTCAGATCTCCCGAGAGGCTGGTGAGCTGGGGGCTCCGAGGCACCAAGGAGTCTAC 
ATAGTGTGGGCCCGGGGCCCTCAGTTGGGGCAGAAGCAGAAAGATGGGGGGCCCAGGTCC 
ATGCTGGGCCGAGGTTGCCTGGCTGGTGCTCCATGTGGGCGGGACCTCTTTGTTTTGGAC 
GACTCAGCCCTGCCTCAGGCTTGGCGGAGGGTGCAGGCCAGACTTCACCCCTGCAGACCC 
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TTCAGCCAGCCTACACAGTCCTCTGCAGCGGTGGCCAGGTGGTCTATCAAGATTCCCAGG 

GAACCAAAGCCAGGAGAGTTCAGCAAGGTGATCAGGAGACTCATGGAGACGCCCAACGCC 

CGGGGCATCATCATCTTTGCCAATGAGGATGACATCAGCCCTGCTCCTACCAGGCGGGTC 

CTGGAGGCAGCTCGCCAGGCCAACCTGACCGGCCACTTCCTGTGGGTCGGCTCAGACAGC 

TGGGGAGCCAAGACCTCACCCATCTTGAGCCTGGAGGACGTGGCCGTTGGGGCCATCACC 

ATCCTGCCCAAAAGGGCCTCCATCGACGGATTTGACCAGTACTTCATGACTCGATCCCTG 

GAGAACAACCGCAGGAACATCTGGTTCGCCGAGTTCTGGGAAGAGAATTTTAACTGCAAA 

CTGACCAGCTCAGGTACCCAGTCAGACGATTCCACCCGCAAATGCACAGGTGAGAGCTGC 

CCAGGGTGGACAGGCGAGGAACGCATCGGCCGGGACTCCACCTACGAGCAGGAGGGCAAG 

GTGCAGTTTGTGATTGATGCGGTGTACGCCATTGCCCACGCCCTCCACAGCATGCACCAG 

GCGCTCTGCCCTGGGCACACAGGCCTGTGCCCGGCGATGGAACCCACTGATGGGCGGATG 

CTTCTGCAGTACATTCGATGTCCGCTTCAATGGCTGAATCGCATCCCATTGTGTGAATGG 

CCCCGTCGTGTTCGTCCATTCTTCTGTCAGTGGACGCTCGGGTTGCTTTCATCTTGTGGC 

TATGTGAATAACGCTGCTGTGAACGTGGCTGTACAAGCATTTCTTGCCACCCTGCTTTCT 

AGTCTCTCGAGTATCTACCCGGGAGTGGAACTGCTGGGTCATGTGTTTAATCTTTTGAGG 

AGGCTCCACACTGTTTTCTGCAGCGGCTGCAGCCTTTTCCCACCCACCGTGCACAAGGGC 

AGCGCAGGAACCCCTGTGATGTTCAACGAGAACGGAGATGCGCCCGGGCGGTACGACATC 

TTCCAGTACCAGGCGACCAATGGCAGTGCCAGCAGTGGCGGGTACCAGGCAGTGGGCCAG 

TGGGCAGAGACCCTCAGACTGGATGTGAGTGTGCAGACCGAGCCCCAGGTGGGCATGGGC 

CCAGGATCCCGGAGGCAGACGCCCCAGCCTGTGTTTTGTGCGTCCCAGGTGGAGGCCCTG 

CAGTGGTCTGGCGACCCCCACGAGGTGCCCTCGTCTCTGTGCAGCCTGCCCTGCGGGCCG 

GGGGAGCGGAAGAAGATGGTGAAGGGCGTCCCCTGCTGTTGGCACTGCGAGGCCTGTGAC 

GGGTACCGCTTCCAGGTGGACGAGTTCACATGCGAGGCCTGTCCTGGGGACATGAGGCCC 

ACGCCCAACCACACGGGCTGCCGCCCCACACCTGTGGTGCGCCTGAGCTGGTCCTCCCCC 

TGGGCAGCCCCGCCGCTCCTCCTGGCCGTGCTGGGCATCGTGGCCACTACCACGGTGGTG 

GCCACCTTCGTGCGGTACAACAACACGCCCATCGTCCGGGCCTCGGGCCGAGAGCTCAGC 

TACGTCCTCCTCACCGGCATCTTCCTCATCTACGCCATCACCTTCCTCATGGTGGCTGAG 

CCTGGGGCCGCGGTCTGTGCCGCCCGCAGGCTCTTCCTGGGCCTGGGCACGACCCTCAGC 

TACTCTGCCCTGCTCACCAAGACCAACCGTATCTACCGCATCTTTGAGCAGGGCAAGCGC 

TCGGTCACACCCCCTCCCTTCATCAGCCCCACCTCACAGCTGGTCATCACCTTCAGCCTC 

ACCTCCCTGCAGGTGGCTGCGTCGGGCCTGGGGTCATCTGTGGTTTGCCTGCGTGGGACC 

TTACCACACCCTCTCTTCTTTGGAGAAAGACCCTGGGTTTTTCTTGTGGACCCCTCACTT 

CTACTCTTGGATCATGTGGTATGGGTGAACCTCACCTCCTTAGGCTCCAGCTGGCACTGT 

GATGGGTCTCGGAACGCTCCGAGGTGGGAGGAGAGGCCAGGAGCTGCTTCTCAGGCTCTT 

ACCTTTTTCTATGGCCCAGGTGAGGGGCGGGGAGACTGGCCTCATGTGAAGGTCATGGTC 

GTGGTGTACCAGAGCAGTCTTGTGTACTACATGAAGCAGGCGCAGGCTGGACGTGTGAAG 

ACAGAGCTGCTGAAGGTGGCACATCACCAGGTGGCCAAGTCTGTCCCTGAAGAGTCCCAA 

ATCGTGGTCCTTCATCTTGTCACAGCTGGGTATGTCGACATGGCCATTAGGACTACAAGA 

GCAAGCCTGCACTTAATGCCGCTGACGCTAGTTCCTGGAGCCGCGGCTGAGGTGAATGAG 

ACTCAAGTGGCTGCACGCCTTGGTCCTGGCTCAACGGTAGGCACATACCAAGTAGTGGTA 

GTTCTCATGCGTTCATTACAGATAGACAAAACCACCAACCAACTCAGCTTAGAAACGTGC 

TTCTCAGGGATTCAAGGGTTTCTCGCCAGTGTGAATTCTTTGGTGATGGATAAG 

Gene 286. >ENST00000231188 cDNA sequence 

CGGAGGCCCGGGCAGGCCGGCTGAGCTAACTCCCCAGAGCCGAAGTGGAAGGCGCGCCCC 
GAGCGCCTTCTCCCCAGGACCCCGGTGTCCCTCCCCGCGCCCCGAGCCCGCGCTCTCCTT 
CCCCCGCCCTCAGAGCGCTCCCCGCCCCTCTGTCTCCCCGCAGCCCGCTAGACGAGCCGA 
TGGCGCGGCCCCGGAGAGCCCGGGAGCCGCTGCTCGTGGCGCTGCTGCCGCTGGCGTGGC 
TGGCGCAGGCGGGCCTGGCGCGCGCGGCGGGCTCTGTGCGCCTGGCGGGCGGCCTGACGC 
TGGGCGGCCTGTTCCCGGTGCACGCGCGGGGCGCGGCGGGCCGGGCGTGCGGGCAGCTGA 
AGAAGGAGCAGGGCGTGCACCGGCTGGAGGCCATGCTGTACGCGCTGGACCGCGTCAACG 
CCGACCCCGAGCTGCTGCCCGGCGTGCGCCTGGGCGCGCGGCTGCTGGACACCTGCTCGC 
GGGACACCTACGCGCTGGAGCAGGCGCTGAGCTTCGTGCAGGCGCTGATCCGCGGCCGCG 
GCGACGGCGACGAGGTGGGCGTGCGCTGCCCGGGAGGCGTCCCTCCGCTGCGCCCCGCGC 
CCCCCGAGCGCGTCGTGGCCGTCGTGGGCGCCTCGGCCAGCTCCGTCTCCATCATGGTCG 
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CCAACGTGCTGCGCCTGTTTGCGATACCCCAGATCAGCTATGCCTCCACAGCCCCGGAGC 
TCAGCGACTCCACACGCTATGACTTCTTCTCCCGGGTGGTGCCACCCGACTCCTACCAGG 
CGCAGGCCATGGTGGACATCGTGAGGGCACTGGGATGGAACTATGTGTCCACGCTGGCCT 
CCGAGGGCAACTATGGCGAAAGTGGGGTTGAGGCCTTCGTTCAGATCTCCCGAGAGGCTG 
GGGGGGTCTGTATTGCCCAGTCTATCAAGATTCCCAGGGAACCAAAGCCAGGAGAGTTCA 
GCAAGGTGATCAGGAGACTCATGGAGACGCCCAACGCCCGGGGCATCATCATCTTTGCCA 
ATGAGGATGACATCAGGCGGGTCCTGGAGGCAGCTCGCCAGGCCAACCTGACCGGCCACT 
TCCTGTGGGTCGGCTCAGACAGCTGGGGAGCCAAGACCTCACCCATCTTGAGCCTGGAGG 
ACGTGGCCGTTGGGGCCATCACCATCCTGCCCAAAAGGGCCTCCATCGACGGATTTGACC 
AGTACTTCATGACTCGATCCCTGGAGAACAACCGCAGGAACATCTGGTTCGCCGAGTTCT 
GGGAAGAGAATTTTAACTGCAAACTGACCAGCTCAGGTACCCAGTCAGACGATTCCACCC 
GCAAATGCACAGGCGAGGAACGCATCGGCCGGGACTCCACCTACGAGCAGGAGGGCAAGG 
TGCAGTTTGTGATTGATGCGGTGTACGCCATTGCCCACGCCCTCCACAGCATGCACCAGG 
CGCTCTGCCCTGGGCACACAGGCCTGTGCCCGGCGATGGAACCCACTGATGGGCGGATGC 
TTCTGCAGTACATTCGAGCTGTCCGCTTCAATGGCAGCGCAGGAACCCCTGTGATGTTCA 
ACGAGAACGGAGATGCGCCCGGGCGGTACGACATCTTCCAGTACCAGGCGACCAATGGCA 
GTGCCAGCAGTGGCGGGTACCAGGCAGTGGGCCAGTGGGCAGAGACCCTCAGACTGGATG 
TGGAGGCCCTGCAGTGGTCTGGCGACCCCCACGAGGTGCCCTCGTCTCTGTGCAGCCTGC 
CCTGCGGGCCGGGGGAGCGGAAGAAGATGGTGAAGGGCGTCCCCTGCTGTTGGCACTGCG 
AGGCCTGTGACGGGTACCGCTTCCAGGTGGACGAGTTCACATGCGAGGCCTGTCCTGGGG 
ACATGAGGCCCACGCCCAACCACACGGGCTGCCGCCCCACACCTGTGGTGCGCCTGAGCT 
GGTCCTCCCCCTGGGCAGCCCCGCCGCTCCTCCTGGCCGTGCTGGGCATCGTGGCCACTA 
CCACGGTGGTGGCCACCTTCGTGCGGTACAACAACACGCCCATCGTCCGGGCCTCGGGCC 
GAGAGCTCAGCTACGTCCTCCTCACCGGCATCTTCCTCATCTACGCCATCACCTTCCTCA 
TGGTGGCTGAGCCTGGGGCCGCGGTCTGTGCCGCCCGCAGGCTCTTCCTGGGCCTGGGCA 
CGACCCTCAGCTACTCTGCCCTGCTCACCAAGACCAACCGTATCTACCGCATCTTTGAGC 
AGGGCAAGCGCTCGGTCACACCCCCTCCCTTCATCAGCCCCACCTCACAGCTGGTCATCA 
CCTTCAGCCTCACCTCCCTGCAGGTGGTGGGGATGATAGCATGGCTGGGGGCCCGGCCCC 
CACACAGCGTGATTGACTATGAGGAACAGCGGACGGTGGACCCCGAGCAGGCCAGAGGGG 
TGCTCAAGTGCGACATGTCGGATCTGTCTCTCATCGGCTGCCTGGGCTACAGCCTCCTGC 
TCATGGTCACGTGCACAGTGTACGCCATCAAGGCCCGTGGCGTGCCCGAGACCTTCAACG 
AGGCCAAGCCCATCGGCTTCACCATGTACACCACCTGCATCATCTGGCTGGCATTCGTGC 
CCATCTTCTTTGGCACTGCCCAGTCAGCTGAAAAGATCTACATCCAGACAACCACGCTAA 
CCGTGTCCTTGAGCCTGAGTGCCTCGGTGTCCCTCGGCATGCTCTACGTACCCAAAACCT 
ACGTCATCCTCTTCCATCCAGAGCAGAATGTGCAGAAGCGAAAGCGGAGCCTCAAGGCCA 
CCTCCACGGTGGCAGCCCCACCCAAGGGCGAGGATGCAGAGGCCCACAAGTAGCAGGGCA 
GGTGGGAACGGGACTGCTTGCTGCCTCTCCTTTCTTCCTCTTGCCTCGAGGTGGAAGCTG 
TATAGAGCCCGGGTCCACGGTGAACAGTCAGTGGCAGGGAGTTTGCCAAGACCATGCTCC 
GCGTCGGTGGGGCTGGCCTTGAGAAGGAACTGGACCCAGCTCTACCCCGATTCCAGCATG 
TGAGCTTCATGCTTCCTCACCACAGACCAGACTCGCTTCCCATGGTGGGAAACAGCCACC 
GAGAAGGTTCTAGCTCTAGAAAGGGACTAAACTTATTCTCTCATCCGAAGTCCAAAGAGG 
ATGATGAAGCCCTGGGCTTTGCCTGGTTTGCGGGAGATTTCCTCCCCTCAGTCAACCCCC 
ATAACCTGGGGATTGGGCAGTGTGGAAGAACGTGTAGACCCCAGAATGAAACATGGGGTT 
GGAGTGGAGGAGGAGCTGTCTCAGCAAGAGGAGACCTGGGGCTGTGCATCTGGATGGAGG 
CACTCAGGCCTGGGTAGGATTCCTCTGGCACGGAGGGAGAGACCCTGGGTGAGACCCCTG 
TGAGCATGGGAAGGGCCTGCAGTGGGCGCGGGAGTGAGCTGAGGAACTGGGGTGCGCCCC 
CATGAGATTCCCAATGCCATGGGCTTTCCCCCATCCCCCCGGGATTGGGCAAGGTCAGAC 
TTAGAGTACAGCTGTTTTCCTCCCCTCTGTGTACTCCCTTAAATCACCCCAACCTTGGCC 
AGGCATGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCAC 
CTGAGGTCCGGAGTTCGAGACCAGCCTGGCCAATGTGGTGAAACCCTGTCTCTACTAAAA 
ATACAAAAATTAGCCAGGTGTGATGGTGGGTGCCTGTAATCCCAGTTACTTGGGAGGCTG 
AGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCTGTGATTGTGCCAC 
TGTACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCTCAAAAAAACAAAACAAAAAAACA 
CCAAAAAAACCCCCAAACCTGAAGAAATTCAGATACACGTGTGTAATGTTAGTGATGTGA 
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GAACAAGGAGCAGGGGTGCATTTGTGTTGTGTTCGGGTTGGGGATGGGTTTAGGAGCTCC 
AGGTTGGGAGCAGTGACAGAGAGTCATGGCCGTGGTGAGGGTGAATCCCAAGTGGATGGC 
TCAGGACGGGTATGGAAACCCTTCATTCCTCATAGGTACTGGGAAGTCCATTTGCAAGCT 
GAGCGCCAGGCCTGGGGAGGAAGAGGCTTGGGCTGCAGATGCACGCACATTTGTTTTTCA 
CTGATAGTTTTTACAAAAAGCTTGGTTTAAGTTATGGAGTTTTATGTCCCTGGGAGTAGA 
ATTTACATTTGTTAAATTGACCACTGTTTAAGATCAGTATACATTCTCTAGTCTGTGATG 
TCTGGAGCTAGTTTTGAGGGTGAACCACACTTTATCCAACATACAAACTTTCCCATGCAG 
CTTCTCTGGTGCGCAGTTGGTTTTGACCGTGGGACTAGGTGCTTCTGCAGGTTTTAAGTA 
ATTAACTTAAAAGCTTCTCCTCTGAGAAACATTTCTGTTGCGCTACTGACTCTCCTTCTC 
CACATTTGTTGTGTTCCTAGGGCTTCTCTATAGTGCACATTAGGACGTTTCATTTGTTGC 
TGAATGCTTTCCAGAATTATTTATTCCATAGGGTTTCTCTCCTGTGCAGCTCTCTCATGG 
GTAATGGGGCGTGTTTTCTTGCCAAAGGCGGTTCCACCCTCGTGATTGTATAGGGCTCTT 
CTCCTGTATGAACTCTGAGATCAGTGAGCTCTGATCTCCAAGGGAAAGTTTTCCTGCATT 
TGCTGTTTTCTCATGTCTCTCCCAGTGTGAATTCTTTGGCTTCTAGCTGAAAACTTTTCC 
ACAGTTTTACATTCATGTGGTTTTCTCCACTGTGAACTCTGTGATTCAGAATCAGAAGCA 
GTTCTTAGTAGAGGCATTTCTACACTGATTGCACTGAGGATTTCTCCCCAGTGTGAAGTT 
TCTGGCATAGAGTCCTGGCTTCCCGCAGACGACTTTCACACTCTGCCATGTTCATGCCTG 
TGGGCCTCTCTGGCAGGAACTCTGATGCACCGCGAGGCCCATGTACTCCTGTGGCTTTCT 
CACATTCGGTCTACTTGCAGGGTATCTCCACAGCATGCACCATTCTGGGTACAGGGGGAC 
ATCCTCTGTTACTGAAGATGTTGTCATATTTAGTACCTTCACAAGGTTTCTCTCCTTCCA 
GAATTTTCTGATGTACACAAATAACTGACTTCCACAAGAGGGCTTTTCCACACTCGGTGT 
GTGCATACAGTTTCTGCCTGTGATCATTTCTTTATGTTATTATTTTATTTTTTCGAGATA 
GGGTCTTGCTCAATTTCTTAGGCTGGAGTGCAGTGGCACGATCATAGCTCACTGAAGTTT 
CGACCTGGGCTCAAGCAATCCTCCCGCTTCAGCCTCCTGAGTAGCTGGTGCGCACGACCA 
TACCCAGCTAATGTTTTATTTTTTGTAGAGACGAGGTCTCACTATGTTGCCCAGGCTGGT 
CTCGAACTTCTGAGCTCGAGCGATCCTCCTGCCITCCACCTCCCAAAGTGTTCGGATTACA 
AACGTGAGCCATCGCACCTAGCCTCTTTGATCATTTCTGTGGTGTTCAGTGGAGGTTGAC 

TTTATTTGGACCCCTGAATAAAGTTTTGTGGGTTTTCTTCTATGTGTGGAATTTATAAGG 
CATTCTTCCAGTGTGGTTTCTCTTATGTCGAGTGAGAGCTGACCTGCACCGAAGGTTTTG 
TCCCATTTGTTGCCCTTGAATTATTTGTATGAATTATATGTTCCAGTGAAAATGGAGTTC 
TGGGTTGGAGGCTTATTCCATGTTTACACAATTAAAATTGCAGTGTTCCTCTCTGGGATG 
AGAGCTCTAAAGCAGAGTAAGATTACGTTCTGATGTAAGCTTTAACCACCTATTTATAAG 
GTCTCACCTGTGGTCCACTGTGTTGAGACTTCTACAGAAGAGCTTCTGTATAGTAACCAT 
TTTCTTAGGCTGTCTCACTTGTGTGAATCTTCTGACACATTTATTATAGCTTTGTCCCAT 
TTCTTATCCTTTTTGCTCTTTAGAAATTTCCCTTTAATTTATTACATTCATTGCTTACTG 
TAAAGAGTCCAGGTAACTGACTTTATTCAGTTACTTCCTGTTCAATAAATTTAACTTTTC 
CC 

Gene 287. >ENST00000315475 cDNA sequence 

GGTCCCGGGGCGCCGTCCGCGAGCGGCCTGGACTGCCGGAGACCCGCGGGAGGGAGCGCC 
TCGCCAGACCCACCGTGTCCAGACTCTGCTCTCCCTGGGCAGGAAGACTGAGGAGGAAGG 
GATGGCTGTGGATCTGCTGTCTGCTCAGGAGCCTGTGACATTCAGGGATGTGGCCGTGTT 
CTTCAGCCAGGACGAGTGGTTGCACCTGGACTCTGCCCAGAGGGCCTTGTACCGGGAGGT 
GATGCTGGAGAACTACAGCAGCCTGGTCTCACTGGGGATTCCATTTTCAATGCCAAAGTT 
GATTCATCAGTTGCAGCAAGGAGAAGATCCCTGCATGGTGGAAAGAGAAGTCCCTTCAGA 
TACCCGTCTAGGTTTCAAGACTTGGCTTGAAACAGAAGCATTGCCTCATAGACAGGACAT 
TTTTATAGAAGAAACATCTCAGGGAATGGTAAAGAAAGAATCCATTAAGGATGGTCACTG 
GGACATTAACTTTGAAGAAGCTGTGGAATTTGAGAGCGAGATAGAAGAAGAGCAAGAGAA 
GAAACCTCTTAGACAAATGATAGATTCGCATGAGAAAACCATCAGTGAAGATGGAAACCA 
TACAAGTCTTGAATTGGGGAAAAGCTTATTTACAAATACAGCTCTTGTCACACAACAGAG 
TGTTCCTATAGAAAGGATACCCAATATGTATTATACATTTGGGAAAGATTTTAAACAGAA 
TTTTGATCTCATGAAATGCTTCCAGATTTACCCAGGAGGAAAACCTCACATCTGTAATGA 
ATGTGGGAAGAGCTTCAAGCAGAATCTGCATCTTATTGAACATCAGAGAATTCATACAGG 
TGAGAAACCCTACAAATGTAATGAGTGTGAAAAAACCTTCAGCCACAGATCATCCCTTCT 
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TTCTCATCAGAGAATTCATACTGGAGAGAAACCTTACAAGTGTAATGAATGTGAGAAGGC 

ATTTAGCAACAGTTCAACCCTTATCAAACATCTGAGAGTGCATACTGGAGAGAAACCGTA 

TCGATGTAGGGAATGTGGTAAAGCCTTTAGCCAGTGTTC3UVCCCTCACTGTACATCAGAG 

AATTCATACTGGAGAGAAACTCTATAAATGCGGCGAATGTGAGAAGGCCTTCAACTGTAG 

AGCAAAACTTCACAGGCATCAAAGAATCCATACAGGTGAGAAACCCTATAAATGTAGTGA 

GTGTGGGAAGGGATACAGCCAGTTTACATCTCTAGCTGAACATCAGAGGTTTCATACTGG 

AGAACAACTGTATACATGCTTGGAATGTGGGAGAACCTTCACACGTATTGTAACCCTTAT 

CGAACATCAGCGAATTCACACTGGACAAAAACCTTATCAGTGCAACGAATGTGAGAAAGC 

CTTCAACCAGTATTCATCCTTTAATGAACATCGGAAAATTCATACTGGGGAAAAACTTTA 

TACATGTGAGGAATGTGGGAAAGCCTTTGGTTGCAAATCTAACCTTTATAGGCATCAGAG 

AATTCATACTGGAGAGAAACCGTATCAGTGTAATCAGTGTGGAAAGGCCTTCAGCCAGTA 

TTCATTTTTAACCGAACATGAGAGGATCCACACTGGAGAGAAACTGTATAAATGTATGGA 

ATGTGGGAAAGCCTACAGTTACAGATCAAACCTTTGTAGACACAAAAAAGTTCACACGAA 

AGAGAAACTCTATAAGTGGAAGGAATATGGGAAACCTTTCATCTGCAGCTCCTCACTTAC 

CCAGTATCAGAGATTTTTTAAAGGAGATAAAGCCTATGAGGTTTAGTTCATCTCTCAAAT 

AATCCAAGACTTCTCACTGGGGAATAAGGGAATAATAAATAGGGTACAAACTCCTAATAG 

ATTTGTCTTTTTTACTTCTCCTGAAGGAAATATGTTAGTTGCCACTAAGTCATGATAAAA 

TTGATCAGTGAGACTATGAAGAGCACTGACTTGTTAAATTTTAAAAGAACCATAAATTCT 

AAGGTATCTAAAAACCTATGAGTATTTAATTCATAGAAAAAATGTAAAAGGTCTTTTTAA 

AAATCATGAAAAATAGTTGAATATACATTTTGTTTCTCTCATAAGACCATATTCCCTTTA 

AAAGAGTAAGCTTCAATATGTGAATTTTCTTTTAAAAACAGTCACTGAGTTAATAATGTA 

AATAAGTGTGTGGCCTTCTTTAAAATAGCTGGCTAACATAGGAGGCACTTCTTTTCATAA 

AGAGAAGCTAAACATAAAAAGGAATTTTAAATTTAACTCTTCACATGGAAATAATAAAGC 

TCTTTATATGAGCTGTCCCACCAGCAACTTATATATGTAAACATACATATATACACATAT 

GCATGTGTGTGTGTAAACATAAAAGTCCTTTATTATT 

Gene 288. >ENST00000261948 cDNA sequence 

CTCTACCGGTGAGGGTTTGCGGGGAAGATGGAGTATCCCGCGCCGGCCACGGTGCAGGCC 
GCGGACGGCGGAGCGGCCGGGCCTTACAGCAGCTCGGAGTTGCTGGAGGGCCAGGAGCCG 
GACGGGGTGCGCTTTGACCGCGAGAGGGCGCGCCGCCTGTGGGAAGCCGTGTCCGGTGCC 
CAGCCGGTGGGTAGAGAGGAAGTGGAGCACATGATCCAGAAGAACCAATGTCTCTTCACC 
AACACCCAGTGTAAGGTTTGCTGCGCCTTGCTTATTTCTGAGTCCCAGAAGCTGGCACAT 
TACCAGAGCAAAAAACATGCCAACAAAGTGAAGAGATACCTAGCAATCCATGGAATGGAG 
ACATTAAAGGGGGAAACGAAGAAGCTAGACTCAGATCAGAAGAGCAGCAGAAGCAAAGAC 
AAGAACCAGTGCTGCCCCATCTGTAACATGACCTTTTCCTCCCCTGTCGTGGCCCAGTCG 
CACTACCTGGGGAAGACCCACGCAAAGAACTTAAAGCTGAAGCAGCAGTCCACTAAGGTG 
GAAGCCTTGCACCAGAATAGAGAGATGATAGACCCAGACAAGTTCTGCAGCCTCTGCCAT 
GCAACTTTCAACGACCCTGTCATGGCTCAACAACATTATGTGGGCAAGAAACACAGAAAA 
CAGGAGACCAAGCTCAAACTAATGGCACGCTATGGGCGGCTGGCGGACCCTGCTGTCACT 
GACTTTCCAGCTGGAAAGGGCTACCCCTGCAAAACATGTAAGATAGTGCTGAACTCCATA 
GAACAGTACCAAGCTCATGTCAGCGGCTTCAAACACAAGAACCAGTCACCAAAAACAGTG 
GCATCATCCCTGGGCCAGATTCCAATGCAAAGG CAACCCATTCAGAAAGACTCAACCACC 
TTGGAAGACTAG 

Gene 289. >ENST00000274827 cDNA sequence 

CGGACGCGCGCGCCCCTCCCCCTCCCCCCGCGCTCCCAACGTGTGGCGGCTCGCGACCCC 
CGGCAACCCGGAGAAGGTCTACAGAGCGGCCTGCGCCAGCGAACAAAAGGATGCCACGGA 
GAAAGAAAAAAGTTAAAGAAGTCTCCGAATCTCGGAACCTGGAGAAGAAGGATGTGGAAA 
CTACCAGTTCTGTCAGTGTGAAGAGGAAGCGTAGACTTGAGGATGCATTCATTGTGATAT 
CCGATAGTGATGGAGAGGAACCAAAGGAGGAAAATGGGTTGCAGAAAACGAAGACAAAAC 
AGTCGAATAGAGCAAAGTGTTTGGCCAAAAGAAAAATCGCACAGATGACAGAAGAAGAAC 
AGTTTGCTCTGGCTCTCAAAATGAGTGAGCAGGAAGCTAGGGAGGTGAACAGCCAGGAGG 
AGGAAGAAGAGGAGCTCTTGAGGAAAGCCATTGCTGAAAGCCTGAATAGTTGCCGGCCTT 
CTGATGCTTCCGCTACCAGATCTCGACCTCTGGCCACTGGACCGTCTTCCCAGTCCCATC 
AAGAGAAAACCACAGACTCTGGGCTCACTGAAGGCATGTCTCCCTGCATATGGCAGCTGG 
TACCTCCATCACTGTTTAAAGGCTCACATATCAGTCAGGGAAACGAGGCTGAGGAAAGAG 
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AGGAGCCTTGGGACCACACTGAAAAAACTGAAGAGGAGCCGGTCTCTGGCAGCTCAGGAA 

GCTGGGACCAGTCAAGCCAGCCAGTGTTTGAGAATGTGAACGTTAAATCTTTTGACAGAT 

GTACTGGCCACTCGGCTGAGCACACACAGTGTGGGAAGCCACAGGAAAGTACTGGGAGGG 

GTTCTGCTTTTCTCAAAGCTGTCCAGGGTAGCGGGGACACATCTAGGCACTGTCTACCTA 

CCCTAGCAGATGCCAAAGGTCTCCAGGACACTGGGGGCACTGTGAACTATTTCTGGGGTA 

TTCCATTCTGCCCTGATGGAGTAGACCCTAACCAGTATACCAAGGTCATTCTCTGCCAGT 

TGGAGGTTTATCAAAAGAGCCTGAAAATGGCTCAGAGGCAGCTCCTTAATAAAAAAGGTT 

TTGGGGAACCAGTGTTACCTAGACCTCCTTCTCTGATCCAGAATGAATGTGGCCAAGGAG 

AGCAGGCTAGTGAGAAAAATGAATGCATCTCAGAAGATATGGGAGATGAAGACAAAGAGG 

AGAGGCAGGAGTCTAGGGCATCTGACTGGCACTCAAAAACCAAGGATTTCCAGGAAAGCT 

CAATTAAAAGCTTGAAAGAGAAACTTTTGTTGGAGGAAGAACCAACAACCAGTCATGGTC 

AGTCTTCCCAAGGGATTGTTGAAGAAACTTCTGAAGAGGGAAACTCTGTACCTGCTTCAC 

AAAGTGTTGCTGCTTTGACCAGTAAGAGAAGCTTAGTCCTTATGCCAGAGAGTTCTGCAG 

AAGAAATCACTGTTTGTCCTGAGACCCAGCTAAGTTCCTCTGAAACTTTTGACCTTGAAA 

GAGAAGTCTCTCCAGGTAGCAGAGATATCTTGGATGGAGTCAGAATAATAATGGCAGATA 

AGGAGGTTGGTAACAAGGAAGATGCTGAGAAGGAAGTAGCTATTTCTACCTTCTCATCCA 

GTAACCAGGTATCCTGCCCGCTATGTGACCAATGCTTTCCACCCACAAAGATTGAACGAC 

ATGCCATGTACTGCAATGGTCTGATGGAGGAAGATACAGTATTGACTCGGAGACAAAAAG 

AGGCCAAGACCAAGAGTGACAGTGGGACAGCTGCCCAGACTTCTCTAGACATTGACAAGA 

ATGAGAAGTGTTACCTCTGTAAATCCCTGGTCCCATTTAGAGAGTATCAGTGTCATGTGG 

ACTCCTGTCTCCAGCTTGCAAAGGCTGACCAAGGAGATGGACCTGAAGGGAGTGGAAGAG 

CATGTTCAACTGTGGAGGGGAAGTGGCAGCAGAGGCTGAAGAACCCAAAGGAAAAAGGCC 

ACAGTGAAGGCCGACTCCTTAGTTTCTTGGAACAGTCTGAGCACAAGACTTCAGATGCAG 

ACATCAAGTCTTCAGAAACAGGAGCCTTCAGGGTGCCTTCACCAGGGATGGAAGAGGCAG 

GCTGCAGCAGAGAGATGCAGAGTTCTTTCACACGTCGTGACTTAAATGAATCTCCCGTCA 

AGTCTTTTGTTTCCATTTCAGAAGCCACAGATTGCTTAGTGGACTTTAAAAAGCAAGTTA 

CTGTCCAGCCAGGTAGTCGGACACGGACCAAAGCTGGCAGAGGAAGAAGGAGAAAATTCT 

GAATTTCTAGGGTCCAAAAGTTGACAAAACCATTAGTAGGAGGGGTGGGCCATGTTCATT 

AAGCCATAGTGGTCCCTAGTTCATTGTTGAGCAAGTTTTAGCCCTGCAGTTTTCACCACC 

AGCACCTACCCAGCATTCTGGTTTTTATGTTTTTTATGATCTATGCAGACAACTGTGTAT 

TCTGTTTTATAACAGTTTGTTTGAATTTACTTACAGTTAAAAAATTTAAATAT 

Gene 290. >ENST00000323774 cDNA sequence 

ATGCTTCCGCTACCAGATCTCGACCTCTGGCCACTGGACCGTCTTCCCAGTCCCATCAAG 
AGAAAACCACAGACTCTGGGCTCACTGAAGGCATGTCTCCCTTCTTCCCAAGGGATTGTT 
GAAGAAACTTCTGAAGAGGGAAACTCTGTACCTGCTTCACAAAGTGTTGCTGCTTTGACC 
AGTAAGAGAAGCTTAGTCCTTATGCCAGAGAGTTCTGCAGAAGAAATCACTGTTTGTCCT 
GAGACCCAGCTAAGTTCCTCTGAAACTTTTGACCTTGAAAGAGAAGTCTCTCCAGGTAGC 
AGAGATATCTTGGATGGAGTCAGAATAATAATGGCAGATAAGGAGGTTGGTAACAAGGAA 
GATGCTGAGAAGGAAGTAGCTATTTCTACCTTCTCATCCAGTAACCAGGTATCCTGCCCG 
CTATGTGACCAATGCTTTCCACCCACAAAGATTGAACGACATGCCATGTACTGCAATGGT 
CTGATGGAGGAAGATACAGTATTGACTCGGAGACAAAAAGAGGCCAAGACCAAGAGTGAC 
AGTGGGACAGCTGCCCAGACTTCTCTAGACATTGACAAGAATGAGAAGTGTTACCTCTGT 
AAATCCCTGGTCCCATTTAGAGAGTATCAGTGTCATGTGGACTCCTGTCTCCAGCTTGCA 
AAGGCTGACCAAGGAGATGGACCTGAAGGGAGTGGAAGAGCATGTTCAACTGTGGAGGGG 
AAGTGGCAGCAGAGGCTGAAGAACCCAAAGGAAAAAGGCCACAGTGAAGGCCGACTCCTT 
AGTTTCTTGGAACAGTCTGAGCACAAGACTTCAGATGCAGACATCAAGTCTTCAGAAACA 
GGAGCCTTCAGGGTGCCTTCACCAGGGATGGAAGAGGCAGGCTGCAGCAGAGAGATGCAG 
AGTTCTTTCACACGTCGTGACTTAAATGAATCTCCCGTCAAGTCTTTTGTTTCCATTTCA 
GAAGCCACAGATTGCTTAGTGGACTTTAAAAAGCAAGTTACTGTCCAGCCAGGTAGTCGG 
ACACGGACCAAAGCTGGCAGAGGAAGAAGGAGAAAATTCTGAATTTCTAGGGTCCAAAAG 
TTGACAAAACCATTAGTAGGAGGGGTGGGCCATGTTCATTAAGCCATAGTGGTCCCTAGT 
TCATTGTTGAGCAAGTTTTAGCCCTGCAGTTTTCACCACCAGCACCTACCCAGCATTCTG 
GTTTTTATGTTTTTTATGATCTATGCAGACAACTGTGTATTCTGTTTTATAACAGTTTGT 
TTGAATTTACTTACAGTTAAAAAATTTAAATAT 
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Gene 291. >ENST00000253490 cDNA sequence 

ACTGTGACCTGTTGCTGAGGTGATCTGATGATATAGGTCTTGCCTTTCATTTTAACTGCC 
ATTCTGGCAACTGAACGTTGGCAGTAAACGCAGCTTAGTTGTCTCAGAGGACTCACAATG 
GGATGTGCTTATAGTTGTTGCCTCGAAGTGTGTTGTGGCGAGGATGAAATAGTGTATCCT 
AGGATGCCAGGGGAATCCACCGTCTGCCACCGCGAGCGTGAGAAGCCAATCACCTATCAC 
TGGTATCACTGGCATCCCGGCCATATATACCCTAGAGTTGCATCAATGGAAGATTACGAT 
GAGGACCTGGTGCAGGAAGCTTCATCTGAAGATGTCCTGGGCGTTCATATGGTGGACAAA 
GACACAGAGAGAGACATTGAGATGAAACGGCAACTACGGCGACTACGGGAGCTCCACCTA 
TACAGCACATGGAAGAAGTACCAAGAGGCGATGAAGACATCCTTGGGAGTTCCACAATGT 
GAGCGTGACGAAGGCTCCTTGGGCAAGCCATTGTGTCCACCCGAGATACTCTCGGAGACG 
TTGCCAGGCTCTGTGAAGAAAAGGGTATGCTTTCCATCAGAAGATCATCTAGAGGAGTTT 
ATAGCAGAACATCTCCCTGAAGCATCCAATCAGAGTCTCCTCACTGTTGCCCATGCAGAC 
ACAGGCATCCAAACCAACGGTGACCTGGAAGACCTGGAGGAGCATGGGCCAGGGCAGACA 
GTCTCTGAGGAAGCCACAGAAGTTCACATGATGGAGGGGGACCCAGACACACTGGCCGAA 
CTTCTGATCAGGGATGTACTTCAGGAGCTGTCCAGTTACAACGGCGAGGAGGAGGACCCA 
GAGGAGGTGAAGACATCCTTGGGAGTTCCACAACGTGGTGACCTGGAAGACCTGGAGGAG 
CATGTGCCAGGGCAGACAGTCTCTGAGGAAGCCACAGGGGTTCACATGATGCAGGTGGAC 
CCAGCCACGCCGGCAAAGAGTGACCTGGAAGACCTGGAGGAGCATGTGCCAGGGCAGACA 
GTCTCTGAGGAAGCCACAGGGGTTCACATGATGCAGGTGGACCCAGCCACACTGGCAAAG 
CGTACGTATTCTGGGATCATCTCTTTGTTTAGGTGTGAAATCTTAGTGTTGTAAAGGTAG 
TGCTGCTTCACCTGCTTTTGCTCAAGGGCCACTCTGGTTTGAGCTTTCTGCCAGAAATGA 
GATTTGGGAATTTTGGTTTAAAAACTACTAAGAGTCACACCGGGCACAGTGGCTCACGCC 
TGTAATCCCAGCACCTTGAGAGGCGGAGACGGGCGGATCAGCAGAGGTCAGGAGTTTGAG 
ACCAGCCTGACTGACATTGAGAAACCCCACCGCTCCTAAAAATACAAAATTACCTGGGTG 
TGGTGTCACATGCCTGCAATCCCAGCTACTCAGGAGGCCAAGGCAGGAGAATCACTTGAA 
CCGAGGTGGTAGAGGTTGAGGTGAGCCAAGGTTGTGCCATTGCACTCCAGCCTGGGCAAC 
GAGCGAAACTCCGTCTC 

Gene 292. >ENST00000331171 cDNA sequence 

AAAGAGAATGAGACAGGAGTTGGCGAGTTCCTCTTGCTCAGCATCACCAGTGACTCAGAG 
AAGCAGCAGGCCCTCTTCTGGCTCTTCCTGTGTATGCACTTAGTCACTGAGGCTGGAAAC 
ACACCCATCATCCTGGGCATCGGCTCCAACCCTCGCCTGCACACCCCCACGTACTTCTTC 
ACCCATCTCTCCTTTGTCAACATCTGCTTCATCACCAACCTGATCCCCAAGCTCCTGGTC 
AACCATTGCCTGACTCAGATGTACTTCCTCATCTCCTTTGCCAACGTGGACACCTTTCTG 
CTGGCCATCATGGCACTGGACCACTATGTGGCCATCTGCAGCGCCCTGCGGTACTGCTCC 
ATCATCACCCCCGGCTCTGTCAGGGGCTGGCCCCTCATCTCCCTGGTCCACACGGTCATC 
ATGAGCAGACTGGCCTTCTGCTCCTCCGCCCAGATTTCACACTTCTACTGTGACGCCTAC 
CTGCTCATGAAGATTGCCTGCTCACATACAAATCAGCATGTGTTCCTGGGGGCCGTGGTC 
CTGTTCCTGGCTCCCTGTGCGCTCATCTTGGTCTCCTACATCCGCATTGCTGCAGCCATC 
CTCCGGATTCCCTCTCCTACAAGAAGGCGCAAGGCATGTTCCATATGTAGCTCCCACCTG 
TCTCTGGTCACCCTGTTCTATGGAACTGTCCTGGGGATCTGCATAGACCCCCAGACTCCT 
TCTCAGCCCGACACCATAGCAACCATCATGTACACTGTGGTGACCTCTATGCTAAACCCC 
TTCATCTACAGTCTGATGAACAAGGAGGTCCAGGAGGCCGTGAGAAGGCTCTTCAGTAGG 
Gene 293. >ENST00000333723 cDNA sequence 

AAAGAGAATGAGACAGGAGTTGGCGAGTTCCTCTTGCTCAGCATCACCAGTGACTCAGAG 
AAGCAGCAGGCCCTCTTCTGGCTCTTCCTGTGTATGCACTTAGTCACTGAGGCTGGAAAC 
ACACCCATCATCCTGGGCATCGGCTCCAACCCTCGCCTGCACACCCCCACGTACTTCTTC 
ACCCATCTCTCCTTTGTCAACATCTGCTTCATCACCAACCTGATCCCCAAGCTCCTGGTC 
AACCATTGCCTGACTCAGATGTACTTCCTCATCTCCTTTGCCAACGTGGACACCTTTCTG 
CTGGCCATCATGGCACTGGACCACTATGTGGCCATCTGCAGCGCCCTGCGGTACTGCTCC 
ATCATCACCCCCGGCTCTGTCAGGGGCTGGCCCCTCATCTCCCTGGTCCACACGGTCATC 
ATGAGCAGACTGGCCTTCTGCTCCTCCGCCCAGATTTCACACTTCTACTGTGACGCCTAC 
CTGCTCATGAAGATTGCCTGCTCAATACATGTCAATCAGCATGTGTTCCTGGGGGCCGTG 
GTCCTGTTCCTGGCTCCCTGTGCGCTCATCTTGGTCTCCTACATCCGCATTGCTGCAGCC 
ATCCTCCGGATTCCCTCTCCTACAAGAAGGCGCAAGGCATGTTCCATATGTAGCTCCCAC 



209/1290 



FIGURE 1 (CONT'D) 



CTGTCTCTGGTCACCCTGTTCTATGGAACTGTCCTGGGGATCTATCCAGACTCCTTCTCA 
GCCCAGGACACCATAGCAACCATCATGTACACTGTGGTGACCTCTATGCTAAACCCCTTC 
ATCTACAGTCTGATGAACAAGGAGGTCCAGGAGGCCGTGAGAAGGCTCTTCAGTAGGGGC 
T CACACT CAT CA 

Gene 294. >ENST00000330220 cDNA sequence 

AATGAGACAGGAGTTGGCGAGTTCCTCTTGCTCAGCATCACCAGTGACTCAGAGAAGCAG 

CAGGCCCTCTTCTGGCTCTTCCTGTGTATGCACTTAGTCACTGAGGCTGGAAACACACCC 

ATCATCCTGGGCATCGGCTCCAACCCTCGCCTGCACACCCCCACGTACTTCTTCACCCAT 

CTCTCCTTTGTCAACATCTGCTTCATCACCAACCTGATCCCCAAGCTCCTGGTCAACCAT 

TGCCTGACTCAGATGTACTTCCTCATCTCCTTTGCCAACGTGGACACCTTTCTGCTGGCC 

ATCATGGCACTGGACCACTATGTGGCCATCTGCAGCGCCCTGCGGTACTGCTCCATCATC 

ACCCCCGGCTCTGTCAGGGGCTGGCCCCTCATCTCCCTGGTCCACACGGTCATCATGAGC 

AGACTGGCCTTCTGCTCCTCCGCCCAGATTTCACACTTCTACTGTGACGCCTACCTGCTC 

ATGAAGATTGCCTGCTCACATACATGTCAGCATGTGTTCCTGGGGGCCGTGGTCCTGTTC 

CTGGCTCCCTGTGCGCTCATCTTGGTCTCCTACATCCGCATTGCTGCAGCCATCCTCCGG 

ATTCCCTCTCCTACAAGAAGGCGCAAGGCATGTTCCATATGTAGCTCCCACCTGTCTCTG 

GTCACCCTGTTCTATGGAACTGTCCTGGGGATCTGCATAGACCCAGACTCCTTCTCAGCC 

CAGGACACCATAGCAACCATCATGTACACTGTGGTGACCTCTATGCTAAACCCCTTCATC 

TACAGTCTGATGAACAAGGAGGTCCAGGAGGCCGTGAGAAGGCTCTTCAGTAGG 

Gene 295. >ENST00000319449 cDNA sequence 

ATGATGGAGGAGCGTGCCAACCTGATGCACATGATGAAACTCAGCATCAAGGTGTTGCTC 

CAGTCGGCTCTGAGCCTGGGCCGCAGCCTGGATGCGGACCATGCCCCCTTGCAGCAGTTC 

TTTGTAGTGATGGAGCACTGCCTCAAACATGGGCTGAAAGTTAAGAAGAGTTTTATTGGC 

CAAAATAAATCATTCTTTGGTCCTTTGGAGCTGGTGGAGAAACTTTGTCCAGAAGCATCA 

GATATAGCGACTAGTGTCAGAAATCTTCCAGAATTAAAGACAGCTGTGGGAAGAGGCCGA 

GCGTGGCTTTATCTTGCACTCATGCAAAAGAAACTGGC^GATTATCTGAAAGTGCTTATA 

GACAATAAACATCTCTTAAGCGAGTTCTATGAGCCTGAGGCTTTAATGATGGAGGAAGAA 

GGGATGGTGATTGTTGGTCTGCTGGTGGGACTCAATGTTCTCGATGCCAATCTCTGCTTG 

AAAGGAGAAGACTTGGATTCTCAGGTTGGAGTAATAGATTTTTCCCTCTACCTTAAGGAT 

GTGCAGGATCTTGATGGTGGCAAGGAGCATGAAAGAATTACTGATGTCCTTGATCAAAAA 

AATTATGTGGAAGAACTTAACCGGCACTTGAGCTGCACAGTTGGGGATCTTCAAACCAAG 

ATAGATGGCTTGGAAAAGACTAACTCAAAGCTTCAAGAAGAGCTTTCAGCTGCAACAGAC 

CGAATTTGCTCACTTCAAGAAGAACAGCAGCAGTTAAGAGAACAAAATGAATTAATTCGA 

GAAAGAAGTGAAAAGAGTGTAGAGATAACAAAACAGGATACCAAAGTTGAGCTGGAGACT 

TACAAGCAAACTCGGCAAGGTCTGGATGAAATGTACAGTGATGTGTGGAAGCAGCTAAAA 

GAGGAGAAGAAAGTCCGGTTGAGAGGAAACAAAAGGCATGAACCATTGATACACATGGAA 

ACTTGGATTGATCTCCAAGACATTATTCTGAGAAAAAGTCAGTCTCAAGGTTATATAATG 

TATAATTACATTGAGATTACATTCTCAAAAAGCCAAAGCCATATTGTTGCAGGACAGATG 

AGTGGTTGCCAGGGGCTGAGCAAAAGTCATCCTTTCCTTACAAAGATTTGCTTCATTTGC 

ACTCTTGCTGGTGTCGCATCCAGGTTGCAGCACTCGGAGCGGGCGAGGCAGGGGGCTGAG 

GAGCGGAGCCACAAGCTGCAGCAGGAGCTGGGCGGGAGGATCGGCGCCCTGCAGCTGCAG 

CTCTCCCAGCTGCACGAGCAATGCTCAAGCCTGGAGAAAGAATTGAAATCAGAAAAAGAG 

CAAAGACAGGCTCTTCAGCGCGAATTACAGCACGAGAAAGACACTTCCTCTCTACTCAGG 

ATGGAGCTGCAACAAGTGGAAGGACTGAAAAAGGAGTTGCGGGAGCTTCAGGACGAGAAG 

GCAGAGCTGCAGAAGATCTGCGAGGAGCAGGAACAAGCCCTCCAGGAAATGGGCCTGCAC 

CTCAGCCAGTCCAAGCTGAAGATGGAAGATATAAAAGAAGTGAACCAGGCACTGAAGGGC 

CACGCCTGGCTGAAAGATGACGAAGCGACACACTGTAGGCAGTGTGAGAAGGAGTTCTCC 

ATTTCCCGGAGAAAGCACCACTGCCGGAACTGTGGCCACATCTTCTGCAACACCTGCTCC 

AGCAACGAGCTGGCCCTGCCCTCCTACCCCAAGCCGGTGCGAGTGTGCGACAGCTGCCAC 

ACCCTGCTCCTGCAGCGCTGCTCCTCCACGGCCTCCTGA 

Gene 296. >ENST00000333864 cDNA sequence 

ATGGATGGAGAGAATCACTCAGTGGTATCTGAGTTTTTGTTTCTGGGACTCACTCATTCA 
TGGGAGATCCAGCTCCTCCTCCTAGTGTTTTCCTCTGTGCTCTATGTGGCAAGCATTACT 
GGAAACATCCTCATTGTGTTTTCTGTGACCACTGACCCTCACTTACACTCCCCCATGTAC 
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TTTCTACTGGCCAGTCTCTCCTTCATTGACTTAGGAGCCTGCTCTGTCACTTCTCCCAAG 

ATGATTTATGACCTGTTCAGAAAGCGCAAAGTCATCTCCTTTGGAGGCTGCATCGCTCAA 

ATCTTCTTCATCCACGTCGTTGGTGGTGTGGAGATGGTGCTGCTCATAGCCATGGCCTTT 

GACAGATATGTGGCCCTATGTAAGCCCCTCCACTATCTGACCATTATGAGCCCAAGAATG 

TGCCTTTCATTTCTGGCTGTTGCCTGGACCCTTGGTGTCAGTCACTCCCTGTTCCAACTG 

GCATTTCTTGTTAATTTAGCCTTCTGTGGCCCTAATGTGTTGGACAGCTTCTACTGTGAC 

CTTCCTCGGCTTCTCAGACTAGCCTGTACCGACACCTACAGATTGCAGTTCATGGTCACT 

GTTAACAGTGGGTTTATCTGTGTGGGTACTTTCTTCATACTTCTAATCTCCTACGTCTTC 

ATCCTGTTTACTGTTTGGAAACATTCCTCAGGTGGTTCATCCAAGGCCCTTTCCACTCTT 

TCAGCTCACAGCACAGTGGTCCTTTTGTTCTTTGGTCCACCCATGTTTGTGTATACACGG 

CCACACCCTAATTCACAGATGGACAAGTTTCTGGCTATTTTTGATGCAGTTCTCACTCCT 

TTTCTGAATCCAGTTGTCTATACATTCAGGAATAAGGAGATGAAGGCAGCAATAAAGAGA 

GTATGCAAACAGCTAGTGATTTACAAGAGGATCTCATAA 

Gene 297. >ENST00000326748 cDNA sequence 

TTTCGTCTTAGCCACGCAGAAGTCGCGTGTCTAGGTGAGTCGCGGTGGGTCCTCGCTTGC 
AGTTCAGCGACCACGTTTGTTTCGACGCCGGACCGCGTAAGAGACGATGATGTTGGGCAC 
GGAAGGTGGAGAGGGATTCGTGGTGAAGGTCCGGGGCTTGCCCTGGTCTTGCTCGGCCGA 
TGAAGTGCAGAGGTTTTTTTCTGACTGCAAAATTCAAAATGGGGCTCAAGGTATTCGTTT 
CATCTACACCAGAGAAGGCAGACCAAGTGGCGAGGCTTTTGTTGAACTTGAATCAGAAGA 
TGAAGTCAAATTGGCCCTGAAAAAAGACAGAGAAACTATGGGACACAGATATGTTGAAGT 
ATTCAAGTCAAACAACGTTGAAATGGATTGGGTGTTGAAGCATACTGGTCCAAATAGTCC 
TGACACGGCCAATGATGGCTTTGTACGGCTTAGAGGACTTCCCTTTGGATGTAGCAAGGA 
AGAAATTGTTCAGTTCTTCTCAGGGTTGGAAATCGTGCCAAATGGGATAACATTGCCGGT 
GGACTTCCAGGGGAGGAGTACGGGGGAGGCCTTCGTGCAGTTTGCTTCACAGGAAATAGC 
TGAAAAGGCTCTAAAGAAACACAAGGAAAGAATAGGGCACAGGTATATTGAAATCTTTAA 
GAGCAGTAGAGCTGAAGTTAGAACTCATTATGATCCACCACGAAAGCTTATGGCCATGCA 
GCGGCCAGGTCCTTATGACAGACCTGGGGCTGGTAGAGGGTATAACAGCATTGGCAGAGG 
AGCTGGCTTTGAGAGGATGAGGCGTGGTGCTTATGGTGGAGGCTATGGAGGCTATGATGA 
TTACAATGGCTATAATGATGGCTATGGATTTGGGTCAGATAGATTTGGAAGAGACCTCAA 
TTACTGTTTTTCAGGAATGTCTGATCACAGATACGGGGATGGTGGCTCTACTTTCCAGAG 
CACAACAGGACACTGTGTACACATGCGGGGATTACCTTACAGAGCTACTGAGAATGACAT 

CAGAGTAACTGGTGAAGCAGATGTCGAGTTCGCAACTCATGAAGATGCTGTGGCAGCTAT 
GTCAAAAGACAAAGCAAATATGCAACACAGATATGTAGAACTCTTCTTGAATTCTACAGC 
AGGAGCAAGCGGTGGTGCTTACGAACACAGATATGTAGAACTCTTCTTGAATTCTACAGC 
AGGAGCAAGCGGTGGTGCTTATGGTAGCCAAATGATGGGAGGCATGGGCTTGTCAAACCA 
GTCCAGCTACGGGGGCCCAGCCAGCCAGCAGCTGAGTGGGGGTTACGGAGGCGGCTACGG 
TGGCCAGAGCAGCATGAGTGGATACGACCAAGTTTTACAGGAAAACTCCAGTGATTTTCA 
ATCAAACATTGCATAGGTAACCAAGGAGCAGTGAACAGCAGCTACTACAGTAGTGGAAGC 
CGTGCATCTATGGGCGTGAACGGAATGGGAGGGTTGTCTAGCATGTCGAGTATGAGTGGT 
GGATGGGGAATGTAATTGATCGATCCTGATCACTGACTCTTGGTCAACCTTTTTTTTTTT 
TTTTTTTTTTTCTTTAAGAAAACTTCAGTTTAACAGTTTCTGCAATACAAGCTTGTGATT 
TATGCTTACTCTAAGTGGAAATCAGGATTGTTATGAAGACTTAAGGCCCAGTATTTTTGA 
ATACAATACTCATCTAGGATGTAACAGTGAAGCTGAGTAAACTATAACTGTTAAACTTAA 
GTTCCAGCTTTTCTCAAGTTAGTTATAGGATGTACTTAAGCAGTAAGCGTATTTAGGTAA 
AAGCAGTTGAATTATGTTAAATGTTGCCCTTTGCCACGTTAAATTGAACACTGTTTTGGA 
TGCATGTTGAAAGACATGCTTTTATTTTTTTGTAAAACAATATAGGAGCTGTGTCTACTA 
TTAAAAGTGAAACATTTTGGCATGTTTGTTAATTCTAGTTTCATTTAATAACCTGTAAGG 
CACGTAAGTTTAAGCTTTTTTTTTTTTTAAGTTAATGGGAAAAATTTGAGACGCAATACC 
AATACTTAGGATTTTGGTCTTGGTGTTTGTATGAAATTCTGAGGCCTTGATTTAAATCTT 
TCATTGTATTGTGATTTCCTTTTAGGTATATTGCGCTAAGTGAAACTTGTCAAATAAATC 
CTCCTTTTAAAAACTG 

Gene 298. >ENST00000329433 cDNA sequence 

ATGGATTGGGTGTTGAAGCATACTGGTCCAAATAGTCCTGACACGGCCAATGATGGCTTT 
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GTACGGCTTAGAGGACTTCCCTTTGGATGTAGCAAGGAAGAAATTGTTCAGTTCTTCTCA 

GGGTTGGAAATCGTGCCAAATGGGATAACATTGCCGGTGGACTTCCAGGGGAGGAGTACG 

GGGGAGGCCTTCGTGCAGTTTGCTTCACAGGAAATAGCTGAAAAGGCTCTAAAGAAACAC 

AAGGAAAGAATAGGGCACAGGTATATTGAAATCTTTAAGAGCAGTAGAGCTGAAGTTAGA 

ACTCATTATGATCCACCACGAAAGCTTATGGCCATGCAGCGGCCAGGTCCTTATGACAGA 

CCTGGGGCTGGTAGAGGGTATAACAGCATTGGCAGAGGAGCTGGCTTTGAGAGGATGAGG 

CGTGGTGCTTATGGTGGAGGCTATGGAGGCTATGATGATTACAATGGCTATAATGATGGC 

TATGGATTTGGGTCAGATAGATTTGGAAGAGGAATGTCTGATCACAGATACGGGGATGGT 

GGCTCTACTTTCCAGAGCACAACAGGACACTGTGTACACATGCGGGGATTACCTTACAGA 

GCTACTGAGAATGACATTTATAATTTTTTTTCACCGCTCAACCCTGTGAGAGTACACATT 

GAAATTGGTCCTGATGGCAGAGTAACTGGTGAAGCAGATGTCGAGTTCGCAACTCATGAA 

GATGCTGTGGCAGCTATGTCAAAAGACAAAGCAAATATGCAACACAGATATGTAGAACTC 

TTCTTGAATTCTACAGCAGGAGCAAGCGGTGGTGCTTACGGTAGCCAAATGCTAGGAGGC 

ATGGCAAACCAGTCCAGCTACGGGGGCCCAGCCAGCCAGCAGCTGAGTGGGGGTTACGGA 

GGCGGCTACGGTGGCCAGAGCAGCATGAGTGGATACGGTAAA 

Gene 299. >ENST00000334421 cDNA sequence 

CCGTAGTCAACGTGCGCCTCCCCTCCCGGCTCCCAGCCGGGCGCGCCCCGGGCTCGAGTC 
TCTGCCTGCCCAGTGGCAGCCCCGCCCTTCCTCTCCCAGTGGGCCCTCGGCGCCCAGCTC 
CGCGTCCTGTGAGGTCCAGTGGCCGCCCAGGCGCGACCAGATCTGGGTGCGCGGAGAGCG 
CGCATGGCGGCTGTGGGACCGCGGACCGGCCCCGGAACCGGCGCCGAGGCTCTAGCGCTG 
GCGGCAGAGCTGCAGGGCGAGGCGACGTGCTCCATCTGCCTAGAGCTCTTTCGTGAGCCG 
GTGTCCGTCGAGTGCGGCCACAGCTTCTGCCGCGCCTGCATAGGGCGCTGCTGGGAGCGC 
CCGGGCGCGGGGTCTGTTGGGGCCGCCACCCGCGCGCCCCCCTTCCCACTGCCCTGTCCG 
CAGTGCCGCGAGCCCGCGCGCCCCAGTCAGCTGCGGCCCAACCGGCAGCTGGCGGCAGTG 
GCCACGCTCCTGCGGCGCTTCAGCCTGCCCGCGGCTGCCCCGGGAGAGCACGGGTCTCAG 
GCGGCCGCGGCCCGGGCAGCGGCTGCCCGCTGCGGGCAGCATGGCGAACCCTTCAAGCTC 
TACTGCCAGGACGACGGACGCGCCATCTGCGTGGTGTGCGACCGCGCCCGCGAGCACCGC 
GAGCACGCCGTGCTGCCGCTGGACGAGGCGGTGCAGGAGGCCAAGGAGCTCTTGGAGTCC 
AGGCTGAGGGTCTTGAAGAAGGAACTGGAGGACTGTGAGGTGTTCCGGTCCACGGAAAAG 
AAGGAGAGCAAGGAGCTGCTGGTGAGCCAGGCACCCGCAGGCCCCCCGTGGGACATTACA 
GAGGCCTGAGAACTCAGCACCAGGGCTCGGTGTGTGTGGTGTTGGAGTGTGTGCTATGGA 
ACCGCAGAATCGATTTCAGAAAGATAATAGAGTCCATATTATATAGGGTGTCCACATAAT 
TGTTGTACAAACCAGAGCTTTTTAAAGTGAAAAGCAGTGCTAAAATAATTATTGCAAAAC 
AACTGGCTTAAACTGGAGCTGTCCCAGCGAATCAGGACGCTCAGTCACTCTGATATTACG 
TAACATACCAGTTAGGGCCTGCGGAAGCATCTTGTAATGGAACACATTACTATTTCTGCA 
GAGAAACATGGATATTCAATAAGTGGGAATATTAATACAATAAAGAGCCTCATGGCATGT 
TTTGTCAACAAAACAGTAGT 

Gene 300. >ENST00000322434 cDNA sequence 

AGCGGCCGCCTTGCTCCTCTAGGTCCCAGGCGCTCTGCGGAGCTTTCGCTGCCCGGTGAG 
CGGCGCCGGGCTTGAGGTCGCCCAGACGTCGGAGGAGCCGGGTCACGAGGCTGGAGCTTC 
CTGCTTGCAGAGTGCGGCGGGGAGGCGCGGCCCGGGAACGCGGGATCCTGGGGAGATCTG 
CCTTCTGGAGACTGCGCCGTCCTCCCGGGAGAGCCAGAAAGAGGACATGGCTGCTGGGCA 
GCGGGAAGCGAGGCCCCAGGTGTCACTGACATTCGAGGACGTGGCTGTGCTCTTTACCTG 
GGATGAGTGGAGAAAGCTGGCTCCTTCTCAGAGAAACTTGTACCGGGATGTGATGCTGGA 
GAACTATAGGAACCTGGTCTCACTGGGACTCTCATTTACCAAACCAAAAGTCATCTCCCT 
GTTGCAGCAAGGAGAAGATCCCTGGGAGGTGGAGAAAGACAGTTCTGGTGTCTCCTCTCT 
AGGATGTAAGAGCACACCTAAAATGACAAAGTCAACTCAAACTCAGGATTCATTTCAGGA 
GCAGATAAGGAAAAGATTGAAAAGGGATGAACCCTGGAACTTCATATCAGAAAGATCCTG 
CATATATGAAGAGAAATTAAAGAAACAGCAGGACAAAAATGAAAATTTACAAATAATTTC 
AGTTGCCCATACAAAAATCCTTACTGTAGATAGAAGCCATAAAAATGTTGAATTTGGCCA 
AAACTTCTACCTGAAATCAGTCTTCATTAAGCAACAGAGATTTGCTAAAGAAAAAACTCC 
ATCAAAATGTGAAATACAAAGAAATAGTTTCAAGCAGAATTCAAATTTACTTAACCAATC 
AAAAATCAAAACAGCAGAGAAACGCTATAAATGCAGTACATGTGAAAAAGCCTTCATTCA 
CAATTCATCCCTTCGTAAACATCAGAAAAACCACACTGGAGAAAAATTATTTAAATGTAA 
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AGAATGTTTAAAAGCTTTCAGCCAAAGTTCTGCTCTTATTCAACATCAAAGAACTCATAC 

AGGAGAGAAACCCTATATATGTAAAGAATGTGGGAAAGCCTTCAGCCATAGTGCATCCCT 

TTGTAAGCATTTAAGGACCCATACTGTGGAGAAATGCTATAGATGTAAAGAATGTGGTAA 

ATCCTTCAGTCGAAGGTCTGGGCTTTTTATACATCAAAAAATCCATGCTCAAGAAAATCC 

CCATAAATACAATCCA.GGCAGGAAGGCATCCAGTTACAGCACTTCCCTTTCTGGAAGTCA 

GAAAATTCATCTCAGAAAGAAGTCCTACTTATGTAATGAATGTGGCAACACCTTTAAGTC 

TAGCTCATCCCTTCGTTATCATCAGAGAATTCACACTGGAGAGAAGCCTTTTAAATGTAG 

TGAATGTGGGAGAGCCTTCAGCCAGAGTGCCTCTCTTATTCAACATGAAAGAATTCACAC 

CGGAGAAAAGCCCTATAGATGCAATGAATGTGGGAAAGGCTTTACTTCTATTTCACGACT 

TAATAGACACCGAATAATTCATACTGGAGAGAAATTGTATAATTGTAATGAATGTGGTAA 

AGCCTTAAGCTCCCACTCAACACTTATTATTCATGAGCGAATTCATACTGGAGAAAAACC 

ATGTAAATGTAAAGTATGTGGAAAAGCCTTCAGACAGAGTTCCGCTCTCATTCAACATCA 

GAGAATGCATACTGGAGAAAGACCCTATAAGTGTAACGAATGTGACAAAACATTCAGGTG 

TAACTCATCGCTTAGTAATCACCAGAGAATTCATACTGGAGAGAAACCATATCGATGTTT 

AGAATGTGGGATGTCTTTTGGCCAAAGTGCAGCTCTTATACAACATCAGAGGATTCATAC 

AGGAGAAAAACCCTTTAAATGTAATACATGTGGAAAAACTTTTAGACAAAGCTCATCACT 

TATTGCACATCAAAGAATTCATACTGGAGAGAAACCCTATGAATGTAATGCATGTGGGAA 

ACTCTTTAGCCAGAGGTCATCCCTTACTAATCATTATAAAATTCACATTGAAGAGGACTC 

CTTAAAAGCCGATTTGCATGTGTGAAAGCCTTAAACCAAAACTCATCAGAGAATACATGC 

TTGAGAGTGATTTATTAAATATAATGAATATGAGAAAACTCTTAGTTCTCATCAGATACT 

AAGTTTTAAGAATAAACTTTAGCTATGTAATAACTTATGGGAAAAGCTTTTATACTTGTC 

ACTCACTTTTTAAAATATCCCGAGACAGTTCACTGTTGCAGACATTGAAATTGGCCATTT 

GTAAGATAAAAGGTATGTTTATAAAATCTCTTTATATAATATATGCTATCTATGACATGC 

AAAAAAGAAAAGTCTGGGTGCTGAGGTGCTGAATTTTTCATTAGAAAAACATTTGTATAA 

ACTACTATTATATAAATATAAGCATATTTATTACAGCAAACATTTTAATAGCAAACAAAA 

CAATTGATCTTAAAAATATATGCAATATATACTTACCTGGCAGGGAAGATTACCATGATC 

ACGAAGGTGGTTTTCCCAGGGCAAGGCTTATCCATTGCACTCCAGATGTGCTGACCCCTT 

CAATTTCCCAAAATGTGGAAAACTCAACTGCATAATTTATGGTAGTGGGGGACTACATTC 

GCACTTTCTCCTGAAATATATATATATATGCAGTATTAGAGCAAAGGACCAATAAGAGAT 

AAAAACTAACTGAACTACCTCTTAGTGCCTGGAATTTACCTTTTCCTGACTTACTGTCAA 

ACTTCGTGCATGGCTTTTATTAAAAAAGAAAAAATCTGTTCT 

Gene 301. >ENST00000261961 cDNA sequence 

GGCCCTGAGGACGTGGCCCTCTATGTGGGCCTCATCGCCGTGGCCGTCTGCCTGGTCCTG 
CTGCTGCTTGTCCTCATCCTCGTTTATTGCCGGAAGAAGGAGGGGCTGGACTCAGATGTG 
GCTGACTCGTCCATTCTCACCTCAGGCTTCCAGCCCGTCAGCATCAAGCCCAGCAAAGCA 
GACAACCCCCATCTGCTCACCATCCAGCCGGACCTCAGCACCACCACCACCACCTACCAG 
GGCAGTCTCTGTCCCCGGCAGGATGGGCCCAGCCCCAAGTTCCAGCTCACCAATGGGCAC 
CTGCTCAGCCCCCTGGGTGGCGGCCGCCACACACTGCACCACAGCTCTCCCACCTCTGAG 
GCCGAGGAGTTCGTCTCCCGCCTCTCCACCCAGAACTACTTCCGCTCCCTGCCCCGAGGC 
ACCAGCAACATGACCTATGGGACCTTCAACTTCCTCGGGGGCCGGCTGATGATCCCTAAT 
ACAGGAATCAGCCTCCTCATCCCCCCAGATGCCATACCCCGAGGGAAGATCTATGAGATC 
TACCTCACGCTGCACAAGCCGGAAGACGTGAGGTTGCCCCTAGCTGGCTGTCAGACCCTG 
CTGAGTCCCATCGTTAGCTGTGGACCCCCTGGCGTCCTGCTCACCCGGCCAGTCATCCTG 
GCTATGGACCACTGTGGGGAGCCCAGCCCTGACAGCTGGAGCCTGCGCCTCAAAAAGCAG 
TCGTGCGAGGGCAGCTGGGAGGATGTGCTGCACCTGGGCGAGGAGGCGCCCTCCCACCTC 
TACTACTGCCAGCTGGAGGCCAGTGCCTGCTACGTCTTCACCGAGCAGCTGGGCCGCTTT 
GCCCTGGTGGGAGAGGCCCTCAGCGTGGCTGCCGCCAAGCGCCTCAAGCTGCTTCTGTTT 
GCGCCGGTGGCCTGCACCTCCCTCGAGTACAACATCCGGGTCTACTGCCTGCATGACACC 
CACGATGCACTCAAGGAGGTGGTGCAGCTGGAGAAGCAGCTGGGGGGACAGCTGATCCAG 
GAGCCACGGGTCCTGCACTTCAAGGACAGTTACCACAACCTGCGCCTATCCATCCACGAT 
GTGCCCAGCTCCCTGTGGAAGAGTAAGCTCCTTGTCAGCTACCAGGAGATCCCCTTTTAT 
CACATCTGGAATGGCACGCAGCGGTACTTGCACTGCACCTTCACCCTGGAGCGTGTCAGC 
CCCAGCACTAGTGACCTGGCCTGCAAGCTGTGGGTGTGGCAGGTGGAGGGCGACGGGCAG 
AGCTTCAGCATCAACTTCAACATCACCAAGGACACAAGGTTTGCTGAGCTGCTGGCTCTG 
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GAGAGTGAAGCGGGGGTCCCAGCCCTGGTGGGCCCCAGTGCCTTCAAGATCCCCTTCCTC 
ATTCGGCAGAAGATAATTTCCAGCCTGGACCCACCCTGTAGGCGGGGTGCCGACTGGCGG 
ACTCTGGCCCAGAAACTCCACCTGGACAGCCATCTCAGCTTCTTTGCCTCCAAGCCCAGC 
CCCACAGCCATGATCCTCAACCTGTGGGAGGCGCGGCACTTCCCCAACGGCAACCTCAGC 
CAGCTGGCTGCAGCAGTGGCTGGACTGGGCCAGCCAGACGCTGGCCTCTTCACAGTGTCG 
GAGGCTGAGTGCTGA 

Gene 302. >ENST00000329542 cDNA sequence 

GCAGGTGCCCAGCAGAGTGCCACCGTGGCCAACCCAGTGCCTGGTGCCAACCCGGACCTG 
CTTCCCCACTTCCTGGTGGAGCCCGAGGATGTGTACATCGTCAAGAACAAGCCAGTGCTG 
CTTGTGTGCAAGGCCGTGCCCGCCACGCAGATCTTCTTCAAGTGCAACGGGGAGTGGGTG 
CGCCAGGTGGACCACGTGATCGAGCGCAGCACAGACGGGAGCAGTGGGCTGCCCACCATG 
GAGGTCCGCATTAATGTCTCAAGGCAGCAGGTCGAGAAGGTGTTCGGGCTGGAGGAATAC 
TGGTGCCAGTGCGTGGCATGGAGCTCCTCGGGCACCACCAAGAGTCAGAAGGCCTACATC 
CGCATAGCCTATTTGCGCAAGAACTTCGAGCAGGAGCCGCTGGCCAAGGAGGTGTCCCTG 
GAGCAGGGCATCGTGCTGCCCTGCCGTCCACCGGAGGGCATCCCTCCAGCCGAGGTGGAG 
TGGCTCCGGAACGAGGACCTGGTGGACCCGTCCCTGGACCCCAATGTATACATCACGCGG 
GAGCACAGCCTGGTGGTGCGACAGGCCCGCCTTGCTGACACGGCCAACTACACCTGCGTG 
GCCAAGAACATCGTGGCACGTCGCCGCAGCGCCTCCGCTGCTGTCATCGTCTACGTGGAC 
GGCAGCTGGAGCCCGTGGAGCAAGTGGTCGGCCTGTGGGCTGGACTGCACCCACTGGCGG 
AGCCGTGAGTGCTCTGACCCAGCACCCCGCAACGGAGGGGAGGAGTGCCAGGGCACTGAC 
CTGGACACCCGCAACTGTACCAGTGACCTCTGTGTACACACTGCTTCTGGCCCTGAGGAC 
GTGGCCCTCTATGTGGGCCTCATCGCCGTGGCCGTCTGCCTGGTCCTGCTGCTGCTTGTC 
CTCATCCTCGTTTATTGCCGGAAGAAGGAGGGGCTGGACTCAGATGTGGCTGACTCGTCC 
ATTCTCACCTCAGGCTTCCAGCCCGTCAGCATCAAGCCCAGCAAAGCAGACAACCCCCAT 
CTGCTCACCATCCAGCCGGACCTCAGCACCACCACCACCACCTACCAGGGCAGTCTCTGT 
CCCCGGCAGGATGGGCCCAGCCCCAAGTTCCAGCTCACCAATGGGCACCTGCTCAGCCCC 
CTGGGT 

Gene 303. >ENST00000316308 cDNA sequence 

ATGCGGCATTCCAAAAGAACTCACTGTCCTGATTGGGATAGCAGAGAAAGCTGGGGACAT 
GAAAGCTATCGTGGAAGTCACAAGCGGAAGAGGAGATCTCATAGTAGCACACAAGAGAAC 
AGGCATTGTAAACCACATCACCAGTTTAAAGAATCTGATTGTCATTATTTAGAAGCAAGG 
TCCTTGAATGAGCGAGATTATCGGGACCGGAGATACGTTGACGAATACAGGAATGACTAC 
TGTGAAGGATATGTTCCTAGACATTATCACAGAGACATTGAAAGCGGGTATCGAATCCAC 
TGCAGTAAATCTTCAGTCCGCAGCAGGAGAAGCAGTCCTAAAAGGAAGCGCAATAGACAC 
TGTTCAAGTCATCAGTCACGTTCGAAGAGCCACCGAAGGAAAAGATCCAGGAGTATAGAG 
GATGATGAGGAGGGTCACCTGATCTGTCAAAGTGGAGACGTTCTAAGAGCAAGATATGAA 
ATCGTGGACACTTTGGGTGAAGGAGCCTTTGGCAAAGTTGTAGAGTGCATTGATCATGGC 
ATGGATGGCATGCATGTAGCAGTGAAAATCGTAAAAAATGTAGGCCGTTACCGTGAAGCA 
GCTCGTTCAGAAATCCAAGTATTAGAGCACTTAAATAGTACTGATCCCAATAGTGTCTTC 
CGATGTGTCCAGATGCTAGAATGGTTTGATCATCATGGTCATGTTTGTATTGTGTTTGAA 
CTACTGGGACTTAGTACTTACGATTTCATTAAAGAAAACAGCTTTCTGCCATTTCAAATT 
GACCACATCAGGCAGATGGCGTATCAGATCTGCCAGTCAATAAATTTTTTACATCATAAT 
AAATTAACCCATACAGATCTGAAGCCTGAAAATATTTTGTTTGTGAAGTCTGACTATGTA 
GTCAAATATAATTCTAAAATGAAACGTGATGAACGCACACTGAAAAACACAGATATCAAA 
GTTGTTGACTTTGGAAGTGCAACGTATGATGATGAACATCACAGTACTTTGGTGTCTACC 
CGGCACTACAGAGCTCCCGAGGTCATTTTGGCTTTAGGTTGGTCTCAGCCTTGTGATGTT 
TGGAGCATAGGTTGCATTCTTATTGAATATTACCTTGGTTTCACAGTCTTTCAGACTCAT 
GATAGTAAAGAGCACCTGGCAATGATGGAACGAATATTAGGACCCATACCACAACACATG 
ATTCAGAAAACAAGAAAACGCAAGTATTTTCACCATAACCAGCTAGATTGGGATGAACAC 
AGTTCTGCTGGTAGATATGTTAGGAGACGCTGCAAACCGTTGAAGGAATTTATGCTTTGT 
CATGATGAAGAACATGAGAAACTGTTTGACCTGGTTCGAAGAATGTTAGAATATGATCCA 
ACTCAAAGAATTACCTTGGATGAAGCATTGCAGCATCCTTTCTTTGACTTATTAAAAAAG 
AAATGAAATGGGAATCAGTGGTCTTACTATATACTTCTCTAGAAGAGATTACTTAAGACT 
GTGTCAGTCAACTAAACATTCTAATATTTTTGTAAACATTAAATTATTTTGTACAGTTAA 
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GTGTAAATATTGTATGTTTTGTATCAATAGCATAATTAACTTGTTAAGCAAGTATGGTCT 

TGATAATGCATTAGAAAAATTAAAATTAATTTTTCTTTTTGAAATTACCATTTTTAAATA 

CCTTTGAAATATCCTTTGTGTCCAGTGATAAATGTGATTGATCTTGCCTTTTGTACATGG 

AGGTCACCTCTGAAGTGATTTTTTTTGAGTAAAAGGAAATCTTGACTACTTT 

Gene 3 04. >ENST00000292432 cDNA sequence 

GGGTGCCTCATATTGCCAGACAAGAGCTCAGACCTGAGGAGAGTGACTAGCTTCTCTGTG 
TCCCAGGTGGCCACCTTCCACTGTGGAAGCTCATGGACTCCATTGGGTCTTCAGGGTTGC 
GGCAGGGGGAAGAAACCCTGAGTTGCTCTGAGGAGGGCTTGCCCGGGCCCTCAGACAGCT 
CAGAGCTGGTGCAGGAGTGCCTGCAGCAGTTCAAGGTGACAAGGGCACAGCTACAGCAGA 
TCCAAGCCAGCCTCTTGGGTTCCATGGAGCAGGCGCTGAGGGGACAGGCCAGCCCTGCCC 
CTGCGGTCCGGATGCTGCCTACATACGTGGGGTCCACCCCACATGGCACTGAGCAAGGAG 
ACTTCGTGGTGCTGGAGCTGGGGGCCACAGGGGCCTCACTGCGTGTTTTGTGGGTGACTC 
TAACTGGCATTGAGGGGCATAGGGTGGAGCCCAGAAGCCAGGAGTTTGTGATCCCCCAAG 
AGGTGATGCTGGGTGCTGGCCAGCAGCTCTTTGACTTTGCTGCCCACTGCCTGTCTGAGT 
TCCTGGATGCGCAGCCTGTGAACAAACAGGGTCTGCAGCTTGGCTTCAGCTTCTCTTTCC 
CTTGTCACCAGACGGGCTTGGACAGGAGCACCCTCATTTCCTGGACCAAAGGTTTTAGGT 
GCAGTGGTGTGGAAGGCCAGGATGTGGTCCAGCTGCTGAGAGATGCCATTCGGAGGCAGG 
GGGCCTACAACATCGACGTGGTTGCTGTGGTGAACGACACAGTGGGCACCATGATGGGCT 
GTGAGCCGGGGGTCAGGCCGTGTGAGGTTGGGCTAGTTGTAGACACGGGCACCAACGCGT 
GTTACATGGAGGAGGCACGGCATGTGGCAGTGCTGGACGAAGACCGGGGCCGCGTCTGCG 
TCAGCGTCGAGTGGGGCTCCTTCAGCGATGATGGGGCGCTGGGACCAGTGCTGACCACCT 
TCGACCATACCCTGGACCATGAGTCCCTGAATCCTGGTGCTCAGAGGTTTGAGAAGATGA 
TCGGAGGCCTGTACCTGGGTGAGCTGGTGCGGCTGGTGCTGGCTCACTTGGCCCGGTGTG 
GGGTCCTCTTTGGTGGCTGCACCTCCCCTGCCCTGCTGAGCCAAGGCAGCATCCTCCTGG 
AACACGTGGCTGAGATGGAGGACCCCTCTACTGGGGCAGCCCGTGTCCATGCTATCCTGC 
AGGACTTGGGCCTGAGCCCTGGGGCTTCGGATGTTGAGCTTGTGCAGCACGTCTGTGCGG 
CCGTGTGCACGCGGGCTGCCCAGCTCTGTGCTGCCGCCCTGGCCGCTGTTCTCTCCTGCC 
TCCAGCACAGCCGGGAGCAACAAACACTCCAGGTTGCTGTGGCCACCGGAGGCCGAGTGT 
GTGAGCGGCACCCCAGGTTCTGCAGCGTCCTGCAGGGGACAGTGATGCTCCTGGCCCCGG 
AATGCGATGTCTCCTTAATCCCCTCTGTGGATGGTGGTGGCCGGGGAGTGGCGATGGTGA 
CTGCCGTGGCTGCCCGTCTGGCTGCCCACCGGCGCCTGCTGGAGGAGACCCTGGCCCCAT 
TCCGGTTGAACCATGATCAACTGGCTGCGGTTCAGGCACAGATGCGGAAGGCCATGGCCA 
AGGGGCTCCGAGGGGAGGCCTCCTCCCTTCGCATGCTGCCCACTTTCGTCCGGGCCACCC 
CTGACGGCAGCGAGCGAGGGGATTTCCTGGCCCTGGACCTCGGGGGCACGAACTTCCGTG 
TCCTCCTGGTACGTGTGACCACAGGCGTGCAGATCACCAGCGAGATCTACTCCATTCCCG 
AGACTGTGGCCCAGGGTTCTGGGCAGCAGCTCTTTGACCACATCGTGGACTGCATCGTGG 
ACTTCCAGCAGAAGCAGGGCCTGAGCGGGCAGAGCCTCCCACTGGGTTTTACCTTCTCCT 
TCCCATGTAGGCAGCTTGGCCTAGACCAGGGCATCCTCCTGAACTGGACCAAGGGTTTCA 
AGGCATCAGACTGCGAGGGCCAAGATGTCGTGAGTCTGTTGCGGGAAGCCATCACTCGCA 
GACAGGCAGTGGAGCTGAATGTGGTTGCCATTGTCAATGACACGGTGGGGACCATGATGT 
CCTGTGGCTATGAGGACCCCCGTTGCGAGATAGGCCTCATTGTCGGAACCGGCACCAATG 
CCTGCTACATGGAGGAGCTCCGGAATGTGGCGGGCGTGCCTGGGGACTCAGGCCGCATGT 
GCATCAACATGGAGTGGGGCGCCTTTGGGGACGATGGCTCTCTGGCCATGCTCAGCACCC 
GCTTTGATGCAAGTGTGGACCAGGCGTCCATCAACCCCGGCAAGCAGAGGTTTGAAAAGA 
TGATCAGCGGCATGTACCTGGGGGAGATCGTCCGCCACATCCTTTTACATTTAACCAGCC 
TTGGCGTTCTCTTCCGGGGCCAGCAGATCCAGCGCCTTCAGACCAGGGACATCTTCAAGA 
CCAAGTTCCTCTCTGAGATCGAAAGTGACAGCCTGGCCCTGCGGCAGGTCCGAGCCTiTCC 
TAGAGGATCTGGGGCTACCCCTGACCTCAGATGACGCCCTGATGGTGCTAGAGGTGTGCC 
AGGCTGTGTCCCAGAGGGCTGCCCAGCTCTGTGGGGCGGGTGTAGCTGCCGTGGTGGAGA 
AGATCCGGGAGAACCGGGGCCTGGAAGAGCTGGCAGTGTCTGTGGGGGTGGATGGAACGC 
TCTACAAGCTGCACCCGCGCTTCTCCAGCCTGGTGGCGGCCACAGTGCGGGAGCTGGCCC 
CTCGCTGTGTGGTCACGTTCCTGCAGTCAGAGGATGGGTCCGGCAAAGGTGCGGCCCTGG 
TCACCGCTGTTGCCTGCCGCCTTGCGCAGTTGACTCGTGTCTGAGGAAACCTCCAGGCTG 
AGGAGGTCTCCGCCGCAGCCTTGCTGGAGCCGGGTCGGGGTCTGCCTGTTTCCCAGCCAG 
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6CCCAGCCACCCAGGACTCCTGGGACATCCCATGTGTGACCCCTCTGCGGCCATTTGGCC 
TTGCTCCCTGGCTTTCCCTGAGAGAAGTAGCACTCAGGTTAGCAATATATATATATAATT 
TATTT 

Gene 3 05. >ENST00000331874 cDNA sequence 

ATGCCGTCATCAGTCCCGAAGACCTCCATAGAGTCCCTTGGGTCTCCATCATCCCTGAGC 
TCCTCCCAGGCATCAGAGCCTCTGTGTCCCCTGAAGCACCCTTCAC7VCCGGCCACCTGCG 
AGCACCCTATCACCAAACCTGACCAGCTCCACAGAATCCTTGGGGTATCTGTCATCCCTC 
AGCTCCTCTCAGCCACCAGAGCCTTTGCGTCCCCTGGAATGTCCTTCACACAAGCCATGT 
GGGCGTTCCCTTCCCCGACGACGGAATCCTGGCTGGGTGTCCTGGTCCGACTCCATGCAG 
GCTGATTCCGAAACTGACGCCATAATATGCCCAATGTGCAAGGCCCCTGAGCGCTCCTGT 
CCACACACCTGGTGGGTGCCTTCTAGCCCTCGAGTGATCCGAGGCGTTGGTCGCTGCAGT 
GATCCCAACCTGGGCCTCTCCTGGAGGCAGGAGGCTGCTAGAGCCTGGTGCCACTGCACC 
TCCTCACAGTACCCATTCAAGCACCCTAATCTTCCCACCCACCTACCAAAGGCTTCTTTC 
TAG 

Gene 306. >ENST00000329156 cDNA sequence 

ATGGCTAAAGGTGACCCCAAGAAACCAAAGGGCAAGATGTCTGCTTATGTCTTCTTTGTG 
CAGACATGCAGAGAAGAATGTAAAAAGAAAAACCCTGTCAATTTTGCAGAATTTTCCAAG 
AAGTGCTCTGAAAGGTGGAAGACAATGTCCGGGAAAGAGAAGTCTAAATTTGATGAAATG 
GCAAAGACGGATAAAGTGCACTGTGATCGGGAAATGAAGGGACCAGCTAAGGGAGGCAAG 
AAGAAGAAGGATCCTAGTGCCCCCAAAAGGCCACCATCTGGATTCTTCCTGTTCTCTTCG 
GAAATCCGCCCCAAGATCAAATCCACAAACCCTGGCATCTCTATTGGAGATGTGGCAAAA 
AAGCTGGGTGAGATGTGGAATAACTTAAATGACAGTGAAAAGCAGCCTTACATCACTAAG 
ACGGCAAAGCTGAAGGAGAAGTACGAGAAGGATGTTGCTGATTCTAAGTCGAAAGGGAAG 
TTTGATGGCTCAAAGCGT 

Gene 307. >ENST00000247461 cDNA sequence 

GGCACGTGACGGTCGGGCCGCCTCCGCCTCTCTCTTTACTGCGGCGCGGGGCAAGGTGTG 
CGGGCGGGAAGGGGCACGGGCACCCCCGCGGTCCCCGGGAGGCTAGAGATCATGGAAGGG 
AAGTGGTTGCTGTGTATGTTACTGGTGCTTGGAACTGCTATTGTTGAGGCTCATGATGGA 
CATGATGATGATGTGATTGATATTGAGGATGACCTTGACGATGTCATTGAAGAGGTAGAA 
GACTCAAAACCAGATACCACTGCTCCTCCTTCATCTCCCAAGGTTACTTACAAAGCTCCA 
GTTCCAACAGGGGAAGTATATTTTGCTGATTCTTTTGACAGAGGAACTCTGTCAGGGTGG 
ATTTTATCCAAAGCCAAGAAAGACGATACCGATGATGAAATTGCCAAATATGATGGAAAG 
TGGGAGGTAGAGGAAATGAAGGAGTCAAAGCTTCCAGGTGATAAAGGACTTGTGTTGATG 
TCTCGGGCCAAGCATCATGCCATCTCTGCTAAACTGAACAAGCCCTTCCTGTTTGACACC 
AAGCCTCTCATTGTTCAGTATGAGGTTAATTTCCAAAATGGAATAGAATGTGGTGGTGCC 
TATGTGAAACTGCTTTCTAAAACACCAGAACTCAACCTGGATCAGTTCCATGACAAGACC 
CCTTATACGATTATGTTTGGTCCAGATAAATGTGGAGAGGACTATAAACTGCACTTCATC 
TTCCGACACAAAAACCCCAAAACGGGTATCTATGAAGAAAAACATGCTAAGAGGCCAGAT 
GCAGATCTGAAGACCTATTTTACTGATAAGAAAACACATCTTTACACACTAATCTTGAAT 
CCAGATAATAGTTTTGAAATACTGGTTGACCAATCTGTGGTGAATAGTGGAAATCTGCTC 
AATGACATGACTCCTCCTGTAAATCCTTCACGTGAAATTGAGGACCCAGAAGACCGGAAG 
CCCGAGGATTGGGATGAAAGACCAAAAATCCCAGATCCAGAAGCTGTCAAGCCAGATGAC 
TGGGATGAAGATGCCCCTGCTAAGATTCCAGATGAAGAGGCCACAAAACCCGAAGGCTGG 
TTAGATGATGAGCCTGAGTACGTACCTGATCCAGACGCAGAGAAACCTGAGGATTGGGAT 
GAAGACATGGATGGAGAATGGGAGGCTCCTCAGATTGCCAACCCTAGATGTGAGTCAGCT 
CCTGGATGTGGTGTCTGGCAGCGACCTGTGATTGACAACCCCAATTATAAAGGCAAATGG 
AAGCCTCCTATGATTGACAATCCCAGTTACCAGGGAATCTGGAAACCCAGGAAAATACCA 
AATCCAGATTTCTTTGAAGATCTGGAACCTTTCAGAATGACTCCTTTTAGTGCTATTGGT 

CGAAGAATAGTTGATGATTGGGCCAATGATGGATGGGGCCTGAAGAAAGCTGCTGATGGG 
GCTGCTGAGCCAGGCGTTGTGGGGCAGATGATCGAGGCAGCTGAAGAGCGCCCGTGGCTG 
TGGGTAGTCTATATTCTAACTGTAGCCCTTCCTGTGTTCCTGGTTATCCTCTTCTGCTGT 
TCTGGAAAGAAACAGACCAGTGGTATGGAGTATAAGAAAACTGATGCACCTCAACCGGAT 
GTGAAGGAAGAGGAAGAAGAGAAGGAAGAGGAAAAGGACAAGGGAGATGAGGAGGAGGAA 
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GGAGAAGAGAAACTTGAAGAGAAACAGAAAAGTGATGCTGAAGAAGATGGTGGCACTGTC 
AGTCAAGAGGAGGAAGACAGAAAACCTAAAGCAGAGGAGGATGAAATTTTGAACAGATCA 
CCAAGAAACAGAAAGCCACGAAGAGAGTGAAACAATCTTAAGAGCTTGATCTGTGATTTC 
TTCTCCCTCCTCCCCTGCAAGAGTGGTCCTAGGAGAGGACCTGGCACACCTTAGGTTGAC 
ATTCAGAAAACTTCAAGACATCACCATCAGCAGGCTCCAGTTGAACACTAGTCTGTGTAA 
CTTTAAACATCTAGCAGTAAATACTTGCAGTTGTGATATAAAGGACCCTGTTTCTGTAGA 
AAAGAAAACATTTAACATAATGGTTGTGAAATGTAACATGAAGCAAACTAACTTTTTTTT 
TTTTAACATCTTTGTTTTTAAAATAGAATGATAGAACTTTGCCAGTCTTTAAGATCTTGG 
CTTAATTTAATGTATTAATCTGTTTGTGCAAACATAATACCACCATTTAAAAATGTTAGG 
GAGATGAGTTGCAGTTTTTATAATAGATTTTTTTTAAAGTTTGGTATTGTAAAACATTCA 
CACCTCTGTCCCTCAAAATTGATAATTACGTTTAAAGTGCAGTCATTTGTGGTTAGAATC 
TTGTTTTGTTTGCTTCCATTATTGAGTTCCTCCTAAGGAAATTGAGGAGAGGGACTGAAT 
AGAAGCCCAAATTCATATAAAAGTTGCGTTTAAGTTGTATTAAAAATAGATATATAAGAA 
AAAATTCTTTCACTTGATGTTTGTTAGACCAGAAAGTGTGTGTGTTCTGTAGCTCAGTTC 
CCAGACAGCTTTTTAGGTAGTGGAGGAGGTGGCTTCATGTGGCACTTGGGCATTTATATT 
CCACTTGGGAGGGTCAGGCTGTGGCCTTCTGGAGCAGGTGGCTTGTTAAGGAATGCTAGC 
AGGGCATGGCACGTGAGCTCCGGAATAGATGTCTTCATCACTTCTTCCACTGTGTGTTGA 
CACTGTTTTCCTTACCTATTTCCTCAGATCCCCAGCTTTCTCCTCTGCTATGCATTTTCT 
TCACAGTGCAGCTTGCAGTCCGTTGCTGAAAATGATTATAAGCCCTGCATAATGTTAAGC 
TTTATTGTGATTACGTGTATGTTTCTTCTTTCTTTTAAGCAGACCCATACCTTTCCAGGG 
TCAAAGTACAGAATAGAATACATTGATACAAAGTACAGAAAAATACTTTGATTTTTATCC 
ATTTCTTTTACTCTGTGTAAAGACTTGAGAAGTCTAATTCACAGGCAAACCAATACAGAA 
TTGACTGCAGTTGAACAGACTAGAAGTATTTGTGGGAGGAGTGACATGAAGCATGAGTTA 
TCTGATTTTTTTTGTAGCTGCTATATATTTTAAGCCTTCATTTGCAATTCATGTAACAGT 

GAATTTTTAAAAAAGTGATCTTAGGTTTGTTTTTTCATGCGGGATGCAGATGGGTGCTAT 

CAGAGCCTCTCCCACACCACTATAGTGTAATAATGTTATTATTACTCTACACTGAAACGT 

ATTCAGAGTTAGATATTATTTTAGCTTCAGTTGTTCTTTAGAGGCTTTCAAATGTACCGA 

TGATACTGTTTCTTGCACTGAATATATAAACACTCCACAGTGTTTATATTGGGAAGATAT 

TGGGAAGGAAATATATTTGTAAAAGATGAAGGCTGTATCTATTTTTTTTTCTTTTTAAAG 

TTTGTTCACTTAAATTCTTTTGAGGATGGGATGTATTTTTCTTGCTGTTCAGTGCTTTTT 

CCTTTTCATCTGTTGTTCTGTGGTCACAGTGACCTTAGCTACATAGCAGACTTTCCCAAA 

TGTATTGATTACAAATAAACAGTTGTTACTTAGCAAGACCTGAAAATATGTCTGCAGGTT 

TCTCCTTGAAGCAAATGTGTGGGATCATTGCATTTCCAGAAATCTGCCTCCTTCACCCTC 

CGTTGACAGTATATGTCATGCCTCACTTTCTTCTAGCTGAGCTTTAAATCATTAGAGCTT 

AAATTGTCAGATCGTTCATTGCCTTTCCAGGGTTATTTAGTAAAGTTTGTTGAAAACAAA 

AACGCCTTTTCTTGGTTCTTTTTTCAGTTATTTTGAAGGTCCAGCATCCTGATTAAATGT 

CTGACACATTAATGAATGACCAGGAGCAGCTTTCAGCTCTTAAAAAGACACTTATATTTT 

GATTTTACATGCTGGTTACCTGTTCCATTGTTGTCAAATGCCCACTCTCCATCAGATGTG 

TTCCTCCATTTTCTTATCCACAAAGTACTCCTCACTTTTCAATTTGTCATGTTACTAAAT 

GGTGTTACATTAAAGCCCTGTGTTAAGTGTC 

Gene 308. >ENST00000328856 cDNA sequence 

GCTCAGTTGCCTGAGGACAGCAGTGCAGTTGACATGGATATTCTCTTTCCTCTGGACAGT 
GTTATTGGTACAGAGCTGTGCCCCAGCCCCATTCCCCAGATCATCCATTTCGTCCTCTTT 
GTTGTGTTCAGCCTGGTGATCCTGATTATCTTACGCCTCTACATTCCCAGGGAGCCGTCC 
TCAGTGCCTCCCAGAGAGGAGGACAGCGAGAATGATCAAGCTGAAGTGGGGGAATGGCTC 
AGGATCGGAAATAAATATATCACTTTGAAAGATTACAGAATTCTCTTGAAAGAACTGGAG 
AACCTTGAGATCTACACTTTCCTGTCGAAAAAGTGCCTGAAGAAGCTCTCTAGGGAGGGC 
AGCTCCCATCACCTTCCACGCCAAGTCCGCCCAGGGCCAGTGTACAAACCAGCACCTGCT 
AGGAACCACCGGCCACGTGGGGGGCGTGGGAAAGCTTCTCCCACCAGCTTCCATGTGTCC 
CCACGGGCTCCCCTGGCTCCTCTGGCCTCCATGCCGTCATCAGTCCCGAAGACCTCCGTA 
GAGTCCTTGGGGTCTCCATCATCCCTGAGCTCCTCCAAGCCACGAGAGCCTCTGTGTCCC 
CTGAAG(^CCCTTCAC^CCAGCCACCTGCGAGCACCCTATCACCAAACCCGACCAGCTCC 
ACAGAATCCTTGGGGTATCTGTCATCCCTGAGCTCCTCCCAGCCACCAGAGCCTTTGCGT 



217/1290 



FIGURE 1 (CONT'D) 



CCCCTGAAGCACCCTTCACACAAGCCACGTGGGCGTTCCCTTCCCCGACGACGGAATCCT 
GGCTGGGTGTCCTGGTCCGACTCCATGCAGGCTGATTCCGAAACTGACACCATAATATGC 
CCAATGTGCAAGGCCCCTGAGCGCTCCTGTCCACACACCTGGTGGGTGCCTTCTAGCCCT 
CGAGTGATCCGAGGCGTTGGTCGCTGCAGTGATCCCAACCTGGGCCTCTCCTGGAGGCAG 
GAGGCTGCTAGAGCCTGGTGCCACTGCACCTCCTCACAGTTCCCATTCAAGCACCCTAAT 
CTTCCCACCCACCTACCAAAGGCTTCCTTCTAGGGAGACCCCACATGCAGGCAGGTGGAG 
GCAGGGGTCCCGCTTTCCTCAGCCTGGATGTGCCAACGCTGCTGGACGCATAAGACACCA 
AAATCCCAGACACTCCCATGGACACCGAATATCCGACATCCACGAACAATTGGGAATCTC 
CTGAGGACAACTTGGAGGTGCGTCCCCTCATCTGCGCACCCCACAGATGCTGGAAATGCA 
TGTTCTAATGGATTGGGAGAGACGGAGATGGGGTCCAAACCTCCAGTCCCTGGAGCCCGT 
AAATCTCCTTGGGAGGCTTGGCGCCCACAGAGACCTCTTCCACAGCGCTGCACACACAGA 
TCTTCCTTCCTAGAGGATCTGAACTCACTTAGAAAACTGCCAGCACAGGAGGGATAACAT 
CAGCTGTGCCCCCCACTGGAGAACCCAGAGACTCTGGGTCATTGTCAACATTGCCCCCAG 
AATGGGCTCTCTGCTGGGGAAGATGCTCAGGAATTGCTGCTCTTTTGCAATGCCAGTCTC 
TCCTAACAGAACTGCAGATTCCACGTGTAGACCTGCAAACTTCTGTTCTCTGCAGTTCCC 

TTGCTCAGGCTGGAGTGCAGTGGCACCATCTTGGCTCACCACAACCTCCGCCTCCCGGAT 
TCAAGCCATTCTCCTGCCTCAGCCTCCCGAGTAACTGGGATTACAGGCTTGTGCCACCGC 
ACCCAGCTAATTTTTGTAATTTTAGTCGAGAGAAGGTGTCACCATGTTAGCCAGGCTTGT 
CTTGAACTCCTGACCTTGAGATATCTGCCCACCTCAGCCTCTCAAAGTGCTGGGATTATA 
GGCTTGAGCCACCACGGCTGGATGAATCATAAATTGTAAACCTGAATAAAATGCTGCAAC 
CTCCAATGAGAGG 

Gene 309. >ENST00000316131 cDNA sequence 

CAGGACAGCTGGCACAAGCACCACAAGACCGGGGGCAAGAGAACGCCCAACGACGAGAAG 

TGGAAGTATGAGCTGGGGCGCCCTGCTGCCAATGCCAAGATCAGCCCCCACCACATCCAC 

ACAGTCCGTGTGCAGGGAAGTAACAAAAAATACTGTGCCCTGAGGCTGGATGTGGGGAGT 

TTCTACTGGGGCTCAGAGTGTTGTAATTGCAAAACCAGCATCATCGACGCTGTCGACAAT 

GTGTCCAAGAATGAACTGGTCCGTACCGAGACCCCGGTGAGGAGCTGCATCACACTCATT 

GACAACACACTGTATCAGCAGTGGTACGAGTCCTACTATGTGCTGCTCCTGGGCCGCAAG 

AAAGGGGCGAAA.CTGATTCCTGAGGAGGAAGAGATTTTAAACAAAAAAGATAACATTCAG 

AAGAAGTATGATGAAAGGAAAAAGAATGCCAAAATCAGTCTTCTGGGGAAGCAGTTCCAA 

CAGGGCAAGCTTCCTGCGTGCATCGCATCAAGGCCGGGACATTGTGGCCAAGCAGATGGC 

TACGTGCTAGAGGGCGAGGAGTCAGAGTTCTATCTTAGGAAAATCAAGGCCCGGAAG 

Gene 310. >ENST00000332929 cDNA sequence 

GTAGCACTGCTTTTTTGAGGCCAGTAGCAACATCCAGAGATCATTCTTCCATACTTTACT 
CCCTCCTTTTTCAGACTTGTTTGTAAAGTACAGAATCTGAATTTAGCCTTTATGATTGTA 
TATGATCCACAGAAGACCTGATTTATGAAATTTTGTACTAAAATCATTTGGAAATGATTG 

TGTAAAAGAAGCTGCAACAGACTTTCTCTGCTCATGATTTGCACTCTTAGGGTTTTGTTA 
GCCCTTTTGTACTACTTTCTTTTTAAATTGAGAACATGGTTCTTTACATATAAATCTGCT 
TCAACCTTAGGATGTTTTCAGACCAGAGGCAACTTATTCATGAATTTTTATGAAAACTAT 
CTACTAGGACAGATAAGCTGAACAGTGATGATCTGTAGACATTTATGGACTGAATGTAAT 
GGTTGATATATGTACATTCTGATATTTTTAAATCTTTAACTTTTTAAAGTTAAAAACCTA 
CAGCTGCTTAGGTCCAGCTTCTTAACTCTTTTTGAGACACTTCCTGTCCTATCTCCACTG 
TGCCTGCCTAAATTTGTTCTCACCAAGCACTGCCTGTGCATGCAGAGAAAATCTGTGCAT 
CCTCTTTTATATTTTTAAAATACTGTTTAACATTTGTGAGAATTTTATGAAAATGCTTTT 
GTATGAGCTGTGGCTTTTTCCCATTGTGAAGCATTGAATATCACATTTTGGAACATGTTA 
TAGGGTGAGTCCCTGGATCTTTGCTCACCAGATCCAAGCACTGCTTCTCGGTGTCATTGC 
AGTGTGCTGCTTGTCACCCAGAATACTACTATCATGTGAATTCTTTTTGTCGTCAGTGTC 
TTTTCCTTAGTCTTTTTGTTGTTGTTGTTGTTGTTGTTTTAATCATTCCTTTTTTAAGAA 
GAAGTAATTTTCCATTTATGAAGCAGTATGAATTAGATGTATTTTCAAAACAGGTCCCTA 
AGACAATTCTTCAGATCATTTTTAAAATGACTAAGTCATTTTAGTATGTCAAGCAAGATA 
AAAATTACATCATACCGTCTATTTTGCCCATAGTGCCATTTAGAGATGAAAACCAGCTTT 
AACTTTGCAAAGTGAACATGTACATGGTCTGCTCTCATTTATTCATTCTTCTCTCAAAAG 
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TCAAATGAATGCAGAGGGAGCTTGGTCAAACTGCTTTTGTTTCAACTGCAGGCAGGGGAG 
CAAAAGGACGCCATGTGAGCATTAGGAAAAAAAATACTCACTCTTACTAACAATTTTTAT 
ACAGAAAATGAGTCATTTTGGAAATGATTCTTATGTTTTTTTTTTTTCTCCTTTTAGAAA 

TTTTTGTTTTTTGTTTTTTCTAGGATTTCATTGTGATGTTTTGGTTTTGTTTTTTGCTTT 
TTGTTTAAGTTGTGCTGACACCAAACACATCCAGTTTATAATCAGTACATTGGAAAGCTG 
GTATTGATGTAGAACCAGTGCATAACTTTTTATGGGGTTTTGTTATTGGTTTTTTTTTGT 
AAAGTGTGAATAAAAGGTATGTTTACTCATTTTTCCTGAACACTGTGTTGGTAATGTGCA 
TCATGACAATTTCCAGTGAAGGTGAGCTGGAGCTGGTTGGACTAATGAGACTGAGGAAGC 
AGCTTTTCCTACGATCTGCATTATGTAATCACAGGTCCAGAGAGCTTTATGGAAGCGGGA 
GAGGAGGAGCACTTACTCATGTTGTATTTGTTAATGGAGGATGTCATCTTTTCATAGATG 
CTGGAACTAGAGTGCACTTGTTAGATGCTAAAGGTTTGAGCTTTACACAAAATGTCTTCA 
TCTGTATTTGTTATTGTCTACAATATATTTGAATTTGGGGCAGCATATTAAGATGTAATG 
GCCTGTTATGTCTTGAAAATACTTGTTTTGCCTCTTCCAGGCATACTGCATTCTGTGGAT 
CAGTTTGAACAGCTTCTCCACCTTATTTGGACAGTGATAAATTGAACCAAGAGTGTAGAT 
TTACAAGTGTAACCTTCAAAAGAGGAAGAACTATTTGGGGTCTGTAGGTAATGAACAGTC 
ACACCAAAATAGACTATGATGCTTTTGTTAAGAAAGGTTTCATGTTTTAGATATTTTCCG 
TGTCCTAAATAATTTTCAATAATCTATAATCCCTAAAATGCAATAAAAACTAGTATGTTT 
T 

Gene 311. >ENST00000328081 cDNA sequence 

GGGGTGAAGCCATACAAATGTAAACAATGTGAGAAAA.CCTTCATTTCTCTCACAAATGTC 

CAAAGACACATGGTAACACACACTGGTAACAGGCCTCATAAATGTAAGAAATGTGGGAA.G 

ACATTTAAGTTTCTCTATTTACTTCAAAGACACAAAGTAATTTACAACGGAGAAAAACCC 

TGTGAATGGAAGAAAGGTGGTAAAGCCTTGAGATTTTGCAGTTATTTTCAAAAACA.TAAA 

AGAACTCACAGTGGGGAAAAACCTTATAAATGTCAGAAATGTGAGAAA.GCCTTTGGACAT 

TCTGGTTACCTTCATAACCATAAAGGTGCTCATGCTGAAGAGAAACCCCGTGAATGTAGG 

AAATGTGGGAAACGATTCAGTTTTTGTAGTTACTTTCAAAGACATAAAGAGCTCTGTGAA 

AAATCTTCCATGTGTTTAAGAAATATGGTAAAAGACTCACTCTTTCCAGTTCCATTCAGA 

AACATAAAAGAAATAATACTGGAGAGAAACCCTATAAATGTAAGAAATGTAGCAAAGCCT 

TCAGTCATCCCCGCTCCATGTGAAGACATCAAAGAACACATATTGGAGAGAAATCCTATA 

ACTGTAAAAAATGTGGCAAAGCCTTCAGTCAACACAGTTCCCTTAGAAGACATGAAAGAA 

CTCATACTGGAGAGAAACCCAATGAATGTCAAAAATGGGATAAAGGCTTCAGTCGACATT 

CCAGTTCTCTATGTAAACATGAAAGAACTCACACTGGAGAGGAACCCTTTGACTGTAAGG 

AATGTGGTCAAGTCTTCAGACATTCCAGTTCTCTACGTAAACATGAAAGAACTCACACTG 

GAGAGAAACCCTTTGACCGTAAGGGATGTGGTCAAGTCTTCAGACATTCCAATTCTCTAT 

GTAAACATGAAAAATCTCACACTGGAGAGAAACCCTTTGACTGTAAGGAATGTGGTCAAG 

TCTTCAGACATTCCAGTTCTCTATGTAAACACGGAAGAACTCACACTGGAGAGAAACCCT 

TTGACTGTAAGGGATGTGGTCAAGTCTTCAGACATTCCAGTTCTCTATGTAAACATGAAA 

AATTTCACACTGGAGAGAAACCCTTTGACTACTTGCAATGTGGTGAAGTCTTCAGATATT 

CCAGTTCTCTATGTAAACATGAAAGAACTCAAACTGGAGAGAAACCCTATGACTGTAAGG 

CATGTGGCAAAGCCTTTAGATATTCCAGTCCTGTATGTAAACATGAAAAAACTCATACTC 

TGTAGAAATCCTGAGAATGTAAGGATTTGGGGAAAACATTCAGTTAATTCAGTTATCTTT 

GAAAACATGAAAGAAATTATACTGGAG 

Gene 312. >ENST00000292641 cDNA sequence 

CGCGCCCCGAGCCCCCGCGCCATGAAGCTCGCCGCCCTCCTGGGGCTCTGCGTGGCCCTG 

TCCTGCAGCTCCGCTGCTGCTTTCTTAGTGGGCTCGGCCAAGCCTGTGGCCCAGCCTGTC 

GCTGCGCTGGAGTCGGCGGCGGAGGCCGGGGCCGGGACCCTGGCCAACCCCCTCGGCACC 

CTCAACCCGCTGAAGCTCCTGCTGAGCAGCCTGGGCATCCCCGTGAACCACCTCATAGAG 

GGCTCCCAGAAGTGTGTGGCTGAGCTGGGTCCCCAGGCCGTGGGGGCCGTGAAGGCCCTG 

AAGGCCCTGCTGGGGGCCCTGACAGTGTTTGGCTGAGCCGAGACTGGAGCATCTACACCT 

GAGGACAAGACGCTGCCCACCCGCGAGGGCTGAAAACCCCGCCGCGGGGAGGACCGTCCA 

TCCCCTTCCCCCGGCCCCTCTCAATAAACGTGGTTAAGAGC 

Gene 313. >ENST00000261951 cDNA sequence 

CTTTTCTTAACAGGCATGCCCAAAGAAAAATACGAGCCCCCTGACCCTCGGAGGATGTAT 
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ACAATTATGTCTTCTGAGGAAGCAGCAAATGGAAAGAAATCCCACTGGGCAGAGCTTGAA 
ATAAGTGGAAAAGTAAGAAGCTTAAGCGCATCTTTGTGGTCACTAACTCACCTGACAGCT 
TTGCATTTGAGTGACAATTCCCTGTCCCGAATTCCTTCAGACATTGCCAAGCTTCACAAT 
CTGGTGTATTTGGACCTGTCATCTAATAAAATTCGTAGCTTACCCGCAGAACTCGGAAAC 
ATGGTATCACTCAGGGAGCTCCATTTAAATAACAACCTGTTACGAGTTCTACCTTTTGAG 
CTGGGAAAACTGTTTCAGTTGCAGACTTTAGGCCTGAAAGGAAATCCCCTTACCCAGGAT 
ATATTGAACCTTTATCAGGAACCAGATGGAACAAGACGGCTGCTGAACTATTTGCTTGAT 
AATTTGTCAGGTACTGCAAAAAGAATTACAACAGAACAACCACCTCCAAGGTCTTGGATT 
ATGTTAC^GAACCAGATAGGACAAGGCCAACTGCCTTGTTTTCTGTCATGTGCTATAAT 
GTTCTTTGTGATAAATATGCGACCCGGCAGTTATACGGCTACTGTCCATCATGGGCGCTA 
AACTGGGACTACAGGAAAAAGGCCATTATTCAAGAAATCTTGAGCTGCAATGCTGATATC 
GTAAGTCTTCAGGAGGTTGAAACGGAACAGTATTACAGTTTTTTTCTGGTAGAGCTGAAA 
GAACGTGGCTATAATGGATTCTTCAGTCCTAAGTCTAGAGCTAGGACAATGTCAGAACAA 
GAAAGGAAACATGTTGATGGCTGTGCAATATTCTTCAAGACAGAAAAATTTACTTTGGTT 
CAGAAACACACTGTTGAATTTAATCAGCTAGCCATGGCAAATTCTGAGGGGTCTGAAGCT 
ATGCTGAACAGAGTCATGACAAAAGATAACATTGGGGTTGCAGTACTGCTAGAACTTCGG 
AAGGAATCGATTGAAATGCCGTCCGGAAAGCCACATCTTGGAACAGAAAAACAACTTATT 
CTTGTGGCTAACGCCCACATGCATTGGGACCCTGAATACTCTGATGTGAAGTTGGTACAA 
ACTATGATGTTCCTCTCAGAAGTGAAGAACATTATTGATAAAGCCTCTCGCAACCTCAAA 
TCCAGTGTTTTGGGAGAATTTGGAACTATTCCACTTGTGTTATGTGCAGATCTTAATTCT 
TTGCCAGACTCTGGTGTTGTAGAATATTTGAGCACAGGTGGAGTAGAAACAAATCACAAA 
GACTTTAAGGAGTTGAGGTATAATGAAAGTCTCACAAACTTCAGCTGTCATGGGAAGAAT 
GGAACCACCAATGGAAGGATCACTCATGGTTTCAAGTTACAGAGTGCCTATGAGAGTGGC 
CTGATGCCTTACACGAATTACACATTTGATTTCAAGGGTATAATAGACTACATTTTCTAT 
TCTAAACCTCAGCTGAACACCTTAGGCATCCTGGGCCCTCTGGACCACCACTGGCTGGTT 
GAGAATAACATCAGTGGCTGCCCGCACCCCCTCATCCCCTCTGACCACTTCTCACTTTTT 
GCACAACTGGAGCTCTTACTGCCTTTCCTGCCCCAAGTCAACGGCATCCACCTTCCTGGC 
AGGAGGTAG 

Gene 314. >ENST00000261937 cDNA sequence 

CCCACGCGCAGCGGCCGGAGATGCAGCGGGGCGCCGCGCTGTGCCTGCGACTGTGGCTCT 
GCCTGGGACTCCTGGACGGCCTGGTGAGTGGCTACTCCATGACCCCCCCGACCTTGAACA 
TCACGGAGGAGTCACACGTCATCGACACCGGTGACAGCCTGTCCATCTCCTGCAGGGGAC 
AGCACCCCCTCGAGTGGGCTTGGCCAGGAGCTCAGGAGGCGCCAGCCACCGGAGACAAGG 
ACAGCGAGGACACGGGGGTGGTGCGAGACTGCGAGGGCACAGACGCCAGGCCCTACTGCA 
AGGTGTTGCTGCTGCACGAGGTACATGCCAACGACACAGGCAGCTACGTCTGCTACTACA 
AGTACATCAAGGCACGCATCGAGGGCACCACGGCCGCCAGCTCCTACGTGTTCGTGAGAG 
ACTTTGAGCAGCCATTCATCAACAAGCCTGACACGCTCTTGGTCAACAGGAAGGACGCCA 
TGTGGGTGCCCTGTCTGGTGTCCATCCCCGGCCTCAATGTCACGCTGCGCTCGCAAAGCT 
CGGTGCTGTGGCCAGACGGGCAGGAGGTGGTGTGGGATGACCGGCGGGGCATGCTCGTGT 
CCACGCCACTGCTGCACGATGCCCTGTACCTGCAGTGCGAGACCACCTGGGGAGACCAGG 
ACTTCCTTTCCAACCCCTTCCTGGTGCACATCACAGGCAACGAGCTCTATGACATCCAGC 
TGTTGCCCAGGAAGTCGCTGGAGCTGCTGGTAGGGGAGAAGCTGGTCCTGAACTGCACCG 
TGTGGGCTGAGTTTAACTCAGGTGTCACCTTTGACTGGGACTACCCAGGGAAGCAGGCAG 
AGCGGGGTAAGTGGGTGCCCGAGCGACGCTCCCAGCAGACCCACACAGAACTCTCCAGCA 
TCCTGACCATCCACAACGTCAGCCAGCACGACCTGGGCTCGTATGTGTGCAAGGCCAACA 
ACGGCATCCAGCGATTTCGGGAGAGCACCGAGGTCATTGTGCATGAAAATCCCTTCATCA 
GCGTCGAGTGGCTCAAAGGACCCATCCTGGAGGCCACGGCAGGAGACGAGCTGGTGAAGC 
TGCCCGTGAAGCTGGCAGCGTACCCCCCGCCCGAGTTCCAGTGGTACAAGGATGGAAAGG 
CACTGTCCGGGCGCCACAGTCCACATGCCCTGGTGCTCAAGGAGGTGACAGAGGCCAGCA 
CAGGCACCTACACCCTCGCCCTGTGGAACTCCGCTGCTGGCCTGAGGCGCAACATCAGCC 
TGGAGCTGGTGGTGAATGTGCCCCCCCAGATACATGAGAAGGAGGCCTCCTCCCCCAGCA 
TCTACTCGCGTCACAGCCGCCAGGCCCTCACCTGCACGGCCTACGGGGTGCCCCTGCCTC 
TCAGCATCCAGTGGCACTGGCGGCCCTGGACACCCTGCAAGATGTTTGCCCAGCGTAGTC 
TCCGGCGGCGGCAGCAGCAAGACCTCATGCCACAGTGCCGTGACTGGAGGGCGGTGACCA 
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CGCAGGATGCCGTGAACCCCATCGAGAGCCTGGACACCTGGACCGAGTTTGTGGAGGGAA 
AGAATAAGACTGTGAGCAAGCTGGTGATCCAGAATGCCAACGTGTCTGCCATGTACAAGT 
GTGTGGTCTCCAACAAGGTGGGCCAGGATGAGCGGCTCATCTACTTCTATGTGACCACCA 
TCCCCGACGGCTTCACCATCGAATCCAAGCCATCCGAGGAGCTACTAGAGGGCCAGCCGG 
TGCTCCTGAGCTGCCAAGCCGACAGCTACAAGTACGAGCATCTGCGCTGGTACCGCCTCA 
ACCTGTCCACGCTGCACGATGCGCACGGGAACCCGCTTCTGCTCGACTGCAAGAACGTGC 
ATCTGTTCGCCACCCCTCTGGCCGCCAGCCTGGAGGAGGTGGCACCTGGGGCGCGCCACG 
CCACGCTCAGCCTGAGTATCCCCCGCGTCGCGCCCGAGCACGAGGGCCACTATGTGTGCG 
AAGTGCAAGACCGGCGCAGCCATGACAAGCACTGCCACAAGAAGTACCTGTCGGTGCAGG 
CCCTGGAAGCCCCTCGGCTCACGCAGAACTTGACCGACCTCCTGGTGAACGTGAGCGACT 
CGCTGGAGATGCAGTGCTTGGTGGCCGGAGCGCACGCGCCCAGCATCGTGTGGTACAAAG 
ACGAGAGGCTGCTGGAGGAAAAGTCTGGAGTCGACTTGGCGGACTCCAACCAGAAGCTGA 
GCATCCAGCGCGTGCGCGAGGAGGATGCGGGACGCTATCTGTGCAGCGTGTGCAACGCCA 
AGGGCTGCGTCAACTCCTCCGCCAGCGTGGCCGTGGAAGGCTCCGAGGATAAGGGCAGCA 
TGGAGATCGTGATCCTTGTCGGTACCGGCGTCATCGCTGTCTTCTTCTGGGTCCTCCTCC 
TCCTCATCTTCTGTAACATGAGGAGGCCGGCCCACGCAGACATCAAGACGGGCTACCTGT 
CCATCATCATGGACCCCGGGGAGGTGCCTCTGGAGGAGCAATGCGAATACCTGTCCTACG 
ATGCCAGCCAGTGGGAATTCCCCCGAGAGCGGCTGCACCTGGGGAGAGTGCTCGGCTACG 
GCGCCTTCGGGAAGGTGGTGGAAGCCTCCGCTTTCGGCATCCACAAGGGCAGCAGCTGTG 
ACACCGTGGCCGTGAAAATGCTGAAAGAGGGCGCCACGGCCAGCGAGCACCGCGCGCTGA 
TGTCGGAGCTCAAGATCCTCATTCACATCGGCAACCACCTCAACGTGGTCAACCTCCTCG 
GGGCGTGCACCAAGCCGCAGGGCCCCCTCATGGTGATCGTGGAGTTCTGCAAGTACGGCA 
ACCTCTCCAACTTCCTGCGCGCCAAGCGGGACGCCTTCAGCCCCTGCGCGGAGAAGTCTC 
CCGAGCAGCGCGGACGCTTCCGCGCCATGGTGGAGCTCGCCAGGCTGGATCGGAGGCGGC 
CGGGGAGCAGCGACAGGGTCCTCTTCGCGCGGTTCTCGAAGACCGAGGGCGGAGCGAGGC 
GGGCTTCTCCAGACCAAGAAGCTGAGGACCTGTGGCTGAGCCCGCTGACCATGGAAGATC 
TTGTCTGCTACAGCTTCCAGGTGGCCAGAGGGATGGAGTTCCTGGCTTCCCGAAAGTGCA 
TCCACAGAGACCTGGCTGCTCGGAACATTCTGCTGTCGGAAAGCGACGTGGTGAAGATCT 
GTGACTTTGGCCTTGCCCGGGACATCTACAAAGACCCCGACTACGTCCGCAAGGGCAGTG 
CCCGGCTGCCCCTGAAGTGGATGGCCCCTGAAAGCATCTTCGACAAGGTGTACACCACGC 
AGAGTGACGTGTGGTCCTTTGGGGTGCTTCTCTGGGAGATCTTCTCTCTGGGGGCCTCCC 
CGTACCCTGGGGTGCAGATCAATGAGGAGTTCTGCCAGCGGCTGAGAGACGGCACAAGGA 
TGAGGGCCCCGGAGCTGGCCACTCCCGCCATACGCCGCATCATGCTGAACTGCTGGTCCG 
GAGACCCCAAGGCGAGACCTGCATTCTCGGAGCTGGTGGAGATCCTGGGGGACCTGCTCC 
AGGGCAGGGGCCTGCAAGAGGAAGAGGAGGTCTGCATGGCCCCGCGCAGCTCTCAGAGCT 
CAGAAGAGGGCAGCTTCTCGCAGGTGTCCACCATGGCCCTACACATCGCCCAGGCTGACG 
CTGAGGACAGCCCGCCAAGCCTGCAGCGCCACAGCCTGGCCGCCAGGTATTACAACTGGG 
TGTCCTTTCCCGGGTGCCTGGCCAGAGGGGCTGAGACCCGTGGTTCCTCCAGGATGAAGA 
CATTTGAGGAATTCCCCATGACCCCAACGACCTACAAAGGCTCTGTGGACAACCAGACAG 
ACAGTGGGATGGTGCTGGCCTCGGAGGAGTTTGAGCAGATAGAGAGCAGGCATAGACAAG 
AAAGCGGCTTCAGCTGTAAAGGACCTGGCCAGAATGTGGCTGTGACCAGGGCACACCCTG 
ACTCCCAAGGGAGGCGGCGGCGGCCTGAGCGGGGGGCCCGAGGAGGCCAGGTGTTTTACA 
ACAGCGAGTATGGGGAGCTGTCGGAGCCAAGCGAGGAGGACCACTGCTCCCCGTCTGCCC 
GCGTGACTTTCTTCACAGACAACAGCTACTAAGCAGCATCGGACAAGACCCCCAGCACTT 
GGGGGTTCAGGCCCGGCAGGGCGGGCAGAGGGCTGGAGGCCCAGGCTGGGAACTCATCTG 
GTTGAACTCTGGTGGCACAGGAGTGTCCTCTTCCCTCTCTGCAGACTTCCCAGCTAGGAA 
GAGCAGGACTCCAGGCCCAAGGCTCCCGGAATTCCGTCACCACGACTGGCCAGGGCCACG 
CTCCAGCTGCCCCGGCCCCTCCCCCTGAGATTCAGATGTCATTTAGTTCAGCATCCGCAG 
GTGCTGGTCCCGGGGCCAGCACTTCCATGGGAATGTCTCTTTGGCGACCTCCTTTCATCA 
CACTGGGTGGTGGCCTGGTCCCTGTTTTCCCACGAGGAATCTGTGGGTCTGGGAGTCACA 
CAGTGTTGGAGGTTAAGGCATACGAGAGCAGAGGTCTCCCAAACGCCCTTTCCTCCTCAG 
GCACACAGCTACTCTCCCCACGAGGGCTGGCTGGCCTCACCCACCCCTGCACAGTTGAAG 
GGAGGGGCTGTGTTTCCATCTCAAAGAAGGCATTTGCAGGGTCCTCTTCTGGGCCTGACC 
AAACAGCCAACTAGCCCCTGGGGTGGCCACCAGTATGACAGTATTATACGCTGGCAACAC 
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AGAGGCAGCCCGCACACCTGCGCCTGG 

Gene 315. >ENST00000274773 cDNA sequence 

CTGCAGCCTGCCTGGAAGCTGAAGGAAAGGTGGGGGCATTGTAGGACACCTTGAACCCAG 

GTCTCCCAACTTCACAGGACTCCCTTCCTCCGCCCAGGAGTTTTAAGGAAGAGGAACTTC 

CTGGTGGGACATATTGAGTGCCAAACGTGTGTTCACATAAAAAATCAAGAGATCAGGGCA 

TGAGTCTGCATCTGAAAACTCGAGTAAAAAATCCGGTGTATGCTGTTAATGGAAAGAACA 

GAATATGACACTTGCATGCCGCATATTCTCACTTCGTTCCTTGGGGGTGTGCTGCTACCT 

CTGGTCACTGGCATCGGACTTTTCTTCCTTCTTTCTACTTTCCTACATCTCCCAAGTTTT 

GTATTTTGAGCATGTGTTAGCATTATAACTGCTAAACAGGAAAGATGGCCTTTAAAAAGA 

AAGTGAAGTGTAAAAGTTTGAGGGTGATGAAATAAATGTGCTTGAGGAAGAAAAAGCAAT 

CTCAGTTTAATCCTATGGTTGCCCCAGGAGGCACTAATTTATCCCTTCTGCTTTTCAAGT 

GAGGAAGCTGCAGCTTGGCGTAGTTCTGGGGGGAGTATGAAGCTGCCTTGGTTTAGGTGA 

TGGAGCACAGGTCCACAGACATGTGTGGGTGCATCTGTGGCAGGGGAGAAAAGAGCATGT 

GTCCAGACTACAGCTTGTTCAGAGCTGGGACACTGACAATAGAGCACGCACTGCGTGCGT 

AGGTGGGTGTGTCTCCGATCCTCCAGCAGTGACAGGGACGAAGCCTTGCCCTGTGGGATG 

ACTCAGGCCACTGGCCAAATGTTATGTCTCCATGTTCAAGTCCCTCTCCAACTTCTCCTC 

CTGGGACAGAAA.CAGATGGCAGCGGAGCAGGAGAAGGTGGGGGCAGAGTTCCAGGCACTG 

AGGGCTTTCCTGGTGGAGCAGGAGGGTCGGCTGCTAGGCCGCCTGGAGGAACTGTCCCGG 

GAGGTGGCACAGAAGCAGAATGAGAACCTGGCCCAGCTCGGGGTTGAGATCACCCAGCTG 

TCCAAGCTCAGCAGCCAGATCCAGGAGACAGCTCAAAAGCCTGACCTTGACTTTCTCCAG 

GAATTCAAAAGCACGCTGAGCAGGTGTAGCAATGTGCCTGGCCCCAAGCCAACCACAGTC 

TCTTCTGAGATGAAGAATAAAGTCTGGAATGTTTCTCTCAAGACCTTTGTCTTAAAAGGG 

ATGCTGAAGAAGTTCAAAGAGGACCTTCGGGGAGAGCTGGAGAAAGAGGAGAAAGTGGAG 

CTCACCTTGGATCCCGACACGGCCAACCCGCGCCTCATCCTCTCTCTGGATCTTAAGGGC 

GTGCGCCTCGGCGAGCGGGCCCAGGACCTGCCCAACCACCCCTGCCGCTTCGACACCAAC 

ACCCGCGTCCTGGCGTCCTGCGGCTTCTCCTCGGGCCGGCATCACTGGGAGGTGGAGGTG 

GGCTCTAAGGACGGCTGGGCCTTTGGCGTGGCCCGCGAGAGCGTGCGCCGAAAGGGCCTG 

ACGCCCTTCACTCCCGAGGAGGGCGTCTGGGCCCTGCAGCTCAACGGCGGCCAGTACTGG 

GCCGTGACCAGCCCCGAGCGGTCGCCCCTCAGCTGCGGGCACCTGTCGCGCGTGCGGGTG 

GCCCTGGACCTGGAGGTGGGAGCCGTGTCCTTCTACGCTGTGGAGGACATGCGCCACCTC 

TACACCTTCCGCGTCAACTTCCAGGAGCGCGTGTTCCCGCTTTTCTCTGTTTGCTCCACG 

GGCACCTACTTGCGAATCTGGCCTTGAGGGGCACTGCTGGGGAGCTCCTGTCTCTGGGCT 

GCCGGTGGGAGGGGATGTCGCCTCCCCAGAGATGCCTGGTCCGTCTTGGGTCTGCCCTCC 

GTGCTCCTGACCCCTGCTGCCCAAGAGAGCCTGCTACAGACAGAACCCCGAGGCAGGAGA 

GTGACTGTGGCCAACCGAGCAGGGGAACAGGGGCTTTGGACTCCTGAGGGTGTTCCCTTC 

CTGAGGTCACATGTGGATTTGGCCAGAGCCTTCAGGAGGTGGAGGCCGGTGAGGTCAGGA 

GCCCAGCTCTCCAGGGGGCTTCTGCCCTGACTGGGAAGGGTGCCTGGCTCCCTAAAACAA 

TGTCAAAGCCAGTCCTGCTGTTCTCTGTTGCCAGGGGGCAGGTCTGGGCCTGGGCCAACC 

ACGTTTGTTATCATGGCTGCTGCCTTCTGGACAGCTGCCAGCTCTGCCTTGAGAGGTTGT 

GGGACCTCTGGATCCAGCTGACCTGACAGGTCATCTACTCAGGGAGGAGCCCTGTGCTCC 

CAGCTCAGAGGACAGTCTGGGCCAGAACTGGAAGGAGACA 

Gene 316. >ENST00000327725 cDNA sequence 

AATTTTAGAAGGAAAAAATTTATTCAGATGATGTGATAGCCATGTCACTGTTAAGCCTGA 
ACTTTTCTTTCCTGGGTGGTGTGAAAGGTGCAAGAAAACACAAGCTGCTTTTAATAACAC 
TCTTGCACTGCTTTCTCCCCAAAGCTAGATATATCAAAACATTAAAAAATAAAAAAGCTT 
TTTAAGGTGTAAGGAGCAAATGGAATAGTGGATAAAGCCTTTTCATCTGTTTAGTCATTT 
TACACCCAAGTTTCTCTGGAGTATTTGCCTGGAAGTTTCTAATCAAAACCATTAGACTTT 
GAGTTTCACAAACTCCTCTTGAAGCTCTTCCAGTGAGGCCTGCACATCGGTATGAAACAC 
ATTCTTTCCAAAAGCTACCACTGGTAGATTTTAAGAACAAGCTCAGGAGCACATCACTCA 
AAATAATTCCAAGTATTTCACTTTTTCCCTTCAAATAACACTTCATGAATCTGGTCCTTG 
AAAGACTAGCCAAGAAAATTAGACATTTTTAGCATTAGTTTGCTCATACATACATTTGCT 
ATATTTTTATGGTTGTATTTTTGGCAAGTTTTGTTTGATGTATTTCATAATGAACGGCGA 
AATTGGTGTTTGCCCATTGACATTTCAGTGTCAATGTATTTTAAGCTTCAGTGTGTTAAA 
ACTCTGTTGAAAATTTTAACTTTTGAAATGTTCAAGTATAGATTATTTTTCATTGTTCTT 
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CCAACCTTGGGGTTGTTCTGTCCACAAGTTCAGCAGAATCCGTTTTTCTTTGGCAACCAA 
GAAACTTCAATATGTAACAGAAAACATGGAATGGCATTTAGATCTTCAAAAAGCAGGGCA 
AACTGGAATGGAATGTACTGTTTCTCACAGTGGTCTATGCTGACAGCAAGGCTGAAGATT 
TCCAGTAGGTTATGGGTAATCAGTGAAAGTTCATGCTTGGTGGTGACAGCTGCAGTACAT 
CTTGAATACCAGTTTTCTTCAATCTTTGCCAAAAACCCAAATTTAACACAGTTTGCTGTA 
GTGCCATTAAGATATACTCCTATACAATTTCCTCCAACTCGGTTCATTTGATACAGCTGC 
AAAAATACTGTCTTTGGTGGTCAAGTAGAAGGCTCACGAAAACAGCACACCCACAGTTTT 
GAAAGCCTTATTCTGAATGTAAGCAAAGTACAGTTTTCTTCATCAGTAGATTCATCTCAA 

TGCCCAGGCTGGAGTGCAGTGGCTCAGTCTCGGCTTACTGCAAGCTCCGCCTCCCAGGTT 
CATGTCATTCTCCTGCCTCAGCCTCTTGCGAGCTGATGTTTTTTAAGATCTGAAGTTTGA 
TATATACAGTCATTAATTCAGAGTTAAGACTGCAGAAGTAGATGAAGAAATTCTGGAATT 
CCTTAATTTATTTGTGGCAGCACTCAGAATGCAAGGTTTCACAAGTGTCTCCATTTTTTT 
CTCCTTTGCAATTAAAAGGGCTGTTTAATATTAAGCTTTCACGGCTTGGAAGATTCCTGT 
GAATATTTCAATACTGTCCAGTCTTAAAGCTGCAGAGAATCGGGCTTTGCAGAACACTCC 
ACTGTTTTTAATGGCATGAATTTAACAGTGTTTGGCATGGTGTCACTGCCCAACACTTTC 
AGATAACTCAACTGAAGAAGTTGACCCTATCTTCTGCAAAATAACATGAGTATATACTTG 

AAAAACAAGGAGTACTGATGATGGAAGCATCTGGTCCCTCTTGCAGAGTGATGAATGATT 
TTATTGGTGGCAGCTGGGTGGCAGGACAATCCAGGCATCCAGTTATGCCTGATCCCCAAT 
AAGTGAAATCTTTGTTCATTTTCTTTTTATACACCCGTCTGCTTCCTAAAACCTGACACC 
ATTTAATGGTGCCCTTGGTCAAATCTAAATGATCTTACTTTCATAATTCTTTGATTCTAG 
CTTGCAGAGTCAAGACGAACTCTAACTCATGGGATGGACAAACTGGAAGATGTAAAATAA 
GTAAGGCTTTCTGGGCCAAAAAGCCTCTTCTTACAGAAAATCAAATTTTAAAAGAACATT 
GACCTCAA 

Gene 317. >ENST00000315712 CDNA sequence 

ATGAAAATAAATGACAGCTCAGGGGAAGACTTCATCTTAGTTGGCTTCTCAGAATATCCC 

CAGGCTGAGTTCATCCTTTCTCTGTTTGTCTCCGGGTTCTACACCATGACATTCACAGGG 

AACACAGCCATCATCTTGGTCTCTCTGCTGGACTACCGGCTCCGCACCCCAATGTACTTC 

TTCCTCCGAAAGCTCTCATTTCTGGACATGTGTTTCACCACCTGCATTGTCCTTCAGATG 

CTGGTGAACATCTGGGGAGAGAGTAAGAAGGTCAGCTATGTAGGCTGCATGGTTCAGTAT 

TCTGTAGCCTTGGCTCTTGGCTCCACAGACCTTGTCCTGGTTTTCTGGGTTAGCCAACTC 

TCTCTTTCACTCTTCACTAACCACCATTTTGCCTCTGTGTGGCCACCGCCGTGTGGACCA 

TTTCTTTGTGAGGTCCTGCTCATTGTCAAGCTGTCCTGCGTGGACACCGGCCCAACTGAA 

TTGAAGATGTTAATTGCTCGTGTGATCATCCTTGCCCTTCCAGTGTGCACCATCCTCACC 

TCCTATGCCTGCATTGCCAGGGCTGTGCTGAGGCTGCAGTCTGCTGAAGGTCAGCAGAAG 

GCCTTTGGGACTTGTGCCTCCCACCTGATGGTGGTCTTGCTGTTCTATGGAACCATCATG 

TTCATGTGTCTTCAGCTGAAGAGTAACTACTCTCAGATTCAGGGAAAGCTGCTTCCTCTT 

GTTTATACCATTGCTGCCCCCACCTAG 

Gene 318. >ENST00000315073 cDNA sequence 

CTGGCGCGGGGTGGGACACCCCCATGCGGGATGAAGACTACGAGGGTGACATGGAGGAGG 
AGGTCGAGGAGGAAGAAGAGGGTGTGTTCTGGACCAGTGGCATGAGCAGGTCCAGCTGGG 
ACAACATGGACTATGTGTGGGAGGAGGAGGACGAGGAGGAAGACCTGGACTACTACTTGG 
GGGACATGGAGGAGGAGGACCTGAGGGGGGAGGATGAGGAGGACGAGGAGGAAGTGCTGG 
AGGAGGTTGAGGAAGAGGATCTAGACCCCGTCACCCCACTGCCCCCGCCTCCAGCCCCTC 
GGAGGTGCTTCACATGCCCTCAGTGCCGAAAGAGCTTTCCTCGGCGGAGCTTCCGCCCCA 
ACCTGCAGCTGGCCAATATGGTCCAGGTGATTCGGCAGATGCACCCAACCCCTGGTCGAG 
GGAGCCGCGTGACCGATCAGGGCATCTGTCCCAAACACCAAGAAGCCCTGAAGCTCTTCT 
GCGAGGTAGACGAAGAGGCCATCTGTGTGGTGTGCCGAGAATCCAGGAGCCACAAACAGC 
ACAGCGTGGTGCCATTGGAGGAGGTGGTGCAGGAGTACAAGGCCAAACTGCAGGGGCACG 
TGGAACCACTGAGGAAGCACCTGGAGGCAGTGCAGAAGATGAAAGCCAAGGAGGAGAGGC 
GAGTGACAGAACTGAAGAGCCAGATGAAGTCAGAGCTGGCAGCGGTGGCCTCGGAGTTTG 
GGCGACTGACACGGTTTCTGGCTGAAGAGCAGGCAGGGCTGGAACGGCGTCTCAGAGAGA 
TGCATGAAGCCCAGCTGGGGCGTGCGGGAGCCGCGGCTAGTCGCCTTGCAGAACAGGCCG 
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CCCAGCTCAGCCGCCTGCTGGCAGAGGCCCAGGAGCGGAGCCAGCAGGGGGGTCTCCGGC 

TGCTCCAGGACATCAAGGAGACTTTCAATAGGTGTGAAGAGGTACAGCTGCAGCCCCCAG 

AGGTCTGGTCCCCTGACCCGTGCCAACCCCATAGCCATGACTTCCTGACAGATGCCATCG 

TGAGGAAAATGAGCCGGATGTTCTGTCAGGCTGCGAGAGTGGACCTGACGCTGGACCCTG 

ACACGGCTCACCCGGCCCTGATGCTGTCCCCTGACCGCCGGGGGGTCCGCCTGGCAGAGC 

GGCGGCAGGAGGTTGCTGACCATCCCAAGCGCTTCTCGGCCGACTGCTGCGTACTGGGGG 

CCCAGGGCTTCCGCTCCGGCCGGCACTACTGGGAGGTAGAGGTGGGCGGGCGGCGGGGCT 

GGGCGGTGGGTGCTGCCCGTGAATCAACCCATCATAAGGAAAAGGTGGGCCCTGGGGGTT 

CCTCCGTGGGCAGCGGGGATGCCAGCTCCTCGCGCCATCACCATCGCCGCCGCCGGCTCC 

ACCTGCCCCAGCAGCCCCTGCTCCAGCGGGAAGTGTGGTGCGTGGGCACCAACGGCAAAC 

GCTATCAGGCCCAGAGCTCCACAGAACAGACGCTGCTGAGCCCCAGTGAGAAACCAAGGC 

GCTTTGGTGTGTACCTGGACTATGAAGCTGGGCGCCTGGGCTTCTACAACGCAGAGACTC 

TAGCCCACGTGCACACCTTCTCGGCTGCCTTCCTGGGCGAGCGTGTCTTTCCTTTCTTCC 

GGGTGCTCTCCAAGGGCACCCGCATCAAGCTCTGCCCTTGATTATCCTGCCACCCGCAGG 

GGCCCCTCTGTCAGCACTTGGGGGGTGGGTGGTGGAGGGTGGCCCGTAAGTTTGAGGGCT 

CAAAGGCTCTTCCCACTGCTTGTTACTGTGTTGCTTCCCACTCCCCCTTGACCCCAGGCC 

CCTGCTTCTCCCTCTAGGAGCCTAAAGAACCCTCCTGGCCTCCAGCTCAGCCTTCTCTCA 

CCTACTATGTCTGTCCAACAGGTCTGCATGGGTCCCTGATAATGAGAACAGCTGCCTGGT 

CTTCTCTCCCAGTCTGCCTAGCCCAGCCCTGGGACTGGAATTTGAGTAGGGGATGAGGGG 

AAATTGTAATTTCATTCCTTAACTTCCTTTTCCCCACCCCTGCTCTTCAACCTCTTTATC 

AGTTCTGAGGCTGGAGGGTTTGGGCAAGGCAACATCCCCATTCCAATTCCATTTTCTGAT 

GCAGATTTTAGCTGAGGGATTTGGAAGCCATTTGGGGAGGCAGGCT6GGCCAAAGGGTAG 

AGCTGGGTAATAAATGTCTATTCTCCTGGGGAGGAGGGATTCTAAACTTTCCTTCCGTCC 

TCAATTTCTACCTCCATAGACCGGCCAGAATTTAGCTTCACTTGAGAGAGATCTGGAATG 

GTCGCCATGATTGAAACCACGCACCATTACATCATCATTACATTAATTACATCAACATAA 

ATTATTTCTTCCCCCTTCCCTTTTCCAGCACTCAACCAAGGAGCAAAGCTCATCCCACCC 

CACACCCCTCCCAGGTCTGCTCACTGCCAGGCTCCTCTCCCCTTTGTTCAGTGGAGCTGG 

CTTTTCTCCCAGCCCCTTTCCATGCCTTTCACTCCATTTGGCAAGCTCTGAGGGGGAGCC 

TGGGGACGGGTTTGGGTCCCCAGGAGGAGAGCCTTGGGTATAATCTATTTTTCTAGGAGC 

CTCTTGCCTTGTCACTTGCAGCTTTCGCCCTCTGCTTTGATGGCTGAGGTGAACTCATGT 

TCTTTGGGAAAAGGGAAGGCGTGCTGTGGAAATAAAATGTTTATTTGCTTCTCT 

Gene 319. >ENST00000312487 cDNA sequence 

GGTGTGCGCCATCTGCCTCGATTACTTCACGGACCCCGTGTCCATCGGCTGCGGGCACAA 
CTTCTGCCGAGTTTGTGTAACCCAGTTGTGGGGTGGGGAGGATGAGGAGGACAGAGATGA 
GTTAGATCGGGAGGAGGAGGAGGAGGACGGAGAGGAGGAGGAAGTGGAGGCTGTGGGGGC 
TGGCGCGGGGTGGGACACCCCCATGCGGGATGAAGACTACGAGGGTGACATGGAGGAGGA 
GGTCGAGGAGGAAGAAGAGGGTGTGTTCTGGACCAGTGGCATGAGCAGGTCCAGCTGGGA 
CAACATGGACTATGTGTGGGAGGAGGAGGACGAGGAGGAAGACCTGGACTACTACTTGGG 
GGACATGGAGGAGGAGGACCTGAGGGGGGAGGATGAGGAGGACGAGGAGGAAGTGCTGGA 
GGAGGTTGAGGAAGAGGATCTAGACCCCGTCACCCCACTGCCCCCGCCTCCAGCCCCTCG 
GAGGTGCTTCACATGCCCTCAGTGCCGAAAGAGCTTTCCTCGGCGGAGCTTCCGCCCCAA 
CCTGCAGCTGGCCAATATGGTCCAGGTGATTCGGCAGATGCACCCAACCCCTGGTCGAGG 
GAGCCGCGTGACCGATCAGGGCATCTGTCCCAAACACCAAGAAGCCCTGAAGCTCTTCTG 
CGAGGTAGACGAAGAGGCCATCTGTGTGGTGTGCCGAGAATCCAGGAGCCACAAACAGCA 
CAGCGTGGTGCCATTGGAGGAGGTGGTGCAGGAGTACAAGGCCAAACTGCAGGGGCACGT 
GGAACCACTGAGGAAGCACCTGGAGGCAGTGCAGAAGATGAAAGCCAAGGAGGAGAGGCG 
AGTGACAGAACTGAAGAGCCAGATGAAGTCAGAGCTGGCAGCGGTGGCCTCGGAGTTTGG 
GCGACTGACACGGTTTCTGGCTGAAGAGCAGGCAGGGCTGGAACGGCGTCTCAGAGAGAT 
GCATGAAGCCCAGCTGGGGCGTGCGGGAGCCGCGGCTAGTCGCCTTGCAGAACAGGCCGC 
CCAGCTCAGCCGCCTGCTGGCAGAGGCCCAGGAGCGGAGCCAGCAGGGGGGTCTCCGGCT 
GCTCCAGGTGTGAAGAGGTACAGCTGCAGCCCCCAGAGGTCTGGTCCCCTGACCCGTGCC 
AACCCCATAGCCATGACTTCCTGACAGATGCCATCGTGAGGAAAATGAGCCGGATGTTCT 
GTCAGGCTGCGAGAGGTGGACCTGACGCTGGACCCTGACACGGCTCACCCGGCCCTGATG 
CTGTCCCCTGACCGCCGGGGGGTCCGCCTGGCAGAGCGGCGGCAGGAGGTTGCTGACCAT 
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CCCAAGCGCTTCTCGGCCGACTGCTGCGTACTGGGGGCCCAGGGCTTCCGCTCCGGCCGG 

CACTACTGGGAGGGAGCCTAAAGAACCCTCCTGGCCTCCAGCTCAGCCTTCTCTCACCTA 

CTATGTCTGTCCAACAGGACCGGCCAGAATTTAGCTTCACTTGAGAGAGATCTGGAATGG 

TCGCCATGATTGAAACCACGCACCATTACATCATCATTACATTAATTACATCAACATAAA 

TTATTTCTTCCCCCTTCCCTTTTCCAGCACTCAACCAAGGAGCAAAGCTCATCCCACCCC 

ACACCCCTCCCAGGTCTGCTCACTGCCAGGCTCCTCTCCCCTTTGTTCAGTGGAGCTGGC 

TTTTCTCCCAGCCCCTTTCCATGCCTTTCACTCCATTTGGCAAGCTCTGAGGGGGAGCCT 

GGGGACGGGTTTGGGTCCCCAGGAGGAGAGCCTTGGGTATAATCTATTTTTCTAGGAGCC 

TCTTGCCTTGTCACTTGCAGCTTTCGCCCTCTGCTTTGATGGCTGAGGTGAACTCATGTT 

CTTTGGGAAAAGGGAAGGCGTGCTGTGGAAATAAAATGTTTATTTGCTTCTC 

Gene 320. >ENST00000327767 cDNA sequence 

ATGGCTGGTTATGCCACTACTCCCAGCCCCATGCAGACCCTTCAGGAGGAAGCGGTGTGT 

GCCATCTGCTTGGATTACTTCAAGGACCCCGTGTCCATCAGCTGTGGGCACAACTTCTGC 

CGAGGGTGTGTGACCCAGCTGTGGAGTAAGGAGGACGAGGAGGACCAGAACGAGGAGGAA 

GATGAATGGGAGGAGGAGGAGGACGAGGAAGCGGTGGGGGCCATGGATGGATGGGACGGC 

TCCATTCGAGAGGTGTTGTATCGGGGGAATGCTGACGAAGAGTTGTTCCAAGACCAAGAT 

GACGATGAACTCTGGCTCGGTGACAGTGGTATAACTAATTGGGACAACGTAGACTATATG 

TGGGACGAGGAGGAAGAAGAAGAAGAGGAAGATCAGGACTATTACCTAGGAGGCTTGAGA 

CCTGACCTGAGAATTGATGTCTACCGAGAAGAAGAAATACTGGAAGCATACGATGAGGAC 

GAAGATGAAGAGCTGTATCCTGACATCCACCCGCCTCCTTCCTTGCCCCTTCCAGGGCAG 

TTCACCTGCCCCCAGTGCCGAAAGAGCTTTACACGTCGCAGCTTTCGTCCCAACTTGCAG 

CTGGCCAACATGGTCCAGATAATTCGCCAGATGTGCCCCACTCCTTATCGGGGAAACCGG 

AGTAATGATCAGGGCATGTGCTTTAAACACCAGGAAGCCCTGAAACTCTTCTGTGAGGTG 

GACAAAGAGGCCATCTGTGTGGTGTGCCGAGAATCCAGGAGCCACAAACAGCACAGCGTG 

CTGCCTTTGGAGGAGGTGGTGCAGGAGTACCAGGAAATAAAGTTGGAAACAACTCTGGTG 

GGAATACTTCAGATAGAGCAAGAAAGCATTCACAGCAAGGCCTATAATCAGTAA 

Gene 321. >ENST00000274821 cDNA sequence 

GGCGGGGGGCTTTTCTCTCTCTCTTTCACTGCAAGGCGGCGGCAGGAGAGGTTGTGGTGC 

TAGTTTCTCTAAGCCATCCAGTGCCATCCTCGTCGCTGCAGCGACACACGCTCTCGCCGC 

CGCCATGACTGAGCAGATGACCCTTCGTGGCACCCTCAAGGGCCACAACGGCTGGGTAAC 

CCAGATCGCTACTACCCCGCAGTTCCCGGACATGATCCTCTCCGCCTCTCGAGATAAGAC 

CATCATCATGTGGAAACTGACCAGGGATGAGACCAACTATGGAATTCCACAGCGTGCTCT 

GCGGGGTCACTCCCACTTTGTTAGTGATGTGGTTATCTCCTCAGATGGCCAGTTTGCCCT 

CTCAGGCTCCTGGGATGGAACCCTGCGCCTCTGGGATCTCACAACGCAAGTAGCTGCTCA 

CTTAGCTCTGGGGCCTTGGGAAGAATCTGGGCAGAAGGGCACCACCACGAGGCGATTTGT 

GGGCCATACCAAGGATGTGCTGAGTGTGGCCTTCTCCTCTGACAACCGGCAGATTGTCTC 

TGGATCTCGAGATAAAACCATCAAGCTATGGAATACCCTGGGTGTGTGCAAATACACTGT 

CCAGGATGAGAGCCACTCAGAGTGGGTGTCTTGTGTCCGCTTCTCGCCCAACAGCAGCAA 

CCCTATCATCGTCTCCTGTGGCTGGGACAAGCTGGTCAAGGTATGGAACCTGGCTAACTG 

CAAGCTGAAGACCAACCACATTGGCCACACAGGCTATCTGAACACGGTGACTGTCTCTCC 

AGATGGATCCCTCTGTGCTTCTGGAGGCAAGGATGGCCAGGCCATGTTATGGGATCTCAA 

CGAAGGCAAACACCTTTACACGCTAGATGGTGGGGACATCATCAACGCCCTGTGCTTCAG 

CCCTAACCGCTACTGGCTGTGTGCTGCCACAGGCCCCAGCATCAAGATCTGGGATTTAGA 

GGGAAAGATCATTGTAGATGAACTGAAGCAAGAAGTTATCAGTACCAGCAGCAAGGCAGA 

ACCACCCCAGTGCACCTCCCTGGCCTGGTCTGCTGATGGCCAGACTCTGTTTGCTGGCTA 

CACGGACAACCTGGTGCGAGTGTGGCAGGTGACCATTGGCACACGCTAGAAGTTTATGGC 

AGAGCTTTACAAATAAAAAAAAAACTGGC 

Gene 322. >ENST00000308304 cDNA sequence 

GCATCCCGGTGGGGAGAAGGGCCAGGCAGAGAAAAGTAGTCAGAAACAGAGCAACAGGTG 
AGGCTGAGGCAGGAGATTGAGCTGACACTCAAGCCAAGGAAGGGGGAATTAGGAAACAAT 
TAGAAAAAAAGTAAAGACAGTGAAAAAGTCAGAGACAGCTGCCTGCACCTACACACACAT 
TCAGAGACAGAGTCCCAGAGGGTGGCATACACAGAGGGAGAAGGGGAGGGAACAGGTGTG 
GAGAGGAGCTGCGGAAGCAGAGAAATCTCAAGTCAGAGATTCAGGGACACTTGGTCCCCG 
TGGCGAGCCATGGAAGCAGAAAGGAGGCGCCAGGCTGAGAAGCCAAAGAAGGGGCGAGTC 
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GGCAGCAACCTGTTGCCTGAGAGACACCCGGCCACTGGGACCCCGACCACCACGGTGGAC 
TCGAGTGCTCCACCCTGCAGAAGGCTCCCTGGTGCAGGAGGGGGGAGATCAAGGTTCTCC 
CCGCAAGGAGGACAGAGGGGCCGCCCGCACTCCCGGCGCCGCCACCGCACCACCTTCAGC 
CCAGTGCAGTTGGAACAGCTGGAGTCAGCCTTTGGGAGGAACCAGTACCCCGACATCTGG 
GCCCGAGAGAGTCTTGCCCGGGACACTGGCCTCAGTGAGGCCCGAATCCAGGTCTGGTTC 
CAGAACCGCAGAGCTAAGCAACGGAAGCAAGAGCGCTCACTGCTTCAGCCTCTGGCCCAT 
CTGTCTCCTGCCGCCTTTTCCAGCTTCTTGCCAGAGTCCACTGCTTGCCCCTATTCTTAC 
GCAGCACCACCACCACCAGTGACCTGCTTCCCTCACCCCTACAGCCATGCCCTCCCTTCC 
CAGCCCTCCACAGGAGGCGCCTTTGCTTTGTCACACCAGTCTGAGGACTGGTACCCTACC 
TTGCACCCAGCCCCTGCCGGCCATCTGCCCTGCCCCCCACCCCCTCCCATGCTCCCCCTC 
AGCCTTGAGCCATCCAAGTCCTGGAACTGAGGTCAAACAAGTACCACCAAGGTGATCCCC 
AGCCTGCGGCCCTCGTGAAAAGACAAGAAAATGGGGTGGCTTCCTTTCCATCTATGGGTG 
AAGCAGATGCATGGTGAGGGTCAGCTCAGCGATTAGAAATTTAAAAATGGGAGATCATGG 
TGAATTCTCACTGGGGTGATTAGTGGAGGAAGTCTGGGGAGGTGAGCTACTGGAAGAGAC 
AGGGCAAGATGCCTCGGTGGAGCTGCCTGCTGAAGGGTGATATTGATGAAGACAGTTGCT 
GGTGAGTGGAGATGATTGAAGGGCTAGGAGGTGAGGGCCTTCATTAATTGAGATCACGAT 
TGAAGAAGATCCCAGCTCTTTCTGGCTGATTTCAGTAAGGCTTCTGACTTAAGAGTCTAC 
CTATACATCCCTTCCCCATTGCCCACCCCGCCATCTCAATCAGTCACTGACTTTTGTTTA 
TTCTGTCCTAGAAATACCTTTTT 

Gene 323. >ENST00000332215 cDNA sequence 

CGCAGTGGCTGCCGCTCCTCGAGTTGGGGGCCCCCTCGGACACCGCCAGGCAGACGGCGA 
GTACCGAGCGTGGGTGGCCGCGGTGTCCGTGGGCCACGCTCAGCTGCGGTCAGAGGCGAC 
ATGAGCGTCCCCGGGGAGGACGAAGAGCTGGAGAGCGCCAAGGACGACGAGCGCAGCTGC 
GGCCGCGAGTCGGACGAAGACACTGAGGATGCTAGTGAAACTGACCTGGCAAAGCATGAT 
GAAGAAGACTATGGGGAAGTGAAGGAACAGATGTATCAGGACAAACTGGCTTCTCTCGAG 
AGGCAGTTGCAACAACTACAAGAAGGTACATTACAGGAATATCAGAAGAGAATGAAAAAA 
CTAGGTCAGCAGTACAAAGAGAGGATACGGAATGCTGAACTCTTCCTCCAGCTGGAAACT 
GAACAAGTGGGACGAAATTACATGAAAGAAAAGAAGGCAGCAGTGAAAGAATTTGAAGAC 
AAGAAGGTTGAGCTGAAAGAGAACCTGATTGCTGAGCTAGCAGAAGAGAAGAAAATGATT 
GAAAACGAAATGCTGACAATGGAACTGAATGGAGATTCTATGCAGGTGAGACCTATCATG 
ACCAGAAAGTTGCGGAGGCGACCAAATGATCCCGTCCCCATCCCAGACAAGAGGAGGAAA 
CCTGCTCCAGCCCAGCTAAACTATTTGTTAACAGATGAACAGATCATGGAGGATCTGAGA 
ACATTAAATAAGCTTAAGTCACCCAAGAGACCAGCATCTCCATCCTCTCCTGAGCACTTG 
CCTGCGACACCCGCGGAATCTCCAGCCCAGAGGTTTGAAGCTCGGATAGAAGATGGCAAA 
CTGCACTATGACAAAAGATGGTACCACAAGAGCCAGGCCATCTATCTGGAGTCAAAGGAC 
AACCAGAAACTGAGCTGCGTGATCAGTTCTGTAGGAGCCAATGAGATCTGGGTGAGGAAG 
ACAAGTGACAGCACCAAGATGAGGATCTACCTGGGCCAGCTTCAGCGCGGGCTCTTCGTC 
ATCCACCGGCGCTCAGCTGCTTGA 

Gene 324. >ENST00000308158 cDNA sequence 

AGTTCCTGCGCGGGACTGCCAAGGCACGACCACGGGCCGGAAGGCTGCCAGGCCCAGTGG 
GCAAGCGAAGAAATGAACCACCGCAACGCGGGCGCTTCGGGGCGGGGCCGAGTGCGAACC 
TGAGCCCCAAATCCCGACCCAGGCAGGGGCGGGGCCCGGAGCGGGGCCTTGGAGGCCCAG 
CCCGCGCGGCGACGTCTCCGCGTGGCGTCACGGCACCGACTGACGGCCACCCACCATGGC 
CGCAGACCAGCGCCCGAAGGCCGACACGCTGGCCCTGAGGCAACGGCTCATCAGCTCTTC 
CTGCAGACTCTTTTTTCCCGAGGATCCTGTTAAGATTGTCCGGGCCCAAGGGCAGTACAT 
GTACGATGAACAGGGGGCAGAATACATCGATTGCATCAGCAATGTGGCGCACGTTGGGCA 
CTGCCACCCTCTCGTGGTCCAAGCAGCACATGAGCAGAACCAGGTGCTCAACACCAACAG 
CCGGTACCTGCATGACAACATCGTGGACTATGCGCAGAGGCTGTCAGAGACCCTGCCGGA 
GCAGCTCTGTGTGTTCTATTTCCTGAATTCTGGGTCAGAAGCCAATGACCTGGCCCTGAG 
GCTGGCTCGCCACTACACGGGACACCAGGACGTGGTGGTATTAGATCATGCGTATCACGG 
CCACCTGAGCTCCCTGATTGACATCAGTCCCTACAAGTTCCGCAACCTGGATGGCCAGAA 
GGAGTGGGTCCACGTGGCACCTCTCCCAGACACCTACCGGGGCCCCTACCGGGAGGACCA 
CCCCAACCCAGCTATGGCCTATGCCAACGAGGTGAAACGTGTGGTCAGCAGTGCACAGGA 
GAAGGGCAGGAAGATTGCAGCCTTCTTCGCTGAGTCTCTGCCCAGTGTGGGAGGGCAGAT 
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CATTCCCCCTGCTGGCTACTTCTCCCAAGTGGCAGAGCACATCCGCAAGGCCGGAGGGGT 

CTTTGTTGCAGATGAGATCCAGGTTGGCTTTGGCCGGGTAGGCAAGCACTTCTGGGCCTT 

CCAGCTCCAGGGAAAAGACTTCGTCCCTGACATCGTCACCATGGGCAAGTCCATTGGCAA 

CGGCCACCCTGTTGCCTGCGTGGCCGCAACCCAGCCTGTGGCGAGGGCATTTGAAGCCAC 

CGGCGTTGAGTACTTCAACACGTTTGGGGGCAGCCCAGTGTCCTGCGCTGTGGGGCTGGC 

CGTCCTGAATGTCTTGGAGAAGGAGCAGCTCCAGGATCATGCCACCAGTGTAGGCAGCTT 

CCTGATGCAGCTCCTCGGGCAGCAAAAAATCAAACATCCCATCGTCGGGGATGTCAGGGG 

TGTTGGGCTCTTCATTGGTGTGGATCTGATCAAAGATGAGGCCACAAGGACACCAGCAAC 

TGAAGAGGCTGCCTACTTGGTATCAAGGCTGAAGGAGAACTACGTTTTGCTGAGCACTGA 

TGGCCCTGGGAGGAACATCCTGAAGTTTAAGCCCCCAATGTGCTTCAGCCTGGACAATGC 

ACGGCAGGTGGTGGCAAAGCTGGATGCCATTCTGACTGACATGGAAGAGAAGGTGAGAAG 

TTGTGAAACGCTGAGGCTCCAGCCCTAAGCCAGCCCTGCTCTGCCTAAGTGTACTCCAGA 

AGAAACTCATCTCATCCAAATACACGCTATTGAGAAGGCGAGCCTGACCTCCCTCTTACA 

GATAAAGTCAGCTTTCAGAGGCTCAGGGTGGGGGGGCCTGCCCGAGGCCATAATGCTACC 

CACCCCCTCCTCCTAACCACTGGTCTGTTGGAATAACCCAGATGTCTGCATCCCCTCAAG 

TCAGTCAATTTCCTTTCTGTCCACTGGGGGTGGAATGGGGTAGGGTGGGATACTTTAAAG 

TGCTCCTGCTTAAATAAATTAGACCAGACCAGTGTATTTCTAAAGAAAATCCTGACATGC 

ACACCCATTAAAAATAGTACATTTT 

Gene 325. >ENST00000274615 cDNA sequence 

CTTAGGTCCTGGGCCCCCACTGCCAGGCTGGGCCCAGCTTGCTCAGTCAAGGGGCTGCCA 
GGCCCCCAGAAAACACTTGGAGCCATCGGGTAGCGATGGTCTATGCCATGGGGAACACCT 
CCATTGGTGTGGCCAAGCTGCCCCCATTCCTATCCACCCCTCTCCCCACCCCGTCCTGTC 
CATGCGCTTCCAGGGCCCCACGGTCCCCAGGAGGACGCTTCCTGGCCAAAGCCCCAAGCC 
TTTGGTGAGAAGCCAATTCCCACTTGACAGAAGGCGTCCATCCATTCATCTCATTGGCCA 
AGGACAAACTCTCCTCTGGGACGTCTGGGACTGGCATTTGTCCCCCACTCAAATTATCAA 
AGCTTTCTGCTCAGTCAGTTGTGTGGGGATGGTGAGGGAAGAGGGGTCACATGAGGGAGG 
AAACTGTATCCATGCATGCATGATAATGCGTGGCAGAGACTGCAACAGGGATTGTGTGTT 
CAGAGATCATATGCATATGTGTAGGGCTGGAGCGTGTGTGTGTCTTGAGATTGTGTGTGT 
TGCAGTCATCATATCTATGTGTTACAGATTGTGTATGTTAGCCTTGTGTATGTGTGCTTG 
ATTGAGGTGGTGTATTTGGGTTGAAATTGTGTCATATGTGTGTGCTATCCATCTCGTGTT 
TAGAGGCTGTATATGTTAGCTTGTGTAAGAATGTGTTTTCAAAACAGTGTGTGTATTGGG 
AGTGATGGGTATGTGTTAGGTATGTGATGGGTTGTAGAAGCGTGTGTTTGAGAGAATTCA 
GAGACATTTGAAGGCTGCTGTGTGCATGTTTGGGGGTCTGAAAAGACAGTTGTGTGCATG 
GATGTGTGCGTGGGGAGAAAGAACGTGGGTAAGATGTCCCTTCCCAGCCCTGAGACCACT 
GGTCACAGTTGGCCACCTCCAACGGGAGACCTTGTCCTTGGCCTAGAGTCCTCCCACCCT 
TGGGGGGCTCCTGCCTGAGGTCCTCAGAATCCCACTGCAATGGACCCAGGCAGCGCCCCA 
GGAAGCCATGCTGGGCCCCCGCCAGGGCCTATCCCAAAAGCAGGGGCCAGGGAGGGGGCG 
ACTTGCCTGCCCCTGAAGCCCTTGTTCCCATTGGCCCCAGTTTGCATTCTGCAGGTTTTC 
CATTTTAGTGGGTTCTGCTTTTATTTCAGAGACAGACATGTGTCTTCTCTGTCCGTTTCC 
AATAGGTAAAGCCATATCAGTTAGACTGCAATACTTTAAACACGAGACAAAACAATCCAT 
ATGTTTAGGGAACACAATGACTATCATTACTGATGCAGACCTGGCTGTGGAGAGCAGCTA 
ATGTGTGGCCCAGAGAGCCTGTCTGTGTGGAGCACGTAGTGCACAGAATACGTGAGAGTT 
GCTCTGGCAGGGGCAGAATCCTCACAGGATCGCCTGGGAGGTGAGGTGTGTGTGACCCAC 
TGGATGGGAGGGCAATGAGTGTGCACATACAAATGGGGCAGTGTGCATGCAACACACTTA 
GGGGAGGAGTGGCCCCAGAATTCAGCACGCACACAACACACAAGGGAGAGAACCCCCAGA 
TGAGAAAATAGGAAGGAGCAATCATTTGTAGATGGGTGAAAAAAGAATGAGGTTCAAGGG 
AGCGTGCACCAGGTGAGGTGAGCGTGTGTGCTCTCAGGGAAGGGCCCAGGATCCCATGCC 
TGGGAGGAGCTGCCAGAGAGAAGCAAAAAGGCGGCTGTGGATCGCCCTGGGCTGGGCACC 
AGTGACAGGTCAGGATCTCCAAACATGGACGTCCTCCCCTCCAAATCCAGAAGCTCCCAG 
AAGGTGTCCTTAACTGCAAAGCTGTGCAGGGTACTCCTCCAGATGGAATCAGGAAGTCGA 
GACACCATCCCAGGTGTGTGTAAGAGAGAGAGAGAGAACAGGGAGGATACAGAAGTATTG 
CAGCCCAGATCCCCTATCAGGGGGACAGCTGGTGGGCAAAGCAGCCACCCCACAGCCTTG 
TGGCTAGAGTACAGTGGGGTAGACCCTCCAGCCCCAATAGCCCTAGTACCCAGCTGGCAG 
GGTTGCCCACCCCTGCTGTCCACCTGCTCCATCCTCTAGGGTTCCACAGGCCCCTGACCG 
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CACAGGGAGGCTGGGGCCAGCCTGGTCTCCCAGGCCTGAGGACATGCCTCCCACCAAATG 

TCCCCTGCTCCAGTCCCACTCCTGTCACCCCACGCTCTGCACTGGGGAGAAAACGGGAGG 

TGCTCGTGCTGGCCCTGGGTGGGAGCGGGGAGTCCTGGTGAGACCCCGGTGAGATGGACC 

ATCCTGCCCCCGTGGGGGATCCCCTTTCCCACATCCGTGCTGTGTCATTGTTGCTCTGCT 

TCCTTTCAATGTGTCAGTGCCTGGGGGGAGGGGAGGAGCACCCCCTCAGCCCCCCTGAAC 

CTGACCAAAAGCCATGGCTGTTGCTCCCCCCTTTGTATGATGCAAATGCTGAAATGTACA 

AAATCAACCATGACAACAAAGAAAAAGACCTTGTACAGC 

Gene 326. >ENST00000265097 cDNA sequence 

GCGGCGCCAGGACTGACTGCGCCGTGGAGGCTGCTGCAGTGTTGTGAGTTGGAAGCTGGG 
GAGCTCGGCATGGCGGTCCCCGCTGCAGCCATGGGGCCCTCGGCGTTGGGCCAGAGCGGC 
CCCGGCTCGATGGCCCCGTGGTGCTCAGTGAGCAGCGGCCCGTCGCGCTACGTGCTTGGG 
ATGCAGGAGCTGTTCCGGGGCCACAGCAAGACGCGCGAGTTCCTGGCGCACAGCGCCAAG 
GTGCACTCGGTGGCCTGGAGTTGCGACGGGCGTCGCCTAGCCTCGGGGTCCTTCGACAAG 
ACGGCCAGCGTCTTCTTGCTGGAGAAGGACCGGTTGGTCAAAGAAAACAATTATCGGGGA 
CATGGGGATAGTGTGGACCAGCTTTGTTGGCATCCAAGTAATCCTGACCTATTTGTTACG 
GCGTCCGGAGATAAAACCATTCGCATCTGGGATGTGAGGACTACAAAATGCATTGCCACT 
GTGAACACTAAAGGGGAGAACATTAATATCTGCTGGAGTCCTGATGGGCAGACCATTGCT 
GTAGGCAACAAGGATGATGTGGTGACCTTTATTGATGCCAAGACACACCGTTCCAAAGCA 
GAAGAGCAGTTCAAGTTCGAGGTCAACGAAATCTCCTGGAACAATGACAATAATATGTTC 
TTCCTGACAAATGGCAATGGTTGTATCAACATCCTCAGCTACCCAGAACTGAAGCCTGTG 
CAGTCCATCAACGCCCATCCTTCCAACTGCATCTGTATCAAGTTTGACCCCATGGGGAAG 
TACTTTGCCACAGGAAGTGCAGATGCTTTGGTCAGCCTCTGGGATGTGGATGAGTTAGTG 
TGTGTTCGGTGCTTTTCCAGGCTGGATTGGCCTGTAAGAACCCTCAGTTTCAGCCATGAT 
GGGAAAATGCTGGCGTCAGCATCGGAAGATCATTTTATTGACATTGCTGAAGTGGAGACA 
GGGGACAAACTATGGGAGGTACAGTGTGAGTCTCCGACCTTCACAGTGGCGTGGCACCCC 
AAAAGGCCTCTGCTGGCATTTGCCTGTGATGACAAAGACGGCAAATATGACAGCAGCCGG 
GAAGCCGGAACTGTGAAGCTGTTTGGGCTTCCTAATGATTCTTGAGAGGAGGTTGTAGGG 
AGAGGAGGCCCCGGCAGAGGTCTTCCTTCATGTGGTTAGTTTGGTCTGTTCTCTCGGAGT 
TGGTGGGCACCCTAAATATTTGTAAGTTGGTATAAATTGTAAACGTCTCTGGTCAGGCTG 
CGCATTTCATTCTTTTGCTTTGTCTGTGTATTAGCTCTTTCCATTCTTTGCCCCCAGCAT 
GAGTTAACTCGCGTGGACTCTGCAGTGCGAGTAGTGACCCCACCATACCTTGTCCTCTGG 
ACCTCCTGTCTTCTCTGCTTCTGGGTGCATGGTAGACTTTGTGGCATTTGATACAACTTG 
GACAATACCTAGTTTGGAGGGAGGGGAATGGAAGGGCATGGAAGTTTTTTTAAATAATTA 
AAAATATATATATATAATTTTGAGAATTGAGCATTTAATAAACTGACTTTTGTTATTATG 
G 

Gene 327. >ENST00000302857 cDNA sequence 

ATGTTCCATGAGAACTTGGTGAGGGTTGTGGAGAGGTTGGCTGGTGCTTCTCCGTCTTCA 

TACAGATGTCCAGACAGGGGACCAGAAGTCTCAGGTCTGAGCTCTACCTGGAAGCCCCTC 

ACGTCTGTAGCCATCAAACCTCCAGATAAGACGAGCCCTGAAGCATTTTGGTTGCATCAG 

AAAACAGATGGAAGGCCAGTCTTCACAGATGCATATACTTCATCCTGGCTTCCACCCACA 

GAGGTTGCATCTGTGCAGAAATTCATCCCAGAGCACCAGGCAGGTGGGTGTCAACTCCTG 

CTGAGATTTCGCTGTATCAGGAAACTCATGCATCTGGTGCAGATGTCCCGGAGTGGCTCT 

GACAGTCCAGGGCTGGGCAGTGGAGACACTGATGACAGCCTTGAGCAGAGTGGTTTTAGT 

AGAAATGGCAGAGACAAAAGCCAGGCTAGAGGAGTTTAA 

Gene 328. >ENST00000333469 cDNA sequence 

GGCCGATCCCAACGAGGCTCCCTGGAGCCCGACGCAGAGCAGCGCCCTGGCCGGGCCAAG 
CAGGAGCCGGCATCATGGATTCCTTCAAAGTAGTGCTGGAGGGGCCAGCACCTTGGGGCT 
TCCGGCTGCAAGGGGGCAAGGACTTCAATGTGCCCCTCTCCATTTCCCGGCTCACTCCTG 
GGGGCAAAGCGGCGCAGGCCGGAGTGGCCGTGGGTGACTGGGTGCTGAGCATCGATGGCG 
AGAATGCGGGTAGCCTCACACACATCGAAGCTCAGAACAAGATCCGGGCCTGCGGGGAGC 
GCCTCAGCCTGGGCCTCAGCAGGGCCCAGCCGGTTCAGAGCAAA.CCGCAGAAGGCCTCCG 
CCCCCGCCGCGGACCCTCCGCGGTACACCTTTGCACCCAGCGTCTCCCTCAACAAGACGG 
CCCGGCCCTTTGGGGCGCCCCCGCCCGCTGACAGCGCCCCGCAGCAGAATGGACAGCCGC 
TCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTGATGGAGAACACAGAGGACTGGC 
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GGCCGCGGCCGGGGACAGGCCAGTCGCGTTCCTTCCGCATCCTTGCCCACCTCACAGGCA 
CCGAGTTCATGCAAGACCCGGATGAGGAGCACCTGAAGAAATCAAGCCAGGTGCCCAGGA 
CAGAAGCCCCAGCCCCAGCCTCATCTACACCCCAGGAGCCCTGGCCTGGCCCTACCGCCC 
CCAGCCCTACCAGCCGCCCGCCCTGGGCTGTGGACCCTGCGTTTGCCGAGCGCTATGCCC 
CGGACAAAACGAGCACAGTGCTGACCCGGCACAGCCAGCCGGCCACGCCCACGCCGCTGC 
AGAGCCGCACCTCCATTGTGCAGGCAGCTGCCGGAGGGGTGCCAGGAGGGGGCAGCAACA 
ACGGCAAGACTCCCGTGTGTCACCAGTGCCACAAGGTCATCCGGGGCCGCTACCTGGTGG 
CGCTGGGCCACGCGTACCACCCGGAGGAGTTTGTGTGTAGCCAGTGTGGGAAGGTCCTGG 
AAGAGGGTGGCTTCTTTGAGGAGAAGGGCGCCATCTTCTGCCCACCATGCTATGACGTGC 
GCTATGCACCCAGCTGTGCCAAGTGCAAGAAGAAGATTACAGGCGAGATCATGCACGCCC 
TGAAGATGACCTGGCACGTGCACTGCTTTACCTGTGCTGCCTGCAAGACGCCCATCCGGA 
ACAGGGCCTTCTACATGGAGGAGGGCGTGCCCTATTGCGAGCGAGACTATGAGAAGATGT 
TTGGCACGAAATGCCATGGCTGTGACTTCAAGATCGACGCTGGGGACCGCTTCCTGGAGG 
CCCTGGGCTTCAGCTGGCATGACACCTGCTTCGTCTGTGCGATATGTCAGATCAACCTGG 
AAGGAAAGACCTTCTACTCCAAGAAGGACAGGCCTCTCTGCAAGAGCCATGCCTTCTCTC 
ATGTGTGAGCCCCTTCTGCCCACAGCTGCCGCGGTGGCCCCTAGCCTGAGGGGCCTGGAG 
TCGTGGCCCTGCATTTCTGGGTAGGGCTGGCAATGGTTGCCTTAACCCTGGCTCCTGGCC 
CGAGCCTGGGGCTCCCTGGGCCCTGCCCCACCCACCTTATCCTCCCACCCCACTCCCTCC 
ACCACCACAGCACACCGGTGCTGGCCACACCAGCCCCCTTTCACCTCCAGTGCCACAATA 
AACCTGTACCCAGCTGTG 

Gene 329. >ENST00000292374 cDNA sequence 

CGACGCAGAGCAGCGCCCTGGCCGGGCCAAGCAGGAGCCGGCATCATGGATTCCTTCAAA 

GTAGTGCTGGAGGGGCCAGCACCTTGGGGCTTCCGGCTGCAAGGGGGCAAGGACTTCAAT 

GTGCCCCTCTCCATTTCCCGGCTCACTCCTGGGGGCAAAGCGGCGCAGGCCGGAGTGGCC 

GTGGGTGACTGGGTGCTGAGCATCGATGGCGAGAATGCGGGTAGCCTCACACACATCGAA 

GCTCAGAACAAGATCCGGGCCTGCGGGGAGCGCCTCAGCCTGGGCCTCAGCAGGGCCCAG 

CCGGTTCAGAGCAAACCGCAGAAGGCCTCCGCCCCCGCCGCGGACCCTCCGCGGCCTTTG 

CACCCAGCGTCTCCCTCAACAAGACGGCCCGGCCCTTTGCCCCCGCCCGCTGACAGCGCC 

CCGCAGCAGAATGGACAGCCGCTCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTG 

ATGGAGAACACAGAGGACTGGCGGCCGCGGCCGGGGGCCAGTCGCGTTCCTTCCGCATCC 

TTGCCCACCTCACAGGCACCGAGTTCAGTAATGCAAGACCCGGATGAGGAGCACCTGAAG 

AAATCAAGCCAGGTGCCCAGAAGCCCCAGCCCCAGCCTCATCTACACCCCAGGAGCCCTG 

GCCTGGCCCTACCGCCCCCAGCCCTACCAGCCGCCCGCCCTGGGCTGTGGACCCTGCGTT 

TGCCGAGCGCTATGCCGCGGACAAAACGAGCACAGTGCTGACCACAGCCAGCCGGCCACG 

CCCACGCCGCTGCAGAGCCGCACCTCCATTGTGCAGGCAGCTGCCGGAGGGGTGCCAGGA 

GGGGGCAGCAACAACGGCAAGACTCCCGTGTGTCACCAGTGCCACAAGGTCATCCGGGGC 

CGCTACCTGGTGGCGCTGGGCCACGCGTACCACCCGGAGGAGTTTGTGTGTAGCCAGTGT 

GGGAAGGTCCTGGAAGAGGGTGGCTTCTTTGAGGAGAAGGGCGCCATCTTCTGCCCACCA 

TGCTATGACGTGCGCTATGCACCCAGCTGTGCCAAGTGCAAGAAGAAGATTACAGGCGAG 

ATCATGCACGCCCTGAAGATGACCTGGCACGTGCACTGCTTTACCTGTGCTGCCTGCAAG 

ACGCCCATCCGGAACAGGGCCTTCTACATGGAGGAGGGCGTGCCCTATTGCGAGCGAGAC 

TATGAGAAGATGTTTGGCACGAAATGCCATGGCTGTGACTTCAAGATCGACGCTGGGGAC 

CGCTTCCTGGAGGCCCTGGGCTTCAGCTGGCATGACACCTGCTTCGTCTGTGCGATATGT 

CAGATCAACCTGGAAGGAAAGACCTTCTACTCCAAGAAGGACAGGCCTCTCTGCAAGAGC 

CATGCCTTCTCTCATGTGTGAGCCCCTTCTGCCCACAGCTGCCGCGGTGGCCCCTAGCCT 

GAGGGGCCTGGAGTCGTGGCCCTGCATTTCTGGGTAGGGCTGGCAATGGTTGCCTTAACC 

CTGGCTCCTGGCCCGAGCCTGGGGCTCCCTGGGCCCTGCCCCACCCACCTTATCCTCCCA 

CCCCACTCCCTCCACCACCACAGCACACCGGTGCTGGCCACACCAGCCCCCTTTCACCTC 

CAGTGCCACAATAAACCTGTACCCAGCTGTG 

Gene 330. >ENST00000331561 cDNA sequence 

CGACGCAGAGCAGCGCCCTGGCCGGGCCAAGCAGGAGCCGGCATCATGGATTCCTTCAAA 
GTAGTGCTGGAGGGGCCAGCACCTTGGGGCTTCCGGCTGCAAGGGGGCAAGGACTTCAAT 
GTGCCCCTCTCCATTTCCCGGCTCACTCCTGGGGGCAAAGCGGCGCAGGCCGGAGTGGCC 
GTGGGTGACTGGGTGCTGAGCATCGATGGCGAGAATGCGGGTAGCCTCACACACATCGAA 
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GCTCAGAACAAGATCCGGGCCTGCGGGGAGCGCCTCAGCCTGGGCCTCAGCAGGGCCCAG 
CCGGTTCAGAGCAAACCGCAGAAGGTGCAGACCCCTGACAAACAGCCGCTCCGACCGCTG 
GTCCCAGATGCCAGCAAGCAGCGGCTGATGGAGAACACAGAGGACTGGCGGCCGCGGCCG 
GGGACAGGCCAGTCGCGTTCCTTCCGCATCCTTGCCCACCTCACAGGCACCGAGTTCATG 
CAAGACCCGGATGAGGAGCACCTGAAGAAATCAAGCCAGGTGCCCAGGACAGAAGCCCCA 
GCCCCAGCCTCATCTACACCCCAGGAGCCCTGGCCTGGCCCTACCGCCCCCAGCCCTACC 
AGCCGCCCGCCCTGGGCTGTGGACCCTGCGTTTGCCGAGCGCTATGCCCCGGACAAAACG 
AGCACAGTGCTGACCCGGCACAGCCAGCCGGCCACGCCCACGCCGCTGCAGAGCCGCACC 
TCCATTGTGCAGGCAGCTGCCGGAGGGGTGCCAGGAGGGGGCAGCAACAACGGCAAGACT 
CCCGTGTGTCACCAGTGCCACAAGGTCATCCGGGGCCGCTACCTGGTGGCGCTGGGCCAC 
GCGTACCACCCGGAGGAGTTTGTGTGTAGCCAGTGTGGGAAGGTCCTGGAAGAGGGTGGC 
TTCTTTGAGGAGAAGGGCGCCATCTTCTGCCCACCATGCTATGACGTGCGCTATGCACCC 
AGCTGTGCCAAGTGCAAGAAGAAGATTACAGGCGAGATCATGCACGCCCTGAAGATGACC 
TGGCACGTGCACTGCTTTACCTGTGCTGCCTGCAAGACGCCCATCCGGAACAGGGCCTTC 
TACATGGAGGAGGGCGTGCCCTATTGCGAGCGAGACTATGAGAAGATGTTTGGCACGAAA 
TGCCATGGCTGTGACTTCAAGATCGACGCTGGGGACCGCTTCCTGGAGGCCCTGGGCTTC 
AGCTGGCATGACACCTGCTTCGTCTGTGCGATATGTCAGATCAACCTGGAAGGAAAGACC 
TTCTACTCCAAGAAGGACAGGCCTCTCTGCAAGAGCCATGCCTTCTCTCATGTGTGAGCC 
CCTTCTGCCCACAGCTGCCGCGGTGGCCCCTAGCCTGAGGGGCCTGGAGTCGTGGCCCTG 
CATTTCTGGGTAGGGCTGGCAATGGTTGCCTTAACCCTGGCTCCTGGCCCGAGCCTGGGG 
CTCCCTGGGCCCTGCCCCACCCACCTTATCCTCCCACCCCACTCCCTCCACCACCACAGC 
ACACCGGTGCTGGCCACACCAGCCCCCTTTCACCTCCAGTGCCACAATAAACCTGTACCC 
AGCTGTG 

Gene 331. >ENST00000331867 cDNA sequence 

AGAACACTGGCGGCCGATCCCAACGAGGCTCCCTGGAGCCCGACGCAGAGCAGCGCCCTG 

GCCGGGCCAAGCAGGAGCCGGCATCATGGATTCCTTCAAAGTAGTGCTGGAGGGGCCAGC 

ACCTTGGGGCTTCCGGCTGCAAGGGGGCAAGGACTTCAATGTGCCCCTCTCCATTTCCCG 

GCTCACTCCTGGGGGCAAAGCGGCGCAGGCCGGAGTGGCCGTGGGTGACTGGGTGCTGAG 

CATCGATGGCGAGAATGCGGGTAGCCTCACACACATCGAAGCTCAGAACAAGATCCGGGC 

CTGCGGGGAGCGCCTCAGCCTGGGCCTCAGCAGGGCCCAGCCGGTTCAGAGCAAACCGCA 

GAAGGCCTCCGCCCCCGCCGCGGACCCTCCGCGGTACACCTTTGCACCCAGCGTCTCCCT 

CAACAAGACGGCCCGGCCCTTTGGGGCGCCCCCGCCCGCTGACAGCGCCCCGCAGCAGAA 

TGGACAGCCGCTCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTGATGGAGAACAC 

AGAGGACTGGCGGCCGCGGCCGGGGACAGGCCAGTCGCGTTCCTTCCGCATCCTTGCCCA 

CCTCACAGGCACCGAGTTCATGCAAGACCCGGATGAGGAGCACCTGAAGAAATCAAGGGA 

AAAGTATGTCCTGGAGCTGCAGAGCCCACGCTACACCCGCCTCCGGGACTGGCACCACCA 

GCGCTCTGCCCACGTGCTCAACGTGCAGTCGTAG 

Gene 332. >ENST00000332347 cDNA sequence 

ATGGATTCCTTCAAAGTAGTGCTGGAGGGGCCAGCACCTTGGGGCTTCCGGCTGCAAGGG 

GGCAAGGACTTCAATGTGCCCCTCTCCATTTCCCGGCTCACTCCTGGGGGCAAAGCGGCG 

CAGGCCGGAGTGGCCGTGGGTGACTGGGTGCTGAGCATCGATGGCGAGAATGCGGGTAGC 

CTCACACACATCGAAGCTCAGAACAAGATCCGGGCCTGCGGGGAGCGCCTCAGCCTGGGC 

CTCAGCAGGGCCCAGCCGGTTCAGAGCAAACCGCAGAAGGCCTCCGCCCCCGCCGCGGAC 

CCTCCGCGGTACACCTTTGCACCCAGCGTCTCCCTCAACAAGACGGCCCGGCCCTTTGGG 

GCGCCCCCGCCCGCTGACAGCGCCCCGCAGCAGAATGGGTGCAGACCCCTGACAAACAGC 

CGCTCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTGA 

Gene 333. >ENST00000333364 cDNA sequence 

ATGACTCGGGGAGCCAGACTGCGATCAGACGCGCGTGCCCAGCTGAACCAGCTGTCTCTA 
GACGGAGGGACGGGAAGTGGCCAGAAGGGGAAGTGTGAGGAGTTCCCGTCCAGCCTGTCA 
TCAGTCTCCCCAGGTCTTGAAGCGGCGGCCCTGCTCCTGGCCGTGACCATGGACCCTCTG 
GAGACCCCTATCAAGGATGGCATCCTCTACCAGCAGCATGTCAAGTTTGGCAAGAAGTGC 
TGGCGGAAGGTGTGGGCTCTGCTGTATGCAGGAGGCCCATCAGGCGTGGCACGGCTGGAG 
AGCTGGGAGGTCCGGGATGGTGGCCTGGGAGCAGCGGGTGACAGGTCGGCAGGGCCTGGC 
CGGCGAGGGGAGCGACGGGTCATCCGCCTGGCTGACTGTGTGTCCGTGCTGCCGGCTGAC 
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GGCGAGAGCTGCCCCCGGGACACCGGTGCCTTCCTGCTCACCACCACCGAGCGAAGCCAT 

CTACTGGCTGCTCAGCACCGCCAGGCCTGGATGGGCCCCATCTGCCAGCTGGCCTTCCCG 

GGGACAGGGGAGGCCTCCTCAGGATCCACAGATGCCCAGTCTCCCAAGAGGGGCCTGGTC 

CCCATGGAGGAAAACTCCATCTACTCCTCCTGGCAGGAAGTGGGCGAGTTTCCCGTGGTG 

GTGCAGAGGACTGAGGCCGCCACCCGCTGCCAGCTGAAGGGGCCGGCCCTGCTGGTGCTG 

GGCCCAGACGCCATCCAGCTGAGGGAGGCCAAGGGCACCCAGGCCCTCTACAGCTGGCCC 

TACCACTTCCTGCGCAAGTTCGGCTCCGACAAGGGCGTGTTCTCCTTTGAGGCCGGCCGT 

CGCTGCCACTCGGGTGAGGGCCTCTTTGCCTTCAGCACCCCCTGTGCCCCTGACCTGTGC 

AGGGCTGTGGCCGGGGCCATCGCCCGCCAGCGGGAGCGGCTGCCAGAGCTGACCAGGCCC 

CAGCCCTGCCCCCTGCCACGGGCCACCTCTCTGCCCTCCCTGGACACCCCCGGAGAGCTT 

CGGGAGATGCCACCAGGACCTGAGCCACCCACGTCCAGGAAAATGCACCTGGCCGAGCCC 

GGACCCCAGAGCCTGCCGCTACTGCTAGGCCCGGAGCCCAACGATCTGGCGTCCGGGCTC 

TACGCTTCAGTGTGCAAGCGTGCCAGTGGGCCCCCAGGCAATGAGCACCTCTATGAGAAC 

CTGTGTGTGCTGGAGGCCAGCCCCACGCTGCACGGTGGGGAACCTGAGCCGCACGAGGGC 

CCCGGCAGCCGCAGCCCCACAACCAGTCCCATCTACCACAACGGCCAGGACTTGAGCTGG 

CCCGGCCCGGCCAACGACAGTACCCTGGAGGCCCAGTACCGGCGGCTGCTGGAGCTGGAT 

CAGGTGGAGGGCACAGGCCGCCCTGACCCTCAGGCAGGTTTCAAGGCCAAGCTGGTGACC 

CTGCTGAGTCGTGAGCGGAGGAAGGGCCCAGCCCCTTGTGACCGGCCCTGAACGCCCAGC 

AGAGTGGTGGCCAGAGGGGAGAGGTGCTCCCCCTGGGACAGGAGGGTGGGCTGGTGGGCA 

AACATTGGGCCCATGCAGACACACGCCTGTGTCCACCCTGGCCTGCAGGAACAAGGCAGG 

CCGCCTGTGGAGGACCTCAGCCCTGCCCTGCCCTCCTCATGAATAGTGTGCAGACTCACA 

GATAATAAAGCTCAGAGCAGCTCCCGGCAGGGGCACTCACGGC 

Gene 334. >ENST00000331704 cDNA sequence 

ATGGGCCCCATCTGCCAGCTGGCCTTCCCGGGGACAGGGGAGGCCTCCTCAGGATCCACA 

GATGCCCAGTCTCCCAAGAGGGGCCTGGTCCCCATGGAGGAAAACTCCATCTACTCCTCC 

TGGCAGGAAGTGGGCGAGTTTCCCGTGGTGGTGCAGAGGACTGAGGCCGCCACCCGCTGC 

CAGCTGAAGGGGCCGGCCCTGCTGGTGCTGGGCCCAGACGCCATCCAGCTGAGGGAGGCC 

AAGGGCACCCAGGCCCTCTACAGCTGGCCCTACCACTTCCTGCGCAAGTTCGGCTCCGAC 

AAGATACTTCTGGGAACCCCAGGCGTCAGTCTCCTCATCTGTAAAGGAGAGAGAACCGAT 

GACGTATCAGGCATAATCCTTGATGAGAGTTTGCTGCGTGCCTACTCAGTGCCAGGCGCT 

GGGGGACACAGCCGTGTTCAGGACAGCCTTGGTCCTGTTCTCCGGGAGCCGACATTCCAG 

GGGGAGAGAAGTTTCCTGAAGACTTCCATGCTGCGTTCCCTCCTCTGCTCCTGCTCCTGG 

CGCCATCCTAGGAGCCAGCCACGCACGCAAGCGTCATGCCTCCAGGGCTCTGACTGCCCA 

GCCCCTCACCGCAACTCCACCTCAGCTGCACACACCCTTGGCACATCCTGAACCTCATTT 

TCATGACGGACACACAATTTTTGCTCTCTCCTGTCCAAGCCTCATCCTCTGGCCGCCACC 

TCCTTCCAGCTCACTTCCTTTAGTGCGGCCAGTACCGCCCCTGCCTAGGCATGTCGACCT 

GCAGGGACCCTTTTCTGGCTCTTCGAGGCCTCTGCCCACCATCCCCTCTTTGTTCTCCAT 

AGTCCCTTCCCCCTGTTCTCTCTCGTTTCATCTTACTGGTCTGGCAAAGTCCCCGGCCTT 

GGGCGAGCCCAGACCTCCTCAGTGCCTGCACACAGCTGCCCACAGCCAGAGAAATCCATT 

TAAGCAGACTGCCTGCATCCTTCTTAACAGTGCAAGGCAGGCACTCCCTGCCACAAGAGA 

CCCTGTTCCCTAGTAGGGCAGCTTTTCTCCTCCCCAGAACCTCCTGTCTATCCCCACCCA 

ATGTCTCCTCACAGGCATATTGGGGAAACAGGTCGGGCTCTCCCACCGTATCTGCAAGTG 

TACTGGCATCCATCTGTCTTCTTCCTACCCCTACAGTAGAAACAGTGTCTGTCCCGAGCT 

GTGCTCTGATCCCGGCTCCTTTCACCTCAGAGCTTGGAAAATTGAGCTGTCCCCACTCTC 

TCCTGCGCCCATTCATCCTACCAGCAGCTTTTCCAGCCACACGCAAACATGCTCTGTAAT 

TTCACATTTTAAACCTTCCCTTGACCTCACATTCCTCTTCGGCCACCTCTGTTTCTCTGT 

TCCTCTTCACAGCAAAAACTGTTCAAAAGAGTTGTTGATTACTTTCATTTCCACTTTCTC 

ACCCCCATTCTCCCCTCAATTAACTCTCCTTCATCCCCATGATGCCATTATGTGGCTTTT 

ATTAGAGTCACCAACCTTATTCTCCAAAACAAAAGCAACAAGGACTTTGACTTCTCAGCA 

GCACTCGGCTCTGGTTCTTGAAACACCCCCGTTACTTGCTATTCCTCCTACCTCATAACA 

ATCTCCTTCCCAGCCTCTACTGCTGCCTTCTCTGAGTTCTTCCCAGGGTCCTAGGCTCAG 

ATGTAGTGTAGCTCAACCCTGCTACACAAAGAATCTCCTGAAAGCCTGTAAAAATGTCCA 

TGCATGTTCTGTGAGTGATCTACCAAGAAAATAAAAAATTTTAAAAATC 

Gene 335. >ENST00000274788 cDNA sequence 
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GGCGGCGGCGGCGGCGTGTGGAGCGAGGGAGCGGCGCGAGCGGCGGCATGACGCGGAGGC 
GGAGCAGGCCGAGCGGCGGTGCGGGCAGGCGCGAGCGGGCTCGGGCCGCGGGGCCGCAGA 
AGCCCCAGGCGCCCGAGCCCCCGCCGCCGCCAAGCCTGGAGGCGGGAGCGGGTGCAGGCC 
CTCCGGAGGCGCCGGCGGAGCCCGACCACGACGGCCCCAGGGAGGATGACGAACCCAACC 
TGGTGCCCGGCCCGCAGGTAGGAGCGAGCGGGGAGACTTCGGCGGCTCGGGCGCTTTCAC 
CTTCCCCGAGCGGGAGCGGGAGTGGGGCGGGGTTGGGGATGGGCCATCCTGCCGCGGCTG 
GGGTAGCAGCCTTCCCCCGGGTCCGGCGCCGAAGCTTTCTCCCCCGGGGCGGGAATGGAG 
GCTGGACCCCTCTCCCCAAAGCCGAGGCTCGGTCCGCGCTCCTGCGACTAGGCTGAAGCT 
GCTCCCCTCTCCCCGCCGCCTCCGGGCGTTCCGGCCGTACACCCACACTGGGACTGGGAC 
TGGGACTGGGCTGTGATCCCGAGGCCGCAGCTCCGCTCTCGGCCCGCCACCTCCCCCGGG 
CCCACCTGCTCCCTCAGCCACAGGCCATCTCGGGGCTCTGGGACTGGACGACTGCAGCCT 
CTTCCCTCTGCCCCCGGGAACGGCTCCACTCCGTCCCCTGCAGCGCCTGCAGCCGCGGCC 
CCCTCAGCAGCTGTGTCTCCTGGCGCCTCCTCGCCATACCCAGCAGAGCAGTTGGAGCAG 
ACAGCCAGGCTGCCCGGAGGAGTTTTTGGTGGGGTTTCTGCACTGAGGTGGAAACCCAGC 
AGAACCTGCCCTTCTTCCCTCCCCTGCTCCGCAAGGCAGCCCACCCCGACCTTGAGATCC 
CAGGTTTGGAGAATCCTGCTGAGAGCGAACAGTAGGAGGATTCCCCAAAGCTTCCAGCTT 
GCCACCTGGAAGAAGGTCACTTTCTTTTGAGCAAAGGAGATAACGGGAGGTACCCTGCCA 
AAGTTCACTGAGAGGCGGGGGTGACATGGGCCACGGTTGCTCTGGGAGGGTTGTGGCACT 
CGGGGCTGGGTGGCTCTCCCTAAGCTTGCTCTGACAAAAGAGTTTTGAGTTGGTCTTTTG 
GCTGAGCCTGCCCAGGAAGGCAGGCTCCTGCAGGAGTCTTGGAGGGTCGGATGCGGCGCC 
GGATGAGGATGAGGCGTGGCGGAAGATGCGTTTGGCTCTGCAGACACTGCATCGGGCAGC 
AGGGGACTCTGGGAGGCTGGTGCAGCCAGAAGGCATGGCTCTTGACAGCCTTCTAGTAGA 
ATCTCTGGAATTGTGCATATGAAGAAACAGAAACTCAGAGCAACTAAACATTTGCCCAAA 
TGACTCCAACTGTAGGTGTCAGACAAAAGAAAAGAAAAGGACTTTTAGGTCCCCCCCGCC 
TCCAGCCAGCCTGTGCAGACTTGCTGCCTGCTGTGTCACCGGGAACGCAAAGGCTGGGAA 
GAAGGCCCTTCTCAAAATGGACTGGTGTTGCAGGGTGAGAAGCTGCCCCCTGACTTCATG 
CCAAAGCTCGTCAAGAATCTCCTAGGCGAGATGCCTCTGTGGGTCTGCCAGAGTTGCCGA 
AAGAGCATGGAGGAAGATGAAAGGCAGACAGGTCGAGAAGATGCAGTGGCGATCTCCTTG 
TCACACACATCCTGCAAATCACAGTCTTGTGGAGATGACTCTCATTCGTCCTCGTCTTCC 
TCCTCATCATCCTCATCCTCGTCCTCCTCTTCCTGCCCTGGGAACTCGGGAGACTGGGAT 
CCTAGCTCGTTCCTGTCGGCACATAAGCTCTCGGGCCTCTGGAATTCCCCACATTCCAGT 
GGGGCCATGCCAGGCAGCTCTCTTGGGAGTCCTCCTACCATCCCCGGTGAGGCTTTCCCC 
GTCTCGGAGCACCACCAGCACTCAGACCTCACTGCTCCCCCTAACAGCCCCACCGGCCAC 
CACCCGCAGCCAGCATCTCTAATCCCGTCTCACCCCAGCTCCTTTGGCTCCCCACCCCAC 
CCACACCTGCTGCCCACCACCCCGGCAGCACCTTTCCCTGCCCAGGCTTCAGAGTGCCCT 
GTTGCTGCTGCCACTGCCCCCCACACTCCAGGGCCATGTCAGAGCTCCCATCTACCCTCC 
ACCAGCATGCCGCTCCTGAAGATGCCCCCACCATTCTCGGGGTGCAGCCACCCCTGCAGC 
GGGCACTGTGGTGGGCACTGCAGTGGGCCTCTCCTCCCACCCCCGAGCTCTCAGCCACTC 
CCTAGCACTCACAGGGATCCCGGGTGCAAGGGGCACAAGTTTGCACACAGTGGCCTGGCT 
TGCCAGCTGCCCCAGCCCTGCGAGGCAGATGAGGGGCTGGGTGAGGAAGAGGATAGCAGC 
TCTGAGCGAAGCTCCTGCACCTCATCCTCCACCCACCAGAGAGATGGGAAGTTCTGTGAC 
TGCTGCTACTGTGAGTTCTTCGGCCACAATGCGGCAAAAGGAAAGGAAATGGCAGAGAGA 
AAGCTATGATTCTGATGAGTATGTATACGTGTGTAATCCCAGAGAAGTGAACGCTTGGGA 
GTGATGAAGGCAGAGTGGAAGCAAAAAGGCTCTCAGTCCCCCAAGTGTGACAGCCAGCCG 
AGGGACAGGCCGTGAGCACAGACGGCGCCAGGAAGGAGGCTCAGATCAGAGGGCATGCTG 
GCTCTGGCCAGGGGGAGGAAGCAGTGCAGAAGTCTCATAAGCCACCCGCTGCCCCGACGA 
GTCGGAACTATACCGAGATCCGGGAGAAGCTCCGCTCGAGGCTGACCAGGCGGAAAGAGG 
AGCTGCCCATGAAGGGGGGCACCCTGGGCGGGATCCCTGGGGAGCCCGCCGTGGACCACC 
GAGATGTGGATGAGCTGCTGGAATTCATCAACAGCACGGAGCCCAAAGTCCCCAACAGCG 
CCAGGGCCGCCAAGCGGGCCCGGCACAAGCTGAAAAAGAAGGAAAAGGAGAAGGCCCAGT 
TGGCAGCAGAAGCTCTAAAGCAGGCAAATCGTGTTTCTGGAAGCCGGGAGCCAAGGCCTG 
CCAGGGAGAGGCTCTTGGAGTGGCCCGACCGGGAACTGGATCGGGTCAACAGCTTCCTGA 
GCAGCCGTCTGCAGGAGATCAAAAACACTGTCAAAGACTCCATCCGTGCCAGCTTCAGTG 
TGTGTGAGCTCAGCATGGACAGCAATGGCTTCTCTAAGGAGGGGGCTGCTGAGCCTGAGC 
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CTCAGAGTCTACCCCCCTCAAACCTCAGTGGCTCCTCAGAGCAGCAGCCTGACATCAACC 
TTGACCTGTCCCCTTTGACTTTGGGCTCCCCTCAGAACCACACGTTACAAGCTCCAGGCG 
AGCCAGCCCCACCATGGGCAGAAATGAGAGGCCCCCACCCACCATGGACAGAGGTGAGGG 
GGCCCCCTCCCGGTATCGTCCCCGAGAACGGGCTCGTGAGGAGACTCAACACCGTGCCCA 
ACCTATCCCGGGTGATCTGGGTCAAGACACCCAAGCCGGGCTACCCCAGCTCCGAGGAGC 
CAAGCTCAAAGGAAGTTCCCAGTTGCAAGCAGGAGCTGCCTGAGCCTGTGTCCTCAGGTG 
GGAAGCCACAGAAGGGCAAGAGGCAGGGCAGTCAGGCCAAGAAGAGCGAGGCAAGCCCAG 
CCCCCCGGCCCCCAGCCAGCCTAGAGGTTCCCAGTGCCAAGGGCCAGGTCGCTGGCCCCA 
AGCAGCCAGGCAGGGTCCTAGAGCTTCCCAAAGTAGGCAGCTGTGCTGAGGCTGGAGAGG 
GGAGCCGGGGGAGCCGGCCAGGACCAGGTTGGGCTGGCAGTCCCAAAACTGAGAAGGAGA 
AGGGCAGCTCCTGGCGAAACTGGCCAGGCGAGGCCAAGGCACGGCCTCAGGAGCAGGAGT 
CTGTGCAGCCCTCAGGCCCAGCAAGGCCACAGAGCTTGCCCCAGGGCAAGGGCCGCAGCC 
GCCGGAGCCGCAACAAGCAGGAGAAGCCAGCCTCCTCCTTGGACGATGTGTTCCTGCCCA 
AGGACATGGACGGGGTGGAGATGGATGAGACTGACCGAGAGGTGGAGTACTTTAAGAGGT 
TCTGTTTGGATTCTGCAAAGCAGACTCGTCAGAAAGTTGCTGTGAACTGGACCAACTTCA 
GCCTCAAGAAAACCACTCCTAGCACAGCTCAGTGAGGCCCTGCCCAGGCTGAGCTGCTTC 
AGGGCGTCCTGAGGCCCTGACTGCCAGCTGAAGGCGTATAATTTTTCCCTCCGTGTGCCC 
CACCTACCCGTCCAAGACCCTCTGTGCTCCCCACCATCCTGGACCAACCAAAAGCTGAAC 
GGATGCCACACTGTGCTGGGGCCCCTTGACCTCAGCAGAGCCGCTTCCTGGTGCTACGCA 
GCCTCCACACTCAGAGCCCGTGGACTGGGCTGGCCTAAGGGCCAGGGCTGATGGTACTGC 
TGGCCCAACACTGCTCTCTTTGTGTTTGGTTTTTTTGTTTTTGTTTTTATTTTGTTTTTT 
TCCAATTCTTTACTTTTGATACTGTGAAGATCTTTCGTGCCGAAAGATAAAGCAACATTT 
GGACACAG 

Gene 336. >ENST00000332598 cDNA sequence 

GAGCAAGATGGCTGTGGAGCTGGGCGTGCTGCTCGTCCGGCCCCGGCCCGGAACCGGGCT 
GGGTAGAGTGATGCGGACCCTCCTGCTGGTGCTGTGGCTGGCGACGCGCGGAAGCGCGCT 
CTACTTTCACATCGGAGAGACGGAGAAGAAGTGCTTTATTGAGGAGATCCCGGACGAGAC 
CATGGTCATAGGAAACTACCGGACGCAGCTGTATGACAAGCAGCGGGAGGAGTACCAGCC 
GGCCACCCCGGGGCTTGGCATGTTTGTGGAGGTGAAGGACCCAGAGGACAAGGTCATCCT 
GGCCCGGCAGTATGGCTCCGAGGGCAGGTTCACTTTCACTTCCCATACCCCTGGTGAGCA 
CCAGATCTGTCTTCACTCCAATTCCACCAAGTTCTCCCTCTTTGCTGGAGGCATGCTGAG 
AGTTCACCTGGACATCCAGGTAGGTGAACATGCCAATGACTATGCAGAAATTGCTGCTAA 
AGACAAGTTGAGTGAGTTGCAGCTACGAGTGCGACAGCTGGTGGAACAAGTGGAGCAGAT 
CCAGAAAGAGCAGAACTACCAGCGGTGGCGAGAGGAGCGCTTCCGGCAGACCAGTGAGAG 
CACCAACCAGCGGGTGCTGTGGTGGTCCATTCTGCAGACCCTCATCCTCGTGGCCATCGG 
TGTCTGGCAGATGCGGCACCTCAAGAGCTTCTTTGAAGCCAAGAAGCTTGTGTAGCTGTC 
CCAGGCGTCACAACCCATCCTCCCAGGCTGGGGGAGAAAGGACCTCCTGGAACTGACTTC 
TTCTGTCAGGAGGACTGGTTTCCAGCCATACCTGTTCTGGAAGGGAGAGGGGCTGGAGGC 
ACCCACAGGCACAAGCTGAAGGCAGCAGCTTGGCTAATACTGAGCAGGTAGTGGGGCAAA 
TTCCTGCCCTCTCTCTCTGGCCTCTGGGCCGTTTGGTAGTAATCACCCAAGGGCTGGTAA 
AGCCCCTCCTCTTGGCACCTCAGAATCACAGTGTTACTGATCAGGGATGTGAGGCTGCTG 
TTGGGGGTGGGGGGAGGGGAATGGGCAGGCAAGCCAGTCTTCTGTCTTCCTTTGCTAACT 
TAGGGTTTTGAGCAGGTTGGGGTATGGTGCCTGTCATACCCACCTGCCACCCTGGGAACC 
TCACTGTTCTCTCTTTCAGCCTAGACCTGCTGATCCAGGGTGTGTGTGAGTTGAGGGTGG 
GTGGAGGGGTTTGCAGTGTGGGAATGTGGCCCTGCAGTTGACCTGAGCTGCTTCACATGG 
TTGTCCATTCTGGGGCTTAAAGAACTGGGACCAGACCAAGTAGAGGCCTTGGTGCTGGTT 
GGGGTGGGGCCTGCAGAGTCTTAGTTACTGATTTCATTTTCAATAAATGTAGGTTTGTTA 
CATGAGTTTCCC 

Gene 337. >ENST00000330228 cDNA sequence 

CAGCGGGCTCGCACCGACGAGGTGCCTGCCGGAGGAAGCCGCTCCGAGGCGGAAGATGAG 
GACGACGAGGACTACGTGCCCTATGTGCCGTTACGGCAGCGCCGGCAGCTACTGCTCCAG 
AAGCTGCTGCAGCGAAGACGCAAGGGAGCTGCGGAGGAAGAGCAGCAGGACAGCGGTAGT 
GAACCCCGGGGAGATGAGGACGACATCCCGCTAGGCCCTCAGTCCAACGTCAGCCTCCTG 
GATCAGCACCAGCACCTTAAAGAGAAGGCTGAAGCGCGCAAAGAGTCTGCCAAGGAGAAG 
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CAGCTGAAGGAAGAAGAGAA.GATCCTGGAGAGTGTTGCCGAGGGCCGAGCATTGATGTCA 
GTGAAGGAGATGGCTAAGGGCATTACGTATGATGACC C CAT CAAAACCAGCTGGACTCCA 
CCCCGTTATGTTCTGAGCATGTCTGAAGAGCGACATGAGCGCGTGCGGAAGAAATACCAC 
ATCCTGGTGGAGGGAGACGGTATCCCACCACCCATCAAGAGCTTCAAGGAAATGAAGTTT 
CCTGCAGCCATCCTGAGAGGCCTGAAGAAGAAAGGCATTCACCACCCAACACCCATTCAG 
ATCCAGGGCATCCCCACCATTCTATCTGGCCGTGACATGATAGGCATCGCTTTCACGGGT 
TCA.GGCAAGACACTGGTGTTCACGTTGCCCGTCATCATGTTCTGCCTGGAACAAGAGAAG 
AGGTTACCCTTCTCAAAGCGCGAGGGGCCCTATGGACTCATCATCTGCCCCTCGCGGGAG 
CTGGCCCGGCAGACCCATGGCATCCTGGAGTACTACTGCCGCCTGCTGCAGGAGGACAGC 
TCACCACTCCTGCGCTGCGCCCTCTGCATTGGGGGCATGTCCGTGAAAGAGCAGATGGAG 
ACCATCCGACACGGTGTACACATGATGGTGGCCACCCCGGGGCGCCTCATGGATTTGCTG 
CAGAAGAAGATGGTCAGCCTAGACATCTGTCGCTACCTGGCCCTGGACGAGGCTGACCGC 
ATGATCGACATGGGCTTCGAGGGTGACATCCGTACCATCTTCTCCTACTTCAAGGGCCAG 
CGACAGACCCTGCTCTTCAGTGCCACCATGCCGAAGAAGATTCAGAACTTTGCTAAGAGT 
GCCCTTGTAAAGCCTGTGACCATCAATGTGGGGCGCGCTGGGGCTGCCAGCCTGGATGTC 
ATCCAGGAGGTAGAATATGTGAAGGAGGAGGCCAAGATGGTGTACCTGCTCGAGTGCCTG 
CAGAAGACACCCCCGCCTGTACTCATCTTTGCAGAGAAGAAGGCAGACGTGGACGCCATC 
CACGAGTACCTGCTGCTCAAGGGGGTTGAGGCCGTAGCCATCCATGGGGGCAAAGACCAG 
GAGGAACGGACTAAGGCCATCGAGGCATTCCGGGAGGGCAAGAAGGATGTCCTAGTAGCC 
ACAGACGTTGCCTCCAAGGGCCTGGACTTCCCTGCCATCCAGCACGTCATCAATTATGAC 
ATGCCAGAGGAGATTGAGAACTATGTACACCGGATTGGCCGCACCGGGCGCTCGGGAAAC 
ACAGGCATCGCCACTACCTTCATCAACAAAGCGTGTGATGAGTCAGTGCTGATGGACCTC 
AAAGCGCTGCTGCTAGAAGCCAAGCAGAAGGTGCCGCCCGTGCTGCAGGTGCTGCATTGC 
GGGGATGAGTCCATGCTGGACATTGGAGGAGAGCGCGGCTGTGCCTTCTGCGGGGGCCTG 
GGTCATCGGATCACTGACTGCCCCAAACTCGAGGCTATGCAGACCAAGCAGGTCAGCAA.C 
ATCGGTCGCAAGGACTACCTGGCCCACAGCTCCATGGACTTCTGAGCCGACAGTCTTCCC 
TTCTCTCCAAGAGGCCTCAGTCCCCAAGACTGCCACCAGTCTACACATACAGCAGCCCCC 
TGGACAGAATCAGCATTTCAGCTCAGCTGGCCTGGGATGGGCCAGGCTGGTCCTGGCTGC 
CTGTTCCCTGTGCTCTTCAGAATTACTGTTTTTGTTTCCTTTTACCCCAGCTGCCATTAA 
AGCCCAAACCTCTAGCCC 

Gene 338. >ENST00000029410 cDNA sequence 

AGCGCCTGCCCCATGCGCCGCCGCCTCTCCGCACGATGTTCCCCTCGCGGAGGAAAGCGG 
CGCAGCTGCCCTGGGAGGACGGCAGGTCCGGGTTGCTCTCCGGCGGCCTCCCTCGGAAGT 
GTTCCGTCTTCCACCTGTTCGTGGCCTGCCTCTCGCTGGGCTTCTTCTCCCTACTCTGGC 
TGCAGCTCAGCTGCTCTGGGGACGTGGCCCGGGCAGTCAGGGGACAAGGGCAGGAGACCT 
CGGGCCCTCCCCGTGCCTGCCCCCCAGAGCCGCCCCCTGAGCACTGGGAAGAAGACGCAT 
CCTGGGGCCCCCACCGCCTGGCAGTGCTGGTGCCCTTCCGCGAACGCTTCGAGGAGCTCC 
TGGTCTTCGTGCCCCACATGCGCCGCTTCCTGAGCAGGAAGAAGATCCGGCACCACATCT 
ACGTGCTCAACCAGGTGGACCACTTCAGGTTCAACCGGGCAGCGCTCATCAACGTGGGCT 
TCCTGGAGAGCAGCAACAGCACGGACTACATTGCCATGCACGACGTTGACCTGCTCCCTC 
TCAACGAGGAGCTGGACTATGGCTTTCCTGAGGCTGGGCCCTTCCACGTGGCCTCCCCGG 
AGCTCCACCCTCTCTACCACTACAAGACCTATGTCGGCGGCATCCTGCTGCTCTCCAAGC 
AGCACTACCGGCTGTGCAATGGGATGTCCAACCGCTTCTGGGGCTGGGGCCGCGAGGACG 
ACGAGTTCTACCGGCGCATTAAGGGAGCTGGGCTCCAGCTTTTCCGCCCCTCGGGAATCA 
CAACTGGGTACAAGACATTTCGCCACCTGCATGACCCAGCCTGGCGGAAGAGGGACCAGA 
AGCGCATCGCAGCTCAAAAACAGGAGCAGTTCAAGGTGGACAGGGAGGGAGGCCTGAACA 
CTGTGAAGTACCATGTGGCTTCCCGCACTGCCCTGTCTGTGGGCGGGGCCCCCTGCACTG 
TCCTCAACATCATGTTGGACTGTGACAAGACCGCCACACCCTGGTGCACATTCAGCTGAG 
CTGGATGGACAGTGAGGAAGCCTGTACCTACAGGCCATATTGCTCAGGCTCAGGACAAGG 
CCTCAGGTCGTGGGCCCAGCTCTGACAGGATGTGGAGTGGCCAGGACCAAGACAGCAAGC 
TACGCAATTGCAGCCACCCGGCCGCCAAGGCAGGCTTGGGCTGGGCCAGGACACGTGGGG 
TGCCTGGGACGCTGCTTGCCATGCACAGTGATCAGAGAGAGGCTGGGGTGTGTCCTGTCC 
GGGACCCCCCCTGCCTTCCTGCTCACCCTACTCTGACCTCCTTCACGTGCCCAGGCCTGT 
GGGTAGTGGGGAGGGCTGAACAGGACAACCTCTCATCACCCCCACTTTTGTTCCTTCCTG 
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CTGGGCTGCCTCGTGCAGAGACACAGTGTAGGGGCCATGCAGCTGGCGTAGGTGGCAGTT 
GGGCCTGGTGAGGGTTAGGACTTCAGAAACCAGAGCACAAGCCCCACAGAGGGGGAACAG 
CCAGCACCGCTCTAGCTGGTTGTTGCCATGCCGGAA 
Gene 339. >ENST00000318185 cDNA sequence 

CAAAAGATCGCAGTGGACTGTGTGATTGACCTGACAAGAGCTGAGGGAGAAAATAGACCT 

ATTGCCACTCTTGACTTAACTTTAGAACCTGTCACTCCTTCCCAGAGGGAGCCAACCAGT 

CTTCAGACATGTGCCAGCCTCTCTGGCAAAGCGGTGATGGAAGGGCAGGTGGACAGAAGC 

TCTCAGCCTACAGCACGGAGACTCATTAACAGTGATCCTGTAGATTTGGACCTAGTGGAA 

GAAAACACCTTTGTAGGTCCCCCACCCGCTACATCCATCAGTGGAGGCTCTGTTTATCCA 

ACAGAGCCTAATTGTAGCTCAGCCACATTCACAGGTAACCTCAGCTTCTTGGCAAGTCTA 

CAGCTGTCTTCAGATGTTAGCTCCCTCTCCCCAACAAGCAATAATAGTAGCAGCAGCAGC 

AGCAATCAAAAAGTACCCTTGCCATGCCCACAGCAAGATGTGTCTCGCCCACCACAAGCC 

TTGCCTTGCCCACTGAGAGCCTCACCTTGTCCACCACGAGCCTTGTCATGCCCATCACAA 

ACCATGCAGTGCAAACTACCAGCTCTAACTCAACCACCTCAAGAAGTGCCATGCCCTCGG 

CAGAATATCCCAAGCCCACCTCAAGACTCGTTATGGCATCCTCAACACTCACCAAGCCCA 

CCTCAAGACTCTCTGGGCCTACCTCAAGATGTGCCAGGCCCGCCTCAAAGCATATTACAT 

CCACAAGATGTGGCATACCTGCAAGACATGCCACAGTCACCAGGAGATGTGCCACGGTCA 

CCAGGAACCATGCCACCATCACCAGATGTGCCACAGTCAACAGGAGACATGCTAGGGTCA 

CCAGGAGATGTGCCACAGTCACCAAGTTATGTTTCACCGTCACCAGATGCACCACAGTCA 

CCAGGGGGCATGCCACACTTACCGGGAGATGTGTTACATTCACCTGGAGACATGCCACAC 

TCATCAGGGGACGTGACACACTCACCTAGAGACATCCCTCACTTACCAGGAGACAGGCCT 

GACTTTACCCAGAATGATGTACAGAACTGTGACATGCCTATGGATATCTCAGCTGCGTCC 

CCTCCAAGCTGCTCTCCCAGCCCACAGTCTGAAACTCCCTTAGAGAAAGTTCCTTGGCTC 

TCTGTCATGGAAACCCCAGCCAGAAAAGAAATATCACTGTCAGAGCCTGCCAAACCTGGG 

TCTGCCCACGTACAATCACGAACACCACAAGGTGGGTTGTACAACAGACCATGCCTGCAT 

AGACTGAAGTACTTCTTACGACCTCCGGTTCATCATCTGTTCTTTCAGACGCTAATACCG 

GATAAAGACACGAGAGAACAAGGGTCAAAAATTAGAACCCATCCCTCATCGAAGACTAAG 

AATGGTAACAAATACCATTGAAGAGAATTTTCCCCTGGGGACTGTGCAGTTTTTGATGGA 

CTTTGTGTCACCCCAGCATTACCCACCAAGAGAAATCGTGGCTCACATCATCCAGAAAAT 

CTTGCTCAGTGGCTCTGAGACTGTGGATGTCCTAAA.GGAGGCCTACATGCTTCTCATGAA 

AATTCAACGGCTACATCCAGCCAATGCCAAGACAGTGGAGTGGGACTGGAAACTGCTCAC 

CTATGTCATGGAGGAAGAGGTAACAACAATTATAAGATTATATCTTCTGTAGGGGAAGTT 

TTAACTATAAAGAAAAGTGATACCAGGTGCCATGGC 

Gene 340. >ENST00000332522 cDNA sequence 

GCACCGAAAGCGAAGGAAGCTCCTGCTCCTCCTAAAGCCGAAGCCAAAGTGAAGGTTTTA 

AAGGCCAAGAAGGCAGTGTTGAAAGGTGTCCGCAGCCACAAAAA.GAAGATCCGCATGTCA 

CCCACCTTCAGGCGGCCCAAGACACTGCGACTCCGGAGGCAGCCCAGATATCCTCGGAAG 

AGCACCCCCAGGAGAAACAAGCTTGGCCACTATGCTATCATCAAGTTTCCGCTGACCACT 

GAGTCGGCCAAGAAGATAGAAGAAAACAACACGCTTGTGTTCACTGTGGATGTTAAAGCC 

AACAAGCACCAGATCAGACAGGCTGTGAAGAAGCTCTATGACAGTGATGTGGCCAAGGTC 

ACCACCCTGATTTGTCCTGATAAAGAGAACAAGGCATATGTTCGACTTGCTCCTGATTAT 

GATGCTTTCGATGTTGTAACAAAATTGGGA 

Gene 341. >ENST00000327705 cDNA sequence 

GAAGCAGGCGGAGAAGAGACAAGAGAAACTCACTGCAGAGCTGGAAAAGCTTCAGACAGA 
GCTTGACTGGAGACGGGCTGAAGGCCAGGCTGAGTGGAGAGCAGCCCAAAAATATGCAGT 
GGATGTGACGCTGGACCCGGCCTCGGCGCACCCCAGCCTGGAGGTGTCGGAGGATGGCAA 
GAGCGTGTCTTCCCGCGGGGCGCCGCCAGGCCCGGCGCCTGGCCACCCGCAGCGGTTCTC 
GGAGCAGACGTGCGCGCTGAGCCTGGAGCGGTTCTCCGCCGGCCGCCACTACTGGGAGGT 
GCACGTGGGCCGCCGCAGCCGCTGGTTCCTGGGCGCCTGCCTGGCCGCGGTGCCGCGCGC 
GGGGCCTGCGCGCCTGAGCCCTGCGGCCGGCTACTGGGTGCTGGGGCTGTGGAACGGCTG 
CGAGTACTTCGTCCTGGCCCCGCACCGCGTCGCGCTCACCCTGCGCGTGCCCCCGCGGCG 
CCTGGGCGTCTTCCTGGACTACGAGGCCGGAGAGCTGTCCTTCTTCAACGTGTCCGACGG 
CTCCCACATCTTCACCTTCCACGACACCTTCTCGGGCGCGCTCTGTGCGTACTTCAGGCC 
CAGGGCCCACGACGGCGGCGAACATCCGGATCCCCTGACCATCTGCCCGCTGCCGGTTAG 
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AGGGACGGGCGTCCCCGAAGAGAACGACAGTGACACCTGGCTACAGCCCTATGAGCCCGC 
GGACCCCGCCCTGGACTGGTGGTGAGGCGCCCTCGTGGCCGCGGGACTGGCCCCGGGGGG 
CCCCCTGGATCCCAGGCCAGCGCTTTGCTCTCCTGCTCCGTCTGAAGGGAGCAGGTGCAC 
CAGCCAAAATGTCAGCGAGGGGGACAAAGAGAGGGACCTTTGCCTACGTAGATGTGTATG 
TGTAGTGCGATTTTCTTCAAGGAAAGGAGACAAGTCCAAAGCTCGTTTGTGGATTGTGGG 
ACTGAGCGAAGGAGTACAAATATATCCACGTCGCTCAGAGCTGGGGTGCTCACGGTGGGC 
GGTGGGCAAGAAGCCAGCATGGAAGAAAGAAGGGAGAAAACTTTGGTGACTGCCTTAGAG 
GGATCAGTTAATTTGTATAGTTTTATATTTTTTGTATATGTTTGCTAGCTCTAAAAAGGT 
CGAGATGCAATAACACTTCGTAAGCAACGAGTTCACCTAAGTAAGGCTCAGATCCTAGTT 
TTAAAAACCATTTCCCATTAAAATGAAGTTGGAGGAACAGCTGCTTCTGGAGCCGGGGCA 
AAAATTTCAAGGTGAGCCTGGAGCATTGTGTGTGGTGAAGTAAAATAAAGGCTCAAAACG 
TGACGGCAACCCGGCAAAAGGGTAGGGAGCCAGGCCGAAGGGGCCTCACTGACCAATTGT 
GGGACAATTTGAACATCAGGATGAATAATGACAGGAGAGATTATAACACACTGAATAAAA 
ACATAATCCATGAGTTCATGCTGATACTCAAATTTCTTTTTAAAAAGGAGAAACAGGAAG 
GTTTCTTTTGGAGGTGAAATCTAATTATTGGTGAGAGTCTTGGAGAACAGGCTGTTTCCA 
GTCTCAAAGCAGTAACCTTATACACTACTTATAAGTTTGAAAGGGGAAAGGTTACCTTTA 
CAATGGAGACATCTACCAGATCATCCAAGTGATTAAATTTAACATCATCAATGATGGGAC 
CAAGGACATTATTAGTTTGACAACTGGGGAAAGAAGTGTTCTTCACCCCCTACCCCCAAG 
ACATTGTCTCTGTCGGCCAGGCTGGAGTGCAGCCTCAACCTCCTGGGTCCAAGTGATCCT 
CCCACCTCAGCACACAACACCATGCCCAATTTTAAGTGCGTTATAGAGACGGGGGTCTCA 
CTTTGTTACCCAGGCTGGTCTCAAACTCCTGCGCTCAAGCAATCCTCCCACCTGGGCCTC 
CCAAAATGCTGGGTGTACAGGCATGAGCCGCTGTGCCTGGCTTCATTTTCAGAGTGAGAC 
ATTTGTACTGTGGCTATGTAGGAGAACATTCTTGTTCTTAGCAAACATACTGAAGTTTTT 
AGATATTAATTACCACAGTGTCTGCCACTGAATTTCCAGTGACTAAGTGGAAAAATATAA 
AACATATGAATATAAAGAAAGAAAGAGACAAGTCAAATGTAGTAAAATGACAACACTTGG 
TGACTCTAGGTGACTGGTCGACAGATGTTCATTGTACTATCAATGTGGCTTTGCTGTGGG 
TTTGAAATTTTGCAAACTAAGAGTTGGGTGGCGGGGAGAAGGATACACCAAAAAACTAAG 
TGATTATCTTTGGATGGGAAAATGTTTGGTAATTGCATTCTTAAAATGTCTTCTTTGTAT 
TTTTTAATGTTCAATAATGTATATGTATCAGTTCTGTAATAAAGGGGAAAACACTTTTTT 
T 

Gene 342. >ENST00000298708 cDNA sequence 

ATATATCTTAGGGTGGAAGATGGATAAATAATTCTGTCACACGTGCCCTGGCCTCTGGAG 
CTCAGCTGCCAGTCCACGTCTAGGGAATCTTAGCATCTGGGACCAAGACACTTTACAGCA 
ATCATCACCCTTTGCAGAGGAGGTGAGCTCACCAGGACTCATCTGCCATTTCAGACCTTT 
TGCTGCTACCTGCCAGGTGGCCCCCACTGCTGACGAGAGATGGTGGACCTCTCAGTCTCC 
CCAGACTCCTTGAAGCCAGTATCGCTGACCAGCAGTCTTGTCTTCCTCATGCACCTCCTC 
CTCCTTCAGCCTGGGGAGCCGAGCTCAGAGGTCAAGGTGCTAGGCCCTGAGTATCCCATC 
CTGGCCCTCGTCGGGGAGGAGGTGGAGTTCCCGTGCCACCTATGGCCACAGCTGGATGCG 
CAGCAAATGGAGATCCGCTGGTTCCGGAGTCAGACCTTCAATGTGGTACACCTGTACCAG 
GAGCAGCAGGAGCTCCCTGGCAGGCAGATGCCGGCGTTCCGGAACAGGACCAAGTTGGTC 
AAGGACGACATCGCCTATGGCAGCGTGGTCCTGCAGCTTCACAGCATCATCCCCTCTGAC 
AAGGGCACATATGGCTGCCGCTTCCACTCCGACAACTTCTCTGGCGAAGCTCTCTGGGAA 
CTGGAGGTAGCAGGGCTGGGCTCAGACCCTCACCTCTCCCTTGAGGGCTTCAAGGAAGGA 
GGCATTCAGCTGAGGCTCAGATCCAGTGGCTGGTACCCCAAGCCTAAGGTTCAGTGGAGA 
GACCACCAGGGACAGTGCCTGCCTCCAGAGTTTGAAGCCATCGTCTGGGATGCCCAGGAC 
CTGTTCAGTCTGGAAACATCTGTGGTTGTCCGAGCGGGAGCCCTCAGCAATGTGTCCGTC 
TCCATCCAGAATCTCCTCTTGAGCCAGAAGAAAGAGTTGGTGGTCCAGATAGCAGACGTG 
TTCGTACCCGGAGCCTCTGCGTGGAAGAGCGCGTTCGTCGCGACCCTGCCGCTGCTGTTG 
GTCCTCGCGGCGCTGGCGCTGGGCGTCCTCCGGAAGCAGCGGAGAAGCCGAGAAAAGCTG 
AGGAAGCAGGCGGAGAAGAGACAAGGTGAGCGGGGACAGGGCGTTCTGCACGCACCTGCC 
CAAGTGCCAAAACCCGCCGTCATCTAAAGGCTGTGGGTCCCGTTACGAGGGTTTATTCCA 
GCGCGAGGTGTCAGGGCGGCCACCGGGGAACGGGGATCGGTGACCCCGGTGGGGAAGGGG 
GAAGATCGTTCATATGGACAAAAGCGGAGGTGCGGAACGGCTGCATTTTCCACGGAGGCT 
AGTGCACAGATGTCAGGGTTGACCGGCTGCTGTCGTTACGCCCTCGGAGCTTCACATCAC 
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ACTGTACAGAGGGAGCGGTGACCAGGGTCTCTGCTGCCAGCGCCACCTCGTCCAGGTTTT 
CATAGCGCACAGGGAGTCGGGCGGATGCGCAACATCTCCGCACAGGGTCAGGAAGCGGCG 
GTCAGGCACCGAGAAAACAGCCCAGTTACGTGAGGCAGTGTCCGGGGCTTAACGTTTCCG 
CCGAGCTAATAGATTTGGGAGGCTCCGACCCTGATTTTCACACTAGCAGGAGGGAGGGCG 
CTGGGTCACCCTCCTATGCAGAAGGGCAGCCAAGGGTGCGCACTTCCCCATCCCCTGCCT 
GGAGCCTCACTTCCAGCCCAGCCTGGGCCCGCAGACCACCGCGGGTGGGAGTGCCGCATC 
GGAGGTGAGGCCTCAGTGTTCACCCATCTGTTCTGTCTGCCTCATTCCCCAACCTGAGAG 

TGGAAAAGCTTCAGACAGAGCTTGGTAAGTGACCCCTCTTAGAACTATTTCTCCTCAGGG 

CCGGGTCCAGTGGCTCACACCTGTAATCCCAGTACTTTGGGAGGCCGAGGCGGGTGGATC 

ACGAGGTCAGGAGATCGAGACCAGCCTGGCTAACACAGTGAAACCCCGTCTCTTCTAAAA 

ATACAAAAAATTAGCCCGGCGTGGCGGCATGTGCCTGTAGTCCCAGCTACATGGGAGGCT 

GAGGCAGGAGAAGGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATGGCGCCA 

CTGCACTCCAGCCTGGGCGACAGAGCGAGACTCTGTCTC 

Gene 343. >ENST00000301996 cDNA sequence 

ACAGTTTGACATCGTTCATGAAGAGCCTCTCCACGGCTCCTGCGCCTGAGACAGCTGGCC 

TGACCTCCAAATCATCCATCCACCCCTGCTGTCATCTGTTTTCATAGTGTGAGATCAACC 

CACAGGAATATCCATGGCTTTTGTGCTCATTTTGGTTCTCAGTTTCTACGAGCTGGTGTC 

AGGACAGTGGCAAGTCACTGGACCGGGCAAGTTTGTCCAGGCCTTGGTGGGGGAGGACGC 

CGTGTTCTCCTGCTCCCTCTTTCCTGAGACCAGTGCAGAGGCTATGGAAGTGCGGTTCTT 

CAGGAATCAGTTCCATGCTGTGGTCCACCTCTACAGAGATGGGGAAGACTGGGAATCTAA 

GCAGATGCCACAGTATCGAGGGAGAACTGAGTTTGTGAAGGACTCCATTGCAGGGGGGCG 

TGTCTCTCTAAGGCTAAAAAACATCACTCCCTCGGACATCGGCCTGTATGGGTGCTGGTT 

CAGTTCCCAGATTTACGATGAGGAGGCCACCTGGGAGCTGCGGGTGGCAGCACTGGGCTC 

ACTTCCTCTCATTTCCATCGTGGGATATGTTGACGGAGGTATCCAGTTACTCTGCCTGTC 

CTCAGGCTGGTTCCCCCAGCCCACAGCCAAGTGGAAAGAGACGTTTTTCCAGCCCTCACC 

TTGGCGCCTGGCTTCTATTTTACTCGGGTTACTCTGTGGTGCCCTGTGTGGTGTTGTCAT 

GGGGATGATAATTGTTTTCTTCAAATCCAAAGGGAAAATCCAGGCGGAACTGGGTATGTG 

TCATGTCCTGAGCCTCCCACACATGGTTCTCCCGGGTCCCTCCCTGATCCACAGTTTGAG 

CCTCTGGACGACCCTGGCTGCAGGCTGGACAGGAAGCACCGGCAGCCTCTTACATGTTTT 

TTGTTTTTGTTTTTGTTTTTCAGACTGGAGAAGAAAGCACGGACAGGCAGAATTGAGAGA 

CGCCCGGAAACACGCAGTGGAGGTGACTCTGGATCCAGAGACGGCTCACCCGAAGCTCTG 

CGTTTCTGATCTGAAAACTGTAACCCATAGAAAAGCTCCCCAGGAGGTGCCTCACTCTGA 

GAAGAGATTTACAAGGAAGAGTGTGGTGGCTTCTCAGGGTTTCCAAGCAGGGAAACATTA 

CTGGGAGGTGGACGTGGGACAAAATGTAGGGTGGTATGTGGGAGTGTGTCGGGATGACGT 

AGACAGGGGGAAGAACAATGTGACTTTGTCTCCCAACAATGGGTATTGGGTCCTCAGACT 

GACAACAGAACATTTGTATTTCACATTCAATCCCCATTTTATCAGCCTCCCCCCCAGCAC 

CCCTCCTACT^CGAGTAGGGGTCTTCCTGGACTATGAGGGTGGGACCATCTCCTTCTTCAA 

TACAAATGACCAGTCCCTTATTTATACCCTGCTGACATGTCAGTTTGAAGGCTTGTTGAG 

ACCCTATATCCAGCATGCGATGTATGACGAGGAAAAGGGGACTCCCATATTCATATGTCC 

AGTGTCCTGGGGATGAGACAGAGAAGACCCTGCTTAAAGGGCCCCACACCACAGACCCAG 

ACACAGCCAAGGGAGAGTGCTCCCGACAGGTGGCCCCAGCTTCCTCTCCGGAGCCTGCGC 

ACAGAGAGTCACGCCCCCCACTCTCCTTTAGGGAGCTGAGGTTCTTCTGCCCTGAGCCCT 

GCAGCAGCGGCAGTCACAGCTTCCAGATGAGGGGGGATTGGCCTGACCCTGTGGGAGTCA 

GAAGCCATGGCTGCCCTGAAGTGGGGACGGAATAGACTCACATTAGGTTTAGTTTGTGAA 

AACTCCATCCAGCTAAGCGATCTTGAACAAGTCACAACCTCCCAGGCTCCTCATTTGCTA 

GTCACGGACAGTGATTCCTGCCTCACAGGTGAAGATTAAAGAGACAACGAATGTGAATCA 

TGCTTGCAGGTTTGAGGGCACAGTGTTTGCTAATGATGTGTTTTTATATTATACATTTTC 

CCACCATAAACTCTGTTTGCTTATTCC 

Gene 344. >ENST00000274605 cDNA sequence 

GGCGATCGAGCGCCGCGGAGCGCGTCCCTCCCTCGCCAATCCGGCTCCGGCGCCGGCGCC 
CGCCCGCGTTTTCCCGGCGCCTGCCGCTCCGCCGCTCCGACCCGGCACGCAGTCCCGGCC 
CGAGCCGACGCCTTGCAGGAGGGTTCAAATCCGCGCGGGGGAGCTGCGACGCGCAAGGGC 
TGCGGAGCCGCGGGCCGGCGAGCGCGTCGCCACCATGAAGCAGCTGCCTGTACCCTGTTG 
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AAACTTCATGGCCACAGCCCCAGGCCCTGCTGGCATTGCCATGGGCAGCGTGGGCAGCCT 
GTTGGAACGGCAGGACTTCTCCCCTGAAGAGCTGCGGGCGGCACTTGCCGGGTCTCGGGG 
CTCCCGCCAGCCTGATGGGCTCCTCCGGAAGGGCTTGGGCCAGC6TGAGTTCCTCAGCTA 
CCTGCACCTCCCCAAGAAGGACAGCAAGAGCACCAAGAACACCAAGCGGGCCCCTCGGAA 
CGAGCCTGCCGACTATGCCACCCTCTACTACCGGGAACATTCTCGCGCGGGTGACTTCAG 
CAAGACCTCGCTGCCAGAACGGGGTCGCTTTGACAAGTGCCGCATTCGCCCCTCAGTGTT 
CAAGCCTACGGCGGGCAACGGGAAAGGCTTCCTATCCATGCAAAGTCTGGCGTCCCACAA 
AGGCCAGAAGCTGTGGCGCAGCAATGGCAGCCTGCACACGCTGGCCTGCCACCCGCCCCT 
GAGCCCCGGGCCCCGGGCCAGCCAGGCCCGGGCACAGCTGCTGCACGCCCTCAGCCTAGA 
TGAGGGCGGCCCTGAGCCCGAGCCCAGCCTGTCCGACTCCTCCAGTGGGGGTAGTTTTGG 
TCGCAGTCCTGGTACTGGCCCTAGCCCCTTCAGCTCCTCCCTTGGCCACCTTAACCACCT 
CGGGGGCTCCCTGGACCGGGCCTCTCAAGGACCCAAGGAGGCTGGGCCACCAGCTGTGCT 
GAGCTGCCTGCCCGAGCCACCACCCCCCTACGAGTTCTCCTGCTCCTCTGCCGAGGAAAT 
GGGAGCCGTGCTGCCCGAGACCTGTGAGGAGCTCAAGAGGGGCCTTGGCGATGAGGACGG 
CTCCAACCCCTTCACGCAGGTGCTGGAGGAGCGCCAGCGGCTGTGGCTGGCTGAGCTGAA 
GCGCCTGTATGTGGAGCGGCTGCACGAGGTGACCCAGAAGGCTGAGCGCAGCGAGCGCAA 
CCTCCAGCTGCAGCTGTTTATGGCTCAGCAGGAGCAGCGGCGCCTGCGCAAGGAGCTGCG 
GGCTCAGCAGGGCCTGGCTCCGGAGCCTCGGGCCCCCGGCACCCTCCCAGAGGCTGACCC 
CAGTGCACGACCAGAGGAGGAAGCCCGATGGGAGGTGTGCCAGAAGACAGCAGAGATTAG 
CCTCTTGAAGCAGCAGCTGCGTGAAGCCCAGGCGGAACTGGCCCAGAAGCTGGCGGAGAT 
CTTCAGTCTGAAGACACAACTTCGGGGCAGCCGGGCACAAGCCCAGGCTCAGGACGCAGA 
GCTGGTCCGGCTGCGCGAGGCTGTGCGCAGCCTGCAGGAGCAGGCCCCTCGGGAGGAAGC 
CCCAGGCAGCTGTGAGACTGATGACTGCAAGAGCAGGGGCCTGCTAGGGGAGGCAGGAGG 
CAGCGAGGCCAGAGACAGTGCTGAGCAGCTGCGGGCTGAGCTGCTGCAGGAGCGACTTCG 
GGGCCAGGAGCAGGCGCTGCGCTTTGAGCAGGAGCGGCGGACTTGGCAGGAGGAGAAGGA 
GCGCGTGCTGCGCTACCAGCGGGAGATCCAGGGAGGGTACATGGACATGTACCGCCGCAA 
CCAGGCACTGGAGCAGGAACTGCGGGCACTGCGGGAGCCCCCCACACCCTGGAGTCCCCG 
GCTCGAGTCCTCCAAGATCTGAGGCCAGCAGAGCGAGCTGACAGCAGCAACACTGTCAGA 
AGGTGCCCTGAGACGGCCGGCTCAGCCTTCCCTTGCACTGGTTGGGGTGGAACCTGCAGA 
GGCCAGCCCGGGGCTGGGGAGGCGCAAGGAGAGGAGGGATCCAGTGGGGCCGTGGGCTGG 
GTAGGGTGCCTTGGCAGGAGCCAGGACAAGGCCCTCCTGGCAGAGGAGCACCTAGGCAGG 
GCCCAGCCCTGCTTCCTGGAGTGGATGTGGCCCAGAGAAGGAGGCTGGGGGATCACCAGC 
CCCAAGGTCCCGAAGGGCAGGTCAGAGGGAGAGAGGCTGGAGACCTGGGCTGGGGCCTTC 
CTCCAGGGAAGGAGGCTGGGGTGGGAACACTGGCCTCCCCCAGAATAAAACCATGTTTTC 
T 

Gene 345. >ENST00000274606 cDNA sequence 

GATGACCTGGAAGTGATGCCTAAAGCTGTGGACCGCGTGGGCTCGCCTCCCTGGGACTAG 
GTTTCAGCGGCCGCTGCGATGACCAAAATAAAGGCAGATCCCGACGGGCCCGAGGCTCAG 
GCGGAGGCGTGTTCCGGGGAGCGCACCTACCAGGAGCTGCTGGTCAACCAGAACCCCATC 
GCGCAGCCCCTGGCTTCTCGCCGCCTCACGCGGAAGCTCTACAAATGCATCAAGAAAGCG 
GTGAAGCAGAAGCAGATTCGGCGCGGGGTGAAAGAGGTTCAGAAATTTGTCAACAAAGGA 
GAAAAAGGGATCATGGTTTTGGCAGGAGACACACTGCCCATTGAGGTATACTGCCATCTC 
CCAGTCATGTGTGAGGACCGAAATTTGCCCTATGTCTATATCCCCTCTAAGACGGACCTG 
GGTGCAGCCGCAGGCTCCAAGCGCCCCACCTGTGTGATAATGGTCAAGCCCCATGAGGAG 
TACCAGGAGGCTTACGATGAGTGCCTGGAGGAGGTGCAGTCCCTGCCCCTACCCCTATGA 
GGGGCTCCGGTAGCACCTGGGCACCTGCCGCTGGAAGCTATTGGGCTGGCAGCAGGACGA 
CTGGCTGTCCTCCTGCCCACCCACACTGACGGCATCTTCCCAGTTCCCCAAGGCACGCCT 
TCTTCCCAGGCAGCTCTAACAGCCCTTTCATGAAGGTAATGCTAGTCTTCTGTCCATCAG 
TGCCATTTCCTGTAGAACTAAAGGCTGTTCCAAGAATGTGGGGTGGGGAAAGTAAATGCT 
AAGACT 

Gene 346. >ENST00000327842 cDNA sequence 

ATGGGATCGTCGAGCAGCCGGGTGCTGGGCCAGCCGAGGCGAGCCCTTGCCCAGCAGGAA 
CAGGGTGCCAGGGCCAGGGGCTCGGCCCGGAGGCCGGACACTGGAGACGATGCGGCGAGC 
TACGGCTTCTGTTACTGCCCGGGCAGTCACAAGCGCAAGCGGAGCAGCGGGGCCTGCCGC 
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TACTGTGACCCGGACTCGCA.CAGGGAGGAGCATGAGGAGGAGGGGGACAAGCAGCAGCCG 
CTCCTCAACACCCCTGCAAGGAAAAAATTAAGGAGTACATCCAAATATATTTATCAAACA 
TTATTTTTGAATGGTGAAAACAGTGACATTAAGATTTGTGCTCTAGGAGAAGAATGGCGA 
TTACACAAAATATATTTATGTCAATCTGGCTACTTTTCTAGTATGTTCAGTGGTTCTTGG 
AAAGAATCCAGCATGAATATTATTGAACTGGAGATTCCTGACCAGAACATTGATGTAGAC 
GCACTGCAGGTTGCGTTTGGTTCACTGTATCGAGATGATGTCTTGATAAAACCCAGTCGA 
GTTGTTGCCATTTTGGCAGCAGCTTGTATGCTGCAGCTGGATGGTTTAATACAGCAGTGT 
GGTGAGACAATGAAGGAAACAATTAATGTGAAAACTGTATGCGGTTATTACACATCAGTA 
GAGATCTATGGATTAGATTCTGTAAAGAAAAAGTGCCTTGAATGGCTTCTAAACAATTTG 
ATGACTCACCAGAATGTTAAACTTTTTAAAGAACTCGGTATAAATGTCATGAAACAGCTC 
ATTGGTTCCTCTAACTTATTTGTGATGCAAGTGGAGATGGATGTATACACCACTCTAAAA 
AAGTGGATGTTCCTTCAACTTGTGCCTTCTTGGAATGGATCTTTAAAACAGCTTTTGACA 
GAAACAGATGTCTGGTTTTCTAAACAGAGAAAAGATTTTGAAGGTATGGCCTTTCTTGAA 
ACTGAACCAGGAAAACCATTTGTGTCAGTATTCAGACATTTAAGGTTACAATATATTATC 
AGTGACCTAGCTTCTGCAAGAATTATTGAACAAGATGGTATAGTACCTTCAGAATGGCTG 
TCTTCTGTGTATAAACAGCAGTGGTTTGCTATGCTGCGGGCAGAACAAGACCGTGAGGTA 
GGGCCTCAAGAAATCAATAAAGAAGACCTAGAGGGAAATAGCATGAGGTGTGGTAGAAAG 
CTTGCCAAAGATGGTGAATACTACTGGTGTTGGACGGGTTTTAACTTCGGCTTTGACCTA 
CTTGTAATTTACACCAATGGATACATCATTTTCAAACGCAATACACTGAATCAGCCACGC 
AGCGGGTCTGTCAGTTTACGGCCTCGAAGGAGCATAGCATTTAGATTACGCTTGGCTTCT 
TTTGATAGTAGTGGAAAACTAGTATGTAGTAGAACAACTGGCTATCAAATACTTATACTT 
AAAAAGGATCAGGAACAAGTGGTGATGAACTTGGACAGCAGGTTTCTGACCTTCCCTTTA 
TATATCTGCTGTAACTTCTTGTATATATCACCAGAAAAAGGAATTGAAAATAATCGTCAC 
CCAGAAAATCCAGAAAACTGA 

Gene 347. >ENST00000332649 cDNA sequence 

GGCCGCAGCCATGAGCATGCTCGGGCCTCAGAAGAGGCTCGCCTCTAGTGTCCTCCGCTG 
TGGCAAGAAGAAGGTCTGGTTAGACCCCAGTGAGACCAATGAAATCGCCAATGCCAACTC 
CCGTCAGCAGATCCGGAAGCTCATCAAAGACGGGCTGATCATCCGCAAGCCTGTGACGGT 
CCATTCCCGGGCTCGATGCCGGAAAAACACCTTGGCCCGCCGGAAGGGCAGGCACGTGGC 
CATAGGTGAGCAGAAGGGTACAGCCAATGCCCGAATGCCAGAGAAGGTCACATGGATGAG 
GAGAATGACGATTTTGCGCCGGCTGCTCAGAAGATACCGTGAATCTAAGAAGATCGATCG 
CCACACGTATCACAGCCTGTACCTGAAGGTGAAGGGGAATGTGTTCAAAGACAAGCGGAT 
TCTCATGGAACACATCCACAAGCTGAAGGCAGACAAGGCCCGCAAGAAGCTCCTGGCTGA 
CCAGGCTGAGGCCCGCAGGTCTAAGACCAAGGAAGCAGGCAAGTGCCCTGAAGAGCGCCT 
CCAGGCCAAGAAGGAGGAGTTCATCAAGACTTTATCCAAGGAGGAAGAGACCAAGAAATA 
AAAGCTCCCCCTTTGTCTGTACATACTGGCCTCTGTGATTACATAGATCAGCCATGAAAA 
TAAAACAAGCCTTAA 

Gene 348. >ENST00000303154 cDNA sequence 

GCGGCGCCAGGACTGACTGCGCCGTGGAGGCTGCTGCAGTGTTGTGAGTTGGAAGCTGGG 
GAGCTCGGCATGGCGGTCCCCGCTGCAGCCATGGGGCCCTCGGCGTTGGGCCAGAGCGGT 
CCCGGCTCGATGGCCCCGTGGTGCTCAGTGAGCAGCGGCCCGTCGCGCTACGTGCTTGGG 
ATGCAGGAGCTGTTCCGGGGCCACAGCAAGACGCGCGAGTTCGCGCACAGCGCCAAGGTG 
CACTCGGTGGCCTGGAGTTGCGACGGGCGTCGCCTAGCCTCGGGGTCCTTCGACAAGACG 
GCCAGCGTCTTCTTGCTGGAGAAGGACCGGTTGGTCAAAGAAAACAATTATCGGGGACAT 
GGGGATAGTGTGGACCAGCTTTGTTGGCATCCAAGTAATCCTGACCTATTTGTTACGGCG 
TCCGGAGATAAAACCATTCGCATCTGGGATGTGAGGACTACAAAATGCATTGCCACTGTG 
AACACTAAAGGGGAGAACATTAATATCTGCTGGAGTCCTGATGGGCAGACCATTGCTGTA 
GGCAACAAGGATGATGTGGTGACCTTTATTGATGCCAAGACACACCGTTCCAAAGCAGAA 
GAGCAGTTCAAGTTCGAGGTCAACGAAATCTCCTGGAACAATGACAATAATATGTTCTTC 
CTGACAAATGGCAATGGTTGTATCAACATCCTCAGCTACCCAGAACTGAAGCCTGTGCAG 
TCCATCAACGCCCATCCTTCCAACTGCATCTGTATCAAGTTTGACCCCATGGGGAAGTAC 
TTTGCCACAGGAAGTGCAGATGCTTTGGTCAGCCTCTGGGATGTGGATGAGTTAGTGTGT 
GTTCGGTGCTTTTCCAGGCTGGATTGGCCTGTAAGAACCCTCAGTTTCAGCCATGATGGG 
AAAATGCTGGCGTCAGCATCGGAAGATCATTTTATTGACATTGCTGAAGTGGAGACAGGG 



239/1290 



FIGURE 1 (CONT'D) 



GACAAACTATGGGAGGTACAGTGTGAGTCTCCGACCTTCACAGTGGCATGGCACCCCAAA 

AGGCCTCTGCTGGCATTTGCCTGTGATGACAAAGACGGCAAATATGACAGCAGCCGGGAA 

GCCGGAACTGTGAAGCTGTTTGGGCTTCCTAATGATTCTTGAGAGGAGGTTGTAGGGAGA 

GGAGGCCCCGGCAGAGGTCTTCCTTCATGTGGTTAGTTTGGTCTGTTCTCTCGGAGTTGG 

TGGGCACCCTAAATATTTGTAAGTTGGTATAAATTGTAAACGTCTCTGGTCAGGCTGCGC 

ATTTCGTTCTTTTGCTTTGTCTGTGTATTAGCTCTTTCCATTCTTTGCCCCCAGCATGAG 

TTAACTCGCGTGGACTCTGCAGTGCGAGTAGTGACCCCAGCATACCTTGTCCTCTGGACC 

TCCTGTCTTCTCTGCTTCTGGGTGCATGGTAGACTTTGTGGCATTTGATACAACTTGGAC 

AATACCTAGTTTGGAGGGAGGGGAATGGAAGGGCATGGAAGTTTTTTTAAATAATTAAAA 

AAATATATATATAATTTTGAGAATTGAGCATTTAATAAACTGACTTTTGTTATTATGG 

Gene 349. >ENST00000274787 cDNA sequence 

GAGGCTGAGGTCGGAGTCCCGATTTTCTCCTGCTGCTGTGGCCCGGACATGGCGACTCCC 

GGCCCTGTGATTCCGGAGGTCCCCTTTGAACCATCGAAGCCTCCAGTCATTGAGGGGCTG 

AGCCCCACTGTTTACAGGAATCCAGAGAGTTTCAAGGAAAAGTTCGTTCGCAAGACCCGC 

GAGAACCCGGTGGTACCCATAGGTTGCCTGGCCACGGCGGCCGCCCTCACCTACGGCCTC 

TACTCCTTCCACCGGGGCAACAGCCAGCGCTCTCAGCTCATGATGCGCACCCGGATCGCC 

GCCCAGGGTTTCACGGTCGCAGCCATCTTGCTGGGTCTGGCTGTCACTGCTATGAAGTCT 

CGACCCTAAGCCCAGGGTCTGGCCTTGAAAGCTCCGCAGAAATGATTCCAAAACCCAGGG 

AGCAACCACTGGCCCTACCGTGGGACTTACTCCCTCCTCTCCTTTGAGAGGCCCATGTGT 

CGCTGGGGAGGAAGTGACCCTTTGTGTAACTGTAACCGAAAGTTTTTTCAAAAATCCTAG 

ATGCTGTTGTTTGAATGTTACATACTTCTATTTGTGCCACATCTCCCCTCCACTCCCCTG 

CTTAATAAACTCTAAAAATCCACTTGTATTT 

Gene 350. >ENST00000328179 cDNA sequence 

GAGCAAGATGGCTGTGGAGCTGGGCGTGCTGCTCGTCCGGCCCCGGCCCGGAACCGGGCT 
GGGTAGAGTGATGCGGACCCTCCTGCTGGTGCTGTGGCTGGCGACGCGCGGAAGCGCGCT 
CTACTTTCACATCGGAGAGACGGAGAAGAAGTGCTTTATTGAGGAGATCCCGGACGAGAC 
CATGGTCATAGGAAACTACCGGACGCAGCTGTATGACAAGCAGCGGGAGGAGTACCAGCC 
GGCCACCCCGGGGCTTGGCATGTTTGTGGAGGTGAAGGACCCAGAGGACAAGGTCATCCT 
GGCCCGGCAGTATGGCTCCGAGGGCAGGTTCACTTTCACTTCGCATACCCCTGGTGAGCA. 
CCAGATCTGTCTTCACTCCAATTCCACCAAGTTCTCCCTCTTTGCTGGAGGCATGCTGAG 
AGTTCACCTGGACATCCAGGTAGGTGAACATGCCAATGACTATGCAGAAATTGCTGCTAA 
AGACAAGTTGAGTGAGTTGCAGCTACGAGTGCGACAGCTGGTGGAACAAGTGGAGCAGAT 
CCAGAAAGAGCAGAACTACCAGCGGTGGCGAGAGGAGCGCTTCCGGCAGACCAGTGAGAG 
CACCAACCAGCGGGTGCTGTGGTGGTCCATTCTGCAGACCCTCATCCTCGTGGCCATCGG 
TGTCTGGCAGATGCGGCACCTCAAGAGCTTCTTTGAAGCCAAGAAGCTTGTGTAGCTGTC 
CCAGGCGTCACAACCCATCCTCCCAGGCTGGGGGAGAAAGGACCTCCTGGAACTGACTTC 
TTCTGTCAGGAGGACTGGTTTCCAGCCATACCTGTTCTGGAAGGGAGAGGGGCTGGAGGC 
ACCCACAGGCACAAGCTGAAGGCAGCAGCTTGGCTAATACTGAGCAGGTAGTGGGGCAAA 
TTCCTGCCCTCTCTCTCTGGCCTCTGGGCCGTTTGGTAGTAATCACCCAGGGGCTGGTAA 
AGCCCCTCCTCTTGGCACCTCAGAATCACAGTGTTACTGATCAGGGATGTGAGGCTGCTG 
TTGGGGGTGGGGGGAGGGGAATGGGCAGGCAAGCCAGTCTTCTGTCTTCCTTTGCTAACT 
TAGGGTTTTGAGCAGGTTGGGGTATGGTGCCTGTCATACCCACCTGCCACCCTGGGAACC 
TCACTGTTCTCTCTTTCAGCCTAGACCTGCTGATCCAGGGTGTGTGTGAGTTGAGGGTGG 
GTGGAGGGGTTTGCAGTGTGGGAATGTGGCCCTGCAGTTGACCTGAGCTGCTTCACATGG 
TTGTCCATTCTGGGGCTTAAAGAACTGGGACCAGACCAAGTAGAGGCCTTGGTGCTGGTT 
GGGGTGGGGCCTGCAGAGTCTTAGTTACTGATTTCATTTTCAATAAATGTAGGTTTGTTA 
CATGAGTTTCCC 

Gene 351. >ENST00000313376 cDNA sequence 

GATGACAGTGGCGCCGGAAGCCGGGGCCGGGGCTGCGGGGCGAGGCTGAGGCCACCATGG 
AGCAGTGTGCGTGCGTGGAGAGAGAGCTGGACAAGGTCCTGCAGAAGTTCCTGACCTACG 
GGCAGCACTGTGAGCGGAGCCTGGAGGAGCTGCTGCACTACGTGGGCCAGCTGCGGGCTG 
AGCTGGCCAGCGCAGCCCTCCAGGGGACCCCTCTCTCAGCCACCCTCTCTCTGGTGATGT 
CACAGTGCTGCCGGAAGATCAAAGATACGGTGCAGAAACTGGCTTCGGACCATAAGGACA 
TTCACAGCAGTGTATCCCGAGTGGGCAAAGCCATTGACAGGAACTTCGACTCTGAGATCT 
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GTGGTGTTGTGTCAGATGCGGTGTGGGACGCGCGGGAACAGCAGCAGCAGATCCTGCAGA 
TGGCCATCGTGGAACACCTGTATCAGCAGGGCATGCTCAGCGTGGCCGAGGAGCTGTGCC 
AGGAATCAACGCTGAATGTGGACTTGGATTTCAAGCAGCCTTTCCTAGAGTTGAATCGAA 
TCCTGGAAGCCCTGCACGAACAAGACCTGGGTCCTGCGTTGGAATGGGCCGTCTCCCACA 
GGCAGCGCCTGCTGGAACTCAACAGCTCCCTGGAGTTCAAGCTGCACCGACTGCACTTCA 
TCCGCCTCTTGGCAGGAGGCCCCGCGAAGCAGCTGGAGGCCCTCAGCTATGCTCGGCACT 
TCCAGCCCTTTGCTCGGCTGCACCAGCGGGAGATCCAGGTGATGATGGGCAGCCTGGTGT 
ACCTGCGGCTGGGCTTGGAGAAGTCACCCTACTGCCACCTGCTGGACAGCAGCCACTGGG 
CAGAGATCTGTGAGACCTTTACCCGGGACGCCTGTTCCCTGCTGGGGCTTTCTGTGGAGT 
CCCCCCTTAGCGTCAGCTTTGCCTCTGGCTGTGTGGCGCTGCCTGTGTTGATGAACATCA 
AGGCTGTGATTGAGCAGCGGCAGTGCACTGGGGTCTGGAATCACAAGGACGAGTTACCGA 
TTGAGATTGAACTAGGCATGAAGTGCTGGTACCACTCCGTGTTCGCTTGCCCCATCCTCC 
GCCAGCAGACGTCAGATTCCAACCCTCCCATCAAGCTCATCTGTGGCCATGTTATCTCCC 
GAGATGCACTCAATAAGCTCATTAATGGAGGAAAGCTGAAGTGTCCCTACTGTCCCATGG 
AGCAGAACCCGGCAGATGGGAAACGCATCATATTCTGATTCCTACCTGGAAGGAATTTTG 
TTGAAAGGGGTTTTCACCTGTGAGCCTTGGTCTGTCTCGGTAGGGTGGTCAACTTCAGTG 
GACTGTGGTTGGTTTCAGAGCGCCTGGCTGAGGAGTTCCACTGAGGGGAGCACTGGAGCA 
GCCCTTTGGCAGAGGCTGAGGAGGGAGATGGACCAGCCCACGCCTGGCACCTGGCTCCAT 
GGCATAAGGAAAGGGAGATGCTGGCCTCTGTGCTCCTGCTGTCTTTTCCTGTTTCTGTTT 
GCGTTTGACTTAGTAGCAACCGACAGAGTGGCAAGGGATTTGGTCTTCAGCAGTAGACAT 
CCTTCCACCCCTGCCCTCAGCCAAGTCTCTTGCTGCCATGCCAATGCTATGTCCACCCTT 
GCCCCTCGGCCCAAGAGTGTCCAGCGGTGGCCCACCTCTTCCTCCCACTACAGCCTCAAC 
AGTATGTACCATCTCCCACTGTAAATAGTCCCAGTTAGAACGGAATGCCGTTGTTTTATA 
ACTTTGAACAAATGT 

Gene 352. >ENST00000261953 cDNA sequence 

AAAGGGCGCCACGAGTCGGCATTGTCAGGCGGCGGCACCGCGCGGGACGGAGCTTGGCTG 
TTGGTCGGTGGGTTCCCGTGCGGCGGCGGCCAAGGAGGAGGAGACACAGTTGGAGCAGCT 
CCGTGGGCTGACTGGGGCGAGGCCTCAGCAGCGCGAGCTTGAGTGCGGCCGAGCCTGCGG 
CGCCTTCCCCTGCGGGTGGGGACGAGCGGGCCCCGCGGCGTCATCGGCGGCGAGGAGCCG 
CCGCGCCTCGGCCTAGCATGTCGGAAGCGGGCGAGGAGCAGCCCATGGAGACGACGGGCG 
CCACCGAGAACGGACATGAGGCCGTCCCCGAAGGCGAGTCGCCGGCCGGGGCTGGCACGG 
GCGCCGCGGGGCTGGAGGCGCGACCGCGGCGCCCCCGAGCGGGAATCAGAACGGCGCCGG 
ACCAGATCAACGCCAGCAAGAACGAGGAGGACGCGGGAAAAATGTTCGTTGGTGGCCTGA 
GCTGGGATACTAGCAAAAAAGATTTAAAAGACTATTTTACTAAATTTGGAGAGGTCGTTG 
ACTGTACAATAAAAATGGATCCCAACACTGGACGGTCAAGAGGGTTTGGGTTTATCCTGT 
TCAAAGATGCAGCCAGTGTGGAGAAGGTCCTAGACCAGAAGGAGCACAGGCTGGATGGCC 
GTGTCATTGACCCTAAAAAGGCCATGGCTATGAAGAAGGACCCGGTGAAGAAAATCTTCG 
TTGGGGGTCTGAATCCTGAAGCCACTGAGGAAAAGATCAGGGAGTACTTTGGCGAGTTTG 
GGGAGATTGAGGCCATTGAATTGCCAATGGATCCAAAGTTGAACAAAAGACGAGGTTTTG 
TGTTTATCACCTTTAAAGAAGAAGAACCCGTGAAGAAGGTTCTGGAGAAAAAGTTCCATA 
CTGTCAGTGGAAGCAAGTGTGAGATCAAGGTGGCCCAGCCCAAAGAAGTCTATCAGCAGC 
AGCAGTATGGCTCTGGGGGCCGTGGAAACCGCAACCGAGGGAACCGAGGCAGCGGAGGTG 
GTGGTGGAGGTGGAGGTCAGAGTCAGAGTTGGAATCAGGGCTACGGCAACTACTGGAACC 
AGGGCTACGGCTACCAGCAGGGCTACGGGCCTGGCTATGGCGGCTACGACTACTCGCCCT 
ATGGCTATTACGGCTACGGCCCCGGCTACGACTACAGTCAGGGTAGTACAAACTACGGCA 
AGAGCCAGCGACGTGGTGGCCATCAGAATAACTACAAGCCATACTGAGGCGGCAGCAGGA 
GCGACCAACTGATCGCACACATGCTTTGTTTGGATATGGAGTGAACACAATTATGTACCA 
AATTTAACTTGGCAAACTTTCTATTGCCTGTCCCATGTGCATCTTATTTAAAATTTCCCC 
CATGGAAATCACTCTCCTGTTGACTATTTCCAGAGCTCTAGGTGTTTAGGCAGCGTGTGG 
TGTCTGAGAGGCCATAGCGCCATCATGGGCTGATTTTTATTACCAGGTCCCCCAGAAGCA 
GGTGGGAGGCTCTGCTTCCTGCTGCCGCTCTGCAGCCTGGACCTGTGGACCCTGGTTGTA 

TATTTGCGTCATACATTTCCTGTAACGGAAGTGTTAATTTTACTGTACTTTTTGGTACCT 
TTTGGGAATCTAATGTATTGTAAGGTATTTTACACGTGTCCTGATTTTGCCACAACCTGG 
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ATATTGAAGCTATCCAAGCTTTTGAAATAAAATTTAAAAACCCCC 
Gene 353. >ENST00000307328 cDNA sequence 

GTCAGGCGGCGGCACCGCGCGGGACGGAGCTTGGCTGTTGGTCGGTGGGTTCCCGTGCGG 
CGGCGGCCAAGGAGGAGGAGACACAGTTGGAGCAGCTCCGTGGGCTGACTGGGGCGAGGC 
CTCAGCAGCGCGAGCTTGAGTGCGGCCGAGCCTGCGGCGCCTTCCCCTGCGGGTGGGGAC 
GAGCGGGCCCCGCGGCGTCATCGGCGGCGAGGAGCCGCCGCGCCTCGGCCTAGCATGTCG 
GAAGCGGGCGAGGAGCAGCCCATGGAGACGACGGGCGCCACCGAGAACGGACATGAGGCC 
GTCCCCGAAGGCGAGTCGCCGGCCGGGGCTGGCACGGGCGCCGCGGGGCTGGAGGCGCGA 
CCGCGGCGCCCCCGAGCGGGAATCAGAACGGCGCCGGACCAGATCAACGCCAGCAAGAAC 
GAGGAGGACGCGGGAAAAATGTTCGTTGGTGGCCTGAGCTGGGATACTAGCAAAAAAGAT 
TTAAAAGACTATTTTACTAAATTTGGAGAGGTCGTTGACTGTACAATAAAAATGGATCCC 
AACACTGGACGGTCAAGAGGGTTTGGGTTTATCCTGTTCAAAGATGCAGCCAGTGTGGAG 
AAGGTCCTAGACCAGAAGGAGCACAGGCTGGATGGCCGTGTCATTGACCCTAAAAAGGCC 
ATGGCTATGAAGAAGGACCCGGTGAAGAAAATCTTCGTTGGGGGTCTGAATCCTGAAGCC 
ACTGAGGAAAAGATCAGGGAGTACTTTGGCGAGTTTGGGGAGATTGAGGCCATTGAATTG 
CCAATGGATCCAAAGTTGAACAAAAGACGAGGTTTTGTGTTTATCACCTTTAAAGAAGAA 
GAACCCGTGAAGAAGGTTCTGGAGAAAAAGTTCCATACTGTCAGTGGAAGCAAGTGTGAG 
ATCAAGGTGGCCCAGCCCAAAGAAGTCTATCAGCAGCAGCAGTATGGCTCTGGGGGCCGT 
GGAAACCGCAACCGAGGGAACCGAGGCAGCGGAGGTGGTGGTGGAGGTGGAGGTCAGGGT 
AGTACAAACTACGGCAAGAGCCAGCGACGTGGTGGCCATCAGAATAACTACAAGCCATAC 
TGAGGCGGCAGCAGGAGCGACCAACTGATCGCACACATGCTTTGTTTGGATATGGAGTGA 
ACACAATTATGTACCAAATTTAACTTGGCAAACTTTCTATTGCCTGTCCCATGTGCATCT 
TATTTAAAATTTCCCCCATGGAAATCACTCTCCTGTTGACTATTTCCAGAGCTCTAGGTG 
TTTAGGCAGCGTGTGGTGTCTGAGAGGCCATAGCGCCATCATGGGCTGATTTTTATTACC 
AGGTCCCCCAGAAGCAGGTGGGAGGCTCTGCTTCCTGCTGCCGCTCTGCAGCCTGGACCT 
GTGGACCCTGGTTGTAAAGAGTAAATTGTATCTTAGGAAACCAGTGTCACCTTTTTTTCA 
CCTTTTAATTTTATATTATTTGCGTCATACATTTCCTGTAACGGAAGTGTTAATTTTACT 
GTACTTTTTGGTACCTTTTGGGAATCTAATGTATTGTAAGGTATTTTACACGTGTCCTGA 
TTTTGCCACAACCTGGATATTGAAGCTATCCAAGCTTTTGAAATAAAATTTAAAAACCCC 
C 

Gene 354. >ENST00000310389 cDNA sequence 

ATCTTCGGCGGGCGAGTGGGCTCGGCCTGTGCAACCCGCACCTGCGTCCCTCGCCCGGCC 
CGATGGCGCCGCGGCCGCTGGGCCCCTTGGTGCTGGCGCTGGGCGGCGCCGCGGCGGTGC 
TGGGCTCGGTGCTCTTCATCCTCTGGAAGACCTACTTCGGCCGCGGCCGAGAGCGGCGCT 
GGGACCGGGGAGAGGCCTGGTGGGGCGCGGAGGCTGCCCGCCTCCCCGAGTGGGACGAGT 
GGGACCCCGAGGACGAGGAGGACGAGGAGCCGGCGCTGGAGGAGCTGGAACAGCGCGAGG 
TGCTGGTGCTGGGGCTGGATGGCGCAGGCAAGAGCACGTTCCTGCGCGTGTTGTCGGGGA 
AGCCACCGCTGGAAGGCCACATCCCCACCTGGGGCTTCAACTCCGTGCGTCTGCCCACCA 
AGGACTTTGAGGTGGACCTGCTAGAAATTGGGGGCAGCCAGAACCTGCGCTTCTACTGGA 
AGGAGTTTGTGAGCGAGGTGGATGTGCTGGTGTTTGTGGTGGACTCGGCTGACCGACTGC 
GGCTGCCCTGGGCCCGACAGGAGCTGCACAAGCTGCTGGACAAGGACCCTGACCTGCCTG 
TCGTCGTGGTGGCCAACAAGCAGGACCTGAGCGAGGCCATGAGTATGGGGGAGCTGCAGC 
GGGAGCTGGGTCTACAGGCTATCGATAACCAGCGGGAGGTTTTCCTCTTGGCAGCCAGCA 
TTGCCCCTGCAGGACCCACCTTTGAAGAGCCTGGCACCGTGCACATCTGGAAACTGCTCT 
TGGAGCTCCTCTCCTAGGCTGGAGCTCTCCTGCTTGCCACCTGCCTGTCAAGACCATAGT 
TGTACTGCTGCTGCTTCATTGCCAGACTGGGCCTGGGGCAAGAGCCACATGGCAGCATTT 
CCCTTTTCCCCTCCTTTGCCTTTCAAGAGCAGGGCCTGGGCAAGGCCAAGAACCATGCAG 
AAGCCTTCCTGGTGAGGTGGCCGTGAAGCCGAAGCAGGGAGGTGGGTGAGACAGAGGGTG 
GGGAGGATAGTGTCTGGCTCATTCCAGGCTGGAATGTGGATCCAGCTTTCCCTTCTCTTA 
CCTGTACAGTGAGATGCTCAGTGGGCTCAATCCTCCACTACAGGTCCCGGTACCTGAGGA 
ACCAGTGTAGGTGTCAGAAATACTCCTAGAGCCTCAAGGTCTCCCAGTCCAGAAACAGTC 
TGGTGACGTCATGCCCTTCTCATGTGGGCAGCTTCTGAGTGGTGACACAGCAAGCCTTTG 
TTCCTGTCCTGCATTGTCCAGCCCCAGCTCCACCTAAGTGACTTGTGGCCTTGTGCAATC 
TCTGCCTCTCTGACCCCAGGGCCATTATTTTTAAAGGGAGGTGGTTTCCTAATTCGGAGA 
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TGCCTTTCCCAGCCATGGGAGTGTGAAGTGCTAGGATGAACCTGGCCATCCTAGCAAGGA 
GCTTTCTGAAGACCTCCCTGCCTTTCCCTGAGCCCAGGCCTGGCCTGCCAGCCTCTCTTG 
ACTACAGAATAACTGATATTCACCCACCAAACAGAAAAAGTGAAGGCTGGGTTTTTCCCC 
TCTAATCTGGAGACAAGCTGCTGCTCTCGTACTAACTGTGCCAGTGCCCATGTTTACAGA 
AGTCAGGGGAAGGAAGGAGCCTGTGTCCCTGGGACGACAGTCAACTGGAGCTAGGTGTTG 
ACCTCAGAACTGCATTTTATTTATTAATTTATAAGCAGAACAGGCCAGAGTTCTAGGCTC 
TGTTTCTAGGTGCTGTTTTCAAAACCCCAGATGACAGTCATAGAAAATTTGGAACTTAGG 
AAAATAGCTGGAATCATGAATGACAATGAGATAACATACAGATGTCAGTGGAGACAAAGT 
TGTGGGTTCCTCCTCCCACCTGGCTTTGAGGCTGTCGTCGATATCATAGTACTTTACATG 
GATTCACATGAACTGAAACGCCACCACTTGGCCCAGGATGTTGAAAGGGTGCAAATTCCT 
TCTGGGTAGATAAGAAATGACTCTGGGAGAGGATTTCCCTTATGTGAATCTAGGTAAAAA 
GATGGAAAAAAATTGTATTATGTGATCCTAAGGACAGGAATAGCAGACCAGCCAACGGGA 
TGGCCTTGGGTACATCACTCAGCCTTTCTGGACCCAATTTTTCCCCAGTGAAAGCCAAGT 
TGGACTGAATTTCTGGAGTTCTCATCAGTGCACATTCCATAGTTCTCCAGTGCTTGGCGA 
TCAGCCCAATTGAAGGACTGGCTCTGTACTGACACTTATTATCGGTACAGGCAAAGAGGA 

GAGCTGTGCACCTCAATTTGCTGTCTAGTTGAGAATAGAGATTGTGTGCCTTCATTTCAT 
TT 

Gene 355. >ENST00000327101 cDNA sequence 

GAGAGACAGAGGCAGCGTGTTTGAGCTGCTGGTGCGGTGGTCAGCGCGATGCCCAAGGCC 

AAGGGCAAAACCCGGAGGCAGAAGTTTGGTTACAGTGTCAACCGAAAGCGTCTGAACCGG 

AATGCTCGACGGAAGGCAGCGCCGCGGATCGAATGCTCCCACATCCGACATGCCTGGGAC 

CACGCTAAATCGGTACGGCAGAACCTGGCCGAGATGGGGTTGGCTGTGGACCCCAACAGG 

GCGGTGCCCCTCCGTAAGAGAAAGGTGAAGGCCATGGAGGTGGACATAGAGGAGAGGCCT 

AAAGAGCTTGTACGGAAGCCCTATGTGCTGAATGACCTGGAGGCAGAAGCCAGCCTTCCA 

GAAAAGAAAGGAAATACTCTGTCTCGGGACCTCATTGACTATGTACGCTACATGGTAGAG 

AACCACGGGGAGGACTATAAGGCCATGGCCCGTGATGAGAAGAATTACTATCAAGATACC 

CCAAAACAGATTCGGAGTAAGATCAACGTCTATAAACGCTTTTACCCAGCAGAGTGGCAA 

GACTTCCTCGATTCTTTGCAGAAGAGGAAGATGGAGGTGGAGTGACTGGTTTACATCACA 

GCTGCCCCAGGCTGAGGCGTCCCCCGGACCAGTGAAGCTGGAGCCAGGGTGTAAGGCAAG 

GAGGTGCTGTGTGGCTCCAGAGGAGCTGGCCAGGTCCCATGGAATCAGAAGGTTACACAC 

ACGTGCACACTCCCCGCTCTGGGGAAGGAACTGTTCTCAGAGGCTCCAATTTATATTCAT 

CTGGGGGTTCACGGAAAAGCCAGAACCTGCTGTTTTCAGGGTGGGTGATGTAAATATAGT 

GTGTACATAATAAAGCAAATATATTTTACTTCTCT 

Gene 356. >ENST00000310407 cDNA sequence 

ATGGCTGATGACTTTGGCTTCTTCTCGTCGTCGGAGAGCGGTGCCCCGGAGGCGGCGGAG 
GAGGACCCGGCGGCCGCCTTCCTGGCCCAGCAGGAGAGCGAGATTGCAGGCATAGAGAAC 
GACGAGGGCTTCGGGGCACCTGCCGGCAGCCATGCGGCCCCCGCGCAGCCGGGCCCCACG 
AGTGGGGCTGGTTCTGAGGACATGGGGACCACAGTCAATGGAGATGTGTTTCAGGAGGCC 
AACGGTCCTGCTGATGGCTACGCAGCCATTGCCCAGGCTGACAGGCTGACCCAGGAGCCT 
GAGAGCATCCGCAAGTGGCGAGAGGAGCAGAGGAAACGGCTGCAAGAGCTGGATGCTGCA 
TCTAAGGTCACGGAACAGGAATGGCGGGAGAAGGCCAAGAAGGACCTGGAGGAGTGGAAC 
CAGCGCCAGAGTGAACAAGTAGAGAAGAACAAGATCAACAACCGGGCATCCGAGGAGGCT 
TTCGTGAAGGAATCCAAGGAGGAGACCCCAGGCACAGAGTGGGAGAAGGTGGCCCAGCTA 
TGTGACTTCAACCCCAAGAGCAGCAAGCAGTGCAAAGATGTGTCCCGCCTGCGCTCGGTG 
CTCATGTCCCTGAAGCAGACGCCACTGTCCCGCTAGGTGCCTGCTAGGTGCATGGCCACA 
GAGCATGGGCTGGGCCTGGGCACAGGAGGAGCAGCTGCTTTGGTCGGGGTGGAGACTCGC 
AGCAGCTGCTACCCACAGCCTATTCCACTCCTCCCCATCTCCAGGCGCTGGGAGGGGGGC 
CCTCACCCCATCACGCCTCGCTCCCTCCTGGCCCTCTGGTCCAGCCCCTCACGCCTCCTC 

TGTTGTTGACTCTTTTTACACTTATTTATTATCATTCTCACTTCTCTGGAAGCC 
Gene 357. >ENST00000310418 cDNA sequence 

ATGGCTGATGACTTTGGCTTCTTCTCGTCGTCGGAGAGCGGTGCCCCGGAGGCGGCGGAG 
GAGGACCCGGCGGCCGCCTTCCTGGCCCAGCAGGAGAGCGAGATTGCAGGCATAGAGAAC 
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GACGAGGGCTTCGGGGCACCTGCCGGCAGCCATGCGGCCCCCGCGCAGCCGGGCCCCACG 

AGTGGGGCTGGTTCTGAGGACATGGGGACCACAGTCAATGGAGATGTGTTTCAGGAGGCC 

AACGGTCCTGCTGATGGCTACGCAGCCATTGCCCAGGCTGACAGGCTGACCCAGGAGCCT 

GAGAGCATCCGCAAGTGGCGAGAGGAGCAGAGGAAACGGCTGCAAGAGCTGGATGCTGCA 

TCTAAGGTCACGGAACAGGAATGGCGGGAGAAGGCCAAGAAGGACCTGGAGGAGTGGAAC 

CAGCGCCAGAGTGAACAAGTAGAGAAGAACAAGATCAACAACCGGATCGCTGACAAAGCA 

TTCTACCAGCAGCCAGATGCTGATATCATCGGCTACGTGGCATCCGAGGAGGCTTTCGTG 

AAGGAAT C CAAGGAGGAGAC C C CAGGCACAGAGTGGGAGAAGGTGGC C CAGCT ATGTGAC 

TTCAACCCCAAGAGCAGCAAGCAGTGCAAAGATGTGTCCCGCCTGCGCTCGGTGCTCATG 

TCCCTGAAGCAGACGCCACTGTCCCGCTAGGTGCCTGCTAGGTGCATGGCCACAGAGCAT 

GGGCTGGGCCTGGGCACAGGAGGAGCAGCTGCTTTGGTCGGGGTGGAGACTCGCAGCAGC 

TGCTACCCACAGCCTATTCCACTCCTCCCCATCTCCAGGCGCTGGGAGGGGGGCCCTCAC 

CCCATCACGCCTCGCTCCCTCCTGGCCCTCTGGTCCAGCCCCTCACGCCTCCTCTCAGTC 

TACTCAATTGTGACTGTCCCTCCTGATGTATTTTTTTTCTTGGCTTAAAGGGTGTGTTGT 

TGACTCTTTTTACACTTATTTATTATCATTCTCACTTCTCTGGAAGCCA 

Gene 358. >ENST00000298569 cDNA sequence 

GGTACTGCTACCTAGTGGGTCTTGGGGACCTTCGAAATCGCCGCCGCTCTCACAATGGCT 
TGGGTCCAGACTGCGCCACAGCCTCTCGGGAGACGTGGGCCCTCGGAACCTTTTTAGTGC 
CGGACTCCGGGCCGCAGGCAGTCCCGCGGCAGCAGGATCACAGAACCTCTGGATGGACTC 
TTCCTGGGAAGCTTTGCTACTTTGCAGCAGCTGGACCATGTTCCTCATTAACATCTGTCT 
GTCCGCTTAGTCATCACATCATTTCACTGTGGTGGCAGGGACTCAGCTCGGAATTCTGTA 
TAGAAAAAGCACCTGGATCCCAGTCTTTCAATGGCTTCAAGACAACCAGAAGTGCCTGCT 
CTTGAGGCTAGTGCGCCTCTAGGCAAGATGTCCCTGCCCATCGGGATATACCGCCGGGCA 
GTCAGCTATGATGATACCCTCGAGGACCCTGCGCCCATGACTCCTCCTCCATCGGACATG 
GGCAGCGTCCCTTGGAAGCCAGTGATTCCAGAGCGCAAGTATCAGCACCTCGCCAAGGTG 
GAGGAAGGAGAGGCCAGTCTACCCTCCCCTGCCATGACCCTGTCATCAGCCATTGACAGT 
GTGGACAAGGTCCCAGTGGTGAAGGCTAAAGCTACCCATGTCATCATGAATTCTCTGATC 
ACAAAACAGACCCAGGAAAGCATTCAGCATTTTGAGCGACAGGCAGGGCTGAGAGATGCT 
GGCTACACACCCCACAAGGGCCTCACCACCGAGGAGACCAAGTACCTTCGAGTGGCCGAA 
GCACTCCACAAACTAAAGTTACAGAGTGGAGAGGTAACAAAAGAAGAGAGGCAGCCTGCA 
TCAGCCCAGTCCACCCCAAGCACCACTCCGCACTCTTCACCTAAGCAGAGGCCCAGGGGC 
TGGTTCACTTCTGGTTCTTCCACAGCCTTACCTGGCCCAAATCCTAGCACCATGGACTCT 
GGAAGTGGGGATAAGGACAGAAACTTGTCAGATAAGTGGAGCCTCTTTGGACCGAGATCC 
CTTCAGAAGTACGATTCTGGAAGTTTTGCCACCCAGGCCTACCGAGGAGCCCAGAAGCCC 
TCTCCATTGGAACTGATACGTGCCCAGGCCAACCGAATGGCTGAAGATCCAGCAGCCTTG 
AAGCCCCCCAAGATGGACATCCCAGTGATGGAAGGAAAGAAACAGCCACCACGGGCCCAT 
AACCTCAAACCCCGTGACCTGAATGTGCTCACACCCACTGGCTTCTAGAGCCCTCTTTCC 
AGGGATTCTGGTAAAGGTGGTTTCTTGCATCCCACTCCCCTTTTACCTTGGCTTTGACAT 
AGGAAAGGTATATTTAAAAACTTAATCAGCTGGGCGTGGTGGCTCACGCCTGTAATCCCA 
GCACTTTGGGAGGCCAAGGTAGGTGGATACCTGAGGTCAGGAGTTCAAGACCAGCCTGGC 
CAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGTGGG 
CGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCCTGAACCCAGGAAGC 
AGATGTTGTACCGAGCTGAGATCATGCCATTACACTCCAGCCTGGGCGACAGAACGAGAC 
GCCATCAATAAATAAATAAATAAAGTAAAGTAAAAAACCTATTAAATTGAGGCTAGAGCT 
GGAGATGTAATTGGTTTTTGAGAAACATTAGTATAAAGCTTGCCCTTGTTGTGTGGAAGA 
AGCCATTTTGTACTGCTTTAAAGTTAGACTAATATTCTCAGCACGGGTGTATGGGGACCT 
CATTACCTATTTTTTTCATCATTTACCCTAGGTAAGAACTTTGATCACTGCTTACTAGGT 
AAAGAATGTTTGTACTGTTCCAAAACCCAGGCTTCTTTATTCCTTTACCACTATCCATGT 
GAGCATTGACAAATCATGGCTTAGAGGTGCTCACTGACTCGCTAAGACGACTTTGGCCCT 
GTTGATGACTGGTGCTGTGCTCCAGCCTTATCAGTTAGGGGACCCAAGGTTTGTTTGGGA 
CCTGGGTACAGGTAAAAGCCAGACTTGGCAGGGACCCCTCTTTCTAGGCTGAACCTTGAG 
TCCCCCTGCTTTTTGGCAGACCTAATGGATCACTGTCTTGCAGCTAGTTCTTCATGTGGG 
GCCTCTTAGGCCAGTGCCGGAGGAGGCATGCTCCTCTTTCTATGCCACAGAACAAACACT 
ACTCTAGCAGAGCCTTTCTTGCACTTTAAAGTGAGATTAATTTAGCTGTAATTTGGTTAA 
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AAA.CTTCCTAAGAGAGAAAATTAAGTCTACTGATTTGGTATAGGTAAATGGACATTAAAC 
TTTTTTAAAGTAAAGGAGATGGTAGATACCGTTAGATTATAGTCTTGAGGTTCATGTGAA 
GCCAGTGGTGTTAACTTACTTTGATTTCCTTGTTCAGGTCAGGGCCTGGAACGCCTGTGC 
GGGGAGGTCACTCAATTCAAAATTTTCTGTATGAAAGCATTTTTCACCAAAATGAGCCTC 
ATCCCTTTATGCAACACATAACCTTACTGAGGGAGGGAAATACAGAAGCCACCTTTTTAT 
TTCTCTTCACTGTGTACAAGTTCACTTGTTGTCTTGAACACTGTCTCAAATACCTGCTTT 
TTGTTTTGGATAGTACCTTGTCTGTATAAGAAGCTGGCCTTTCCATAGAGAGGCCCTGGA 
GTCTAAAATTATGAGAACAATTAATTTATTTGTGTCTTCTATTATGATCTCGTTTTGACA 
ATAAAAATCCTTACTACTTTCTC 

Gene 359. >ENST00000330147 cDNA sequence 

ATGACTCTTAACGAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCG 
CCCTTAATCCTTTTAACCCTGAGTGGACACAGCACATGTTTCAGAGAGCACAGGGTTGGG 
GGTAAGGTCACAGATCAACAGGATCCCAAGGCAGAGGAATTTTTCTTAGTGCAGAACAAA 
ATGAAAACTCTCCCATGTCTACTTCTTTCTACACAGACACGGCAACCATCCGATTTCTCA 
ATCTTTTCCCCACCTTTCCCGCCTTTCTATTCCACAAAGCCGCCATTGTCATCCTGGCCC 
GTTCTCAATGAGCTGTTGGGCACACCTCCCAGACGGGGTGGTGGTCGGGCAGAGGGGCTC 
CTCACTTCCCAGTAG 

Gene 360. >ENST00000303137 cDNA sequence 

ATGGCACCAGCATCTGCTTCTGGTGAGGACCTCAGGAAGCTTCCAACCATGGCAGAGGTG 
AATGGGGAGCAGGACTTCATTGACTTAACTAGAGAGACCAGACCAAGGACAAAAGATCGC 
AGTGGACTGTATGTGATTGACCTGACAAGAGCTGAGGGAGAAAATAGACCTATTGCCACT 
CTTGACTTAACTTTAGAACCTGTCACTCCTTCCCAGAAGGAGCCAACCAGTCTTCAGACA 
TGTGCCAGCCTCTCTGGCAAAGCGGTGATGGAAGGGCACGTGGACAGAAGCTCTCAGCCT 
ACAGCACGGAGAATCATTAACAGTGATCCTGTAGATTTGGACCTAGTGGAAGAAAACACC 
TTTGTAGGTCCCCCACCCGCTACATCCATCAGTGGAGGCTCTGTTTATCCAACAGAGCCT 
AATTGTAGCTCAGCCACATTCACAGGTAACCTCAGCTTCTTGGCAAGTCTACAGCTGTCT 
TCAGATGTTAGCTCCCTCTCCCCAACAAGCAATAATAGTAGGAGCAGCAGCAGCAGCAGC 
AATCAAAAAGCACCCTTGCCATGCCCACAGCAAGATGTATCTCGCCCACCACAGGCCTTG 
CCGTGCCCCCTGCGACCTTTGCCATGCCCACCGAGAGCCTCACCATGTCCACCACGAGCC 
TCCTCATGCCCACCACGAGCCTTGTCATGCCCATCACAAACCATGCAGTGCCAACTACCA 
GCTCTAACTCACCCACCTCAAGAAGTGCCATGCCCTCGGCAGAATATCCCAGGCCCACCT 
CAAGACTCTCTGGGCCTACCTCAAGATGTGCCAGGGCTGCCTCAAAGCATATTACATCCA 
CAAGATGTGGCATACCTGCAAGACATGCCACGGTCACCAGGAGATGTGCCACAGTCACCA 
AGTGATGTTTCACCGTCACCAGATGCACCACAGTCACCAGGGGGCATGCCACACTTACCG 
GGAGATGTGTTACATTCACCTGGAGACATGCCACACTCATCAGGGGACGTGACACACTCA 
CCTAGAGACATCCCTCACTTACCAGGAGACAGGCCTGACTTTACCCAGAATGATGTACAG 
AACCGTGACATGCCTATGGATATCTCAGCTCTGTCCTCTCCAAGCTGCTCTCCCAGCCCA 
CAGTCTGAAACTCCCTTAGAGAAAGTTCCTTGGCTCTCTGTCATGGAAACCCCAGCCAGA 
AAAGAAATATCACTGTCAGAGCCTGCCAAACCTGGGTCTGCCCACGTACAATCACGAACA 
CCACAAGGTGGGTTGTACAACAGACCATGCCTGCATAGACTGAAGTACTTCTTACGTCCT 
CCGGTTCATCR.CCTCTTCTTTCAGACGCTAATACCGGATAAAGACACAAGAGAGAACAAG 
GGTCAAAAATTAGAACCCATCCCTCATCGAAGACTAAGAATGGTAACAAATACCATTGAA 
GAGAATTTTCCTCTGGGGACTGTGCAGTTTTTGATGGACTTTGTGTCACCCCAGCATTAC 
CCACCAAGAGAAATCGTGGCTCACATCATCCAGAAAATCTTGCTCAGTGGCTCTGAGACT 
GTGGATGTCCTAAAGGAGGCCTACATGCTTCTCATGAAAATTCAACAGCTACATCCAGCC 
AATGCCAAGACAGTGGAGTGGGACTGGAAACTGCTCACCTATGTCATGGAGGAAGAGGGA 
CAAACTCTGCCTGGGCGAGTCCTTTTCCTGCGTTATGTCGTTCAGACCCTAGAAGATGAC 
TTTCAGCAGACCCTGAGGAGGCAACGGCAGCACCTGCAGCAATCCATTGCAAACATGGTG 
CTTTCCTGTGACAAGCAGCCCCACAATGTCAGGGATGTTATCAAGTGGCTGGTCAAAGCA 
GTAACTGAAGATGGATTGACTCAGCCCCCAAATGGAAATCAAACGTCTTCAGGAACAGGA 
ATCTTGAAAGCCAGCAGTAGCCACCCTTCTTCCCAGCCCAACCTGACAAAGAACACCAAT 
CAGCTGATTGTGTGCCAGCTTCAGAGGATGCTCTCCATAGCCGTAGAGGTGGACAGGACC 
CCCACCTGCAGCTCCAATAAAATTGCCGAGATGATGTTTGGGTTTGTGCTGGACATTCCT 
GAGAGGAGCCAGAGAGAAATGTTCTTTACTACCATGGAAAGCCACCTTCTGCGCTGCAAA 
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GTGTTAGAAATCATATTCCTCCACAGCTGTGAGACACCCACCCGCCTGCCTCTGTCTCTG 

GCCCAGGCCCTCTACTTTCTGAATAATTCTACGTCACTGCTCAAGTGTCAGTCAGATAAA 

AGCCAGTGGCAGACTTGGGACGAATTGGTTGAGCATCTGCAGTTTCTGCTGTCCAGTTAT 

CAACATGTTTTAAGAGAACACTTAAGGAGTTCCGTGATCGACCGAAAGGACTTAATAATC 

AAAAGGATTAAGCCCAAACCCCAGCAAGGAGATGACATCACAGTGGTAGACGTAGAGAAG 

CAGATTGAGGCCTTCCGCAGCCGCCTGATCCAGATGCTGGGGGAGCCTCTTGTCCCCCAA 

CTCCAAGACAAAGTGCACTTGTTGAAGCTCCTGCTCTTCTATGCTGCGGACTTGAACCCT 

GATGCAGAGCCCTTTCAAAAGGGCTGGAGCGGCTCCTGAGGGCCTGCCAAGCACTGAATG 

CCAAGAATACCTCCTGAACTCTCTCTCCAACTGCTCAGAAGCTCTAAAAGCATGAAAAGT 

GGTTAAAATCTTACAGGACCAAACCTGCATTATTTAATCAGTAGGTTGTAATTTCTAACT 

CTAGTAAATATCTTTTTTTAAATAATCCTATCCTAGCCTGTTCTCAAATATGGCTTAAAT 

ATACAAGGTATATATATTTTTTAATAAATTATTTATCTATACTTTTTTGAAACAGGTTAA 

TACTCTGTGCATCACATGTTTAACATTTTCATTCAAGATGTGGAAAAAATCCCTCTGCTG 

AACCTAGTCTATACACCAATATTATGTCATTCAAGGTACCGACAACCTGTTTCAGGAGAG 

AGACGTTCATTTTTCCCTAATGAAATGCAAGCATTCTGTTAGACCTATTATATTGCCTGT 

TAATTTGACTGTAATGAATAGGGGGTAGAAACAAAAGGATCAAGTGTGTTATAAAACATT 

TGATGTTAAAAGGAGACAATAAAAAGGCAATGGTTTTTC 

Gene 361. >ENST00000332772 cDNA sequence 

ATGCCTAGATCCTTTGAACAAGTAATAATACTTAAAAAATGGTTTCTGAAACCTTATAAG 

GGACAAACTCTGCCTGGGCGAGTCCTTTTCCTGCGTTATGTCGTTCAGACCCTAGAAGAT 

GACTTTCAGCAGACCCTGAGGAGGCAACGGCAGCACCTGCAGCAATCCATTGCAAACATG 

GTGCTTTCCTGTGACAAGCAGCCCCACAATGTCAGGGATGTTATCAAGTGGCTGGTCAAA 

GCAGTAACTGAAGATGGATTGACTCAGCCCCCAAATGGAAATCAAACGTCTTCAGGAACA 

GGAATCTTGAAAGCCAGCAGTAGCCACCCTTCTTCCCAGCCCAACCTGACAAAGAACACC 

AATCAGCTGATTGTGTGCCAGCTTCAGAGGATGCTCTCCATAGCCGTAGAGGTGGACAGG 

ACCCCCACCTGCAGCTCCAATAAAATTGCCGAGATGATGTTTGGGTTTGTGCTGGACATT 

CCTGAGAGGAGCCAGAGAGAAATGTTCTTTACTACCATGGAAAGCCACCTTCTGCGCTGC 

AAAGTGTTAGAAATCATATTCCTCCACAGCTGTGAGACACCCACCCGCCTGCCTCTGTCT 

CTGGCCCAGGCCCTCTACTTTCTGAATAATTCTACGTCACTGCTCAAGTGTCAGTCAGAT 

AAAAGCCAGTGGCAGACTTGGGACGAATTGGTTGAGCATCTGCAGTTTCTGCTGTCCAGT 

TATCAACATGTTTTAAGAGAACACTTAAGGAGTTCCGTGATCGACCGAAAGGACTTAATA 

AT CAAAAGG ATT AAGC C CAAAC C C CAGCAAGGAGATGACAT CACAGTGGT AGACGTAGAG 

AAGCAGATTGAGGCCTTCCGCAGCCGCCTGATCCAGATGCTGGGGGAGCCTCTTGTCCCC 

CAACTCCAAGACAAAGTGCACTTGTTGAAGCTCCTGCTCTTCTATGCTGCGGACTTGAAC 

CCTGATGCAGAGCCCTTTCAAAAGGGCTGGAGCGGCTCCTGA 

Gene 362. >ENST00000328082 cDNA sequence 

ATGTCCAGGGGTAAAGAGAATGAGACAGGAGTTGGCGAGTTCCTCTTGCTCGGCATCACC 
AGTGACTCAGGGAAGCAGCAGGCCCTCTTCTGGCTCTTCCTGTGTATGCACTTAGTCACT 
GAGGCTGGAAACACACCCATCATCCTGGGCATCGGCTCCAACCTTCGCCTGCACACCCCC 
ATGTACTTCTTCACCCATCTCTCCTTTGTCAACATCTGCTTCATCACCAACCTGATCCCC 
AAGCTCCTGGTCAACCATTGCCTGACTCAGATGTACTTCCTCATCTCCTTTGCCAACGTG 
GACACCTTTCTGCTGGCCATCATGGCACTGGACCACTATGTGGCCATCTGCAGCGCCCTG 
CAGTACTGCTCCATCATCACCCCCGGCTCTGTCAGGGGCTGGCCCCTCATCTCCCTGGTC 
CACACGGTCATCATGAGCAGACTGGCCTTCTGCTCCTCCGCCCAGATTTCACACTTCTAC 
CGTGACGCCTACCTGCTCATGAAGATTGCCTGCTCACATACAGACAATCAGCATGTGTTC 
CTGGGGGCTGTGGTCCTGTTCCTGGCTCCCTGTGCACTCATCTTGGTCTCCTACATCCGC 
ATTGCTGCAGCCATCCTCCGGATTCCATCTCCTACAAGAAGGCGCAAGGCATGTTCCATA 
TGTAGCTCCCACCTGTCTCTGGTCACCCTGTTCTATGGAACTGTCCTGGGGATCTGCATA 
GACCCCCAGACTCCTTCAGCCCAGGACACCATAGCAACCATCATGTACACTGTGGTGACC 
TCTATGCTAAACCCCTTCATCTACAGTCTGATGAACAAGGAGGTCCAGGAGGCCGTGAGA 
AGGCTCTTCAGTAGGGGCTCA 

Gene 363. >ENST00000331417 cDNA sequence 

AATGAGACAGGAGTTGGCGAGTTCCTCTTGCTCGGCATCACCAGTGACTCAGGGAAGCAG 
CAGGCCCTCTTCTGGCTCTTCCTGTGTATGCACTTAGTCACTGAGGCTGGAAACACACCC 
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ATCATCCTGGGCATCGGCTCCAACCTTCGCCTGCACACCCCCATGTACTTCTTCACCCAT 
CTCTCCTTTGTCAACATCTGCTTCATCACCAACCTGATCCCCAAGCTCCTGGTCAACCAT 
TGCCTGACTCAGATGTACTTCCTCATCTCCTTTGCCAACGTGGACACCTTTCTGCTGGCC 
ATCATGGCACTGGACCACTATGTGGCCATCTGCAGCGCCCTGCAGTACTGCTCCATCATC 
ACCCCCCTGTCAGGGGCTGGCCGTGCTAGCGTGAGCAGGCTCAGCCTCATCTCCCTGGTC 
CACACGGTCATCATGAGCAGACTGGCCTTCTGCTCCTCCGCCCAGATTTCACACTTCTAC 
CGTGACGCCTACCTGCTCATGAAGATTGCCTGCTCACATACAGACAATCAGCATGTGTTC 
CTGGGGGCTGTGGTCCTGTTCCTGGCTCCCTGTGCACTCATCTTGGTCTCCTACATCCGC 
ATTGCTGCAGCCATCCTCCGGATTCCATCTCCTACAAGAAGGCGCAAGGCATGTTCCATA 
TGTAGCTCCCACCTGTCTCTGGTCACCCTGTTCTATGGAACTGTCCTGGGGCATATGACC 
CCCAGACTCCTTTCAGCCCAGGACACCATAGCAACCATCATGTACACTGTGGTGACCTCT 
ATGCTAAACCCCTTCATCTACAGTCTGATGAACAAGGAGGTCCAGGAGGCCGTGAGAAGG 
CTCTTCAGTAGGGGCTCA 

Gene 364. >ENST00000303108 cDNA sequence 

GATTCTTAAAACTTACAATCCAGATTACGATGAGGACCTGGTGCAGGAAGCTTCATCTGA 
AGATGTCCTGGGCGTTCATATGGTGGACAAAGACACAGAGAGAGACATTGAGATGAAACG 
GCAACTACGGCGACTACGGGAGCTCCACCTATACAGCACATGGAAGAAGTACCAAGAGGC 
GATGGCACCCAACGTGCTGACAATTACTCTGTGTTTCCTAGAGCGTGACGAAGGCTCCTT 
GGGCAAGCCATTGTGTCCACCCGAGATACTCTCGGAGACGTTGCCAGGCTCTGTGAAGAA 
AAGGGTATGCTTTCCATCAGAAGATCATCTAGAGGAGTTTATAGCAGAACATCTCCCTGA 
AGCATCCAATCAGAGTCTCCTCACTGTTGCCCATGCAGACGCAGGCACCCAAACCAACGG 
TGACCTGGAAGACCTGGAGGAGCATGGGCCAGGGCAGACAGTCTCTGAGGAAGCCACAGA 
AGTTCACACGATGGAGGGGGACCCAGACACACTGGCCGAATTTCTGATCAGGGATGTACT 
TCAGGAGCTGTCCAGTTACAACGGTGAGGAGGAGGACCCAGAGGAGGTGAAGACATCCTT 
GGGAGTTCCACAACGTGGTGACCTGGAAGACCTGGAGGAGCATGTGCCAGGGCAGACAGT 
CTCTGAGGAAGCCACAGGGGTTCACATGATGCAGGTGGACCCAGCCACGCTGGCAAAGAG 
TGACCTGGAAGACCTGGAGGAGCATGTGCCAGAGCAGACAGTCTCTGAGGAAGCCACAGG 
GGTTCACATGATGCAGGTGGACCCAGCCACACTGGCAAAGCAATTGGAAGACTCCACCAT 
TACAGGCAGCCACCAGCAGATGTCAGCAAGTCCTTCCTCTGCACCTGCAGAAGAAGCAAC 
AGAAAAGACCAAAGTGGAAGAGGAAGTGAAAAC CAGAAAGC C CAAGAAGAAAAC CAGGAA 
GCCCAGCAAGAAAAGCCGGTGGAATGTCCTGAAATGTTGGGACATTTTTAATATATTTTA 
GAGACCTCTGAAGGATTCCTCGACCACCAGGAAGGGCCCCGACGTGGGGATGTCAACATG 
GCTCAGACTTGATGTGGATCGTGATCATTTCGGGAAATGTGTTACTCCAAAAACTTTTAT 
AATCTTTGCTTAATTTGTTTTTAAATACTTTCCTGGCTGGGCGTGGTGGCTTATGCCTGT 
AATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCAAGACC 
AGCCTGGCCAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTAGGCGTG 
GTGGCGCACTCTTGTAGTCCCAGCTATTTGGGAGGCTGAGGCAGGAGAATCACTTGAACT 
CAGGAGGCGGAGGTTGCGGTGAGCCGAGATCATGCCACTGCACCCCAGCACCTGGCTACA 
GAGTGAGACTTTGTCTCAAAAAAAAAAAAAAAAGAACAAAAAAATTCTGACTTTAACCTC 
TGTTTTTCAGAGGGCACAAATTGTTCTTGTATTGTTTCCATTTTACATTTTTTTCTTGAA 
GTTATTTTCCAATTGTTTTCATTCTTTCTGAAGTTTTGTTTACTCGGTTTTAAGTTTTTG 
TAATTTTGATAGACTTCTTTTGTGCTTTCATTTTCTTAATGACTTTTACCTCATTTTTAA 
AACAAATCCATAGTATGGGATGATATTGATGATGAAATGTCTTACGATGATCATTTAGAG 
GTTTATTTCGAACAACTGGCAATTCCAGGAATGATGGAATAAAGCATACGAAGTAGAAGG 
ACTGGAACCTCCAGAAAAAGTACTTTAAGTTACCTACAGGTGATCCTAGTCAGGGTATGA 
ATTGATAAGAAATGCCTGCACCTTCCCTCCTTCCTATCTTTCCCTTGCCTACAGAAAATT 
AAAAGGCAAAACAATGGACATCTACATATTCTTCATTCAGATCAACCAGTGGCTAGCATT 
TGCCACCTTTTGCAGTTTCTTTCTCTTTCCATAAGTACTTTCTTCTCTGAATCATTTGAA 
AGGCAAATGAAAACAGTAGCCTAAAGTGTCAGTTTCAACCCGAAAATAACAGCTCTGATT 
TCTCATGGCTCACACTCGTCTGAAATGACTCGGGTAGAGGCTGAGGAAGGCTGTGTTGTT 
TGTCTACCTGGGACTAGCACCTACTGAAAGAAGTTCTCAAGTTCTGATTGAGTTCTAAAA 
TTCTTTTGAAGATTGGAATTCTTCATATGGGCACCATGGGCCGGCACTGCCACGTTTTCC 
AAGGAACCTGCCAGAGCTCCTGCGGAAGCTGCTCCTCGGGCGATGGAGTCCCTTTGCTGC 
TAGGCCCTTCTTCAGTCACCACAGGATGCCTGCCATTCATGAACAGGAAGGAGAGGACGG 
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GCTTTGAATAAAAAACAGGGATCCAGGAAATATTTGTGAGGCCATTTGGACTTCAGTGTG 

AAATGGTGTTAAAAGATGAAGTCATTTATTCAAGAAGTAAACCTCTGCCACCTGGACTGT 

GCTCAGACATTTCATTGATTTTGTTTAATAAACATTTTCTGGCTTTGGGAGGTGTCTCTC 

TTGGTAGAGCACAGTGTCAAAGATGGACAAGATGGACA.CATAGTCCATTATTTGGTATTG 

TTTGTGTATGGGAGCGGACCACAAATTAATGTTTGGAGAACAATTTTGTCATAACACACT 

GTTGAGGCTCAGTTGTACAGAACTGGAAAAGTCTTTCAGCTTGGCACATGTCCTGATTCA 

GCCTTTGTTTAACATACATTCCAATCCGGATTCTATCTTCACTGGCTACAAAGACCACCT 

GATACGTGCACCACGACACAGGAGCTGCTGGAGAGGGGGTAGTGTTATCACCTCAAACCC 

ACAGCCATATTTTTCAAAAGCCAGCTTAGAGAGAGGTGTACTGATAGCTGCATAGAGAAC 

ATGCAGTCCATCCATTCTTCCCAGTGATGTACATTTCTCAATCAGTAACCACGTGGTATA 

CCAGCCTTGAGTGTCACATCTCCCAACCATACCAAATGGATCACCTAACTGGAGGTGGGG 

GGGGCCCCTCAGAAATGAGATTTCGTATTTACTGTAAAATTGCCTTATTTTTTCTTTTGA 

GGTGGAGTCTCACTCTGTTGCCTGGGCTGGAGTGCAATGGTGTGATCACTGCTCACTGCA 

ACCTCCGCCTCCTGGGTTCAAGCAGTTCTCCTGCCTCAGCCTCCCAAGTAGCTGCAATTA 

CAGGCGCATGCCACCACTCCCAGCAAATTTTTATATTTTTAGTGGAGACAGGGTTTCACC 

ATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCTGCCCACCTTGGCCTCCC 

AAAGTTCTGGGATTAAAGGTACGAGCCACCGCAACTGGCTGAGAATCTTTTTATTTGCTG 

ATTTGTCTCTTGTGTATTTTCTTTGTTCAGATGTCTCTTCAGATCTTTTTCTCACTTTTA 

AATTGTTTTTTTAATTGTTAAGAATTTTCTGTCTAGTTTAGATATAAGCCCTTTATCAGA 

CATGTGTTTTGCAAATATTTTCTCCTAGTCTGTGGCTTGTATTCTGTCTCTTAACAGTCA 

TTTTATTTTTACTTTTGAAACTAAAGAAGAAGAATGGTCAGCTTTCCGTTATTCTTGTAA 

CAGTAATGGCAGAACCAAGTCTGCTAATGCTACATTGAGCAAAGAAAGTCACCTGGTCAA 

GTCCAACATTAATGAAATGGGGTAGTACATGCAGGCGGCGTTGGGGTTGGGGAGGGAACA 

AATGCTTCTTGAGAGTAATATAATCTGCCATACCATCCAGGAACCTACAATGGCTATCTA 

TTACCTTATTCTCTGGTTTGTTTAATGTTCAAATCTTTCCTAAAGATCCTTCAACTTTTC 

TGGAAGAATCTAATCTGATAACACCATCAAAAACACATTACTTCTTTTGGCATAATTTAA 

ATTGTAAGACATCATTCACATTTATCAATGTTACATATATAAGAACTCACCCACCATATT 

CCTCCTTGAGGAATTACAGCATGTAATTCTATAACCATTTTTATAATCGTCTAACAATTT 

TATAATGGATTGGCTGCTATCAATTTTTTAAAAGTCATGGCTTCTCCAGTCATTTCTTGC 

TTATCAAAATTATTTCATGAGATGGGTCTATCCTTGTATATTTGAAAATGAGGTTTGCTT 

CCTTCTACTTAAAAAACAACTTGAACATACCTGTTTGGATCACATGGTCTTGTCCTGATA 

ACTTGGAAGAGGTTGCTTCAGCATTATTCTTATTGTTGTGGTGGTTATTATTAACATTGT 

TTCATATTCCGTTTAAAAAATTAAAATTTTACAC 

Gene 365. >ENST00000324610 cDNA sequence 

GTTGAGATGAAACGGCAACTACGGCGACTACGGGAGCTCCACCTATACAGCACATGGAAG 

AAGTACCAAGAGGCGATGAAGACATCCTTGGGAGTTCCACAATGTGAGCGTGACGAAGGC 

TCCTTGGGCAAGCCATTGTGTCCACCCGAGATACTCTCGGAGACGTTGCCAGGCTCTGTG 

AAGAAAAGGGTATGCTTTCCATCAGAAGATCATCTAGAGGAGTTTATAGCAGAACATCTC 

CCTGAAGCATCCAATCAGAGTCTCCTCACTGTTGCCCATCGACTCTGTTTCCTAGGTGAC 

CTGGAAGACCTGGAGGAGCATGGGCCAGGGCAGACAGTCTCTGAGGAAGCCACAGAAGTT 

CACACGATGGAGGGGGACCCAGACACACTGGCCGAATTTCTGATCAGGGATGTACTTCAG 

GAGCTGTCCAGTTACAACGGTGAGGAGGAGGACCCAGAGGAGGTGAAGACATCCTTGGGA 

GTTCCACAACGTGGTGACCTGGAAGACCTGGAGGAGCATGTGCCAGGGCAGACAGTCTCT 

GAGGAAGCCACAGGGGTTCACATGATGCAGGTGGACCCAGCCACGCTGGCAAAGAGTGAC 

CTGGAAGACCTGGAGGAGCATGTGCCAGAGCAGACAGTCTCTGAGGAAGCCACAGGGGTT 

CACATGATGCAGGTGGACCCAGCCACACTGGCAAAGCGTACGTATTCTGGGATCATCTCT 

TTGTTTAGGTGTGAAATCTTAGTGTTGTAA 

Gene 366. >ENST00000319628 cDNA sequence 

ATGGGCGACTGGAAGGTCTACATCAGTGCAGTGCTGCGGGACCAGCGCATCGACGACGTG 
GCCATCGTGGGCCATGCGGACAACAGCTGCGTGTGGGCTTCGCGGCCCGGGGGCCTGCTG 
GCGGCCATCTCGCCGCAGGAGGTGGGCGTGCTCACGGGGCCGGACAGGCACACCTTCCTG 
CAGGCGGGCCTGAGCGTGGGGGGCCGCCGCTGCTGCGTCATCCGCGACCACCTGCTGGCC 
GAGGGTGACGGCGTGCTGGACGCACGCACCAAGGGGCTGGACGCGCGCGCCGTGTGCGTG 
GGCCGTGCGCCGCGCGCGCTCCTGGTGCTAATGGGCCGACGCGGCGTACATGGGGGCATC 
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CTCAACAAGACGGTGCACGAACTCATACGCGGGCTGCGCATGCAG 
Gene 3 67. >ENST00000324417 cDNA sequence 

CTTCATTGAGCTGCTGAGCAGAAGCTGAAACACAGAATTCTAAGCGTTGCTGAGACCCAC 

TGACCTGCAGACCTCATAGTGGGTGCCCAGGATGTTGTCCTACGGAGAGAGGCTGGGGTC 

CCCTGCTGTCTCCCCACTCCCAGTCCGTGGGGGGCATGTGATGCGAGGGACGGCCTTTGC 

CTACGTGCCCAGCCCTCAGGTCCTACACAGGATCCCGGGGACCTCTGCCTATGCCTTCCC 

CAGCCTGGGCCCTGTGGCCCTTGCTGAGCACACCTGCCCCTGTGGGGAGGTCCTGGAGCG 

CCATGAACCACTGCCTGCCAAGCTGGCCCTGGAGGAGGAGCAGAAGCCAGAGTCCAGGCT 

GGTCCCCAAGCTGCGCCAGGCTGGCGCCATGCTGCTCAAGGTGCCACTGATGCTCACCTT 

CCTCTACCTCTTCGTCTGCTCCCTGGACATGCTCAGCTCGGCCTTCCAGCTGGCTGGAGG 

GAAGGTGGCTGGTGACATCTTCAAGGATAACGCCATCCTGTCCAACCCGGTGGCCGGGCT 

GGTGGTGGGGATCCTGGTGACCGTGCTGGTGCAGAGCTCCAGCACCTCCACATCCATCAT 

CGTCAGCATGGTCTCCTCTGGCTTGCTGGAGGTGAGCTCTGCCATCCCCATCATCATGGG 

CTCCAACATCGGCACCTCTGTCACCAACACCATCGTGGCCCTGATGCAGGCGGGGGACAG 

GACTGACTTCCGGCGGGCCTTCGCGGGGGCCACGGTGCATGACTGCTTTAACTGGCTGTC 

AGTGCTGGTCCTGCTGCCCCTGGAGGCTGCCACTGGCTACCTGCACCACATCACTCGACT 

TGTGGTGGCCTCCTTCAACATCCATGGTGGCCGTGATGCTCCTGACCTGCTCAAGATCAT 

CACAGAGCCCTTCACGAAGCTCATCATCCAGCTGGACGAGTCTGTGATAACCAGCATTGC 

CACTGGTGATGAGTCCCTGAGGAACCACAGTCTCATCCAGATCTGGTGCCACCCAGACTC 

CTTACAGGCTCCCACCTCCATGTCCAGAGCAGAGGCCAACTCCAGCCAGACCCTTGGAAA 

TGCCACCATGGAGAAATGCAACCACATCTTTGTGGACACTGGCCTACCGGACCTGGCTGT 

GGGGCTCATCCTGCTGGCAGGATCCCTGGTGCTGCTGTGCACCTGCCTCATCCTCCTAGT 

CAAGATGCTCAACTCCCTGCTCAAGGGCCAAGTGGCCAAGGTCATCCAGAAGGTCATCAA 

TACGGACTTCCCTGCCCCCTTCACCTGGGTCACAGGCTACTTTGCCATGGTGGTGGGCGC 

CAGCATGACCTTCGTGGTCCAGAGCAGTTCTGTGTTCACCTCGGCCATCACCCCACTCAT 

CGGTCTTGGTGTGATCAGCATTGAGAGGGCCTACCCGCTCACACTGGGTTCCAACATCGG 

CACCACCACCACGGCCATCCTGGCTGCCCTGGCCAGCCCCAGGGAGAAGCTGTCCAGCGC 

TTTCCAGATTGCCCTCTGTCACTTCTTCTTCAACATCTCGGGTATCCTTCTGTGGTACCC 

GGTGCCCTGCACACGCCTGCCCATCCGCATGGCCAAGGCGCTGGGGAAA.CGCACGGCCAA 

GTACCGCTGGTTTGCCGTCCTCTATCTCCTTGTCTGCTTCCTGCTGCTGCCCTCACTGGT 

GTTTGGCATCTCCATGGCAGGCTGGCAGGTCATGGTAGGTGTGGGTACGCCCTTCGGGGC 

CCTGCTGGCCTTCGTGGTGCTCATCAATGTCCTGCAGAGTCGGAGTCCCGGGCACCTGCC 

CAAGTGGTTACAGACATGGGACTTCCTGCCTCGCTGGATGCACTCCCTGAAGCCCCTGGA 

CCACCTCATCACCCGCGCCACCCTATGCTGTGCCAGGCCTGAGCCCCGCTCACCCCCGCT 

GCCCCCCAGGGTCTTCCTGGAGGAGCTACCCCCTGCCACACCCTCCCCCCGTCTTGCACT 

GCCTGCTCACCACAATGCCACCCGCCTCTAGGCTGTGGGCCCAGACTACAGCCTGGAATG 

GGGAAGGCCTGGGGTGGAAAGGCAGGGGAGGGAGGGTGTGTGTAGGTATGTGCATGTGCC 

TGTGCCACCCTGGGTGCCAGTCTCTCCTTCTGTAGCTCCGCAAAGCTCTGGGCTTGTGTG 

AGAGTGTCGGTGTGTGTGCATGTGTGGGGGTGAGTCTGCATGTGCACCTGTCCTGTGTAG 

AAGCTTGTATTTGTGTACAGGTGTGCCAGCCCATGCAGGTGTACACAGACACACCTGTGG 

GAGGCTGTGTGCAGGCTGCAGGATATCTGGGTATGATTTCAGGTCCTCTGCACGTGTACA 

CATGACTAGGATAGGCAGGAGTAAGGGTGGGTCTGGGTATATGACTGTGCAGCTGTTTGT 

GCATAGATGTTGGTGCCTGCGTTACTGAATTTGCACACCTCCTTGCCACCTTCCTTCCTC 

CAAGATACCATCTCCTCATCCTAACCCAGGTCTTCGGCACCACCACAATTAATTCCCTTC 

CCAACACTTGCCTGATGGAAAAAAAACAAAGGAATTAAAACTCTCCTCAGGC 

Gene 368. >ENST00000329355 cDNA sequence 

ATGACAGGATCAAATTCACACATAACAATATTAACTTTAAATATAAATGGACTAAATTCT 
GCAATTAAAAGACACAGACTGGCAAGTTGGATAAAGAGTCAAGACCCATCAGTGTGCTGT 
ATTCAGGAAACCCATCTCACGTGCAGAGACACACATAGGCTCAAAATAAAAGGATGGAGG 
AAGATCTACCAAGCAAATGGAAAACAAAAAAAGGCAGGGGTTGCAATCCTAGTCTCTGAT 
AAAACAGACTTTAAACCAACAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTA 
AAGGGATCAATTCAACAAGAGGAGCTAACTATCCTAAATATTTATGCACCCAATACAGGA 
GCACCCAGATTCATAAAGCAAGTCCTGAGTGACCTACAAAGAGACTTAGACTCCCACACA 
TTAATAATGGGAGACTTTAACACCCCACTGTCAATATTAGACAGATCAACGAGACAGAAA 
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GTCAACAAGGATACCCAGGAATTGAACTCAGCTCTGCACCAAGCAGACCTAATAGACATC 
TAGA.GAACTCTCCACCCCAAATCAACAGAATATACATTTTTTTCAGCACCACACCACACC 
TATTCCAAAATTGACCACATAGTTGGAAGTAAAGCTCTCCTCAGCAAATGTAAAAGAACA 
GAAATTATAACAAACTATCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGATTAAG 
AATCTCACTCAAAGCCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTAC 
TGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAACGAGAACAAA 
GACACCACATACCAGAATCTCTGGGACGCATTCAAAGCAGTGTGTAGAGGGAAATTTATA 
GCACTAAATGCCTACAAGAGAAAGCAGGAAAGATCCAAAATTGACACCCTAACATCACAA 
TTAAAAGAACTAGAAAAGCAAGAGCAAACACATTCAAAAGCTAGCAGAA.GGCAAGAAATA 
ACTAAAATCAGAGCAGAACTGAAGGAAATAGAGACACAAAAAACCCTTCAAAAAATCAAT 
GAATCCAGGAGCTGGTTTTTTGAAAGGATCAACAAAATTGATAGACCGCTAGCAAGACTA 
ATAAAGAAAAAAAGAGAGAAGAATCAAATAGACACAATAAAAAATGATAAAGGGGATATC 
ACCACCGATCCCACAGAAATACAAACTACCATCAGAGAATACTACAAACACCTCTACGCA 
AATAAACTAGAAAATCTAGAAGAAATGGATACATTCCTCGACACATACACTCTCCCAAGA 
CTAAACCAGGAAGAAGTTGAATCTCTGAATAGACCAATAACAGGCTCTGAAATTGTGGCA 
ATAATCAATAGTTTACCAACCAAAAAGAGTCCAGGACCAGATGGATTCACAGCCGAATTC 
TACCAGAGGTACAAGGAGGAACTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAA 
AAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAGCATCATTCTGATACCAAAGCCG 
GGCAGAGACACAACCAAAAAAGAGAATTTTAGACCAATATCCTTGATGAACATTGATGCA 
AAAATCCTCAATAAAATACTGGCAAACCGAATCCAGCAGCACATCAAAAAGCTTATCCAC 
CATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAATATACGCAAATCAATA 
AATGTAATCCAGCATATAAACAGAGCCAAAGACAAAAACCACATGATTATCTCAATAGAT 
GCAGAAAAAGCCTTTGACAAAATTCAACAACCCTTCATGCTAAAAACTCTCAATAAATTA 
GGTATTGATGGGACGTATTTCAAAATAATAAGAGCTATCTATGACAAACCCACAGCCAAT 
ATCATACTGAATGGGCAAAAACTGGAAGCATTCCCTTTGAAAACTGGCACAAGACAGGGA 
TGCCCTCTCTCACCGCTCCTATTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATCAGG 
CAGGAGAAGGAAATAAAGGGTATTCAATTAGGAAAAGAGGAAGTCAAATTGTCCCTGTTT 
GCAGACGACATGATTGTTTATCTAGAAAACCCCATCGTCTCAGCCCAAAATCTCCTTAAG 
CTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATCAATGTACAAAAACCACAAGCA 
TTCTTATACACCAACAACAGACAAACAGAGAGCCAAATCATGGGTGAACTCCCATTCACA 
ATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTGAAGGACCTC 
TTCAAGAACTACAAACCACTGCTCAAGGAAATAAAAGAGGACACAAACAAATGGAAGAAC 
ATTCCATGCTCATGGGTAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTA 
ATTTACAGATTCAATGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGAA 
AAAACTACTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATTGCCAAGTCAATCCTA 
AGCCAAAAGAACAAAGCTGGAGGCATCACACTACCTGACTTCAAACTATACTACAAGGCT 
ACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGATCAATGGAACAGA 
ACAGAGCCCTCAGAAATAATGCCGCATATCTACAACTATCTGATCTTTGACAAACCTGAG 
AAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTA 
GCCATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAATTCA 
AGATGGATTAAAGATTTAAACGTTAAACCTAAAACCATAAAAACCCTAGAAGAAAACCTA 
GGCATTACCATTCAGGACATAGGCGTGGGCAAGGACTTCATGTCCAAAACACCAAAAGCA 
ATGGCAACAAAAGACAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCACA 
GCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAACATGGGAGAAAATTTTCGCA 
ACCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACAATGAACTCAAACAAATTTAC 
AAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCGAAGGACATGAACAGACACTTCTCA 
AAAGAAGAGATTTATGGAGCCAAAAAACACATGAAGAAATGCTCATCATCACTGGCCATC 
AGAGAAATGCAAATCAAAACCACTATGAGATATCATCTCACACCAGTTAGAATGGCAATC 
ATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGCGGAGAAATAGGAACACTTTTA 
CACTGTTGGTGGGACTGTAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTC 
AGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCCATTACTGGGTATATACCCA 
AATGAGTATAAATCATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCGGCACTA 
TTCACAATAGCAAAGACTTGGAACCAACCCAAATGTCCAACAATGATAGACTGGATTAAG 
AAAATGTGGCACATATACACCATGGAATACTATGCAGCCATAAAAAATGATGAGTTCATA 
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TCCTTTGTAGGGACATGGATGAAATTGGAAACCATCATTCTCAGTAAACTATCACAAGAA 

CAAAAAACCAAACACCGCATATTCTCACTCATAGGTGGGAATTGA 

Gene 369. >ENST00000230673 cDNA sequence 

GGCCGGCGGCGCGGCCCGGCGGGCCAGGCGGCGCCACAGCCCATGGAGCTCGAGAACATC 
GTAGCGAACACGGTGCTACTCAAGGCCCGGGAAGGTGGCGGTGGAAATCGCAAAGGCAAA 
AGCAAGAAATGGCGGCAGATGCTCCAGTTCCCTCACATCAGCCAGTGCGAAGAGCTGCGG 
CTCAGCCTCGAGCGTGACTATCACAGCCTGTGCGAGCGGCAGCCCATTGGGCGCCTGCTG 
TTCCGAGAGTTCTGTGCCACGAGGCCGGAGCTGAGCCGCTGCGTCGCCTTCCTGGATGGG 
GTGGCCGAGTATGAAGTGACCCCGGATGACAAGCGGAAGGCATGTGGGCGGCAGCTAACG 
CAGAATTTTCTGAGCCACACGGGTCCTGACCTCATCCCTGAGGTCCCCCGGCAGCTGGTG 
ACGAACTGCACCCAGCGGCTGGAGCAGGGTCCCTGCAAAGACCTTTTCCAGGAACTCACC 
CGGCTGACCCACGAGTACCTGAGCGTGGCCCCTTTTGCCGACTACCTCGACAGCATCTAC 
TTCAACCGTTTCCTGCAGTGGAAGTGGCTGGAAAGGCAGCCAGTGACCAAAAACACCTTC 
AGGCAATACCGAGTCCTGGGCAAAGGTGGCTTTGGGGAGGTGTGCGCCTGCCAGGTGCGG 
GCCACAGGTAAGATGTATGCCTGCAAGAAGCTAGAGAAAAAGCGGATCAAGAAGCGGAAA 
GGGGAGGCCATGGCGCTGAACGAGAAGCAGATCCTGGAGAAAGTGAACAGTAGGTTTGTA 
GTGAGCTTGGCCTACGCCTATGAGACCAAGGACGCGCTGTGCCTGGTGCTGACACTGATG 
AACGGGGGCGACCTCAAGTTCCACATCTACCACATGGGCCAGGCTGGCTTCCCCGAAGCG 
CGGGCCGTCTTCTACGCCGCCGAGATCTGCTGTGGCCTGGAGGACCTGCACCGGGAGCGC 
ATCGTGTACAGGGACCTGAAGCCCGAGAACATCTTGCTGGATGACCACGGCCACATCCGC 
ATCTCTGACCTGGGACTAGCTGTGCATGTGCCCGAGGGCCAGACCATCAAAGGGCGTGTG 
GGCACCGTGGGTTACATGGCTCCGGAGGTGGTGAAAAATGAACGGTACACGTTCAGCCCT 
GACTGGTGGGCGCTCGGCTGCCTCCTGTACGAGATGATCGCAGGCCAGTCGCCCTTCCAG 
CAGAGGAAGAAGAAGATCAAGCGGGAGGAGGTGGAGCGGCTGGTGAAGGAGGTCCCCGAG 
GAGTATTCCGAGCGCTTTTCCCCGCAGGCCCGCTCACTTTGCTCACAGCTCCTCTGCAAG 
GACCCTGCCGAACGCCTGGGGTGTCGTGGGGGCAGTGCCCGCGAGGTGAAGGAGCACCCC 
CTCTTTAAGAAGCTGAACTTCAAGCGGCTGGGAGCTGGCATGCTGGAGCCGCCCTTCAAG 
CCTGACCCCCAGGCCATTTACTGCAAGGATGTTCTGGACATTGAACAGTTCTCTACGGTC 
AAGGGCGTGGAGCTGGAGCCTACCGACCAGGACTTCTACCAGAAGTTTGCCACAGGCAGT 
GTGCCCATCCCCTGGCAGAACGAGATGGTGGAGACCGAGTGCTTCCAAGAGCTGAATGTC 
TTTGGGCTGGATGGCTCAGTTCCCCCAGACCTGGACTGGAAGGGCCAGCCACCTGCACCT 
CCTAAAAAGGGACTGCTGCAGAGACTCTTCAGTCGCCAAGATTGCTGTGGAAACTGCAGC 
GACAGCGAGGAAGAGCTCCCCACCCGCCTCTAGCCCCCAGCCCGAGGCCCCCACCAGCAG 
TTGGCGGTAGCAGCTACTCCGAGCGCCGTTTACAGTTTTGCACAGTGATCTTCCCCATTG 
TCCACTCAAGTCGTGGCCTGGGGAACACAGACGGAGCTGTCCCCAGTGTCCTCCGTCCCT 
CAGCCCCTGGCCTGGCTGAGTTTGGCAGGGCCTGGGCCATCCCTGGGACAAAGGTGCGTC 
CCTTCAGCTCTTCTCCGTGGAGCTCGGGGCTTTCTGTATTTATGTATTTGTACGAATGTA 
TATAGCGACCAGAGCATTCTTAATTCCCGCCGCAGACCTGGCGCCCCCGCCTTGGCTCCT 
GGGGGCAGCCAGCCCTGGCTGGGAGAGCGGGAGCTGGCAGAGGAGCCACTGCCAAACTCA 
AGGCTCCTCTGGCCCAGCTTGGATGGCTGAGGGTGGTCACACCCCTGAGCCTTCAGCACT 
GTGCTGGCCACCCCGGCCTCTGAGTAAGACTCGTGCCTCCCCCTGCTGCCCTGGGCTCAG 
GCTGCTACCCTCTGGGGCCCAAAGCTGTCCCTTCTCAGTGCTTGTCAGCGCTGGGTCTGG 
GGCCTCTGTATGCCCTAGGCCTGTGCCAAAGTGGCCAGAGATTGGGCTGCCTGTGATACC 
CATCAGCCCACTGCCCCGGCCGGCCCAGATAGGTCTGCCTCTGCCTTCCAGCTCCCACAG 
CCTGGTCCCTGATACTGGGCTCTGTCCTGCAGACACCTCTTTCAGAAACGCCCAAGCCCA 
GCCCCTAGGAGGGGGTGGGGCATCCCTGGTCAACCCTCAAACATTCCGGACTCCCCTCAT 
AACAATAGACACATGTGCCCAGCAATAATCCGCCCCTTCCTGTGTGCGCCTGTGGGGTGC 
GTGCGCGCGCGTGTGTACCTGTGTGGGTGAAGGGGATAGGGCGAGGCTGTGCCTGTGCCC 
CAGGTCCCAGCCCTGGCCCTTCCCAGACTGTGATGGCCATCCTGGTCCCAGTGTTAGGGT 
AGCATGGGATTACAGGGCCCTGTTTTTTCCATATTTAAAGCCAATTTTTATTACTCGTTT 
TGTCCAACGTAA 

Gene 370. >ENST00000323249 cDNA sequence 

GTGCGCGCGCCCCGCGCCTCCAGCCCAGCGCTCGGAGCCGCTTTCGCTGCCACTGTCTGC 
TCCCCCGGGCCGCCGCCGCCTCCCCCCGCAGGCCCGGGGCTCTGTCCGCTGGGCCCGCGC 
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TGCTCGCCCCGAGCCAGGAGAACGAGCTCGAGGAGGATGCCTGGGCCCGGTGCAAGGTTC 

CCCCTCTCACCCGCAGCTGTGGAGAGGAGGAAGCGGAACTAGAGATGCCCATCTGGAGTG 

AGTGCAGGACCAGGTCCCGCGCGGCCCCGGGTGAGGCACGCCCGCGCGCCCGCCGGCGCC 

ATGGGAAGGAGCGGGCGCCGCTGCTGTCCCCCGCCGGCGCGCGCACGACTTGAGACCTGC 

CACGGGCAGCCCCCGGCCGCGGGTCCCCGAGTGACGCTGGCGGCACCTGAGAGTGTGGCG 

CGGGCCCGGGGCCACGCAGCGGAGCCCAGTGTCCAGTGAAGCGTCTGAGGACCCGCCGCC 

CGTGCCGCCGCCATGGTGATGTCCCAGGGCACCTACACGTTCCTCACGTGCTTCGCCGGC 

TTCTGGCTCATCTGGGGTCTCATCGTCCTGCTCTGCTGCTTCTGCAGCTTCCTGCGCCGC 

CGCCTCAAACGGCGCCAGGAGGAGCGACTGCGCGAGCAGAACCTGCGCGCCCTAGAGCTG 

GAGCCCCTCGAACTCGAGGGCAGTCTGGCCGGGAGCCCCCCGGGCCTGGCGCCGCCGCAG 

CCACCACCACACCGTAGCCGCCTGGAGGCGCCGGCTCACGCGCACTCGCATCCGCACGTG 

CACGTGCACCCGCTGCTGCACCACGGGCCCGCGCAGCCGCACGCGCACGCGCACCCACAC 

CCGCACCACCACGCGCTCCCGCACCCGCCGCCTACGCACCTGTCGGTGCCGCCACGGCCC 

TGGAGCTACCCGCGCCAAGCGGAATCGGACATGTCCAAACCACCGTGTTACGAAGAGGCG 

GTGCTGATGGCAGAGCCGCCGCCGCCCTATAGCGAGGTGCTCACGGACACGCGCGGCCTC 

TACCGCAAGATCGTCACGCCCTTCCTGAGTCGCCGCGACAGCGCGGAGAAGCAGGAGCAG 

CCGCCTCCCAGCTACAAGCCGCTCTTCCTGGACCGGGGCTACACCTCGGCGCTGCACCTG 

CCCAGCGCCCCTCGGCCCGCGCCGCCCTGCCCAGCCCTCTGCCTGCAGGCCGACCGTGGC 

CGCCGGGTCTTCCCCAGCTGGACCGACTCAGAGCTCAGCAGCCGCGAGCCCCTGGAGCAC 

GGAGCTTGGCGTCTGCCGGTCTCCATCCCCTTGTTCGGGAGGACTACAGCCGTATAGAGG 

GGCGCCCGGCGCCCCGGGCCCCACCGGCGGACTCCTGGCCTGACTGCGGGGCTTTTTAAA 

TGCTTCCCTGGACTGCGGGGAGGGGCGGGGGGAGGGAGGGATTTCTTATCCCGTTTGTTA 

CATTTTGAGGATAATAAAGGTGTGTGATCTGGTTTGGT 

Gene 371. >ENST00000253496 cDNA sequence 

CTATTGATCTGGACTCCTGGATAGGCAGCTGGACCAACGGACGGACGCCATGAGGGCTCT 
GCTGCTCCTGGGGTTCCTGCTGGTGAGCTTGGAGTCAACACTTTCGATTCCACCTTGGGA 
AGCCCCCAAGGAGCATAAGTACAAAGCTGAAGAGCACACAGTCGTTCTCACTGTCACCGG 
GGAGCCCTGCCACTTCCCCTTCCAGTACCACCGGCAGCTGTACCACAAATGTACCCACAA 
GGGCCGGCGA.GGCCCTCAGCCCTGGTGTGCTACCACCCCCAACTTTGATCAGGACCAGCG 
ATGGGGATACTGTTTGGAGCCCAAGAAAGTGAAAGACCACTGCAGCAAACACAGCCCCTG 
CCAGAAAGGAGGGACCTGTGTGAACATGCCAAGCGGCCCCCACTGTCTCTGTCCACAACA 
CCTCACTGGAAACCACTGCCAGAAAGAGAAGTGCTTTGAGCCTCAGCTTCTCCGGTTTTT 
CCACAAGAATGAGATATGGTATAGAACTGAGCAAGCAGCTGTGGCCAGATGCCAGTGCAA 
GGGTCCTGATGCCCACTGCCAGCGGCTGGCCAGCCAGGCCTGCCGCACCAACCCGTGCCT 
CCATGGGGGTCGCTGCCTAGAGGTGGAGGGCCACCGCCTGTGCCACTGCCCGGTGGGCTA 
CACCGGACCCTTCTGCGACGTGGACACCAAGGCAAGCTGCTATGATGGCCGCGGGCTCAG 
CTACCGCGGCCTGGCCAGGACCACGCTCTCGGGTGCGCCCTGTCAGCCGTGGGCCTCGGA 
GGCCACCTACCGGAACGTGACTGCCGAGCAAGCGCGGAACTGGGGACTGGGCGGCGACGC 
CTTCTGCCGGAACCCGGACAACGACATCCGCCCGTGGTGCTTCGTGCTGAACCGCGACCG 
GCTGAGCTGGGAGTACTGCGACCTGGCACAGTGCCAGACCCCAACCCAGGCGGCGCCTCC 
GACCCCGGTGTCCCCTAGGCTTCATGTCCCACTCATGCCCGCGCAGCCGGCACCGCCGAA 
GCCTCAGCCCACGACCCGGACCCCGCCTCAGTCCCAGACCCCGGGAGCCTTGCCGGCGAA 
GCGGGAGCAGCCGCCTTCCCTGACCAGGAACGGCCCACTGAGCTGCGGGCAGCGGCTCCG 
CAAGAGTCTGTCTTCGATGACCCGCGTCGTTGGCGGGCTGGTGGCGCTACGCGGGGCGCA 
CCCCTACATCGCCGCGCTGTACTGGGGCCACAGTTTCTGCGCCGGCAGCCTCATCGCCCC 
CTGCTGGGTGCTGACGGCCGCTCACTGCCTGCAGGACCGGCGGCCCGCACCCGAGGATCT 
GACGGTGGTGCTCGGCCAGGAACGCCGTAACCACAGCTGTGAGCCGTGCCAGACGTTGGC 
CGTGCGCTCCTACCGCTTGCACGAGGCCTTCTCGCCCGTCAGCTACCAGCACGACCTGGC 
TCTGTTGCGCCTTCAGGAGGATGCGGACGGCAGCTGCGCGCTCCTGTCGCCTTACGTTCA 
GCCGGTGTGCCTGCCAAGCGGCGCCGCGCGACCCTCCGAGACCACGCTCTGCCAGGTGGC 
CGGCTGGGGCCACCAGTTCGAGGGGGCGGAGGAATATGCCAGCTTCCTGCAGGAGGCGCA 
GGTACCGTTCCTCTCCCTGGAGCGCTGCTCAGCCCCGGACGTGCACGGATCCTCCATCCT 
CCCCGGCATGCTCTGCGCAGGGTTCCTCGAGGGCGGCACCGATGCGTGCCAGGGTGATTC 
CGGAGGCCCGCTGGTGTGTGAGGACCAAGCTGCAGAGCGCCGGCTCACCCTGCAAGGCAT 
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CATCAGCTGGGGATCGGGCTGTGGTGACCGCAACAAGCCAGGCGTCTACACCGATGTGGC 
CTACTACCTGGCCTGGATCCGGGAGCACACCGTTTCCTGATTGCTCAGGGACTCATCTTT 
CCCTCCTTGGTGATTCCGCAGTGAGAGAGTGGCTGGGGCATGGAAGGCAAGATTGTGTCC 
CATTCCCCCAGTGCGGCCAGCTCCGCGCCAGGATGGCGCAGGAACTCAATAAAGTGCTTT 
GAAAATGCTGAG 

Gene 372. >ENST00000274826 cDNA sequence 

ATGACTCGGGGAGCCAGACTGCGATCAGACGCGCGTGCCCAGCTGAACCAGCTGTCTCTG 

GACGGAGGGACGGGAAGTGGCCAGAAGGGGAAGTGTGAGGAGTTCCCGTCCAGCCTGTCA 

TCAGTCTCCCCAGGTCTTGAAGCGGCGGCCCTGCTCCTGGCCGTGACCATGGACCCTCTG 

GAGACCCCTATCAAGGATGGCATCCTCTACCAGCAGCATGTCAAGTTTGGCAAGAAGTGC 

TGGCGGAAGGTGTGGGCTCTGCTGTATGCAGGAGGCCCATCAGGCGTGGCACGGCTGGAG 

AGCTGGGAGGTCCGGGATGGTGGCCTGGGAGCAGCGGGTGACAGGTCGGCAGGGCCTGGC 

CGGCGAGGGGAGCGACGGGTCATCCGCCTGGCTGACTGTGTGTCCGTGCTGCCGGCTGAC 

GGCGAGAGCTGCCCCCGGGACACCGGTGCCTTCCTGCTCACCACCACCGAGCGAAGCCAT 

CTACTGGCTGCTCAGCACCGCCAGGCCTGGATGGGCCCCATCTGCCAGCTGGCCTTCCCG 

GGGACAGGGGAGGCCTCCTCAGGATCCACAGATGCCCAGTCTCCCAAGAGGGGCCTGGTC 

CCCATGGAGGAAAACTCCATCTACTCCTCCTGGCAGGAAGTGGGCGAGTTTCCCGTGGTG 

GTGCAGAGGACTGAGGCCGCCACCCGCTGCCAGCTGAAGGGGCCGGCCCTGCTGGTGCTG 

GGCCCAGACGCCATCCAGCTGAGGGAGGCCAAGGGCACCCAGGCCCTCTACAGCTGGCCC 

TACCACTTCCTGCGCAAGTTCGGCTCCGACAAGGGCGTGTTCTCCTTTGAGGCCGGCCGT 

CGCTGCCACTCGGGTGAGGGCCTCTTTGCCTTCAGCACCCCCTGTGCCCCTGACCTGTGC 

AGGGCTGTGGCCGGGGCCATCGCCCGCCAGCGGGAGCGGCTGCCAGAGCTGACCAGGCCC 

CAGCCCTGCCCCCTGCCACGGGCCACCTCTCTGCCCTCCCTGGACACCCCCGGAGAGCTT 

CGGGAGATGCCACCAGGACCTGAGCCACCCACGTCCAGGAAAATGCACCTGGCCGAGCCC 

GGACCCCAGAGCCTGCCGCTACTGCTAGGCCCGGAGCCCAACGATCTGGCGTCCGGGCTC 

TACGCTTCAGTGTGCAAGCGTGCCAGTGGGCCCCCAGGCAATGAGCACCTCTATGAGAAC 

CTGTGTGTGCTGGAGGCCAGCCCCACGCTGCACGGTGGGGAACCTGAGCCGCACGAGGGC 

CCCGGCAGCCGCAGCCCCACAACCAGTCCCATCTACCACAACGGCCAGGACTTGAGCTGG 

CCCGGCCCGGCCAACGACAGTACCCTGGAGGCCCAGTACCGGCGGCTGCTGGAGCTGGAT 

CAGGTGGAGGGCACAGGCCGCCCTGACCCTCAGGCAGGTTTCAAGGCCAAGCTGGTGACC 

CTGCTGAGTCGTGAGCGGAGGAAGGGCCCAGCCCCTTGTGACCGGCCCTGAACGCCCAGC 

AGAGTGGTGGCCAGAGGGGAGAGGTGCTCCCCCTGGGACAGGAGGGTGGGCTGGTGGGCA 

AACATTGGGCCCATGCAGACACACGCCTGTGTCCACCCTGGCCTGCAGGAACAAGGCAGG 

CCGCCTGTGGAGGACCTCAGCCCTGCCCTGCCCTCCTCATGAATAGTGTGCAGACTCACA 

GATAATAAAGCTCAGAGCAGCTCCCGGCAGGGGCACTCACGGC 

Gene 373. >ENST00000312943 cDNA sequence 

ATGGGCCCCATCTGCCAGCTGGCCTTCCCGGGGACAGGGGAGGCCTCCTCAGGATCCACA 
GATGCCCAGTCTCCCAAGAGGGGCCTGGTCCCCATGGAGGAAAACTCCATCTACTCCTCC 
TGGCAGGAAGTGGGCGAGTTTCCCGTGGTGGTGCAGAGGACTGAGGCCGCCACCCGCTGC 
CAGCTGAAGGGGCCGGCCCTGCTGGTGCTGGGCCCAGACGCCATCCAGCTGAGGGAGGCC 
AAGGGCACCCAGGCCCTCTACAGCTGGCCCTACCACTTCCTGCGCAAGTTCGGCTCCGAC 
AAGATACTTCTGGGAACCCCAGGCGTCAGTCTCCTCATCTGTAAAGGAGAGAGAACCGAT 
GACGTATCAGGCATAATCCTTGATGAGAGTTTGCTGCGTGCCTACTCAGTGCCAGGCGCT 
GGGGGACACAGCCGTGTTCAGGACAGCCTTGGTCCTGTTCTCCGGGAGCCGACATTCCAG 
GGGGAGAGAAGTTTCCTGAAGACTTCCATGCTGCGTTCCCTCCTCTGCTCCTGCTCCTGG 
CGCCATCCTAGGAGCCAGCCATGCACGCAAGCGTCATGCCTCCAGGGCTCTGACTGCCCA 
GCCCCTCACCGCAACTCCACCTCAGCTGCACACACCCTTGGCACATCCTGAACCTCATTT 
TCATGACGGACACACAATTTTTGCTCTCTCCTGTCCAAGCCTCATCCTCTGGCCGCCACC 
TCCTTCCAGCTCACTTCCTTTAGTGCGGCCAGTACCGCCCCTGCCTAGGCATGTCGACCT 
GCAGGGACCCTTTTCTGGCTCTTCGAGGCCTCTGCCCACCATCCCCTCTTTGTTCTCCAT 
AGTCCCTTCCCCCTGTTCTCTCTCGTTTCATCTTACTGGTCTGGCAAAGTCCCCGGCCTT 
GGGCGAGCCCAGACCTCCTCAGTGCCTGCACACAGCTGCCCACAGCCAGAGAAATCCATT 
TAAGCAGACTGCCTGCATCCTTCTTAACAGTGCAAGGCAGGCACTCCCTGCCACAAGAGA 
CCCTGTTCCCTAGTAGGGCAGCTTTTCTCCTCCCCAGAACCTCCTGTCTATCCCCACCCA 
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ATGTCTCCTCACAGGCATATTGGGGAAACAGGTCAGGCTCTCCCACCGTATCTGCAAGTG 

TACTGGCATCCATCTGTCTTCTTCCTACCCCTACAGTAGAAACAGTGTCTGTCCCCAGCT 

GTGCTCTGATCCCGGCTCCTTTCACCTCAGAGCTTGGAAAATTGAGCTGTCCCCACTCTC 

TCCTGCGCCCATTCATCCTACCAGCAGCTTTTCCAGCCACACGCAAACATGCTCTGTAAT 

TTCACATTTTAAACCTTCCCTTGACCTCACATTCCTCTTCGGCCACCTCTGTTTCTCTGT 

TCCTCTTCACAGCAAAAACTGTTCAAAAGAGTTGTTGATTACTTTCATTTCCACTTTCTC 

ACCCCCATTCTCTCCTCAATTAACTCTCCTTCATCCCCATGATGCCATTATGTGGCTTTT 

ATTAGAGTCACCAACCTTATTCTCCAAAACAAAA.GCAACAA.GGACTTTGACTTCTCAGCA 

GCACTCAGCTCTGGTTCTTGAAACACCCCCGTTACTTGCTATTCCTCCTACCTCATAACA 

ATCTCCTTCCCAGCCTCTACTGCTGCCTTCTCTGAGTTCTTCCCAGGGTCCTAGGCTCAG 

ATGTAGTGTAGCTCAACCCTGCTACACAAAGAATCTCCTGAAAGCCTGTAAAAATGTCCA 

TGCATGTTCTGTGAGTGATCTACCAAGAAAATAAAAAATTTTAAAAATC 

Gene 374. >ENST00000309007 cDNA sequence 

CCCTCCCCCGGCCGCTGGCTCGCTCGGCTCGCGACGCTGCAGAGGCTCCGAGGCGGCGGC 
GGCGACTCCCTCTTTCCCTCCCTCCTCCTCCGTCCGCCCGTCCGTCCGCGCGTCTGTCCG 
TTCGGCCCGGTCCGGCCCGAAGCATGGCCGGCGTCAGCTTCAGCGGCCACCGCCTGGAGC 
TGCTGGCGGCTTACGAGGAGGTGATCCGAGAGGAGAGCGCGGCCGACTGGGCTCTGTACA 
CATATGAAGATGGCTCCGATGACCTCAAGCTTGCAGCATCAGGAGAAGGGGGCTTGCAGG 
AGCTTTCGGGACACTTTGAGAACCAGAAGGTGATGTACGGCTTCTGCAGTGTCAAGGACT 
CCCAAGCTGCTCTGCCAAAATACGTGCTCATCAACTGGGTGGGCGAAGATGTGCCTGATG 
CCCGCAAGTGCGCTTGTGCCAGCCACGTGGCTAAGGTGGCAGAGTTCTTCCAGGGTGTCG 
ACGTGATCGTGAACGCCAGCAGCGTGGAAGACATAGACGCGGGTGCCATCGGGCAGCGGC 
TCTCTAACGGGCTGGCGCGACTCTCCAGCCCTGTGCTGCACCGACTGCGGCTGCGAGAGG 
ATGAGAACGCAGAGCCCGTGGGCACCACCTACCAGAAGACGGATGCAGCTGTGGAAATGA 
AGCGGATTAACCGAGAGCAGTTCTGGGAGCAGGCCAAGAAGGAAGAAGAGCTGCGGAAGG 
AGGAGGAGCGGAAGAAGGCCCTGGATGAGAGGCTCAGGTTCGAGCAGGAGCGGATGGAGC 
AGGAGCGGCAGGAGCAAGAGGAGCGCGAGCGGCGCTACCGGGAGCGGGAGCAGCAGATCG 
AGGAGCACAGGAGGAAACAGCAGACTTTAGAAGCGGAAGAGGCCAAGAGGCGGTTGAAGG 
AGCAGTCTATCTTTGGTGACCATCGGGATGAGGAGGAAGAGACCCACATGAAGAAGTCAG 
AGTCGGAGGTGGAGGAGGCAGCAGCTATTATTGCCCAGCGGCCTGACAACCCAAGGGAGT 
TCTTCAAGCAGCAGGAAAGAGTCGCATCGGCCTCTGCGGGCAGCTGTGATGTACCCTCGC 
CCTTCAACCATCGACCAGGCAGCCACCTGGACAGCCACCGGAGGATGGCGCCCACTCCCA 
TCCCCACGCGGAGCCCGTCTGACTCCAGCACCGCCTCCACCCCTGTCGCTGAGCAGATAG 
AGCGGGCCCTGGATGAGGTCACCTCCTCGCAGCCTCCACCACTGCCACCGCCACCCCCAC 
CAGCCCAAGAGACCCAGGAGCCCAGCCCCATCCTAGACAGTGAGGAGACCAGAGCAGCAG 
CCCCTCAGGCCTGGGCCGGCCCCATGGAGGAGCCCCCTCAGGCACAGGCGCCTCCCCGGG 
GGCCAGGCAGCCCTGCAGAGGACTTGATGTTCATGGAGTCTGCAGAGCAGGCTGTCCTGG 
CTGCTCCCGTGGAGCCTGCCACAGCTGACGCCACGGAGGTCCACGATGCAGCTGACACCA 
TTGAAACTGACACTGCCACTGCTGACACCACTGTTGCCAACAACGTACCCCCCGCCGCCA 
CCAGCCTCATTGACCTATGGCCTGGCAACGGGGAAGGGGCCTCCACACTCCAGGGTGAGC 
CCAGGGCCCCCACGCCACCCTCGGGTACTGAGGTCACCCTGGCAGAGGTGCCCCTGCTGG 
ATGAGGTGGCTCCGGAGCCACTGCTGCCAGCAGGCGAAGGCTGTGCCACCCTTCTCAACT 
TTGATGAGCTGCCTGAGCCGCCAGCCACCTTCTGTGACCCAGAGGAAGTGGAAGGGGAGC 
CCCTGGCTGCCCCCCAGACCCCAACTCTGCCCTCAGCCCTTGAGGAGCTGGAGCAAGAGC 
AGGAGCCGGAGCCCCACCTGCTAACCAATGGCGAGACCACCCAGAAGGAGGGGACCCAGG 
CCAGTGAGGGGTACTTCAGTCAATCACAGGAGGAGGAGTTTGCCCAATCGGAAGAGCTCT 
GTGCCAAGGCTCCGCCTCCTGTGTTCTACAACAAGCCTCCAGAGATCGACATCACATGCT 
GGGATGCAGACCCAGTTCCAGAAGAGGAGGAGGGCTTCGAGGGTGGTGATTAGCGGTGGC 
GCCAGCCCTAGGCTACCCTTGCCAAGGCCGCCCACCTGCATCAGCCTCTGGCCAGACGGC 
CCGCCGTGCCTGCATTCGCAGCAGCTCCGCCTGGCACCCACTCCGGATTCCGGCCCTGGC 
TGGGGACTTGGCCGCTTCCCTACCCACAGGGCCTGACTTTTACAGCTTTTCTCTTTTTTT 
AAAAAGTTGATAGGAGACTTGTACAGTTGACTGGCTTTCCTCTCGTTGGTAGTTGAGACG 
CTGTTGCAAATTCCACCCCTCCTTCCCTGGTCCAGATTGTAGCTCTTAGTCCTCCCTGCT 
CAGCTGGCCGGGTTGGAGGCCTCACCCTGCTTGGGGCCTGGCGTGGGGGGAGCTCTGGTG 
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GGAAAATGTCCCCCACCTCTTTTCCTAGTTTTATGTTTCTTGGGAAAATATCACTTTGTA 

TTCTCTGTCCAGGGCTTCAGATATTTTGCACGAATTTTAAAACATGGCAATAAATGGCTC 

GTGGGCTCTGGCTCCCTGGGACCCCCTCCCCGCCCTTCTTTTGACCCCTTCCTGTCTGGC 

CCAAAGGAAGTAGCAGGCCCAGCTGGGGCCCCTCGGCTACCCCCCGTCTCCTGCCGGGCA 

GGTCCCAGGTTGGAGGCCCTAGGCGCGGTTCAGGTCAGGGCTATGGATGGGGCCCAGGGG 

CTTTGGTGGCCCCTCCCCAACTCCTTCCTCTTTGCTTGGGTTCCTTTTTCACGTTTAGTA 

ACTGTTTTTTTTTGTTTTTTTTTTTTTTTTTTTTGGAAAGCACAAACTTCTGTAACGGGT 

CGTGCTCATGTCTGTTAATAAAGAAATCCAGATCC 

Gene 375. >ENST00000292385 cDNA sequence 

GGCGGCCGGACGCGGCCCGGAGGCGCGGGGTCCCGATGTGGGGCCCGGGGCCGCGTGGCC 
CTGCGGGAGCCCATCCCCCACCCTACCCCCCGGGCCCGGGGGACAGGTGTGCACGGGGCG 
GCCAAGGGCACCTTCGCCACCTTCGAGCGGGCGAGGTCCGGGCGGGGACGGGGCGGGGAC 
CGAGCTAGCGGAGCCAGCGCAGCCTGCCCGGCTCAGCCCGGCCCGGCCACAGCACAAAGG 
AAAGCGAGGGCGGGGGAGGAGCGGAGCGGGCTGGGGGCCGGGCGCCCCGCCCACCGGGGG 
GCCTCTCGGAGTGGGCCGCCCTCCCCCCGAAACCTGGGCTGGAGTGAGGTGGAAGGATGT 
TTGCTGCCACATGGCGACCGCGAAGTGACTCCCTTACCGCCGCGGGTCGCGGAGGAGGCA 
GGGGGAAGGTGCCCATCTGGTTCCTAGGCCTCCTCTCCCTGCTGGCAGATGGGAACAGGT 
TCTTCTTGAGGAAACTGAGGCAAAGAGGAGGGCAGGTCTGAGGGACCCCGCTTGGGCTGG 
CCTCACCCGCACACTGGGAGGGCAGCCAGGTGGGGACTCTGACCTGGGGGCTTCTGGAGG 
AGAGGATGAGATGGCTGGGCATCCATGGCATGGTACTGCAGCACTGGCCAGCAGCCAGGC 
CTGGAGGGATGGACGCGAGAGACAAGCTCTCGTGTCCTGCAGGGCTCTGTACACATATGA 
AGATGGCTCCGATGACCTCAAGCTTGCAGCATCAGGAGAAGGGGGCTTGCAGGAGCTTTC 
GGGACACTTTGAGAACCAGAAGGTGATGTACGGCTTCTGCAGTGTCAAGGACTCCCAAGC 
TGCTCTGCCAAAATACGTGCTCATCAACTGGGTGGGCGAAGATGTGCCTGATGCCCGCAA 
GTGCGCTTGTGCCAGCCACGTGGCTAAGGTGGCAGAGTTCTTCCAGGGTGTCGACGTGAT 
CGTGAACGCCAGCAGCGTGGAAGACATAGACGCGGGTGCCATCGGGCAGCGGCTCTCTAA 
CGGGCTGGCGCGACTCTCCAGCCCTGTGCTGCACCGACTGCGGCTGCGAGAGGATGAGAA 
CGCAGAGCCCGTGGGCACCACCTACCAGAAGACGGATGCAGCTGTGGAAATGAAGCGGAT 
TAACCGAGAGCAGTTCTGGGAGCAGGCCAAGAAGGAAGAAGAGCTGCGGAAGGAGGAGGA 
GCGGAAGAAGGCCCTGGATGAGAGGCTCAGGTTCGAGCAGGAGCGGATGGAGCAGGAGCG 
GCAGGAGCAAGAGGAGCGCGAGCGGCGCTACCGGGAGCGGGAGCAGCAGATCGAGGAGCA 
CAGGAGGAAACAGCAGACTTTAGAAGCGGAAGAGGCCAAGAGGCGGTTGAAGGAGCAGTC 
TATCTTTGGTGACCATCGGGATGAGGAGGAAGAGACCCACATGAAGAAGTCAGAGTCGGA 
GGTGGAGGAGGCAGCAGCTATTATTGCCCAGCGGCCTGACAACCCAAGGGAGTTCTTCAA 
GCAGCAGGAAAGAGTCGCATCGGCCTCTGCGGGCAGCTGTGATGTACCCTCGCCCTTCAA 
CCATCGACCAGGCAGCCACCTGGACAGCCACCGGAGGATGGCGCCCACTCCCATCCCCAC 
GCGGAGCCCGTCTGACTCCAGCACCGCCTCCACCCCTGTCGCTGAGCAGATAGAGCGGGC 
CCTGGATGAGGTCACCTCCTCGCAGCCTCCACCACTGCCACCGCCACCCCCACCAGCCCA 
AGAGACCCAGGAGCCCAGCCCCATCCTAGACAGTGAGGAGACCAGAGCAGCAGCCCCTCA 
GGCCTGGGCCGGCCCCATGGAGGAGCCCCCTCAGGCACAGGCGCCTCCCCGGGGGCCAGG 
CAGCCCTGCAGAGGACTTGATGTTCATGGAGTCTGCAGAGCAGGCTGTCCTGGCTGCTCC 
CGTGGAGCCTGCCACAGCTGACGCCACGGAGGTCCACGATGCAGCTGACACCATTGAAAC 
TGACACTGCCACTGCTGACACCACTGTTGCCAACAACGTACCCCCCGCCGCCACCAGCCT 
CATTGACCTATGGCCTGGCAACGGGGAAGGGGCCTCCACACTCCAGGGTGAGCCCAGGGC 
CCCCACGCCACCCTCGGGTACTGAGGTCACCCTGGCAGAGGTGCCCCTGCTGGATGAGGT 
GGCTCCGGAGCCACTGCTGCCAGCAGGCGAAGGCTGTGCCACCCTTCTCAACTTTGATGA 
GCTGCCTGAGCCGCCAGCCACCTTCTGTGACCCAGAGGAAGTGGAAGGGGAGCCCCTGGC 
TGCCCCCCAGACCCCAACTCTGCCCTCAGCCCTTGAGGAGCTGGAGCAAGAGCAGGAGCC 
GGAGCCCCACCTGCTAACCAATGGCGAGACCACCCAGAAGGAGGGGACCCAGGCCAGTGA 
GGGGTACTTCAGTCAATCACAGGAGGAGGAGTTTGCCCAATCGGAAGAGCTCTGTGCCAA 
GGCTCCGCCTCCTGTGTTCTACAACAAGCCTCCAGAGATCGACATCACATGCTGGGATGC 
AGACCCAGTTCCAGAAGAGGAGGAGGGCTTCGAGGGTGGTGATTAGCGGTGGCGCCAGCC 
CTAGGCTACCCTTGCCAAGGCCGCCCACCTGCATCAGCCTCTGGCCAGACGGCCCGCCGT 
GCCTGCATTCGCAGCAGCTCCGCCTGGCACCCACTCCGGATTCCGGCCCTGGCTGGGGAC 
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TTGGCCGCTTCCCTACCCACAGGGCCTGACTTTTACAGCTTTTCTCTTTTTTTAAAAAGT 

TGATAGGAGACTTGTACAGTTGACTGGCTTTCCTCTCGTTGGTAGTTGAGACGCTGTTGC 

AAATTCCACCCCTCCTTCCCTGGTCCAGATTGTAGCTCTTAGTCCTCCCTGCTCAGCTGG 

CCGGGTTGGAGGCCTCACCCTGCTTGGGGCCTGGCGTGGGGGGAGCTCTGGTGGGAAAAT 

GTCCCCCACCTCTTTTCCTAGTTTTATGTTTCTTGGGAAAATATCACTTTGTATTCTCTG 

TCCAGGGCTTCAGATATTTTGCACGAATTTTAAAACATGGCAATAAATGGCTCGTGGGCT 

CTGGCTCCCTGGGACCCCCTCCCCGCCCTTCTTTTGACCCCTTCCTGTCTGGCCCAAAGG 

AAGTAGCAGGCCCAGCTGGGGCCCCTCGGCTACCCCCCGTCTCCTGCCGGGCAGGTCCCA 

GGTTGGAGGCCCTAGGCGCGGTTCAGGTCAGGGCTATGGATGGGGCCCAGGGGCTTTGGT 

GGCCCCTCCCCAACTCCTTCCTCTTTGCTTGGGTTCCTTTTTCACGTTTAGTAACTGTTT 

TTTTTTGTTTTTTTTTTTTTTTTTTTTGGAAAGCACAAACTTCTGTAACGGGTCGTGCTC 

ATGTCTGTTAATAAAGAAATCCAGATCC 

Gene 376. >ENST00000327525 cDNA sequence 

GGCCGATCCCAACGAGGCTCCCTGGAGCCCGACGCAGAGCAGCGCCCTGGCCGGGCCAAG 
CAGGAGCCGGCATCATGGATTCCTTCAAAGTAGTGCTGGAGGGGCCAGCACCTTGGGGCT 
TCCGGCTGCAAGGGGGCAAGGACTTCAATGTGCCCCTCTCCATTTCCCGGCTCACTCCTG 
GGGGCAAAGCGGCGCAGGCCGGAGTGGCCGTGGGTGACTGGGTGCTGAGCATCGATGGCG 
AGAATGCGGGTAGCCTCACACACATCGAAGCTCAGAACAAGATCCGGGCCTGCGGGGAGC 
GCCTCAGCCTGGGCCTCAGCAGGGCCCAGCCGGTTCAGAGCAAACCGCAGAAGGCCTCCG 
CCCCCGCCGCGGACCCTCCGCGGTACACCTTTGCACCCAGCGTCTCCCTCAACAAGACGG 
CCCGGCCCTTTGGGGCGCCCCCGCCCGCTGACAGCGCCCCGCAGCAGAATGGACAGCCGC 
TCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTGATGGAGAACACAGAGGACTGGC 
GGCCGCGGCCGGGGACAGGCCAGTCGCGTTCCTTCCGCATCCTTGCCCACCTCACAGGCA 
CCGAGTTCATGCAAGACCCGGATGAGGAGCACCTGAAGAAATCAAGCCAGGTGCCCAGGA 
CAGAAGCCCCAGCCCCAGCCTCATCTACACCCCAGGAGCCCTGGCCTGGCCCTACCGCCC 
CCAGCCCTACCAGCCGCCCGCCCTGGGCTGTGGACCCTGCGTTTGCCGAGCGCTATGCCC 
CGGACAAAACGAGCACAGTGCTGACCCGGCACAGCCAGCCGGCCACGCCCACGCCGCTGC 
AGAGCCGCACCTCCATTGTGCAGGCAGCTGCCGGAGGGGTGCCAGGAGGGGGCAGCAACA 
ACGGCAAGACTCCCGTGTGTCACCAGTGGCACAAGGTCATCCGGGGCCGCTACCTGGTGG 
CGCTGGGCCACGCGTACCACCCGGAGGAGTTTGTGTGTAGCCAGTGTGGGAAGGTCCTGG 
AAGAGGGTGGCTTCTTTGAGGAGAAGGGCGCCATCTTCTGCCCACCATGCTATGACGTGC 
GCTATGCACCCAGCTGTGCCAAGTGCAAGAAGAAGATTACAGGCGAGATCATGCACGCCC 
TGAAGATGACCTGGCACGTGCACTGCTTTACCTGTGCTGCCTGCAAGACGCCCATCCGGA 
ACAGGGCCTTCTACATGGAGGAGGGCGTGCCCTATTGCGAGCGAGACTATGAGAAGATGT 
TTGGCACGAAATGCCATGGCTGTGACTTCAAGATCGACGCTGGGGACCGCTTCCTGGAGG 
CCCTGGGCTTCAGCTGGCATGACACCTGCTTCGTCTGTGCGATATGTCAGATCAACCTGG 
AAGGAAAGACCTTCTACTCCAAGAAGGACAGGCCTCTCTGCAAGAGCCATGCCTTCTCTC 
ATGTGTGAGCCCCTTCTGCCCACAGCTGCCGCGGTGGCCCCTAGCCTGAGGGGCCTGGAG 
TCGTGGCCCTGCATTTCTGGGTAGGGCTGGCAATGGTTGCCTTAACCCTGGCTCCTGGCC 
CGAGCCTGGGGCTCCCTGGGCCCTGCCCCACCCACCTTATCCTCCCACCCCACTCCCTCC 
ACCACCACAGCACACCGATGCTGGCCACACCAGCCCCCTTTCACCTCCAGTGCCACAATA 
AACCTGTACCCAGCTGTG 

Gene 377. >ENST00000328562 cDNA sequence 

CGACGCAGAGCAGCGCCCTGGCCGGGCCAAGCAGGAGCCGGCATCATGGATTCCTTCAAA 
GTAGTGCTGGAGGGGCCAGCACCTTGGGGCTTCCGGCTGCAAGGGGGCAAGGACTTCAAT 
GTGCCCCTCTCCATTTCCCGGCTCACTCCTGGGGGCAAAGCGGCGCAGGCCGGAGTGGCC 
GTGGGTGACTGGGTGCTGAGCATCGATGGCGAGAATGCGGGTAGCCTCACACACATCGAA 
GCTCAGAACAAGATCCGGGCCTGCGGGGAGCGCCTCAGCCTGGGCCTCAGCAGGGCCCAG 
CCGGTTCAGAGCAAACCGCAGAAGGCCTCCGCCCCCGCCGCGGACCCTCCGCGGCCTTTG 
CACCCAGCGTCTCCCTCAACAAGACGGCCCGGCCCTTTGCCCCCGCCCGCTGACAGCGCC 
CCGCAGCAGAATGGACAGCCGCTCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTG 
ATGGAGAACACAGAGGACTGGCGGCCGCGGCCGGGGGCCAGTCGCGTTCCTTCCGCATCC 
TTGCCCACCTCACAGGCACCGAGTTCAGTAATGCAAGACCCGGATGAGGAGCACCTGAAG 
AAATCAAGCCAGGTGCCCAGAAGCCCCAGCCCCAGCCTCATCTACACCCCAGGAGCCCTG 
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GCCTGGCCCTACCGCCCCCAGCCCTACCAGCCGCCCGCCCTGGGCTGTGGACCCTGCGTT 

TGCCGAGCGCTATGCCCCGGACAAAACGAGCACAGTGCTGACCACAGCCAGCCGGCCACG 

CCCACGCCGCTGCAGAGCCGCACCTCCATTGTGCAGGCAGCTGCCGGAGGGGTGCCAGGA 

GGGGGCAGCAACAACGGCAAGACTCCCGTGTGTCACCAGTGCCACAAGGTCATCCGGGGC 

CGCTACCTGGTGGCGCTGGGCCACGCGTACCACCCGGAGGAGTTTGTGTGTAGCCAGTGT 

GGGAAGGTCCTGGAAGAGGGTGGCTTCTTTGAGGAGAAGGGCGCCATCTTCTGCCCACCA 

TGCTATGACGTGCGCTATGCACCCAGCTGTGCCAAGTGCAAGAAGAAGATTACAGGCGAG 

ATCATGCACGCCCTGAAGATGACCTGGCACGTGCACTGCTTTACCTGTGCTGCCTGCAAG 

ACGCCCATCCGGAACAGGGCCTTCTACATGGAGGAGGGCGTGCCCTATTGCGAGCGAGAC 

TATGAGAAGATGTTTGGCACGAAATGCCATGGCTGTGACTTCAAGATCGACGCTGGGGAC 

CGCTTCCTGGAGGCCCTGGGCTTCAGCTGGCATGACACCTGCTTCGTCTGTGCGATATGT 

CAGATCAACCTGGAAGGAAAGACCTTCTACTCCAAGAAGGACAGGCCTCTCTGCAAGAGC 

CATGCCTTCTCTCATGTGTGAGCCCCTTCTGCCCACAGCTGCCGCGGTGGCCCCTAGCCT 

GAGGGGCCTGGAGTCGTGGCCCTGCATTTCTGGGTAGGGCTGGCAATGGTTGCCTTAACC 

CTGGCTCCTGGCCCGAGCCTGGGGCTCCCTGGGCCCTGCCCCACCCACCTTATCCTCCCA 

CCCCACTCCCTCCACCACCACAGCACACCGATGCTGGCCACACCAGCCCCCTTTCACCTC 

CAGTGCCACAATAAACCTGTACCCAGCTGTG 

Gene 378. >ENST00000330043 cDNA sequence 

CGACGCAGAGCAGCGCCCTGGCCGGGCCAAGCAGGAGCCGGCATCATGGATTCCTTCAAA 
GTAGTGCTGGAGGGGCCAGCACCTTGGGGCTTCCGGCTGCAAGGGGGCAAGGACTTCAAT 
GTGCCCCTCTCCATTTCCCGGCTCACTCCTGGGGGCAAAGCGGCGCAGGCCGGAGTGGCC 
GTGGGTGACTGGGTGCTGAGCATCGATGGCGAGAATGCGGGTAGCCTCACACACATCGAA 
GCTCAGAACAAGATCCGGGCCTGCGGGGAGCGCCTCAGCCTGGGCCTCAGCAGGGCCCAG 
CCGGTTCAGAGCAAACCGCAGAAGGTGCAGACCCCTGACAAACAGCCGCTCCGACCGCTG 
GTCCCAGATGCCAGCAAGCAGCGGCTGATGGAGAACACAGAGGACTGGCGGCCGCGGCCG 
GGGACAGGCCAGTCGCGTTCCTTCCGCATCCTTGCCCACCTCACAGGCACCGAGTTCATG 
CAAGACCCGGATGAGGAGCACCTGAAGAAATCAAGCCAGGTGCCCAGGACAGAAGCCCCA 
GCCCCAGCCTCATCTACACCCCAGGAGCCCTGGCCTGGCCCTACCGCCCCCAGCCCTACC 
AGCCGCCCGCCCTGGGCTGTGGACCCTGCGTTTGCCGAGCGCTATGCCCCGGACAAAACG 
AGCACAGTGCTGACCCGGCACAGCCAGCCGGCCACGCCCACGCCGCTGCAGAGCCGCACC 
TCCATTGTGCAGGCAGCTGCCGGAGGGGTGCCAGGAGGGGGCAGCAACAACGGCAAGACT 
CCCGTGTGTCACCAGTGCCACAAGGTCATCCGGGGCCGCTACCTGGTGGCGCTGGGCCAC 
GCGTACCACCCGGAGGAGTTTGTGTGTAGCCAGTGTGGGAAGGTCCTGGAAGAGGGTGGC 
TTCTTTGAGGAGAAGGGCGCCATCTTCTGCCCACCATGCTATGACGTGCGCTATGCACCC 
AGCTGTGCCAAGTGCAAGAAGAAGATTACAGGCGAGATCATGCACGCCCTGAAGATGACC 
TGGCACGTGCACTGCTTTACCTGTGCTGCCTGCAAGACGCCCATCCGGAACAGGGCCTTC 
TACATGGAGGAGGGCGTGCCCTATTGCGAGCGAGACTATGAGAAGATGTTTGGCACGAAA 
TGCCATGGCTGTGACTTCAAGATCGACGCTGGGGACCGCTTCCTGGAGGCCCTGGGCTTC 
AGCTGGCATGACACCTGCTTCGTCTGTGCGATATGTCAGATCAACCTGGAAGGAAAGACC 
TTCTACTCCAAGAAGGACAGGCCTCTCTGCAAGAGCCATGCCTTCTCTCATGTGTGAGCC 
CCTTCTGCCCACAGCTGCCGCGGTGGCCCCTAGCCTGAGGGGCCTGGAGTCGTGGCCCTG 
CATTTCTGGGTAGGGCTGGCAATGGTTGCCTTAACCCTGGCTCCTGGCCCGAGCCTGGGG 
CTCCCTGGGCCCTGCCCCACCCACCTTATCCTCCCACCCCACTCCCTCCACCACCACAGC 
ACACCGATGCTGGCCACACCAGCCCCCTTTCACCTCCAGTGCCACAATAAACCTGTACCC 
AGCTGTG 

Gene 379. >ENST00000330641 cDNA sequence 

AGAACACTGGCGGCCGATCCCAACGAGGCTCCCTGGAGCCCGACGCAGAGCAGCGCCCTG 
GCCGGGCCAAGCAGGAGCCGGCATCATGGATTCCTTCAAAGTAGTGCTGGAGGGGCCAGC 
ACCTTGGGGCTTCCGGCTGCAAGGGGGCAAGGACTTCAATGTGCCCCTCTCCATTTCCCG 
GCTCACTCCTGGGGGCAAAGCGGCGCAGGCCGGAGTGGCCGTGGGTGACTGGGTGCTGAG 
CATCGATGGCGAGAATGCGGGTAGCCTCACACACATCGAAGCTCAGAACAAGATCCGGGC 
CTGCGGGGAGCGCCTCAGCCTGGGCCTCAGCAGGGCCCAGCCGGTTCAGAGCAAACCGCA 
GAAGGCCTCCGCCCCCGCCGCGGACCCTCCGCGGTACACCTTTGCACCCAGCGTCTCCCT 
CAACAAGACGGCCCGGCCCTTTGGGGCGCCCCCGCCCGCTGACAGCGCCCCGCAGCAGAA 
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TGGACAGCCGCTCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTGATGGAGAACAC 

AGAGGACTGGCGGCCGCGGCCGGGGACAGGCCAGTCGCGTTCCTTCCGCATCCTTGCCCA 

CCTCACAGGCACCGAGTTCATGCAAGACCCGGATGAGGAGCACCTGAAGAAATCAAGGGA 

AAAGTATGTCCTGGAGCTGCAGAGCCCACGCTACACCCGCCTCCGGGACTGGCACCACCA 

GCGCTCTGCCCACGTGCTCAACGTGCAGTCGTAG 

Gene 380. >ENST00000331981 cDNA sequence 

ATGGATTCCTTCAAAGTAGTGCTGGAGGGGCCAGCACCTTGGGGCTTCCGGCTGCAAGGG 
GGCAAGGACTTCAATGTGCCCCTCTCCATTTCCCGGCTCACTCCTGGGGGCAAAGCGGCG 
CAGGCCGGAGTGGCCGTGGGTGACTGGGTGCTGAGCATCGATGGCGAGAATGCGGGTAGC 
CTCACACACATCGAAGCTCAGAACAAGATCCGGGCCTGCGGGGAGCGCCTCAGCCTGGGC 
CTCAGCAGGGCCCAGCCGGTTCAGAGCAAACCGCAGAAGGCCTCCGCCCCCGCCGCGGAC 
CCTCCGCGGTACACCTTTGCACCCAGCGTCTCCCTCAACAAGACGGCCCGGCCCTTTGGG 
GCGCCCCCGCCCGCTGACAGCGCCCCGCAGCAGAATGGGTGCAGACCCCTGACAAACAGC 
CGCTCCGACCGCTGGTCCCAGATGCCAGCAAGCAGCGGCTGATGGAGAACACAGAGGACT 
GGCGGCCGCGGCCGGGGACAGGCCAGTCGCGTTCCTTCCGCATCCTTGCCCACCTCACAG 
GCACCGAGTTCATGCAAGACCCGGATGAGGAGCACCTGAAGAAATCAAGCCAGGTGCCCA 
GGACAGAAGCCCCAGCCCCAGCCTCATCTACACCCCAGGAGCCCTGGCCTGGCCCTACCG 
CCCCCAGCCCTACCAGCCGCCCGCCCTGGGCTGTGGACCCTGCGTTTGCCGAGCGCTATG 
CCCCGGACAAAACGAGCACAGTGCTGACCCGGCACAGCCAGCCGGCCACGCCCACGCCGC 
TGCAGAGCCGCACCTCCATTGTGCAGGCAGCTGCCGGAGGGGTGCCAGGAGGGGGCAGCA 
ACAACGGCAAGACTCCCGTGTGTCACCAGTGCCACAAGGTCATCCGGGGCCGCTACCTGG 
TGGCGCTGGGCCACGCGTACCACCCGGAGGAGTTTGTGTGTAGCCAGTGTGGGAAGGTCC 
TGGAAGAGGGTGGCTTCTTTGAGGAGAAGGGCGCCATCTTCTGCCCACCATGCTATGACG 
TGCGCTATGCACCCAGCTGTGCCAAGTGCAAGAAGAAGATTACAGGCGAGATCATGCACG 
CCCTGAAGATGACCTGGCACGTGCACTGCTTTACCTGTGCTGCCTGCAAGACGCCCATCC 
GGAACAGGGCCTTCTACATGGAGGAGGGCGTGCCCTATTGCGAGCGAGACTATGAGAAGA 
TGTTTGGCACGAAATGCCATGGCTGTGACTTCAAGATCGACGCTGGGGACCGCTTCCTGG 
AGGCCCTGGGCTTCAGCTGGCATGACACCTGCTTCGTCTGTGCGATATGTCAGATCAACC 
TGGAAGGAAAGACCTTCTACTCCAAGAAGGACAGGCCTCTCTGCAAGAGCCATGCCTTCT 
CTCATGTGTGAGCCCCTTCTGCCCACAGCTGCCGCGGTGGCCCCTAGCCTGAGGGGCCTG 
GAGTCGTGGCCCTGCATTTCTGGGTAGGGCTGGCAATGGTTGCCTTAACCCTGGCTCCTG 
GCCCGAGCCTGGGGCTCCCTGGGCCCTGCCCCACCCACCTTATCCTCCCACCCCACTCCC 
TCCACCACCACAGCACACCGATGCTGGCCACACCAGCCCCCTTTCACCTCCAGTGCCACA 
ATAAACCTGTACCCAGCTG 

Gene 381. >ENST00000329540 cDNA sequence 

GCGGTAGCGGCGGCGGCGGCGGCGGCGGTGGCGGCGGCGGCGGCGCGGCGTGTGGAGCGA 
GGGAGCGGCGCGAGCGGCGGCATGACGCGGAGGCGGAGCAGGCCGAGCGGCGGTGCGGGC 
AGGCGCGAGCGGGCTCGGGCCGCGGGGCCGCAGAAGCCCCAGGCGCCCGAGCCCCCGCCG 
CCGCCAAGCCTGGAGGCGGGAGCGGGTGCAGGCCCTCCGGAGGCGCCGGCGGAGCCCGAC 
CACGACGGCCCCAGGGAGGATGACGAACCCAACCTGGTGCCCGGCCCGCAGGTAGGAGCG 
AGCGGGGAGACTTCGGCGGCTCGGGCGCTTTCACCTTCCCCGAGCGGGAGCGGGAGTGGG 
GCGGGGTTGGGGATGGGCCATCCTGCCGCGGCTGGGGTAGCAGCCTTCCCCCGGGTCCGG 
CGCCGAAGCTTTCTCCCCCGGGGCGGGAATGGAGGCTGGACCCCTCTCCCCAAAGCCGAG 
GCTCGGTCCGCGCTCCTGCGACTAGGCTGAAGCTGCTCCCCTCTCCCCGCCGCCTCCGGG 
CGTTCTGGCCGTACACCCACACTGGGACTGGGACTGGGACTGGGCTGTGATCCCGAGGCC 
GCAGCTCCGCTCTCGGCCCGCCACCTCCCCCGGGCCCACCTGCTCCCTCAGCCACAGGCC 
ATCTCGGGGCTCTGGGACTGGACGACTGCAGCCTCTTCCCTCTGCCCCCGGGAACGGCTC 
CACTCCGTCCCCTGCAGCGCCTGCAGCCGCGGCCCCCTCAGCAGCTGTGTCTCCTGGCGC 
CTCCTCGCCATACCCAGCAGAGCAGTTGGAGCAGACAGCCAGGCTGCCCGGAGGAGTTTT 
TGGTGGGGTTTCTGCACTGAGGTGGAAACCCAGCAGAACCTGCCCTTCTTCCCTCCCCTG 
CTCCGCAAGGCAGCCCACCCCGACCTTGAGATCCCAGGTTTGGAGAATCCTGCTGAGAGC 
GAACAGTAGGAGGATTCCCCAAAGCTTCCAGCTTGCCACCTGGAAGAAGGTCACTTTCTT 
TTGAGCAAAGGAGATAACGGGAGGTACCCTGCCAAAGTTCACTGAGAGGCGGGGGTGACA 
TGGGCCACGGTTGCTCTGGGAGGGTTGTGGCACTCGGGGCTGGGTGGCTCTCCCTAAGCT 
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TGCTCTGACAAAAGAGTTTTGAGTTGGTCTTTTGGCTGAGCCTGCCCAGGAAGGCAGGCT 
CCTGCAGGAGTCTTGGAGGGTCGGATGCGGCGCCGGATGAGGATGAGGCGTGGCGGAAGA 
TGCGTTTGGCTCTGCAGACACTGCATCGGGCAGCAGGGGACTCTGGGAGGCTGGTGCAGC 
CAGAAGGCATGGCTCTTGACAGCCTTCTAGTAGAATCTCTGGAATTGTGCATATGAAGAA 
ACAGAAACTCAGAGCAACTAAA.CATTTGCCCAAATGACTCCAACTGTAGGTGTCAGACAA 
AAGAAAAGAAAAGGACTTTTAGGTCCCCCCCGCCTCCAGCCAGCCTGTGCAGACTTGCTG 
CCTGCTGTGTCACCGGGAACGCAAAGGCTGGGAAGAAGGCCCTTCTCAAAATGGACTGGT 
GTTGCAGGGTGAGAAGCTGCCCCCTGACTTCATGCCAAAGCTCGTCAAGAATCTCCTAGG 
CGAGATGCCTCTGTGGGTCTGCCAGAGTTGCCGAAAGAGCATGGAGGAAGATGAAAGGCA 
GACAGGTCGAGAACATGCAGTGGCGATCTCCTTGTCACACACATCCTGCAAATCACAGTC 
TTGTGGAGATGACTCTCATTCGTCCTCGTCTTCCTCCTCATCATCCTCATCCTCGTCCTC 
CTCTTCCTGCCCTGGGAACTCGGGAGACTGGGATCCTAGCTCGTTCCTGTCGGCACATAA 
GCTCTCGGGCCTCTGGAATTCCCCACATTCCAGTGGGGCCATGCCAGGCAGCTCTCTTGG 
GAGTCCTCCTACCATCCCCGGTGAGGCTTTCCCCGTCTCGGAGCACCACCAGCACTCAGA 
CCTCACTGCTCCCCCTAACAGCCCCACCGGCCACCACCCGCAGCCAGCATCTCTAATCCC 
GTCTCACCCCAGCTCCTTTGGCTCCCCACCCCACCCACACCTGCTGCCCACCACCCCGGC 
AGCACCTTTCCCTGCCCAGGCTTCAGAGTGCCCTGTTGCTGCTGCCACTGCCCCCCACAC 
TCCAGGGCCATGTCAGAGCTCCCATCTACCCTCCACCAGCATGCCGCTCCTGAAGATGCC 
CCCACCATTCTCGGGGTGCAGCCACCCCTGCAGCGGGCACTGTGGTGGGCACTGCAGTGG 
GCCTCTTCTCCCACCCCCGAGCTCTCAGCCACTCCCTAGCACTCACAGGGATCCCGGGTG 
CAAGGGGCACAAGTTTGCACACAGTGGCCTGGCTTGCCAGCTGCCCCAGCCCTGCGAGGC 
AGATGAGGGGCTGGGTGAGGAAGAGGATAGCAGCTCTGAGCGAAGCTCCTGCACCTCATC 
CTCCACCCACCAGAGAGATGGGAAGTTCTGTGACTGCTGCTACTGTGAGTTCTTCGGCCA 
CAATGCGGCAAAAGGAAAGGAAATGGCAGAGAGAAAGCTATGATTCTGATGAGTATGTAT 
ACGTGTGTAATCCCAGAGAAGTGAACGCTTGGGAGTGATGAAGGCAGAGTGGAAGCAAAA 
AGGCTCTCAGTCCCCCAAGTGTGACAGCCAGCCGAGGGACAGGCCGTGAGCACAGACGGC 
GCCAGGAAGGAGGCTCAGATCAGAGGGCATGCTGGCTCTGGCCAGGGGGAGGAAGCAGTG 
CAGAAGTCTCATAAGCCACCCGCTGCCCCGACGAGTCGGAACTATACCGAGATCCGGGAG 
AAGCTCCGCTCGAGGCTGACCAGGCGGAAAGAGGAGCTGCCCATGAAGGGGGGCACCCTG 
GGCGGGATCCCTGGGGAGCCCGCCGTGGACCACCGAGATGTGGATGAGCTGCTGGAATTC 
ATCAACAGCACGGAGCCCAAAGTCCCCAACAGCGCCAGGGCCGCCAAGCGGGCCCGGCAC 
AAGCTGAAAAAGAAGGAAAAGGAGAAGGCCCAGTTGGCAGCAGAAGCTCTAAAGCAGGCA 
AATCGTGTTTCTGGAAGCCGGGAGCCAAGGCCTGCCAGGGAGAGGCTCTTGGAGTGGCCC 
GACCGGGAACTGGATCGGGTCAACAGCTTCCTGAGCAGCCGTCTGCAGGAGATCAAAAAC 
ACTGTCAAAGACTCCATCCGTGCCAGCTTCAGTGTGTGTGAGCTCAGCATGGACAGCAAT 
GGCTTCTCTAAGGAGGGGGCTGCTGAGCCTGAGCCTCAGAGTCTACCCCCCTCAAACCTC 
AGTGGCTCCTCAGAGCAGCAGCCTGACATCAACCTTGACCTGTCCCCTTTGACTTTGGGC 
TCCCCTCAGAACCACACGTTACAAGCTCCAGGCGAGCCAGCCCCACCATGGGCAGAAATG 
AGAGGCCCCCACCCACCATGGACAGAGGTGAGGGGGCCCCCTCCCGGTATCGTCCCCGAG 
AACGGGCTCGTGAGGAGACTCAACACCGTGCCCAACCTATCCCGGGTGATCTGGGTCAAG 
ACACCCAAGCCGGGCTACCCCAGCTCCGAGGAGCCAAGCTCAAAGGAAGTTCCCAGTTGC 
AAGCAGGAGCTGCCTGAGCCTGTGTCCTCAGGTGGGAAGCCACAGAAGGGCAAGAGGCAG 
GGCAGTCAGGCCAAGAAGAGCGAGGCAAGCCCAGCCCCCCGGCCCCCAGCCAGCCTAGAG 
GTTCCCAGTGCCAAGGGCCAGGTCGCTGGCCCCAAGCAGCCAGGCAGGGTCCTAGAGCTT 
CCCAAAGTAGGCAGCTGTGCTGAGGCTGGAGAGGGGAGCCGGGGGAGCCGGCCAGGACCA 
GGTTGGGCTGGCAGTCCCAAAACTGAGAAGGAGAAGGGCAGCTCCTGGCGAAACTGGCCA 
GGCGAGGCCAAGGCACGGCCTCAGGAGCAGGAGTCTGTGCAGCCCTCAGGCCCAGCAAGG 
CCACAGAGCTTGCCCCAGGGCAAGGGCCGCAGCCGCCGGAGCCGCAACAAGCAGGAGAAG 
CCAGCCTCCTCCTTGGACGATGTGTTCCTGCCCAAGGACATGGACGGGGTGGAGATGGAT 
GAGACTGACCGAGAGGTGGAGTACTTTAAGAGGTTCTGTTTGGATTCTGCAAAGCAGACT 
CGTCAGAAAGTTGCTGTGAACTGGACCAACTTCAGCCTCAAGAAAACCACTCCTAGCACA 
GCTCAGTGAGGCCCTGCCCAGGCTGAGCTGCTTCAGGGCGTCCTGAGGCCCTGACTGCCA 
GCTGAAGGCGTATAATTTTTCCCTCCGTGTGCCCCACCTACCCGTCCAAGACCCTCTGTG 
CTCCCCACCATCCTGGACCAACCAAAAGCTGAACGGATGCCACACTGTGCTGGGGCCCCT 
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TGACCTCAGCAGAGCCGCTTCCTGGTGCTACGCAGCCTCCACACTCAGAGCCCGTGGACT 

GGGCTGGCCTAAGGGCCAGGGCTGATGGTACTGCTGGCCCAACACTGCTCTCTTTGTGTT 

TGGTTTTTTTGTTTTTGTTTTTATTTTGTTTTTTTCC^TTCTTTACTTTTGATACTGTG 

AAGATCTTTCGTGCCGAAAGATAAAGCAACATTTGGACACAG 

Gene 382. >ENST00000330503 cDNA sequence 

CAGCGGGCTCGCACCGACGAGGTGCCTGCCGGAGGAAGCCGCTCCGAGGCGGAAGATGAG 
GACGACGAGGACTACGTGCCCTATGTGCCGTTACGGCAGCGCCGGCAGCTACTGCTCCAG 
AAGCTGCTGCAGCGAAGACGCAAGGGAGCTGCGGAGGAAGAGCAGCAGGACAGCGGTAGT 
GAACCCCGGGGAGATGAGGACGACATCCCGCTAGGCCCTCAGTCCAACGTCAGCCTCCTG 
GATCAGCACCAGCACCTTAAAGAGAAGGCTGAAGCGCGCAAAGAGTCTGCCAAGGAGAAG 
CAGCTGAAGGAAGAAGAGAAGATCCTGGAGAGTGTTGCCGAGGGCCGAGCATTGATGTCA 
GTGAAGGAGATGGCTAAGGGCATTACGTATGATGACCCCATCAAAACCAGCTGGACTCCA 
CCCCGTTATGTTCTGAGCATGTCTGAAGAGCGACATGAGCGCGTGCGGAAGAAATACCAC 
ATCCTGGTGGAGGGAGACGGTATCCCACCACCCATCAAGAGCTTCAAGGAAATGAAGTTT 
CCTGCAGCCATCCTGAGAGGCCTGAAGAAGAAAGGCATTCACCACCCAACACCCATTCAG 
ATCCAGGGCATCCCCACCATTCTATCTGGCCGTGACATGATAGGCATCGCTTTCACGGGT 
TCAGGCAAGACACTGGTGTTCACGTTGCCCGTCATCATGTTCTGCCTGGAACAAGAGAAG 
AGGTTACCCTTCTCAAAGCGCGAGGGGCCCTATGGACTCATCATCTGCCCCTCGCGGGAG 
CTGGCCCGGCAGACCCATGGCATCCTGGAGTACTACTGCCGCCTGCTGCAGGAGGACAGC 
TCACCACTCCTGCGCTGCGCCCTCTGCATTGGGGGCATGTCCGTGAAAGAGCAGATGGAG 
ACCATCCGACACGGTGTACACATGATGGTGGCCACCCCGGGGCGCCTCATGGATTTGCTG 
CAGAAGAAGATGGTCAGCCTAGACATCTGTCGCTACCTGGCCCTGGACGAGGCTGACCGC 
ATGATCGACATGGGCTTCGAGGGTGACATCCGTACCATCTTCTCCTACTTCAAGGGCCAG 
CGACAGACCCTGCTCTTCAGTGCCACCATGCCGAAGAAGATTCAGAACTTTGCTAAGAGT 
GCCCTTGTAAAGCCTGTGACCATCAATGTGGGGCGCGCTGGGGCTGCCAGCCTGGATGTC 
ATCCAGGAGGTAGAATATGTGAAGGAGGAGGCCAAGATGGTGTACCTGCTCGAGTGCCTG 
CAGAAGACACCCCCGCCTGTACTCATCTTTGCAGAGAAGAAGGCAGACGTGGACGCCATC 
CACGAGTACCTGCTGCTCAAGGGGGTTGAGGCCGTAGCCATCCATGGGGGCAAAGACCAG 
GAGGAACGGACTAAGGCCATCGAGGCATTCCGGGAGGGCAAGAAGGATGTCCTAGTAGCC 
ACAGACGTTGCCTCCAAGGGCCTGGACTTCCCTGCCATCCAGCACGTCATCAATTATGAC 
ATGCCAGAGGAGATTGAGAACTATGTACACCGGATTGGCCGCACCGGGCGCTCGGGAAAC 
ACAGGCATCGCCACTACCTTCATCAACAAAGCGTGTGATGAGTCAGTGCTGATGGACCTC 
AAAGCGCTGCTGCTAGAAGCCAAGCAGAAGGTGCCGCCCGTGCTGCAGGTGCTGCATTGC 
GGGGATGAGTCCATGCTGGACATTGGAGGAGAGCGCGGCTGTGCCTTCTGCGGGGGCCTG 
GGTCATCGGATCACTGACTGCCCCAAACTCGAGGCTATGCAGACCAAGCAGGTCAGCAAC 
ATCGGTCGCAAGGACTACCTGGCCCACAGCTCCATGGACTTCTGAGCCGACAGTCTTCCC 
TTCTCTCCAAGAGGCCTCAGTCCCCAAGACTGCCACCAGTCTACACATACAGCAGCCCCC 
TGGACAGAATCAGCATTTCAGTTCAGCTGGCCTGGAATGGGCCAGGCTGGTCCTGGCTGC 
CTGTTCCCTGTGCTCTTCAGAATTACTGTTTTTGTTTCCTTTTACCCCAGCTGCCATTAA 
AGCCCAAACCTCTAGCCC 

Gene 383. >ENST00000329365 cDNA sequence 

ATGGGAAGATGGGTGAACCAGTCCTACACAGATGGCTTCTTCCTCTTGGGCATCTTTTCC 
CACAGCCAGACTGACCTTGTCCTCTTCTCTGCAGTTATGGTGGTCTTCACAGTGGCCCTC 
TGTGGGAATGTCCTCCTCATCTTCCTCATCTACCTGGACGCTGGACTTCACACCCCCATG 
TACTTCTTCCTCAGCCAGCTCTCCCTCATGGACCTCATGTTGGTCTGTAACATTGTGCCA 
AAGATGGCAGCCAACTTCCTGTCTGGCAGGAAGTCCATCTCCTTTGTGGGCTGTGGCATA 
CAAATTGGCTTTTTTGTCTCTCTTGTGGGATCTGAGGGGCTCTTGCTGGGACTCATGGCT 
TATGACCGCTACGTGGCCGTTAGCCACCCACTTCACTATCCCATCCTCATGAATCAGAGG 
GTCTGTCTCCAGATTACTGGGAGCTCCTGGGCCTTTGGGATAATAGATGGAGTGATTCAG 
ATGGTGGCAGCCATGGGCTTACCTTACTGTGGCTCAAGGAGCGTGGATCACTTTTTCTGT 
GAGGTACAAGCTTTATTGAAGCTGGCCTGTGCAGACACTTCCCTTTTTGACACCCTCCTC 
TTTGCTTGCTGTGTCTTCATGCTTCTCCTTCCCTTCTCCATCATCATGGCCTCCTATGCT 
TGCATCAGGGGCTGTGCTCCGAATACGCTCTGCTCAGGCCTGGAAAAAAGCCCTGGCCAC 
CTGCTCCTCCCACCTAACAGCTGTCACCCTCTTCTATGGGGCAGCCATGTTCATGTACCT 
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GAGGCCTAG 

Gene 384. >ENST00000328095 cDNA sequence 

GCCGGGCAGCAGCGCAGGGGCAGCTCGTCCCGTCGCACCGCGTCGCGCAGCCTGTCCCAC 
GCCGACCTCAGCACCAGGGCCGACGAGAGCTCGGCGGAGAAGCGGCTCGCGCTGTCGCAG 
ATCTGCGAGTGGATGGTCAAGAGCGTGCCCTGCTCCCAGGGCGACAGCAACAGCTCGGCG 
GGCTGCAGGAATTCACTTCGTCATCTTCTGTCCCTACACAGCAAGCTGACTCGCGCGCAG 
AATGAAGGAACTGGAAAAAGTGCTCGGTGGACGCTGGATCCAGAGGGCGGCAAGGGTGGG 
AGATCTCTTAGGACAAGAGCTGCATCCATGGACAGCAGCAGCAAATGCGCTCGGAGCCTA 
AGTCAAGCTGCCACGAAAAAAGCACTGCAGTCTAGCCAGGGGGGTGCCGGGGACAGCCCT 
GGACCCCAGTTTTCCAGATGGCCTGCAAGCCCTGGCTCTCACAGCAATGATGACTTTAAT 
AGCTGGAGTGCATTTCGCCCTGGAACTAGCTCAAATGCTAGTACTGTTACTGGGAGACTT 
TCACCCATTATAGTCAAAGGAGACTATCTTGGAGATGGGGACGCACATTCTGTGGGGTAC 
CCGCCATCTGCGGCAAAGATGCCCCTACTCACCCAGTCTGAGACAAGCAATCCTAACGTG 
GAAAGCTTTCTGAGTGATCTCAGTCTTATCTCCTCACCAACATCATTAACTGTGTCCACC 
CAGTCCTCACCTGGCACCATGATGCAGCAGACGCCATACTCCTTTGTGCCACCAAACACC 
AGTCTGAATTCGCCCAGCCAAACTGCAAAAAACAGACGTGGCCAGTCCAACATGAGCCCT 
TTGCCCCAGATGCAAACACTCCAGGAGCACAAATCAAGTTACGGAGCTGTGAGTCCGTGT 
AACTGTGTAGCGGGACTCCTGGAGGAGATGCTGACTTCTGACTCTCCTCCCCATAATGAC 
ATTATGACACCAGCTGATCCTGGAGTAGCCCAATCCAACAGTCGGTTTCTGGGCCAGAAT 
ACCATGATGGGCCTTAATTCAGCCATGTCAACCTATGGCAGCCAGGCATCTGGATACAAA 
ATGAGGCATCCCAGCTCCCATATCCACCCTGGGCATGCTCAGCAGACATATGCAGCTTAC 
GGCCGTGCCCTGTCTCACACGGAAAACACCAAGCCCCACACCTCAGGTGTGAACCAACTG 
ACCCCAGTGAAGACACCTTTGCAAGTGCCTCTGCCCCACCCCATGCAGATGAGTGCCCTG 
GGGGGCTACTCCTCGGTGAGCAGCTGCAGTGGTTATGGCAGAATGGACCTTCTCCACCAG 
GAGAGGCTTCCAAGTGACTTGGACGGCATGCTCACTGAGCCCTTGGACTGTGACATGGAA 
ATCTTCATTTGGAATGACCTCATGGATGGAGACACGCTGGATTTTTCAGGCAATGTTTTG 
CCCAGCCAAAGCTCCTCACACAGTGTCAAGACAAGGACACATAGCTGCGTGTCAGGCTGA 
Gene 385. >ENST00000328767 cDNA sequence 

ATGCTGTGCAAAGAGAAAGGGATCACCGTGCTGGGTTGGAACGTGGTGTTTGACATCTTG 
GTGAGAGGCAAATTCAATGTTCTGGAAATTGTCCAGAAGGTACCACATAAGGACAAGTCA 
AGAGAATCTTGGCATGCTCAGGAACCGGGACTCCTCTTCAGAATGACCCTGCTCGCCTCC 
GGAGGGGCTGGGATGCTCTCCGTGCGCTGGAGGATCATAGGCCCGGGCCCGCCGGCCTTC 
ACCGAGGAGGACAACTGGGCCTCCTTTGCTGACCGCGTGCTGGCGAGGGCCATAAACGAC 
AATTACTCCTATTCATTGAATGCCTGGCTGCTGCTGCTGCGTCCCTGGTGGCTGTGTTTT 
GATTGGTCAGTGGGCTGCAGCCCCCTCATGAAGTCCCTCAGCGACTGGAGGGTAACTGCA 
TTTGCAGCGCTCTGGTTCCGCCCAGTTGGCCTCATACGCCAAGCCCTGTGCTCTGCAGAC 
GGCCACCAGAGAAGGATCCTTACTCTGCGCCTGGGATTGCTCGTTATCCCGTTTCTCCCC 
GCAAGTAACCTGTTCTTCCGAGCGGGCTTCGTGGTCCCGAGCGTGGGGTGCTGTGTGATG 
CTGCTTTTTGGATTCGGAGCCTGCAAACACACCGAGAAAAAGAAGCTCATCGCTGCCGTG 
GTGCTGGGAATCCTACTCGATGCTGAGAGGCTGAGATGCGCGGTGCGCGGCGGCGAGTGG 
CGGAGCGAGGCGGTTTTCAGAGGCGCTGTGTCTGTGTGTCCCCTCAGTGCTGAGGTTCGC 
TGCAACATCGGCAGAAACCTGGCTGCTAAAGGCAACCAGACGGGCGCCATCAGATACCAC 
CGGGAAGCTGTAAGCTTAAATCCCAAGTATGTTCATGCCGTGAATAATCTTGCAAATGTC 
TTAAAAGAAAGGAATGAGCTACAGGAAGCTGAGGAGCTGCTGTCTTTGGCTGTTCAAATG 
CAGCCAGACTTTGCTGCTGCGTGGATGAGTCTAGGCATAGCGCGGAGCAGCCTGAAACGC 
TTTGAAACCGCCAAGCAAAGTTACCCGACGGCGAGTAAAAGAAGGAAATACCCAGACCGT 
TACTACAGCCTCCGGCGTCTGCTG 

Gene 386. >ENST00000328275 cDNA sequence 

ATGGAGACGTGGGTGAACCAGTCCTACACAGATGGCTTCTTCCTCTTAGGCATCTTCTCC 
CACAGTACTGCTGACCTTGTCCTCTTCTCCGTGGTTATGGCGGTCTTCACAGTGGCCCTC 
TGTGGGAATGTCCTCCTCATCTTCCTCATCTACATGGACCCTCACCTTCACACCCCCATG 
TACTTCTTCCTCAGCCAGCTCTCCCTCATGGACCTCATGTTGGTCTGTACCAATGTGCCA 
AAGATGGCAGCCAACTTCCTGTCTGGCAGGAAGTCCATCTCCTTTGTGGGCTGTGGCATA 
CAAATTGGCCTCTTTGTCTGTCTTGTGGGATCTGAGGGGCTCTTGCTGGGACTCATGGCT 
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TATGACCGCTATGTGGCCATTAGCCACCCACTTCACTATCCCATCCTCATGAATCAGAGG 

GTCTGTCTCCAGATTACTGGGAGCTCCTGGGCCTTTGGGATAATCGATGGCTTGATCCAG 

ATGGTGGTAGTAATGAATTTCCCCTACTGTGGCTTGAGGAAGGTGAACCATTTCTTCTGT 

GAGATGCTATCCTTGTTGAAGCTGGCCTGTGTAGACACATCCCTGTTTGAGAAGGTGATA 

TTTGCTTGCTGTGTCTTCATGCTTCTCTTCCCATTCTCCATCATCGTGGCCTCCTATGCT 

CACATTCTAGGGACTGTGCTGCAAATGCACTCTGCTCAGGCCTGGAAAAAGGCCCTGGCC 

ACCTGCTCCTCCCACCTGACAGCTGTCACCCTCTTCTATGGGGCAGCCATGTTCATCTAC 

CTGAGGCCTAGGCACTACCGGGCCCCCAGCCATGACAAGGTGGCCTCTATCTTCTACACG 

GTCCTTACTCCCATGCTCAACCCCCTCATTTACAGCTTGAGGAACAGGGAGGTGATGGGG 

GCACTGAGGAAGGGGCTGGACCGCTGCAGGATCGGCAGCCAGCACTGA 

Gene 387. >ENST00000297416 cDNA sequence 

ACAGGGAAAAAGCAACAAGAAGGAAGAGCAATGGCGACACTGGATCGCAAAGTGCCCAGT 
CCGGAGGCGTTTCTGGGCAAACCCTGGTCCTCCTGGATCGACGCCGCCAAATTACACTGC 
TCCGACAATGTAGATTTAGAAGAGGCTGGAAAAGAGGGTGGAAAAAGCAGGGAGGTTATG 
AGGCTTAATAAAGAAGATATGCACTTATTTGGCCATTACCCAGCACATGACGACTTCTAT 
CTCGTAGTGTGCAGTGCCTGTAACCAGGTCGTCAAGCCACAGGTTTTCCAGTCGCACTGC 
GAGAGAAGACACGGTTCAATGTGTAGACCTTCTCCCTCTCCAGTGTCTCCAGCCTCCAAT 
CCCAGGACATCACTAGTACAGGTGAAAACAAAAGCCTGTCTCAGCGGCCATCACTCTGCC 
AGCAGCACCTCAAAGCCATTCAAAACGCCCAAAGACAATCTACTTACCTCCAGCAGCAAA 
CAGCACACAGTCTTTCCTGCGAAAGGATCAAGGGATAAACCATGTGTTCCAGTTCCTGTA 
GTCAGTTTAGAGAAAATTCCTAACCTAGTGAAGGCAGATGGTGCCAATGTCAAAATGAAC 
TCCACAACCACTACTGCAGTTTCTGCCTCCTCCACCTCGTCCTCTGCCGTCTCCACCCCT 
CCTTTAATTAAGCCTGTCCTGATGTCCAAGTCAGTGCCACCTTCACCAGAGAAGATCTTA 
AATGGCAAAGGAATTCTGCCAACCACCATAGACAAGAAACACCAAAATGGCACCAAAAAC 
AGCAACAAGCCTTACAGGAGACTTTCAGAGAGAGAATTTGACCCAAATAAACACTGTGGA 
GTATTGGATCCCGAGACAAAGAAACCTTGCACAAGATCCCTCACCTGCAAGACACATTCG 
CTAAGCCATCGGAGGGCAGTCCCAGGCCGGAAAAAGCAATTTGACCTCCTCCTGGCAGAA 
CACAAAGCAAAGTCCCGGGAAAAAGAAGTTAAAGATAAAGAGCATCTCCTGACTTCCACG 
AGGGAAATACTTCCAAGCCAATCCGGGCCGGCACAGGATTCTCTGCTAGGGTCTTCAGGG 
AGCTCTGGGCCAGAACCAAAAGTTGCATCCCCTGCAAAATCCAGACCACCCAACTCTGTA 
CTTCCTAGACCATCATCTGCAAATAGCATAAGCAGCAGCACATCTTCAAATCATAGCGGC 
CACACTCCAGAGCCCCCACTCCCACCGGTTGGAGGTGACCTCGCCAGCCGACTGTCCAGT 
GATGAAGGGGAGATGGACGGAGCCGACGAATCCGAGAAGCTAGACTGTCAGTTCTCCACG 
CACCACCCCAGACCTCTGGCGTTTTGCTCATTTGGGAGTCGCCTCATGGGACGAGGGTAC 
TATGTGTTTGATAGAAGATGGGATCGTTTTCGATTCGCACTAAACTCCATGGTAGAAAAA 
CACCTGAATTCACAGATGTGGAAGAAGATCCCTCCTGCGGCAGATAGCCCCCTGCCCTCG 
CCAGCAGCCCACATCACCACCCCCGTTCCAGCATCCGTTTTGCAGCCTTTCAGCAACCCC 
AGTGCTGTGTATCTTCCTTCAGCTCCCATCAGCTCGAGGCTCACCTCTTCTTACATAATG 
ACATCAGCCATGCTCTCAAACGCAGCTTTCGTGACATCGCCGGACCCGAGCGCCCTCATG 
TCCCACACCACAGCTTTCCCTCATGTGGCCGCAACCCTCAGCATCATGGACTCAACCTTC 
AAGGCCCCATCCGCCGTGTCCCCGATACCAGCCGTCATCCCTTCCCCATCCCACAAGCCA 
TCCAAAACCAAAACCAGCAAATCCTCAAAAGTCAAAGACCTGTCCACCCGTAGCGACGAG 
TCTCCAAGTAACAAAAAAAGGAAGCCACAGTCTTCGACTTCCTCCTCCTCCTCCTCCTCC 
TCCTCTTCCTTGCAGACATCCCTCTCGTCTCCACTGTCAGGGCCTCACAAAAAGAACTGT 
GTTTTGAATGCCAGTTCTGCTTTGAACTCCTATCAGGCGGCCCCTCCCTATAACAGCCTG 
TCTGTGCACAACTCAAACAATGGGGTGAGCCCACTCAGTGCCAAACTGGAGCCCTCAGGA 
CGGACCTCGCTGCCCGGCGGCCCCGCGGACATAGTGAGACAGGTGGGCGCGGTGGGAGGC 
AGCAGTGACTCCTGTCCCCTCTCTGTGCCCTCCCTTGCGCTCCACGCAGGGGACCTCTCT 
CTGGCCTCACACAATGCTGTGTCTTCTCTGCCCCTCTCTTTTGACAAATCAGAAGGAAAA 
AAGCGTAAGAACTCGAGTTCTAGTAGCAAAGCCTGTAAAATCACTAAAATGCCTGGTATG 
AATAGCGTTCACAAAAAGAACCCGCCCAGCCTTCTCGCACCGGTGCCCGATCCCGTTAAC 
AGCACCTCCTCTCGGCAGGTTGGGAAAAATAGCAGCCTAGCTTTGTCACAATCCAGTCCT 
TCAAGTATATCCAGCCCAGGACACAGCCGACAGAAGAACACAAACAGAACGGGCAGGATA 
AGGACTCTTCCATAA 
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Gene 388. >ENST00000275664 cDNA sequence 

CCATCATCTGCAAATAGCATAAGCAGCAGCACATCTTCAAATCATAGCGGCCACACTCCA 

GAGCCCCCACTCCCACCGGTTGGAGGTGACCTCGCCAGCCGACTGTCCAGTGATGAAGGG 

GAGATGGACGGAGCCGACGAATCCGAGAAGCTAGACTGTCAGTTCTCCACGCACCACCCC 

AGACCTCTGGCGTTTTGCTCATTTGGGAGTCGCCTCATGGGACGAGGGTACTATGTGTTT 

GATAGAAGATGGGATCGTTTTCGATTCGCACTAAACTCCATGGTAGAAAAACACCTGAAT 

TCACAGATGTGGAAGCACAGAAACCCGAGCCACAGGGCATCAGGTCCCTCCCCCCTGTTC 

AGGACTTGCCTAACCAATCTGCTGTCACTGAGCAACATTGGGGCTGCCTGGGTGTCAACT 

CTGGAGAGCGTAGCACCCCGCTACCCTCTCAACCTCGCTGCCCAAACCCCAGGCCCCGGC 

GGGCCCGAA.CCTGGAGGGATGGCAGCCGATGGGGGCGTGGAAGACATTAGGAAGAAAA.GG 

AACGGCCAAGACTCTTTTTTCTTTAACAAGCATTTAACTCTGCATCAGGAGCCGCCAACA 

CAGTATTCTCTTTCAGCCAGGAAGATCCCTCCTGCGGCAGATAGCCCCCTGCCCTCGCCA 

GCAGCCCACATCACCACCCCCGTTCCAGCATCCGTTTTGCAGCCTTTCAGCAACCCCAGT 

GCTGTGTATCTTCCTTCAGCTCCCATCAGCTCGAGGCTCACCTCTTCTTACATAATGACA 

TCAGCCATGCTCTCAAACGCAGCTTTCGTGACATCGCCGGACCCGAGCGCCCTCATGTCC 

CACACCACAGCTTTCCCTCATGTGGCCGCAACCCTCAGCATCATGGACTCAACCTTCAAG 

GCCCCATCCGCCGTGTCCCCGATACCAGCCGTCATCCCTTCCCCATCCCACAAGCCATCC 

AAAACCAAAACCAGCAAATCCTCAAAAGTCAAAGACCTGTCCACCCGTAGCGACGAGTCT 

CCAAGTAACAAAAAAAGGAAGCCACAGTCTTCGACTTCCTCCTCCTCCTCCTCCTCCTCC 

TCTTCCTTGCAGACATCCCTCTCGTCTCCACTGTCAGGGCCTCACAAAAAGAACTGTGTT 

TTGAATGCCAGTTCTGCTTTGAACTCCTATCAGGCGGCCCCTCCCTATAACAGCCTGTCT 

GTGCACAACTCAAACAATGGGGTGAGCCCACTCAGTGCCAAACTGGAGCCCTCAGGACGG 

ACCTCGCTGCCCGGCGGCCCCGCGGACATAGTGAGACAGGTGGGCGCGGTGGGAGGCAGC 

AGTGACTCCTGTCCCCTCTCTGTGCCCTCCCTTGCGCTCCACGCAGGGGACCTCTCTCTG 

GCCTCACACAATGCTGTGTCTTCTCTGCCCCTCTCTTTTGACAAATCAGAAGGAAAAAAG 

CGTAAGAACTCGAGTTCTAGTAGCAAAGCCTGTAAAATCACTAAAATGCCTGGTATGAAT 

AGCGTTCACAAAAAGAACCCGCCCAGCCTTCTCGCACCGGTGCCCGATCCCGTTAACAGC 

ACCTCCTCTCGGCAGGTAAGGGACCTCCTGGCACCGCCTTCACCGGCTCTGGGGGGCAGG 

GGGAGCTGGGCAGCGCCCCTGCTTAGCCGGGCGGCTCCGACAGGTAACACAAGCTTGATT 

CCTGTTCTCGTTTTCCCCGAAGGCAGTTTTCACCCTCTGCTTTGAGAGCACTTTACTGAA 

CAAGTACTTGATACCACGCTCACTATGTGCTAGACACTGTTCTCGGCACTTTACGGTTAT 

TACCTCACTGAGTCCTCACGACACCCCAGTGCAGTGAGTGCAGTTATCACTTTACAGATG 

AGTAAACTGAGGCACAGAGAGATTCTGAGTTCCCCACTCCACATCGGTCAGTTTTATCTT 

TTGAGGTTCTGAGAACATTGTCATTAAAGAGTTCTGTTGCT 

Gene 389. >ENST00000318724 cDNA sequence 

ACTCAATGTCGGAACGTTCCGAAGATGACGTCGGAGCGTTCTCGAATCCCGTGTCTCTCG 
GCTGCTGCTGCCGAAGGAACAGGGAAAAAGCAACAAGAAGGAAGAGCAATGGCGACACTG 
GATCGCAAAGTGCCCAGTCCGGAGGCGTTTCTGGGCAAACCCTGGTCCTCCTGGATCGAC 
GCCGCCAAATTACACTGCTCCGACAATGTAGATTTAGAAGAGGCTGGAAAAGAGGGTGGA 
AAAAGCAGGGAGGTTATGAGGCTTAATAAAGAAGATATGCACTTATTTGGCCATTACCCA 
GCACATGACGACTTCTATCTCGTAGTGTGCAGTGCCTGTAACCAGGTCGTCAAGCCACAG 
GTTTTCCAGTCGCACTGCGGGAGAAAGCAAGACAACAGGAGAAATGAAGGCATCTCCAGG 
AGTGGACCAGAGAGCAGCCAAGCCATAGAGAAGCATCAGGTGTGAGAATGGAAAACGCAG 
AAGAGACGTACAACTTCTGAAAGATCTCAGAGGACTGGCATTGTCTGGAGACGGCTTCCT 
GGAAGAGGAGACTCCAGCAGAGCCCTGAAGTGTGGACAAGCTTCCATTCACTGCAAATTC 
GTGAGCACACTCTGGTGTCAGGATCTAGTAAGGAAATGGGCTTGAGCAGAGCAGGGGGTA 
CCTGTGGGGTTCTTCTCTTCATTTTCACCACCACAAAGCTGGTCTAAGCTGCCATCAATT 
CCCACCTGGACAACTGCAAAAGCCTTCCAGCTGTTCCTGCTTCCACTCTTGCTCCTCTAC 
AATTCATTCTGCACGCAGAAGTCAGAATCAAAATCAAAGTTCATCATGTCATTCTCTTGA 
CTTGTGGCTTCCCTTTGCTCTTAAGCTAAAAGTAAAAATCATTATCATGGCTACAAAGTC 
TTGTGTGGTCTGGGCCACATCCTGTGCCAGGCTCCCTTTCATTGTCTATATTCCAGTCAA 
GCTGGCCTTCAAAATTTCAGCACATTGGGTCTTTCTGCCACAGGCCCTTGCACATACATG 
CTTTTCCCTCTGTACATGTGATTTTCTTTCATCCCCGCTTTCCAAAGCTAACTCTGACTC 
ATCCTTCAGACTGCATCTTAATGATTACTTCCTTCTGGAAGACTCCCCTAATTTTCACAA 
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CTAGATGAGCTCTCCCTTATATGTTGAAAACAAGTATTTCTTGTGTGAACAGAAATGTTT 

AATGTCTGCCTTCCCAACTCAGCCACAAGCTCTGTGAGGATGGGGACTCAGTCTTTGCAT 

CCCTCAGAGCCTAACATAGTCTCAGTTAATACGTGATAGCTGGAGCGTGACATTTCATTA 

GGAACAGTGAGGCTAGTTGAGAAATTATACCTCACCAGTATATAGGAGAGTACCATTAGG 

AATTCTTAATGGGATGAAAACCTGAATTCATGTCTAGACCCTGCCACCTGCTGGCTGTGC 

TGTTTTAAATAAATTGCAGATCCTCTC 

Gene 390. >ENST00000311117 cDNA sequence 

CGCCGCCATTTTCCCAGAGCGAGAGGCAGTGACACTGAGCGGGCGCAGGGGGCCGAGTCG 
GAGACCGTGCCGGAGTTCGGGAGCGGCAACAGAGTGGGCATAGACACTCCGAGCAGCCTC 
GCCGTCGTCTCTGCGTTCCTGTTGACTGCCTGGCTGCCCCCTCCCCTACTCCTCGGTTCC 
TGGTGAAGAGGCTGCGCGCTGCTGTTTGGGGAGGGGGTGTGTGGAGCCGGGTCCTGTGTC 
CGCAGTGGCTGCTGTCGGGGGGTCGCCTGTTCGCGGAGGTGCGGAGAGACTCCTTGGGGG 
TCGAGCACATAACGGGGTTCGGGTGTCTCGTGTGTGAACATCACAGGTCTATTCTGGATA 
AGCAGGTTTTGTGAAGACATTTATTCTTTCTTGGACCTCAGATTTACCAGACATCTCATG 
GGTTTGTGGATGCACTTAGATGTTTGCAATGAGCACTGTGGCTGGCATGCCCCAGTGTTT 
TGGATACCAATGCATAGGACTCCATAGTAATCGAATTTACCAGAGGCGAACGTCATGAGC 
ATAGTGATCCCATTGGGGGTTGATACAGCAGAGACGTCATACTTGGAAATGGCTGCAGGT 
TCAGAACCAGAATCCGTAGAAGCTAGCCCTGTGGTAGTTGAGAAATCCAACAGTTATCCC 
CACCAGTTATATACCAGCAGCTCACATCATTCACACAGTTACATTGGTTTGCCCTATGCG 
GACCATAATTATGGTGCTCGTCCTCCTCCGACACCTCCGGCTTCCCCTCCTCCATCAGTC 
CTTATTAGCAAAAATGAAGTAGGCATATTTACCACTCCTAATTTTGATGAAACTTCCAGT 
GCTACTACAATCAGCACATCTGAGGATGGAAGTTATGGTACTGATGTAACCAGGTGCATA 
TGTGGTTTTACACATGATGATGGATACATGATCTGTTGTGACAAATGCAGCGTTTGGCAA 
CATATTGACTGCATGGGGATTGATAGGCAGCATATTCCTGATACATATCTATGTGAACGT 
TGTCAGCCTAGGAATTTGGATAAAGAGAGGGCAGTGCTACTACAACGCCGGAAAAGGGAA 
AATATGTCAGATGGTGATACCAGTGCAACTGAGAGTGGTGATGAGGTTCCTGTGGAATTA 
TATACTGCATTTCAGCATACTCCAACATCAATTACTTTAACTGCTTCAAGAGTTTCCAAA 
GTTAATGATAAAAGAAGGAAAAAAAGCGGGGAGAAAGAACAACACATTTCAAAATGTAAA 
AAGGCATTTCGTGAAGGATCTAGGAAGTCATCAAGAGTTAAGGGTTCAGCTCCAGAGATT 
GATCCTTCATCTGATGGTTCAAATTTTGGATGGGAGACAAAGATCAAAGCATGGATGGAT 
CGATATGAAGAAGCAAATAACAACCAGTACAGTGAGGGTGTTCAGAGGGAGGCACAAAGA 
ATAGCTCTGAGATTAGGCAATGGAAATGACAAAAAAGAGATGAATAAATCCGATTTGAAT 
ACCAACAATTTGCTCTTCAAACCTCCTGTAGAGAGCCATATACAAAAGAATAAGAAAATT 
CTTAAATCTGCAAAAGATTTGCCTCCTGATGCACTTATCATTGAATACAGAGGGAAGTTT 
ATGCTGAGAGAACAGTTTGAAGCAAATGGGTATTTCTTTAAAAGACCATACCCTTTTGTG 
TTATTCTACTCTAAATTTCATGGGCTAGAAATGTGTGTTGATGCAAGGACTTTTGGGAAT 
GAGGCTCGATTCATCAGGCGGTCTTGTACACCCAATGCAGAGGTGAGGCATGAAATTCAA 
GATGGAACCATACATCTTTATATTTATTCTATACACAGTATTCCAAAGGGAACTGAAATT 
ACTATTGCCTTTGATTTTGACTATGGAAATTGTAAGTACAAGGTGGACTGTGCATGCCTC 
AAAGAAAACCCAGAGTGCCCTGTTCTAAAACGTAGTTCTGAATCCATGGAAAATATCAAT 
AGTGGTTATGAGACCAGACGGAAAAAAGGAAAAAAAGACAAAGATATTTCAAAAGAAAAA 
GATACACAAAATCAGAATATTACTTTGGATTGTGAAGGAACGACCAACAAAATGAAGAGC 
CCAGAAACTAAACAAAGAAAGCTTTCTCCACTGAGACTATCAGTATCAAATAATCAGGAA 
CCAGATTTTATTGATGATATAGAAGAAAAAACTCCTATTAGTAATGAAGTAGAAATGGAA 
TCAGAGGAGCAGATTGCAGAAAGGAAAAGGAAGATGACAAGAGAAGAAAGAAAAATGGAA 
GCAATTTTGCAAGCTTTTGCCAGACTTGAAAAGAGAGAGAAAAGAAGAGAACAAGCTTTG 
GAAAGGATCAGCACAGCCAAAACTGAAGTTAAAACTGAATGTAAAGATACACAGATTGTC 
AGTGATGCTGAAGTTATTCAGGAACAAGCAAAAGAAGAAAATGCTAGCAAGCCAACCCCT 
GCCAAAGTAAATAGAACTAAACAGAGAAAAAGTTTTTCTCGGAGTAGGACTCACATTGGA 
CAGCAGCGTCGGAGACACAGAACTGTCAGCATGTGTTCAGATATCCAGCCATCTTCTCCT 
GATATAGAAGTTACTTCACAACAAAATGATATTGAAAATACTGTACTTACAATAGAACCA 
GAAACTGAAACTGCACTAGCAGAAATAATTACTGAAACTGAAGTTCCAGCACTTAATAAA 
TGTCCTACCAAGTACCCCAAAACAAAGAAGCACTTGGTTAATGAATGGTTAAGTGAGAAG 
AATGAGAAGACAGGAAAACCTTCAGATGGCCTTTCAGAAAGGCCTCTACGCATAACTACA 
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GATCCTGAAGTGTTAGCTACACAACTCAATTCTTTACCAGGTCTCACTTACAGCCCCCAT 
GTATACTCCACTCCTAAGCATTATATTAGATTTACTTCACCATTCCTTTCAGAAAAAAGG 
AGAAGAAAAGAACCTACTGAAAACATTTCTGGTTCATGCAAGAAGCGATGGTTGAAACAA 
GCTCTGGAAGAAGAAAATTCAGCAATTTTACATAGATTTAATTCACCCTGTCAAGAAAGA 
TCCAGAAGTCCTGCAGTCAATGGTGAAAATAAAAGTCCACTACTATTAAATGACAGCTGT 
TCCCTTCCAGATTTAACTACACCACTAAAAAAACGAAGATTTTATCAGTTGCTAGATTCG 
GTTTACTCAGAAACCTCCACACCTACTCCTTCCCCGTATGCTACACCAACTCACACCGAT 
ATTACTCCTATGGACCCATCTTTTGCCACGCCTCCACGGATAAAATCAGATGATGAAACT 
TGTAGAAATGGTTATAAACCCATATATTCACCAGTTACCCCAGTAACTCCTGGTACACCA 
GGAAATACCATGCACTTTGAGAATATTTCTTCCCCAGAAAGTTCTCCAGAAATAAAGAGA 
CGCACTTATAGTCAAGAGGGATATGACAGATCTTCAACCATGTTAACATTGGGGCCTTTT 
AGAAATTCTAATTTAACTGAACTGGGTCTGCAAGAAATAAAGACTATTGGTTATACGAGC 
CCTAGGAGTAGGACTGAAGTCAACAGGCAGTGTCCTGGAGAAAAGGAACCTGTGTCAGAC 
CTTCAGCTAGGACTCGATGCAGTTGAGCCAACTGCCCTACATAAAACCCTGGAAACGCCT 
GCACATGACAGGGCTGAGCCCAACAGCCAACTGGACTCGACTCACTCTGGACGGGGCACA 
ATGTATTCTTCCTGGGTAAAGAGCCCTGACAGAACAGGAGTTAACTTCTCAGTGAACTCC 
AACTTGAGGGACCTGACACCCTCGCATCAGTTGGAGGTTGGAGGAGGCTTCCGAATAAGT 
GAGTCAAAGTGCCTGATGCAGGATGATACTAGAGGCATGTTTATGGAAACAACTGTGTTT 
TGTACTTCCGAAGATGGGCTTGTATCTGGTTTCGGACGGACTGTTAATGACAATTTGATC 
GACGGGAATTGCACACCCCAGAATCCACCACAAAAGAAAAAGGTTTCTCTATTAGAATAC 
CGTAAGAGACAACGTGAAGCTAGGAAAAGTGGCTCTAAGACAGAGAACTTTCCACTCATT 
AGTGTATCACCCCATGCAAGTGGAAGCTTGAGCAACAATGGTGATGGCTGTGCCAGCAGT 
AATGACAATGGGGAGCAGGTGGACCACACTGCTAGCCTACCTTTACCAACACCAGCTACA 
GTTTATAATGCCACTTCTGAAGAAACTAGCAATAACTGCCCTGTTAAGGATGCTACTGCT 
AGTGAGAAGAATGAACCAGAAGTTCAATGGACTGCCTCAACTTCAGTGGAACAAGTCAGA 
GAAAGGAGTTATCAGAGAGCTTTACTTCTCAGTGATCACCGAAAAGATAAAGATAGTGGG 
GGAGAATCACCATGTGTCTCATGTTCACCGAGTCATGTTCAGTCTTCACCTTCATCTCAT 
TCAAATCACATACCCCAGTTGCAAGCTAAGGGCCCAGTCCCTTCTTTCAGTGAACTTATG 
GAAGACCCTGATCCTGAAAATCCAGAACCCACAACTACGAATGAATGTCCATCCCCAGAT 
ACTTCTCAAAATACTTGTAAAAGTCCTCCAAAAATGAGCAAGCCTGGTTCACCTGGATCT 
GTAATTCCTGCTCAAGCACACGGGAAAATATTCACAAAACCAGATCCCCAATGGGACTCC 
ACAGTTAGTGCATCCGAAGCTGAAAATGGTGTTCACCTAAAAACAGAGCTCCAACAAAAA 
CAGCTATCAAATAACAACCAAGCACTTTCAAAGAATCATCCTCCTCAGACACACGTTCGT 
AATTCATCTGAGCAACTTTCACAAAAGCTGCCTTCTGTGCCAACAAAGTTGCACTGTCCT 
CCATCACCTCACCTAGAAAATCCTCCAAAGTCATCCACGCCTCACACACCTGTACAGCAT 
GGTTATCTTTCACCAAAGCCTCCTTCACAGCAGTTAGGATCTCCCTACAGGCCTCATCAT 
TCACAGTCACCTCAAGTTGGAACACCTCAGCGAGAGCCTCAAAGAAACTTTTATCCAGCA 
GCACAGAACCTTCCAGCCAATACTCAGCAGGCAACTTCTGGAACATTATTTACACAGACA 
CCCTCAGGACAATCTTCAGCAACATACAGTCAGTTTAACCAACAAAGTCTGAACAGCACG 
GCACCACCCCCTCCACCTCCTCCACCTCCTTCTTCGTCTTACTATCAAAACCAGCAGCCC 
TCTGCAAACTTTCAGAATTATAATCAGCTCAAAGGTAGTCTTTCTCAACAAACTGTGTTT 
ACATCAGGACCAAATCAAGCACTTCCTGGCACCACAAGCCAGCAAACAGTTCCAGGACAC 
CACGTGACTCCAGGGCATTTTTTGCCCTCTCAGAACCCTACCATTCACCATCAAACTGCT 
GCTGCCGTAGTCCCCCCTCCTCCTCCACCACCACCTGCTCCAGGACCGCACCTTGTACAA 
CAGCCGAATTCCCATCAGCAACACTCTGTAGCACATGTAGTAGGGCCTGTTCATGCGGTC 
ACCCCTGGGTCGCATATTCATTCTCAAACTGCTGGACACCACTTACCCCCACCCCCACCC 
CCTCCTGGTCCTGCCCCTCATCACCATCCACCACCCCATCCATCCACAGGACTCCAAGGT 
CTACAAGCACAACACCAGCATGTTGTAAATTCAGCACCCCCACCACCCCCTCCGCCGCCA 
CCTTCCAGTGTTTTGGCTTCTGGGCATCATACCACATCAGCTCAAGCCTTACACCACCCA 
CCTCATCAAGGACCTCCACTTTTTCCTTCGAGTGCTCATCCAACTGTACCACCGTATCCC 
TCACAAGCTACACATCATACCACTTTGGGACCGGGACCCCAGCACCAGCCTTCTGGAACA 
GGGCCACATTGTCCATTACCTGTCACAGGTCCTCATCTCCAGCCCCAAGGACCAAACAGT 
ATTCCAACACCTACTGCTTCAGGGTTCTGTCCTCATCCTGGCTCTGTGGCCCTGCCACAT 
GGGGTTCAAGGACCTCAGCAGGCATCTCCAGTGCCTGGACAGATTCCAATTCACAGAGCA 
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CAGGTGCCACCAACA.TTTCAAAACAATTACCATGGGTCAGGGTGGCATTAAAATGGACTC 
CAAAAACATTTTTTTAAATGTTCTGTAAGATAAACTGTATATTTCATATGTACCTGTTAA 
GGTACTTTTTAAAGCTTGTACATGAACCTTTGTATAAAAAACACCAGTGCTCTTTCGTTG 
TATTTTTCTCATTTTTGCTTTTTAAAATTCCTTTAAAAAATGTGCTGTTAAGCCAGTATT 

ATTTGATGCTGTATGATCTTTTTTTTTTTTTTAGTTAAATTCATTTAGTGAATGTTCTAT 

TATTTTATACATACACATTAAGTACTCAGCTAAGTAATGGCACTATGAGGATTTTTTTTT 

TCTTTCCTGTCAGCAGCAGTTCTGTGAATGCATCTTAGGTATAAAAATGCAATACAGATT 

TTTATATTTTGGTGTGGACATGGCTCATTTTGTTTTACCAGTTATTTGCAAGCAAAATGT 

AATTTAATGTATAGATGATTTCTAATGTCTCCTGACAAACTGTAAATACTGCATTTCTTT 

TGCGTATATAATTGCTTACAGCTTTTCTCATTTGATATATAGCATTGTACATATGACAAG 

TCTTTTGCAAAACTGTGTGATCTTTGTGAAAGTAGTACAGTATATGACCTTTAATTTCTT 

TTTTATTTTAAATATACTGTCACACTGAAGCACTGGTTGGGCATTTTAATTCATGTTAAT 

AAATCACAATTATGTCAGTTTTACCAGATTGTCCTGTACAACTTCTAAGATCGGGATCTG 

TGTGTTTCTACAGAAGTTCTAGTTTTCAAATATAGATTGTAAGGAGCCTTCAATTTTCTT 

TAGCGACTACTACCTCAGCAACAGGAGGCAGCAAGGGGCTGTTCCTGTGGTGGTTTCTGT 

TTGCATTTTTGCAGGAGCCATAGGAAACTACTGAAATGATTGTGCTGGGTAAATTAAGGA 

TCTGGCATCATACAAAATGAAGCCAGACCACTAATGCATTACAGTAGTTCTTGAATACA 

Gene 391. >ENST00000333597 cDNA sequence 

ATGAGCATAGTGATCCCATTGGGGGTTGATACAGCAGAGACGTCATACTTGGAAATGGCT 
GCAGGTTCAGAACCAGAATCCGTAGAAGCTAGCCCTGTGGTAGTTGAGAAATCCAACAGT 
TATCCCCACCAGTTATATACCAGCAGCTCACATCATTCACACAGTTACATTGGTTTGCCC 
TATGCGGACCATAATTATGGTGCTCGTCCTCCTCCGACACCTCCGGCTTCCCCTCCTCCA 
TCAGTCCTTATTAGCAAAAATGAAGTAGGCATATTTACCACTCCTAATTTTGATGAAACT 
TCCAGTGCTACTACAATCAGCACATCTGAGGATGGAAGTTATGGTACTGATGTAACCAGG 
TGCATATGTGGTTTTACACATGATGATGGATACATGATCTGTTGTGACAAATGCAGCGTT 
TGGCAACATATTGACTGCATGGGGATTGATAGGCAGCATATTCCTGATACATATCTATGT 
GAACGTTGTCAGCCTAGGAATTTGGATAAAGAGAGGGCAGTGCTACTACAACGCCGGAAA 
AGGGAAAATATGTCAGATGGTGATACCAGTGCAACTGAGAGTGGTGATGAGGTTCCTGTG 
GAATTATATACTGCATTTCAGCATACTCCAAGATCAATTACTTTAACTGCTTCAAGAGTT 
TCCAAAGTTAATGATAAAAGAAGGAAAAAAAGCGGGGAGAAAGAACAACACATTTCAAAA 
TGTAAAAAGGCATTTCGTGAAGGATCTAGGAAGTCATCAAGAGTTTAGGGTTCAGCTCCA 
GAGATTGATCCTTCATCTGATGGTTCAAATTTTGGATGGGAGACAAAGATCAAAGCATGG 
ATGGATCGATATGAAGAAGCAAATAACAACCAGTACAGTGAGGGTGTTGAGAGGGAGGCA 
CAAAGAATAGCTCTGAGATTAGGCAATGGAAATGACAAAAAAGAGATGAATAAATCCGAT 
TTGAATACCAACAATTTGCTCTTCAAACCTCCTGTAGAGAGCCATATACAAAAGAATAAG 
AAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGATGCACTTATCATTGAATACAGAGGG 
AAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGGTATTTCTTTAAAAGACCATACCCT 
TTTGTGTTATTCTACTCTAAATTTCATGGGCTAGAAATGTGTGTTGATGCAAGGACTTTT 
GGGAATGAGGCTCGATTCATCAGGCGGTCTTGTACACCCAATGCAGAGGTGAGGCATGAA 
ATTCAAGATGGAACCATACATCTTTATATTTATTCTATACACAGTATTCCAAAGGGAACT 
GAAATTACTATTGCCTTTGATTTTGACTATGGAAATTGTAAGTACAAGGTGGACTGTGCA 
TGCCTCAAAGAAAACCCAGAGTGCCCTGTTCTAAAACGTAGTTCTGAATCCATGGAAAAT 
ATCAATAGTGGTTATGAGACCAGACGGAAAAAAGGAAAAAAGACAAGAGAAGAAAGAAAA 
ATGGAAGCAATTTTGCAAGCTTTTGCCAGACTTGAAAAGAGAGAGAAAAGAAGAGAACAA 
GCTTTGGAAAGGATCAGCACAGCCAAAACTGAAGTTAAAACTGAATGTAAAGATACACAG 
ATTGTCAGTGATGCTGAAGTTATTCAGGAACAAGCAAAAGAAGAAAATGCTAGCAAGCCA 
ACCCCTGCCAAAGTAAATAGAACTAAACAGAGAAAAAGTTTTTCTCGGAGTAGGACTCAC 
ATTGGACAGCAGCGTCGGAGACACAGAACTGTCAGCATGTGTTCAGATATCCAGCCATCT 
TCTCCTGATATAGAAGTTACTTCACAACAAAATGATATTGAAAATACTGTACTTACAATA 
GAACCAGAAACTGAAACTGCACTAGCAGAAATAATTACTGAAACTGAAGTTCCAGCACTT 
AATAAATGTCCTACCAAGTACCCCAAAACAAAGAAGCACTTGGTTAATGAATGGTTAAGT 
GAGAAGAATGAGAAGACAGGAAAACCTTCAGATGGCCTTTCAGAAAGGCCTCTACGCATA 
ACTACAGATCCTGAAGTGTTAGCTACACAACTCAATTCTTTACCAGGTCTCACTTACAGC 
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CCCCATGTATACTCCACTCCTAAGCATTATATTAGATTTACTTCACCATTCCTTTCAGAA 

AAAAGGAGAAGAAAAGAACCTACTGAAAACATTTCTGGTTCATGCAAGAAGCGATGGTTG 

AAACAAGCTCTGGAAGAAGAAAATTCAGCAATTTTACATAGATTTAA.TTCACCCTGTCAA 

GAAAGATCCAGAAGTCCTGCAGTCAATGAATATTTCTTCCCCAGAAAGTTCTCCAGAAAT 

AAAGAGACGCACTTATAGTCAAGAGGGATATGACAGATCTTCAACCATGTTAACATTGGG 

GCCTTTTAGAAATTCTAATTTAACTGAACTGGGTCTGCAAGAAATAAAGACTATTGGTTA 

TACGAGCCCTAGGAGTAGGACTGAAGTCAACAGGCAGTGTCCTGGAGAAAAGGAACCTGT 

GTCAGACCTTCAGCTAGGACTCGATGCAGTTGAGCCAACTGCCCTACATAAAACCCTGGA 

AACGCCTGCACATGACAGGGCTGAGCCCAACAGCCAACTGGACTCGACTCACTCTGGACG 

GGGCACAATGTATTCTTCCTGGGTAAAGAGCCCTGACAGAACAGGAGTTAACTTCTCAGT 

GAACTCCAACTTGAGGGACCTGACACCCTCGCATCAGTTGGAGGTTGGAGGAGGCTTCCG 

AATAAGTGAGTCAAAGTGCCTGATGCAGGATGATACTAGAGGCATGTTTATGGAAACAAC 

TGTGTTTTGTACTTCCGAAGATGGGCTTGTATCTGGTTTCGGACGGACTGTTAATGACAA 

TTTGATCGACGGGAATTGCACACCCCAGAATCCACCACAAAAGAAAAAGGTTTCTCTATT 

AGAATACCGTAAGAGACAACGTGAAGCTAGGAAAAGTGGCTCTAAGACAGAGAACTTTCC 

ACTCATTAGTGTATCACCCCATGCAAGTGGAAGCTTGAGCAACAATGGTGATGGCTGTGC 

CAGCAGTAATGACAATGGGGAGCAGGTGGACCACACTGCTAGCCTACCTTTACCAACACC 

AGCTACAGTTTATAATGCCACTTCTGAAGAAACTAGCAATAACTGCCCTGTTAAGGATGC 

TACTGCTAGTGAGAAGAATGAACCAGAAGTTCAATGGACTGCCTCAACTTCAGTGGAACA 

AGTCAGAGAAAGGAGTTATCAGAGAGCTTTACTTCTCAGTGATCACCGAAAAGATAAAGA 

TAGTGGGGGAGAATCACCATGTGTCTCATGTTCACCGAGTCATGTTCAGTCTTCACCTTC 

ATCTCATTCAAATCACATACCCCAGTTGCAAGCTAAGGGCCCAGTCCCTTCTTTCAGTGA 

ACTTATGGAAGACCCTGATCCTGAAAATCCAGAACCCACAACTACGAATGAATGTCCATC 

CCCAGATACTTCTCAAAATACTTGTAAAAGTCCTCCAAAAATGAGCAAGCCTGGTTCACC 

TGGATCTGTAATTCCTGCTCAAGCACACGGGAAAATATTCACAAAACCAGATCCCCAATG 

GGACTCCACAGTTAGTGCATCCGAAGCTGAAAATGGTGTTCACCTAAAAACAGAGCTCCA 

ACAAAAACAGCTATCAAATAACAACCAAGCACTTTCAAAGAATCATCCTCCTCAGACACA 

CGTTCGTAATTCATCTGAGCAACTTTCACAAAAGCTGCCTTCTGTGCCAACAAAGTTGCA 

CTGTCCTCCATCACCTCACCTAGAAAATCCTCCAAAGTCATCCACGCCTCACACACCTGT 

ACAGCATGGTTATCTTTCACCAAAGCCTCCTTCACAGCAGTTAGGATCTCCCTACAGGCC 

TCATCATTCACAGTCACCTCAAGTTGGAACACCTCAGCGAGAGCCTCAAAGAAACTTTTA 

TCCAGCAGCACAGAACCTTCCAGCCAATACTCAGCAGGCAACTTCTGGAACATTATTTAC 

ACAGACACCCTCAGGACAATCTTCAGCAACATACAGTCAGTTTAACCAACAAAGTCTGAA 

CAGCACGGCACCACCCCCTCCACCTCCTCCACCTCCTTCTTCGTCTTACTATCAAAACCA 

GCAGCCCTCTGCAAACTTTCAGAATTATAATCAGCTCAAAGGTAGTCTTTCTCAACAAAC 

TGTGTTTACATCAGGACCAAATCAAGCACTTCCTGGCACCACAAGCCAGCAAACAGTTCC 

AGGACACCACGTGACTCCAGGGCATTTTTTGCCCTCTCAGAACCCTACCATTCACCATCA 

AACTGCTGCTGCCGTAGTCCCCCCTCCTCCTCCACCACCACCTGCTCCAGGACCGCACCT 

TGTACAACAGCCGAATTCCCATCAGCAACACTCTGTAGCACATGTAGTAGGGCCTGTTCA 

TGCGGTCACCCCTGGGTCGCATATTCATTCTCAAACTGCTGGACACCACTTACCCCCACC 

CCCACCCCCTCCTGGTCCTGCCCCTCATCACCATCCACCACCCCATCCATCCACAGGACT 

CCAAGGTCTACAAGCACAACACCAGCATGTTGTAAATTCAGCACCCCCACCACCCCCTCC 

GCCGCCACCTTCCAGTGTTTTGGCTTCTGGGCATCATACCACATCAGCTCAAGCCTTACA 

CCACCCACCTCATCAAGGACCTCCACTTTTTCCTTCGAGTGCTCATCCAACTGTACCACC 

GTATCCCTCACAAGCTACACATCATACCACTTTGGGACCGGGACCCCAGCACCAGCCTTC 

TGGAACAGGGCCACATTGTCCATTACCTGTCACAGGTCCTCATCTCCAGCCCCAAGGACC 

AAACAGTATTCCAACACCTACTGCTTCAGGGTTCTGTCCTCATCCTGGCTCTGTGGCCCT 

GCCACATGGGGTTCAAGGACCTCAGCAGGCATCTCCAGTGCCTGGACAGATTCCAATTCA 

CAGAGCACAGGTGCCACCAACATTTCAAAACAATTACCATGGGTCAGGGTGGCATTAA 

Gene 3 92. >ENST00000257745 cDNA sequence 

AAGAGGCTGCGCGCTGCTGTTTGGGGAGGGGGTGTGTGGAGCCGGGTCCTGTGTCCGCAG 
TGGCTGCTGTCGGGGGGTCGCCTGTTCGCGGAGGTGCGGAGAGACTCCTTGGGGGTCGAG 
CACTGTGGCTGGCATGCCCCAGTGTTTTGGATACCAATGCATAGGACTCCATAGTAATCG 
AATTTACCAGAGGCGAACGTCATGAGCATAGTGATCCCATTGGGGGTTGATACAGCAGAG 
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ACGTCATACTTGGAAATGGCTGCAGGTTCAGAACCAGAATCCGTAGAAGCTAGCCCTGTG 
GTAGTTGAGAAATCCAACAGTTATCCCCACCAGTTATATACCAGCAGCTCACATCATTCA 
CACAGTTACATTGGTTTGCCCTATGCGGACCATAATTATGGTGCTCGTCCTCCTCCGACA 
CCTCCGGCTTCCCCTCCTCCATCAGTCCTTATTAGCAAAAATGAAGTAGGCATATTTACC 
ACTCCTAATTTTGATGAAACTTCCAGTGCTACTACAATCAGCACATCTGAGGATGGAAGT 
TATGGTACTGATGTAACCAGGTGCATATGTGGTTTTACACATGATGATGGATACATGATC 
TGTTGTGACAAATGCAGCGTTTGGCAACATATTGACTGCATGGGGATTGATAGGCAGCAT 
ATTCCTGATACATATCTATGTGAACGTTGTCAGCCTAGGAATTTGGATAAAGAGAGGGCA 
GTGCTACTACAACGCCGGAAAAGGGAAAATATGTCAGATGGTGATACCAGTGCAACTGAG 
AGTGGTGATGAGGTTCCTGTGGAATTATATACTGCATTTCAGCATACTCCAACATCAATT 
ACTTTAACTGCTTCAAGAGTTTCCAAAGTTAATGATAAAAGAAGGAAAAAAAGCGGGGAG 
AAAGAACAACACATTTCAAAATGTAAAAAGGGTTCAGCTCCAGAGATTGATCCTTCATCT 
GATGGTTCAAATTTTGGATGGGAGACAAAGATCAAAGCATGGATGGATCGATATGAAGAA 
GCAAATAACAAC CAGTACAGTGAGGGTGTT C AGAGGG AGG CACAAAGAAT AGCT CTGAGA 
TTAGGCAATGGAAATGACAAAAAAGAGATGAATAAATCCGATTTGAATACCAACAATTTG 
CTCTTCAAACCTCCTGTAGAGAGCCATATACAAAAGAATAAGAAAATTCTTAAATCTGCA 
AAAGATTTGCCTCCTGATGCACTTATCATTGAATACAGAGGGAAGTTTATGCTGAGAGAA 
CAGTTTGAAGCAAATGGGTATTTCTTTAAAAGACCATACCCTTTTGTGTTATTCTACTCT 
AAATTTCATGGGCTAGAAATGTGTGTTGATGCAAGGACTTTTGGGAATGAGGCTCGATTC 
ATCAGGCGGTCTTGTACACCCAATGCAGAGGTGAGGCATGAAATTCAAGATGGAACCATA 
CATCTTTATATTTATTCTATACACAGTATTCCAAAGGGAACTGAAATTACTATTGCCTTT 
GATTTTGACTATGGAAATTGTAAGTACAAGGTGGACTGTGCATGCCTCAAAGAAAACCCA 
GAGTGCCCTGTTCTAAAACGTAGTTCTGAATCCATGGAAAATATCAATAGTGGTTATGAG 
ACCAGACGGAAAAAAGGAAAAAAAGACAAAGATATTTCAAAAGAAAAAGATACACAAAAT 
CAGAATATTACTTTGGATTGTGAAGGAACGACCAACAAAATGAAGAGCCCAGAAACTAAA 
CAAAGAAAGCTTTCTCCACTGAGACTATCAGTATCAAATAATCAGGAACCAGATTTTATT 
GATGATATAGAAGAAAAAACTCCTATTAGTAATGAAGTAGAAATGGAATCAGAGGAGCAG 
ATTGCAGAAAGGAAAAGGAAGATGAACTGGACAGTTGATGGATGTGGTTCCTGGTTCTGG 
TTTAGAGCTGAAGCATCTGTCAAGGCTCTGGGTCTTACTCTTAATGTTCTCTTTGGATAG 
Gene 393. >ENST00000222422 cDNA sequence 

TATTCAGGACCATAATTATGGTGCTCGTCCTCCTCCGACACCTCCGGCTTCCCCTCCTCC 
ATCAGTCCTTATTAGCAAAAATGAAGTAGGCATATTTACCACTCCTAATTTTGATGAAAC 
TTCCAGTGCTACTACAATCAGCACATCTGAGGATGGAAGTTATGGTACTGATGTAACCAG 
GTGCATATGTGGTTTTACACATGATGATGGATACATGATCTGTTGTGACAAATGCAGCGT 
TTGGCAACATATTGACTGCATGGGGATTGATAGGCAGCATATTCCTGATACATATCTATG 
TGAACGTTGTCAGCCTAGGAATTTGGATAAAGAGAGGGCAGTGCTACTACAACGCCGGAA 
AAGGGAAAATATGTCAGATGGTGATACCAGTGCAACTGAGAGTGGTGATGAGGTTCCTGT 
GGAATTATATACTGC^TTTCAGC^TACTCCAAC^TCAATTACTTTAACTGCTTCAAGAGT 
TTCCAAAGTTAATGATAAAAGAAGGAAAAAAAGCGGGGAGAAAGAACAACACATTTCAAA 
ATGTAAAAAGGCATTTCGTGAAGGATCTAGGAAGTCATCAAGAGTTAAGGGTTCAGCTCC 
AGAGATTGATCCTTCATCTGATGGTTCAAATTTTGGATGGGAGACAAAGATCAAAGCATG 
GATGGATCGATATGAAGAAGCAAATAACAACCAGTACAGTGAGGGTGTTCAGAGGGAGGC 
ACAAAGAATAGCTCTGAGATTAGGCAATGGAAATGACAAAAAAGAGATGAATAAATCCGA 
TTTGAATACCAACAATTTGCTCTTCAAACCTCCTGTAGAGAGCCATATACAAAAGAATAA 
GAAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGATGCACTTATCATTGAATACAGAGG 
GAAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGGTATTTCTTTAAAAGACCATACCC 
TTTTGTGTTATTCTACTCTAAATTTCATGGGCTAGAAATGTGTGTTGATGCAAGGACTTT 
TGGGAATGAGGCTCGATTCATCAGGCGGTCTTGTACACCCAATGCAGAGGTGAGGCATGA 
AATTCAAGATGGAACCATACATCTTTATATTTATTCTATACACAGTATTCCAAAGGGAAC 
TGAAATTACTATTGCCTTTGATTTTGACTATGGAAATTGTAAGTACAAGGTGGACTGTGC 
ATGCCTCAAAGAAAACCCAGAGTGCCCTGTTCTAAAACGTAGTTCTGAATCCATGGAAAA 
TATCAATAGTGGTTATGAGACCAGACGGAAAAAAGGAAAAACAAAGATATTTCAAAAGAA 
AAAGATACACAAAATCAGAATATTACTTTGGATTGTGAAGGAACGACCAACAAAATGAAG 
AGCCCAGAAACTAAACAAAGAAAGCTTTCTCCACTGAGACTATCAGTATCAAATAATCAG 
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GAACCAGATTTTATTGATGATATAGAAGAAAAAACTCCTATTAGTAATGAAGTAGAAATG 

GAATCAGAGGAGCAGATTGCAGAAAGGAAAAGGAAGATGACAAGAGAAGAAAGAAAAATG 

GAAGCAATTTTGCAAGCTTTTGCCAGACTTG 

Gene 394. >ENST00000334877 cDNA sequence 

CATCCTCCTCAGACACACGTTCGTAATTCATCTGAGCAACTTTCACAAAAGCTGCCTTCT 
GTGCCAACAAAGTTGCACTGTCCTCCATCACCTCACCTAGAAAATCCTCCAAAGTCATCC 
ACGCCTCACACACCTGTACAGCATGGTTATCTTTCACCAAAGCCTCCTTCACAGCAGTTA 
GGATCTCCCTACAGGCCTCATCATTCACAGTCACCTCAAGTTGGAACACCTCAGCGAGAG 
CCTCAAAGAAACTTTTATCCAGCAGCACAGAACCTTCCAGTGTTTTGGCTTCTGGGCATC 
ATACCACATCAGCTCAAGCCTTACACCACCCACCTCATCAAGGACCTCCACTTTTTCCTT 
CGAGTGCTCATCCAACTGTACCACCGTATCCCTCACAAGCTACACATCATACCACTTTGG 
GACCGGGACCCCAGCACCAGCCTTCTGGAACAGGGCCACATTGTCCATTACCTGTCACAG 
GTCCTCATCTCCAGCCCCAAGGACCAAACAGTATTCCAACACCTACTGCTTCAGGGTTCT 
GTCCTCATCCTGGCTCTGTGGCCCTGCCACATGGGGTTCAAGGACCTCAGCAGGCATCTC 
CAGTGCCTGGACAGATTCCAATTCACAGAGCACAGGTGCCACCAACATTTCAAAACAATT 

Gene 395. >ENST00000249297 cDNA sequence 

AAGAGGCTGCGCGCTGCTGTTTGGGGAGGGGGTGTGTGGAGCCGGGTCCTGTGTCCGCAG 
TGGCTGCTGTCGGGGGGTCGCCTGTTCGCGGAGGTGCGGAGAGACTCCTTGGGGGTCGAG 
CACTGTGGCTGGCATGCCCCAGTGTTTTGGATACCAATGCATAGGACTCCATAGTAATCG 
AATTTACCAGAGGCGAACGTCATGAGCATAGTGATCCCATTGGGGGTTGATACAGCAGAG 
ACGTCATACTTGGAAATGGCTGCAGGTTCAGAACCAGAATCCGTAGAAGCTAGCCCTGTG 
GTAGTTGAGAAATCCAACAGTTATCCCCACCAGTTATATACCAGCAGCTCACATCATTCA 
CACAGTTACATTGGTTTGCCCTATGCGGACCATAATTATGGTGCTCGTCCTCCTCCGACA 
CCTCCGGCTTCCCCTCCTCCATCAGTCCTTATTAGCAAAAATGAAGTAGGCATATTTACC 
ACTCCTAATTTTGATGAAACTTCCAGTGCTACTACAATCAGCAC3^.TCTGAGGATGGAAGT 
TATGGTACTGATGTAACCAGGTGCATATGTGGTTTTACACATGATGATGGATACATGATC 
TGTTGTGACAAATGCAGCGTTTGGCAACATATTGACTGCATGGGGATTGATAGGCAGCAT 
ATTCCTGATACATATCTATGTGAACGTTGTCAGCCTAGGAATTTGGATAAAGAGAGGGCA 
GTGCTACTACAACGCCGGAAAAGGGAAAATATGTCAGATGGTGATACCAGTGCAACTGAG 
AGTGGTGATGAGGTTCCTGTGGAATTATATACTGCATTTCAGCATACTCCAACATCAATT 
ACTTTAACTGCTTCAAGAGTTTCCAAAGTTAATGATAAAAGAAGGAAAAAAAGCGGGGAG 
AAAGAACAACACATTTCAAAATGTAAAAAGGCATTTCGTGAAGGATCTAGGAAGTCATCA 
AGAGTTAAGGGTTCAGCTCCAGAGATTGATCCTTCATCTGATGGTTGAAATTTTGGATGG 
GAGACAAAGATCAAAGCATGGATGGATCGATATGAAGAAGCAAATAACAACCAGTACAGT 
GAGGGTGTTCAGAGGGAGGCACAAAGAATAGCTCTGAGATTAGGCAATGGAAATGACAAA 
AAAGAGATGAATAAATCCGATTTGAATACCAACAATTTGCTCTTCAAACCTCCTGTAGAG 
AGCCATATACAAAAGAATAAGAAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGATGCA 
CTTATCATTGAATACAGAGGGAAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGGTAT 
TTCTTTAAAAGACCATACCCTTTTGTGTTATTCTACTCTAAATTTCATGGGCTAGAAATG 
TGTGTTGATGCAAGGACTTTTGGGAATGAGGCTCGATTCATCAGGCGGTCTTGTACACCC 
AATGCAGAGGTGAGGCATGAAATTCAAGATGGAACCATACATCTTTATATTTATTCTATA 
CACAGTATTCCAAAGGGAACTGAAATTACTATTGCCTTTGATTTTGACTATGGAAATTGT 
AAGTACAAGGTGGACTGTGCATGCCTCAAAGAAAACCCAGAGTGCCCTGTTCTAAAACGT 
AGTTCTGAATCCATGGAAAATATCAATAGTGGTTATGAGACCAGACGGAAAAAAGGAAAA 
AAAGACAAAGATATTTCAAAAGAAAAAGATACACAAAATCAGAATATTACTTTGGATTGT 
GAAGGAACGACCAACAAAATGAAGAGCCCAGAAACTAAACAAAGAAAGCTTTCTCCACTG 
AGACTATCAGTATCAAATAATCAGGAACCAGATTTTATTGATGATATAGAAGAAAAAACT 
CCTATTAGTAATGAAGTAGAAATGGAATCAGAGGAGCAGATTGCAGAAAGGAAAAGGAAG 
ATGACAAGAGAAGAAAGAAAAATGGAAGCAATTTTGCAAGCTTTTGCCAGACTTGAAAAG 
AGAGAGAAAAGAAGAGAACAAGCTTTGGAAAGGATCAGCACAGCCAAAACTGAAGTTAAA 
ACTGAATGTAAAGATACACAGATTGTCAGTGATGCTGAAGTTATTCAGGAACAAGCAAAA 
GAAGAAAATGCTAGCAAGCCAACCCCTGCCAAAGTAAATAGAACTAAACAGAGAAAAAGT 
TTTTCTCGGAGTAGGACTCACATTGGACAGCAGCGTCGGAGACACAGAACTGTCAGCATG 
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TGTTCAGATATCCAGCCATCTTCTCCTGATATAGAAGTTACTTCACAACAAAATGATATT 
GAAAATACTGTACTTACAATAGAACCAGAAACTGAAACTGCACTAGCAGAAATAATTACT 
GAAACTGAAGTTCCAGCACTTAATAAATGTCCTACCAAGTACCCCAAAACAAAGAAGCAC 
TTGGTTAATGAATGGTTAAGTGAGAAGAATGAGAAGACAGGAAAACCTTCAGATGGCCTT 
TCAGAAAGGCCTCTACGCATAACTACAGATCCTGAAGTGTTAGCTACACAACTCAATTCT 
TTACCAGGTCTCACTTACAGCCCCCATGTATACTCCACTCCTAAGCATTATATTAGATTT 
ACTTCACCATTCCTTTCAGAAAAAAGGAGAAGAAAAGAACCTACTGAAAACATTTCTGGT 
TCATGCAAGAAGCGATGGTTGAAACAAGCTCTGGAAGAAGAAAATTCAGCAATTTTACAT 
AGATTTAATTCACCCTGTCAAGAAAGATCCAGAAGTCCTGCAGTCAATGGTGAAAATAAA 
AGTCCACTACTATTAAATGACAGCTGTTCCCTTCCAGATTTAACTACACCACTAAAAAAA 
CGAAGATTTTATCAGTTGCTAGATTCGGTTTACTCAGAAACCTCCACACCTACTCCTTCC 
CCGTATGCTACACCAACTCACACCGATATTACTCCTATGGACCCATCTTTTGCCACGCCT 
CCACGGATAAAATCAGATGATGAAACTTGTAGAAATGGTTATAAACCCATATATTCACCA 
GTTACCCCAGTAACTCCTGGTACACCAGGAAATACCATGCACTTTGAGAATATTTCTTCC 
CCAGAAAGTTCTCCAGAAATAAAGAGACGCACTTATAGTCAAGAGGGATATGACAGATCT 
TCAACCATGTTAACATTGGGGCCTTTTAGAAATTCTAATTTAACTGAACTGGGTCTGCAA 
GAAATAAAGACTATTGGTTATACGAGCCCTAGGAGTAGGACTGAAGTCAACAGGCAGTGT 
CCTGGAGAAAAGGAACCTGTGTCAGACCTTCAGCTAGGACTCGATGCAGTTGAGCCAACT 
GCCCTACATAAAACCCTGGAAACGCCTGCACATGACAGGGCTGAGCCCAACAGCCAACTG 
GACTCGACTCACTCTGGACGGGGCACAATGTATTCTTCCTGGGTAAAGAGCCCTGACAGA 
ACAGGAGTTAACTTCTCAGTGAACTCCAACTTGAGGGACCTGACACCCTCGCATCAGTTG 
GAGGTTGGAGGAGGCTTCCGAATAAGTGAGTCAAAGTGCCTGATGCAGGATGATACTAGA 
GGCATGTTTATGGAAACAACTGTGTTTTGTACTTCCGAAGATGGGCTTGTATCTGGTTTC 
GGACGGACTGTTAATGACAATTTGATCGACGGGAATTGCACACCCCAGAATCCACCACAA 
AAGAAAAAGGTTTCTCTATTAGAATACCGTAAGAGACAACGTGAAGCTAGGAAAAGTGGC 
TCTAAGACAGAGAACTTTCCACTCATTAGTGTATCACCCCATGCAAGTGGAAGCTTGAGC 
AACAATGGTGATGGCTGTGCCAGCAGTAATGACAATGGGGAGCAGGTGGACCACACTGCT 
AGCCTACCTTTACCAACACCAGCTACAGTTTATAATGCCACTTCTGAAGAAACTAGCAAT 
AACTGCCCTGTTAAGGATGCTACTGCTAGTGAGAAGAATGAACCAGAAGTTCAATGGACT 
GCCTCAACTTCAGTGGAACAAGTCAGAGAAAGGAGTTATCAGAGAGCTTTACTTCTCAGT 
GATCACCGAAAAGATAAAGATAGTGGGGGAGAATCACCATGTGTCTCATGTTCACCGAGT 
CATGTTCAGTCTTCACCTTCATCTCATTCAAATCACATACCCCAGTTGCAAGCTAAGGGC 
CCAGTCCCTTCTTTCAGTGAACTTATGGAAGACCCTGATCCTGAAAATCCAGAACCCACA 
ACTACGAATGAATGTCCATCCCCAGATACTTCTCAAAATACTTGTAAAAGTCCTCCAAAA 
ATGAGCAAGCCTGGTTCACCTGGATCTGTAATTCCTGCTCAAGCACACGGGAAAATATTC 
ACAAAACCAGATCCCCAATGGGACTCCACAGTTAGTGCATCCGAAGCTGAAAATGGTGTT 
CACCTAAAAAGAGAGCTCCAACAAAAACAGCTATCAAATAACAACCAAGCACTTTCAAAG 
AATCATCCTCCTCAGACACACGTTCGTAATTCATCTGAGCAACTTTCACAAAAGCTGCCT 
TCTGTGCCAACAAAGTTGCACTGTCCTCCATCACCTCACCTAGAAAATCCTCCAAAGTCA 
TCCACGCCTCACACACCTGTACAGCATGGTTATCTTTCACCAAAGCCTCCTTCACAGCAG 
TTAGGATCTCCCTACAGGCCTCATCATTCACAGTCACCTCAAGTTGGAACACCTCAGCGA 
GAGCCTCAAAGAAACTTTTATCCAGCAGCACAGAACCTTCCAGCCAATACTCAGCAGGCA 
ACTTCTGGAACATTATTTACACAGACACCCTCAGGACAATCTTCAGCAACATACAGTCAG 
TTTAACCAACAAAGTCTGAACAGCACGGCACCACCCCCTCCACCTCCTCCACCTCCTTCT 
TCGTCTTACTATCAAAACCAGCAGCCCTCTGCAAACTTTCAGAATTATAATCAGCTCAAA 
GGTAGTCTTTCTCAACAAACTGTGTTTACATCAGGACCAAATCAAGCACTTCCTGGCACC 
ACAAGCCAGCAAACAGTTCCAGGACACCACGTGACTCCAGGGCATTTTTTGCCCTCTCAG 
AACCCTACCATTCACCATCAAACTGCTGCTGCCGTAGTCCCCCCTCCTCCTCCACCACCA 
CCTGCTCCAGGACCGCACCTTGTACAACAGCCGAATTCCCATCAGCAACACTCTGTAGCA 
CATGTAGTAGGGCCTGTTCATGCGGTCACCCCTGGGTCGCATATTCATTCTCAAACTGCT 
GGACACCACTTACCCCCACCCCCACCCCCTCCTGGTCCTGCCCCTCATCACCATCCACCA 
CCCCATCCATCCACAGGACTCCAAGGTCTACAAGCACAACACCAGCATGTTGTAAATTCA 
GCACCCCCACCACCCCCTCCGCCGCCACCTTCCAGTGTTTTGGCTTCTGGGCATCATACC 
ACATCAGCTCAAGCCTTACACCACCCACCTCATCAAGGACCTCCACTTTTTCCTTCGAGT 
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GCTCATCCAACTGTACCACCGTATCCCTCACAAGCTACACATCATACCACTTTGGGACCG 
GGACCCCAGCACCAGCCTTCTGGAACAGGGCCACATTGTCCATTACCTGTCACAGGTCCT 
CATCTCCAGCCCCAAGGACCAAACAGTATTCCAACACCTACTGCTTCAGGGTTCTGTCCT 
CATCCTGGCTCTGTGGCCCTGCCACATGGGGTTCAAGGACCTCAGCAGGCATCTCCAGTG 
CCTGGACAGATTCCAATTCACAGAGCACAGGTGCCACCAACATTTCAAAACAATTACCAT 
GGGTCAGGGTGGCATTAAAATGGACTCCAAAAACATTTTTTTAAATGTTCTGTAAGATAA 
ACTGTATATTTCATATGTACCTGTTAAGGTACTTTTTAAAGCTTGTACATGAACCTTTGT 
ATAAAAAACACGAGTGCTCTTTCGTTGTATTTTTCTGATTTTTGCTTTTTAAAATTCCTT 
TAAAAAATGTGCTGTTAAGCCAGTATTAGGTATCTTTATTTTGTAAGTGAACATTCCAGC 

GTTAAATTCATTTAGTGAATGTTCTATTATTTTATACATACACATTAAGTACTCAGCTAA 

CTTAGGTATAAAAATGCAATACAGATTTTTATATTTTGGTGTGGACATGGCTCATTTTGT 

TTTACCAGTTATTTGCAAGCAAAATGTAATTTAATGTATAGATGATTTCTAATGTCTCCT 

GACAAACTGTAAATACTGCATTTCTTTTGCGTATATAATTGCTTACAGCTTTTCTCATTT 

GATATATAGCATTGTACATATGACAAGTCTTTTGCAAAACTGTGTGATCTTTGTGAAAGT 

AGTACAGTATATGACCTTTAATTTCTTTTTTATTTTAAATATACTGTCACACTGAAGCAC 

TGGTTGGGCATTTTAATTCATGTTAATAAATCACAATTATGTCAGTTTT 

Gene 396. >ENST00000334914 cDNA sequence 

GCGGGCGCAGGGGGCCGAGTCGGAGACCGTGCCGGAGTTCGGGAGCGGCAACAGAGTGGG 
CATAGACACTCCGAGCAGCCTCGCCGTCGTCTCTGCGTTCCTGTTGACTGCCTGGCTGCC 
CCCTCCCCTACTCCTCGGTTCCTGGTGAAGAGGCTGCGCGCTGCTGTTTGGGGAGGGGGT 
GTGTGGAGCCGGGTCCTGTGTCCGCAGTGGCTGCTGTCGGGGGGTCGCCTGTTCGCGGAG 
GTGCGGAGAGACTCCTTGGGGGTCGAGCACATAACGGGGTTCGGGTGTCTCGTGTGTGAA 
CATCACAGGTCTATTCTGGATAAGCAGGTTTTGTGAAGACATTTATTCTTTCTTGGACCT 
CAGATTTACCAGACATCTCATGGGTTTGTGGATGCACTTAGATGTTTGCAATGAGCACTG 
TGGCTGGCATGCCCCAGTGTTTTGGATACCAATGCATAGGACTCCATAGTAATCGAATTT 
ACCAGAGGCGAACGTCATGAGCATAGTGATCCCATTGGGGGTTGATACAGCAGAGACGTC 
ATACTTGGAAATGGCTGCAGGTTCAGAACCAGAATCCGTAGAAGCTAGCCCTGTGGTAGT 
TGAGAAATCCAACAGTTATCCCCACCAGTTATATACCAGCAGCTCACATCATTCACACAG 
TTACATTGGTTTGCCCTATGCGGACCATAATTATGGTGCTCGTCCTCCTCCGACACCTCC 
GGCTTCCCCTCCTCCATCAGTCCTTATTAGCAAAAATGAAGTAGGCATATTTACCACTCC 
TAATTTTGATGAAACTTCCAGTGCTACTACAATCAGCACATCTGAGGATGGAAGTTATGG 
TACTGATGTAACCAGGTGCATATGTGGTTTTACACATGATGATGGATACATGATCTGTTG 
TGACAAATGCAGCGTTTGGCAACATATTGACTGCATGGGGATTGATAGGCAGCATATTCC 
TGATACATATCTATGTGAACGTTGTCAGCCTAGGAATTTGGATAAAGAGAGGGCAGTGCT 
ACTACAACGCCGGAAAAGGGAAAATATGTCAGATGGTGATACCAGTGCAACTGAGAGTGG 
TGATGAGGTTCCTGTGGAATTATATACTGCATTTCAGCATACTCCAACATCAATTACTTT 
AACTGCTTCAAGAGTTTCCAAAGTTAATGATAAAAGAAGGAAAAAAAGCGGGGAGAAAGA 
ACAACACATTTCAAAATGTAAAAAGGCATTTCGTGAAGGATCTAGGAAGTCATCAAGAGT 
TTAGGGTTCAGCTCCAGAGATTGATCCTTCATCTGATGGTTCAAATTTTGGATGGGAGAC 
AAAGATCAAAGCATGGATGGATCGATATGAAGAAGCAAATAACAACCAGTACAGTGAGGG 
TGTTCAGAGGGAGGCACAAAGAATAGCTCTGAGATTAGGCAATGGAAATGACAAAAAAGA 
GATGAATAAATCCGATTTGAATACCAACAATTTGCTCTTCAAACCTCCTGTAGAGAGCCA 
TATACAAAAGAATAAGAAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGATGCACTTAT 
CATTGAATACAGAGGGAAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGGTATTTCTT 
TAAAAGACCATACCCTTTTGTGTTATTCTACTCTAAATTTCATGGGCTAGAAATGTGTGT 
TGATGCAAGGACTTTTGGGAATGAGGCTCGATTCATCAGGCGGTCTTGTACACCCAATGC 
■AGAGGTGAGGCATGAAATTCAAGATGGAACCATACATCTTTATATTTATTCTATACACAG 
TATTCCAAAGGGAACTGAAATTACTATTGCCTTTGATTTTGACTATGGAAATTGTCTCAC 
TCTGTCACCCAGGCTGGAATGCAGTGGCACAATCTTGGCTCACTGCAACTTCTGCCTCCT 
GGGTTCAGGCAATTCTCCTGCCTTAGCCTATCGCGTAGCCAGGATTACAGGTGCCTGCCA 
CCATGGCCAG 

Gene 397. >ENST00000334884 cDNA sequence 
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AAGAGGCTGCGCGCTGCTGTTTGGGGAGGGGGTGTGTGGAGCCGGGTCCTGTGTCCGCAG 
TGGCTGCTGTCGGGGGGTCGCCTGTTCGCGGAGGTGCGGAGAGACTCCTTGGGGGTCGAG 
CACTGTGGCTGGCATGCCCCAGTGTTTTGGATACCAATGCATAGGACTCCATAGTAATCG 
AATTTACCAGAGGCGAACGTCATGAGCATAGTGATCCCATTGGGGGTTGATACAGCAGAG 
ACGTCATACTTGGAAATGGCTGCAGGTTCAGAACCAGAATCCGTAGAAGCTAGCCCTGTG 
GTAGTTGAGAAATCCAACAGTTATCCCCACCAGTTATATACCAGCAGCTCACATCATTCA 
CACAGTTACATTGGTTTGCCCTATGCGGACCATAATTATGGTGCTCGTCCTCCTCCGACA 
CCTCCGGCTTCCCCTCCTCCATCAGTCCTTATTAGCAAAAATGAAGTAGGCATATTTACC 
ACTCCTAATTTTGATGAAACTTCCAGTGCTACTACAATCAGCACATCTGAGGATGGAAGT 
TATGGTACTGATGTAACCAGGTGCATATGTGGTTTTACACATGATGATGGATACATGATC 
TGTTGTGACAAATGCAGCGTTTGGCAACATATTGACTGCATGGGGATTGATAGGCAGCAT 
ATTCCTGATACATATCTATGTGAACGTTGTCAGCCTAGGAATTTGGATAAAGAGAGGGCA 
GTGCTACTACAACGCCGGAAAAGGGAAAATATGTCAGATGGTGATACCAGTGCAACTGAG 
AGTGGTGATGAGGTTCCTGTGGAATTATATACTGCATTTCAGCATACTCCAACATCAATT 
ACTTTAACTGCTTCAAGAGTTTCCAAAGTTAATGATAAAAGAAGGAAAAAAAGCGGGGAG 
AAAGAACAACACATTTCAAAATGTAAAAAGGCATTTCGTGAAGGATCTAGGAAGTCATCA 
AGAGTTAAGGGTTCAGCTCCAGAGATTGATCCTTCATCTGATGGTTCAAATTTTGGATGG 
GAGACAAAGATCAAAGCATGGATGGATCGATATGAAGAAGCAAATAACAACCAGTACAGT 
GAGGGTGTTCAGAGGGAGGCACAAAGAATAGCTCTGAGATTAGGCAATGGAAATGACAAA 
AAAGAGATGAATAAATCCGATTTGAATACCAACAATTTGCTCTTCAAACCTCCTGTAGAG 
AGCCATATACAAAAGAATAAGAAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGATGCA 
CTTATCATTGAATACAGAGGGAAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGGTAT 
TTCTTTAAAAGACCATACCCTTTTGTGTTATTCTACTCTAAATTTCATGGGCTAGAAATG 
TGTGTTGATGCAAGGACTTTTGGGAATGAGGCTCGATTCATCAGGCGGTCTTGTACACCC 
AATGCAGAGGTGAGGCATGAAATTCAAGATGGAACCATACATCTTTATATTTATTCTATA 
CACAGTATTCCAAAGGGAACTGAAATTACTATTGCCrTTGATTTTGACTATGGAAATTGT 
AAGTACAAGGTGGACTGTGCATGCCTCAAAGAAAACCCAGAGTGCCCTGTTCTAAAACGT 
AGTT CTGAAT C CATGGAAAAT AT CAAT AGTGGTTATGAGACCAGACGGAAAAAAGGAAAA 
AAAACAAGAGAAGAAAGAAAAATGGAAGCAATTTTGCAAGCTTTTGCCAGACTTGAAAAG 
AGAGAGAAAAGAAGAGAACAAGCTTTGGAAAGGATCAGCACAGCCAAAACTGAAGTTAAA 
ACTGAATGTAAAGATACACAGATTGTCAGTGATGCTGAAGTTATTCAGGAACAAGCAAAA 
GAAGAAAATGCTAGCAAGCCAACCCCTGCCAAAGTAAATAGAACTAAACAGAGAAAAAGT 
TTTTCTCGGAGTAGGACTCACATTGGACAGCAGCGTCGGAGACACAGAACTGTCAGCATG 
TGTTCAGATATCCAGCCATCTTCTCCTGATATAGAAGTTACTTCACAACAAAATGATATT 
GAAAATACTGTACTTACAATAGAACCAGAAACTGAAACTGCACTAGCAGAAATAATTACT 
GAAACTGAAGTTCCAGCACTTAATAAATGTCCTACCAAGTACCCCAAAACAAAGAAGCAC 
TTGGTTAATGAATGGTTAAGTGAGAAGAATGAGAAGACAGGAAAACCTTCAGATGGCCTT 
TCAGAAAGGCCTCTACGCATAACTACAGATCCTGAAGTGTTAGCTACACAACTCAATTCT 
TTACCAGGTCTCACTTACAGCCCCCATGTATACTCCACTCCTAAGCATTATATTAGATTT 
ACTTCACCATTCCTTTCAGAAAAAAGGAGAAGAAAAGAACCTACTGAAAACATTTCTGGT 
TCATGCAAGAAGCGATGGTTGAAACAAGCTCTGGAAGAAGAAAATTCAGCAATTTTACAT 
AGATTTAATTCACCCTGTCAAGAAAGATCCAGAAGTCCTGCAGTCAATGGTGAAAATAAA 
AGTCCACTACTATTAAATGACAGCTGTTCCCTTCCAGATTTAACTACACCACTAAAAAAA 
CGAAGATTTTATCAGTTGCTAGATTCGGTTTACTCAGAAACCTCCACACCTACTCCTTCC 
CCGTATGCTACACCAACTCACACCGATATTACTCCTATGGACCCATCTTTTGCCACGCCT 
CCACGGATAAAATCAGATGATGAAACTTGTAGAAATGGTTATAAA.CCCATATATTCACCA 
GTTACCCCAGTAACTCCTGGTACACCAGGAAATACCATGCACTTTGAGAATATTTCTTCC 
CCAGAAAGTTCTCCAGAAATAAAGAGACGCACTTATAGTCAAGAGGGATATGACAGATCT 
TCAACCATGTTAACATTGGGGCCTTTTAGAAATTCTAATTTAACTGAACTGGGTCTGCAA 
GAAATAAAGACTATTGGTTATACGAGCCCTAGGAGTAGGACTGAAGTCAACAGGCAGTGT 
CCTGGAGAAAAGGAACCTGTGTCAGACCTTCAGCTAGGACTCGATGCAGTTGAGCCAACT 
GCCCTACATAAAACCCTGGAAACGCCTGCACATGACAGGGCTGAGCCCAACAGCCAACTG 
GACTCGACTCACTCTGGACGGGGCACAATGTATTCTTCCTGGGTAAAGAGCCCTGACAGA 
ACAGGAGTTAACTTCTCAGTGAACTCCAACTTGAGGGACCTGACACCCTCGCATCAGTTG 
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GAGGTTGGAGGAGGCTTCCGAATAAGTGAGTCAAAGTGCCTGATGCAGGATGATACTAGA 

GGCATGTTTATGGAAACAACTGTGTTTTGTACTTCCGAAGATGGGCTTGTATCTGGTTTC 

GGACGGACTGTTAATGACAATTTGATCGACGGGAATTGCACACCCCAGAATCCACCACAA 

AAGAAAAAGGTTTCTCTATTAGAATACCGTAAGAGACAACGTGAAGCTAGGAAAAGTGGC 

TCTAAGACAGAGAACTTTCCACTCATTAGTGTATCACCCCATGCAAGTGGAAGCTTGAGC 

AACAATGGTGATGGCTGTGCCAGCAGTAATGACAATGGGGAGCAGGTGGACCACACTGCT 

AGCCTACCTTTACCAACACCAGCTACAGTTTATAATGCCACTTCTGAAGAAACTAGCAAT 

AACTGCCCTGTTAAGGATGCTACTGCTAGTGAGAAGAATGAACCAGAAGTTCAATGGACT 

GCCTCAACTTCAGTGGAACAAGTCAGAGAAAGGAGTTATCAGAGAGCTTTACTTCTCAGT 

GATCACCGAAAAGATAAAGATAGTGGGGGAGAATCACCATGTGTCTCATGTTCACCGAGT 

CATGTTCAGTCTTCACCTTCATCTCATTCAAATCACATACCCCAGTTGCAAGCTAAGGGC 

CCAGTCCCTTCTTTCAGTGAACTTATGGAAGACCCTGATCCTGAAAATCCAGAACCCACA 

ACTACGAATGAATGTCCATCCCCAGATACTTCTCAAAATACTTGTAAAAGTCCTCCAAAA 

ATGAGCAAGCCTGGTTCACCTGGATCTGTAATTCCTGCTCAAGCACACGGGAAAATATTC 

ACAAAACCAGATCCCCAATGGGACTCCACAGTTAGTGCATCCGAAGCTGAAAATGGTGTT 

CACCTAAAAACAGAGCTCCAACAAAAACAGCTATCAAATAACAACCAAGCACTTTCAAAG 

AATCATCCTCCTCAGACACACGTTCGTAATTCATCTGAGCAACTTTCACAAAAGCTGCCT 

TCTGTGCCAACAAAGTTGCACTGTCCTCCATCACCTCACCTAGAAAATCCTCCAAAGTCA 

TCCACGCCTCACACACCTGTACAGCATGGTTATCTTTCACCAAAGCCTCCTTCACAGCAG 

TTAGGATCTCCCTACAGGCCTCATCATTCACAGTCACCTCAAGTTGGAACACCTCAGCGA 

GAGCCTCAAAGAAACTTTTATCCAGCAGCACAGAACCTTCCAGCCAATACTCAGCAGGCA 

ACTTCTGGAACATTATTTACACAGACACCCTCAGGACAATCTTCAGCAACATACAGTCAG 

TTTAACCAACAAAGTCTGAACAGCACGGCACCACCCCCTCCACCTCCTCCACCTCCTTCT 

TCGTCTTACTATCAAAACCAGCAGCCCTCTGCAAACTTTCAGAATTATAATCAGCTCAAA 

GGTAGTCTTTCTCAACAAACTGTGTTTACATCAGGACCAAATCAAGCACTTCCTGGCACC 

ACAAGCCAGCAAACAGTTCCAGGACACCACGTGACTCCAGGGCATTTTTTGCCCTCTCAG 

AACCCTACCATTCACCATCAAACTGCTGCTGCCGTAGTCCCCCCTCCTCCTCCACCACCA 

CCTGCTCCAGGACCGCACCTTGTACAACAGCCGAATTCCCATCAGCAACACTCTGTAGCA 

CATGTAGTAGGGCCTGTTCATGCGGTCACCCCTGGGTCGCATATTCATTCTCAAACTGCT 

GGACACCACTTACCCCCACCCCCACCCCCTCCTGGTCCTGCCCCTCATCACCATCCACCA 

CCCCATCCATCCACAGGACTCCAAGGTCTACAAGCACAACACCAGCATGTTGTAAATTCA 

GCACCCCCACCACCCCCTCCGCCGCCACCTTCCAGTGTTTTGGCTTCTGGGCATCATACC 

ACATCAGCTCAAGCCTTACACCACCCACCTCATCAAGGACCTCCACTTTTTCCTTCGAGT 

GCTCATCCAACTGTACCACCGTATCCCTCACAAGCTACACATCATACCACTTTGGGACCG 

GGACCCCAGCACCAGCCTTCTGGAACAGGGCCACATTGTCCATTACCTGTCACAGGTCCT 

CATCTCCAGCCCCAAGGACCAAACAGTATTCCAACACCTACTGCTTCAGGGTTCTGTCCT 

CATCCTGGCTCTGTGGCCCTGCCACATGGGGTTCAAGGACCTCAGCAGGCATCTCCAGTG 

CCTGGACAGATTCCAATTCACAGAGCACAGGTGCCACCAACATTTCAAAACAATTACCAT 

GGGTCAGGGTGGCATTAAAATGGACTCCAAAAACATTTTTTTAAATGTTCTGTAAGATAA 

ACTGTATATTTCATATGTACCTGTTAAGGTACTTTTTAAAGCTTGTACATGAACCTTTGT 

ATAAAAAACACCAGTGCTCTTTCGTTGTATTTTTCTCATTTTTGCTTTTTAAAATTCCTT 

TAAAAAATGTGCTGTTAAGCCAGTATTAGGTATCTTTATTTTGTAAGTGAACATTCCAGC 

TGTTTTTTTCTGGCAGATCTGATGCTGATTTGATGCTGTATGATCTTTTTTTTTTTTTTA 

GTTAAATTCATTTAGTGAATGTTCTATTATTTTATACATACACATTAAGTACTCAGCTAA 

GTAATGGCACTATGAGGATTTTTTTTTTCTTTCCTGTCAGCAGCAGTTCTGTGAATGCAT 

CTTAGGTATAAAAATGCAATACAGATTTTTATATTTTGGTGTGGACATGGCTCATTTTGT 

TTTACCAGTTATTTGCAAGCAAAATGTAATTTAATGTATAGATGATTTCTAATGTCTCCT 

GACAAACTGTAAATACTGCATTTCTTTTGCGTATATAATTGCTTACAGCTTTTCTCATTT 

GATATATAGCATTGTACATATGACAAGTCTTTTGCAAAACTGTGTGATCTTTGTGAAAGT 

AGTACAGTATATGACCTTTAATTTCTTTTTTATTTTAAATATACTGTCACACTGAAGCAC 

TGGTTGGGCATTTTAATTCATGTTAATAAATCACAATTATGTCAGTTTT 

Gene 398. >ENST00000262940 cDNA sequence 

GGACCCCGGTGTCTGGCTTCCCCCGAGCCGGGACCCCGCGATGGCCAAGCGCAGCTCGCT 
GTACATCCGCATCGTGGAGGGGAAGAACCTTCCCGCCAAGGACATCACTGGCAGCAGCGA 
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CCCCTACTGCATCGTGAAGGTGGACAATGAGCCCATC3VTCAGGTACCGCCCCCACCCCCA 
GGACCGAGGGGCGCTCAGCCTCTCATCGGCCCGCGCTCTCCCCGCAAAGGGGACAGCCAC 
AGTGTGGAAGACCCTGTGCCCCTTCTGGGGTGAGGAGTACCAAGTGCACCTGCCGCCCAC 
CTTCCACGCTGTGGCTTTCTATGTCATGGATGAGGATGCCCTCAGCCGGGACGACGTTAT 
CGGAAAGGTCTGCCTTACAAGGGACACCATAGCCTCTCACCCTAAGGGTTTCAGCGGGTG 
GGCCCACCTGACGGAGGTCGACCCCGATGAGGAGGTGCAGGGCGAGATCCACCTGCGGCT 
GGAAGTGTGGCCAGGGGCCCGGGCCTGCCGGCTACGCTGCTCTGTGCTGGAGGCCAGGGA 
TCTGGCCCCAAAGGACCGCAATGGCACATCTGACCCCTTCGTCCGAGTGCGCTACAAGGG 
CCGGACACGGGAGACCTCGATCGTGAAGAAGTCATGCTACCCACGCTGGAATGAGACGTT 
TGAATTTGAGCTGCAGGAGGGGGCCATGGAGGCGCTGTGCGTGGAGGCCTGGGACTGGGA 
CCTTGTCAGCCGAAACGACTTCCTGGGCAAAGTGGTGATTGATGTCCAGAGACTGCGGGT 
GGTGCAGCAGGAGGAGGGCTGGTTCCGGCTGCAGCCCGACCAGTCCAAGAGCCGGCGGCA 
TGACGAGGGCAACCTGGGCTCCTTGCAGCTGGAGGTGCGGCTGCGGGACGAGACGGTGCT 
GCCCTCCAGCTACTACCAGCCACTGGTGCACCTGCTGTGCCACGAGGTCAAGCTGGGCAT 
GCAGGGCCCAGGGCAGCTGATCCCACTCATCGAGGAGACAACCAGCACCGAGTGTCGCCA 
GGACGTGGCCACGAACCTGCTCAAGCTCTTCCTGGGGCAGGGGCTGGCCAAGGACTTCCT 
GGACCTGCTCTTCCAGCTGGAGCTGAGTCGCACCAGTGAGACCAACACCCTGTTCCGGAG 
CAACTCTCTGGCCTCAAAGTCCATGGAGTCTTTTCTGAAGGTGGCCGGGATGCAGTACCT 
GCACGGCGTCCTGGGCCCCATCATCAACAAGGTGTTTGAGGAGAAGAAGTACGTGGAGCT 
GGACCCCAGCAAAGTGGAAGTTAAGGATGTAGGGTGCTCCGGGCTGCACCGCCCGCAGAC 
CGAGGCCGAGGTGCTGGAGCAGAGCGCGCAGACGCTGCGCGCCCACCTGGGGGCCCTGCT 
GAGCGCGCTCAGCCGCTCGGTTCGCGCGTGCCCCGCCGTGGTGCGCGCCACCTTCCGCCA 
GCTCTTCCGGCGCGTGCGCGAGCGCTTCCCCGGCGCCCAGCACGAGAATGTACCGTTCAT 
CGCCGTCACCAGCTTCCTGTGCCTGCGCTTCTTCTCTCCCGCCATCATGTCGCCCAAGCT 
CTTCCACCTGCGGGAGCGCCACGCGGACGCCCGCACCAGCCGCACCCTGCTCCTGTTGGC 
CAAGGCAGTCCAGAACGTGGGCAACATGGACACGCCGGCTTCCAGGGCCAAGGAGGCTTG 
GATGGAGCCGCTGCAGCCCACCGTGCGCCAGGGCGTGGCGCAGCTGAAGGACTTCATCAC 
CAAGCTCGTGGACATCGAGGAGAAGGACGAGCTGGACCTGCAGCGGACGCTGAGTTTGCA 
GGCGCCACCTGTGAAGGAGGGGCCACTCTTCATCCACAGGACCAAGGGCAAGGGCCCCCT 
CATGTCCTCCTCCTTCAAGAAGCTCTACTTCTCCCTCACTACCGAGGCCCTCAGCTTCGC 
GAAGACGCCCAGCTCCAAGAAAAGCGCCCTCATCAAGTTAGCCAACATCCGGGCAGCGGA 
AAAGGTTGAGGAAAAGAGCTTTGGCGGCTCGCACGTCATGCAGGTCATCTACACGGACGA 
CGCCGGCAGGCCCCAGACTGCCTACCTGCAGTGCAAGTGTGTGAATGAGCTTAACCAGTG 
GCTGTCTGCGCTGCGGAAGGTGAGCATCAACAACACCGGACTGCTGGGCTCCTACCACCC 
TGGCGTCTTCCGTGGGGACAAGTGGAGCTGCTGCCACCAAAAAGAGAAGACAGGTCAGGG 
CTGCGATAAGACCCGGTCACGGGTGACCCTGCAGGAGTGGAATGACCCTCTTGACCATGA 
CCTTGAGGCCCAGCTCATCTGCCGGCACCTGCTGGGCGTGGAGGCCATGCTGTGGGAGAG 
GCACCGGGAGCTGAGCGGGGGCGCAGAGGCAGGCACGGTGCCCACGAGCCCTGGCAAAGT 
CCCCGAGGACTCATTGGCCCGGCTGCTCCGGGTGCTGCAGGACCTCCGCGAGGCCCATAG 
CTCCAGCCCGGCCGGCTCCCCACCCTCAGAGCCCAACTGCCTCCTGGAGCTGCAGACGTG 
AGGCCCGCCCTACGCTCCCCTTGCTGAGTCCCCTGCCAAGCGCTCGGAGCCCCCCCAGGA 
CACTCTGCACCCCCTCACCCCGGTCCTCCTCATTAGGGTGCAGGGCCTAGGTCTCTTCCA 
GGTGGGGGAGGGGGGAGAGTCAGGAATAAGGGGATCCCCAGAAGTGCAGAGCTGAGCAGG 
CTTGGGCCTGTCATGGCTGGCCGGAAGTGTCCCCAGCTCCCTACAGACGCTGTAGCCATC 
ACTGCCTCTCCAGGGACCCTCCTCTCCTGCCCAGGACAGACCCAGCCAGAACCACTGCTA 
GGATGGGCCGCACCCAGGGGTCTGGCCTCCAGGGACCTAGAGAATGGGAGGGAGAACGGG 
GCCCCAGGAGACCCGGCCGCCACCCCACCCGCTACCCTTGGGTGCCACAGGGCTGTGCTG 
TTGCCAACAGTAAACCTGCTCTTACTGTCCAGGCTCTGGGGTCTTGTGATGAGGGTCTGG 
GGAGAAAGTGGGCCCGGGGGGACCCCGGAGGCTGTCGGTGGATGTGCCGATGATGGGGCT 
GACAGTATGGGCTCTGGGCATCCCTGTTCCCCCCTCTTTCTTCCCCCCACTCTTCTGGGG 
TCGGGGGTTCCTTTCCCTTCCCAGTTGCTGTCCCTGGGTCCCCTCTTTCATGTCCCACAG 
GCCACAGAGCCCAGTGTGTCCAACCAGCTGTTCTCTCCTCAAAGCAGCCCCCAAGCAAGT 
CCCTTCTCTAGGGTGTCCCTGAGGACAGCACAGAGGCGGGACTCAGAGACCCCATTCCTC 
TTCACGCAGCCCTTACCCCAAGCCCTCTAGCTGTGTGGCTGGCAGTGTTGGCCACGTAGG 
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GGCTCCCATCCCCCCACCATTGTGTCACATGGGCTGCCAGGCTCAGCTCCCAGCTGCGTC 
CACAGTGACCTGGATCAGGGTGGGGACAAGGACTGGACCCTCCTTCTCCAGAAGGCCTTC 
AGCTCTTGCCTTGCCATGCAGTCACCTCCTTCCCCCTCTGACCCCAGATCCCAAAGGTGC 
ACCGTTGCCCCAGCCCCTTTCTGGCCCCATGGGGTTTCTCTGATGCCTTCATCATAGAGG 
CCCGGGGCTGGTCCGATGGTTGGCAAAACTTGACTCCGGCCCAGTCCCCACTCTTGGGGA 
CTTAGAACCCCTGCTGTCCTGGGATCTGGCCTGCCTTTCTTTGGTCAGTCCCTGTGGTCC 
CCCACCAGCTCCCCCTCCCATAGGGCTGCCCACCAAGCCCTGCCCCCAGCCCAAGAGGAG 
CCCCCACTGCCTGCGGGGCAGTGATGTCTGGCCACCGGCTCACACCAATGACTTGGTCCT 
GGGGTGGCAGAAGCAGCAGGTGACAGGAGCAGGGCCCCTGTCCCTCTCTTCTGGCCCTGT 
GGTACCCAGGCCACACGTTGTGCCCGCTCTTGGGGCTGACCGGCTGTAGGGACCACCAGC 
CGCTGCTACTGTGGGCCGCCCCGGGGCAGGGTGGGCAGGGCTTTTGTGGGTTATGAGGAC 
ACAGAAGTCCCTGAGGCCCCCAGACCTGGCTCAGCCAACCTCCTTCCTCCCCCGGTTGCC 
CCCCACTCTAAAGCCTCCTCCCTCCCAGCGTCCACTGGCTCCAGGCTCCTCACAACAGCA 
GCTCATAGACACGGGGCGTCTCCAGGTGGTCCCAGCCCTCCAGATGTTTCTAGCTCTCCA 
GGTGGGCGCTGTTTTCACGTCTGCCTGCATCCATTCATTCCTTCATTCCTCACCTTTATC 
CTGTTATCTCTATTTTTTTAAGCTACCAGGAAGGAAAGGGAAGAAGAGATCACGAAACTG 
GGACCCCCAGAAGGGAGGAGTGGGCTTTGAACTTAGACATCTACCTCAGAGCTCAAATAG 
GTTGTTTAAAATCACATTCAATTTTCAGATGAAGGGGAACTTTATAGTTTTTTTTTTTTT 
TTTTTTTTTTGAGACAGAGTCTCACTGTGTTGCCCAGGCTGGAGTGCAAATGGCTTGATC 
TTGGTTCACTGCAACCTCTGCCTCCCAGGTTCAAGCAATTCTCTTGCCTCAGCCTCCCGA 
GTAGCTGGGACTAAAGGCGTGTGCCACCATGCCCAGCTAATTCTTGTATTTTTAGTAGAG 
ACGGAGTTTCTCCATGTTGGCCAGACTGGTCTCGAACTCCTGACCTCAGGTGATCTGACC 
GCCTTGGCCTCCGAAAGTGCTGAGATTACAGTTGCGAGCCACTGTGCGTGGCCAGAACTT 
TATAATAAGAGACTTGAAGCTGGGTGTGACGGTGCACACCTCTAGTCCCAGCTACTCGGG 
AGGCCAAGACAGAAGGATCACCTTGAGGCCAGGAGTTTAAGGCCAGCCTGGGCAACATAG 
CAAAACCTAGTCCCTAAAATTAAAAAAAAAAAAAAAAAAAAAGGAAAATAAAGGAGACTT 
GAAATTTTTGAACTAAATAGTGGTGATGGCTACACATTGTGAATGTAATTAACACCACTG 
AGTTAAACACTTAAAATGGTTAAAATGGCAAATTGTATGTTATACCTATTTTACTACAAT 
AAAAAGTATAAAAAAGAGAAGATATTTAGGTGACTTACAGCAACCAATTGCAACAAAACA 
AAATGTTAAGAAATGATCTTTTTATGAGGCAATTGGAAATTTGAACACTGATCAACTATA 
GGATGATTGGAATTATTAATTTTTAAAGGTGTGATAAGATACTGCACTTGGCTGGGCACA 
GTGGCACATGCCTGTAATCCCAGCTACTTGGCAGGCTGAGGTGGGAGAATCGCTTGAGCT 
CAGGAGTTCGAGACCAGCCTGGGCAACGTGGCGAAATCCCCGTCTTTACAAAAACAAACA 
AACAAACAAAAAAGATATTGCAGTTGTGTTGTAAGCGTCCTTATCTTTCAGAGCTACATA 
GTGGAATGTTTATGGAATATTTAGGATAAATGATATAGGCATTTGGGATTTGCTGCAAAA 
TGACCCAGAGGCAGGGGTCAGGGGGAGAGGTAGAGATGAGACAAGAGGTAGAGGGGAGAG 
GTAGAGGTAGCCACGAGCTGATAATTACAGACAAGAGATGCGGAGTATGTGGGGGCTCAT 
TATCCTGCATAGTCTATCTTTGTATATCTTTGAACTTTTCAAGAATAAAAAAGCTTAAAA 
AGTAT 

Gene 399. >ENST00000319405 cDNA sequence 

AAAAGGAAGAGGGAGTGGTCAGATGAATCTGAGGAGGAGCCGGAGAAGGAGCTCGCCCCT 
GAGCCTGAGGAGACCTGGGTAGTGGAGATGCTGTGTGGGCTCAAGATGAAGCTGAAGCAA 
CAGCGAGTGTCACCCATCCTCCCTGAGCACCACAAGGACTTCAACAGTCAGCTTGCCCCT 
GGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGATGGAGTGGTGG 
GACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCTGAGCCTGAG 
GAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGACGGCGAGTG 
TCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGATCCTGTCATT 
AAAAGATTCTTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATG 
GTCATAGCGTATTTCAGCCGGGCCGGCTTCCCCTCCTGGCAATACCAACGCATTCATTTC 
TTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAGGACGACGAGGACTCCAAACAAAAC 
ATCTTCCACTTCCTGTATAGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAGCCTTGG 
TTCCAGTTAGGCCATTCCATGAACCCGAGGGCCAGGAAGAACCGCTCTCGCATACCCTTG 
CTCCGTAAGCGTCGGTTCCAGTTATACCGTTCCACGAACCCGAGGGCCAGGAAGAACCGC 
TCTCGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTATACCGTTCCATGAACTCGAGG 
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GCCAGGAAGAACCGCTCTCAGATAGTCCTGTTCCAGAAACGACGGTTCCACTTCTTCTGT 

TCCATGAGCTGCAGGGCTTGGGTTTCCCCAGAGGAGTTGGAGGAGATCCAGGCTTATGAC 

CCAGAGCACTGGGTGTGGGCGCGAGATCGCGCTCACCTTTCCTAGAGCTCCAGGGACCGG 

GGAGGCCTGAGGTCATCGGCCTGAGAGAAGAACACCGGACCCAGGGGAGATGTGGATTTT 

CAGCGGGAACTTTATTCCAATGCTAATGGCAGACACCAGGCAGGAGGAGAGGAACCATTT 

GTGCAGATCATCTAGAAGAACCTGGACCATTCTTGATGGAGCTGAATACAGTGATCACGT 

TGTCCTCCTAGGAGCAGGGGTGGGGGGAGGGGGGTGGGGTCCTTCTAGGAGTCCTTGGAG 

AAAAGTAAGAAACCAGGAGCGTTTCCAGTTCCACCCTTTCCTGCGGCACCACCACCCTTT 

TTATATTGCTGAATTCCAACCTCCCTGGGGCGGAACCTGGAGGTCCTGTTTCTTACGGAC 

TTGCAGTCCAGGAGGATTTGAAGGCACAATGCAGGGGCTCAGATTGGGACAGAATTCTTT 

TGTGAAATATCAGTGCCACAGATTGTAACAGATAGCTTCATGCACACTCTGCATTTTATT 

GGTTTGTATGGAAAATGTCGGCCATTGAATTATTCATAGATTTATTTCAAATAGTTTGGA 

AATTGTTGTACTTTTGAAAACATGCTGTTCCTGTAGTTTTTTGATGAGAGTTATAGTTGT 

TATATATACATAAAGCTAATTTTCTTTTCATTTTTAAGAGACAATTCTTTTTATCCTAAA 

TATTTTATTATCTTTAAATTTGTTTCTGTATTATTACATGTGCTCCTGAAGCGAGCACTC 

TTTTTATCTATGATACTTCCATAATAATCTCTTCTATTTATAGCTATTGGTAGTTCCCCA 

CCAGAAAAAAACATAATTCTGGTGATAGAAATTTTTATTTGCTGTTTAGGTTTGTGACTG 

AATTGTGAGAATTCAGTTGTGATTTTTAACATGCCTCAGATATATATACTAACACGTCTA 

ATATATACTATCTATTTTATTGGTTTATTTTGAAAAACATGGGTATAGAATTATTTAAAT 

ATTATTTTATTTATTTAAATATTTATTAAATATATTTATTTATTTAAATATTATTACTTT 

AAATATTATTTTAAATATTTTGGAAATACTGGTATTTTTGAATAGATGCTGTTTCTATAA 

AGCTGTGTGATGGATATTATAACTGTTATATACACATACATATAATTTTGTTTTCCTTTT 

TAAGAGAGGATTCTTTTCATCCTAAATCTTTTACCTTTCAATCTTTGTATCTATTATTAC 

ACGTGCTGCTGAAGGGAGCATGGTTTTTATCTATGATACTTAGTTAACATATATATTACA 

TTTATAGCTATGTAGTAGTTCCCCTAAATTCTTGTAAAAATAAATTTTTATTTG 

Gene 400. >ENST00000312297 cDNA sequence 

TCAGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGATG 
GAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCT 
GAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGA 
CGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGAT 
CCTGTCATTAAAAGATTCTTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTC 
CTGGCTATGGTCATAGCGTATCAGCCGGGCCGGCTTCCCCTCCTGGCAATACCAACGCAT 
TCATTTCTTCCTGGCTCTGTG 

Gene 401. >ENST00000323465 cDNA sequence 

ATGAACGCCCCTCCAGCCTTCGAGTCGTTCTTGCTCTTCGAGGGCGAGAAGATCACCATT 
AACAAGGACACCAAGGTACCCAATGCCTGTTTATTCACCATGAACAAAGAAGACCACACA 
CTGGGAAACATCATTAAATCACAACTCCTAAAAGACCCGCAAGTGCTATTTGCTGGCTAC 
AAAGTCCCCCACCCCTTGGAGCACAAGATCATCATCCGAGTGCAGACCACGCCGGACTAC 
AGCCCCCAGGAAGCCTTTACCAACGCCATCACCGACCTCATCAGCGAGCTGTCCCTGCTG 
GAGGAGCGCTTCCGGGTGAGGGCAGGGCCTGGAGGGGCAGACGGGGTGGGCTGGACACTG 
GCCCGTGTGCCCAGGCCTGGGACAGCCCTGGCCTGTTTCTTCGGAGGTCCTCAGGGAGAG 
GCGGCGGTGATGGAAGAACAGGGACTTCCACCACAGGCTCCAGGACATGTGGACTGAGGG 
GCTGTGGAGTCTGGGCCTGTGGCTCCCGTCTGCCCCATGGGACTTCTGTAGTGCTGCAGG 
GTCCCTCGGGTGCTGTGGGCCAGATCCGGGCGGGGACCTACTGTCCTTTGGGGGTGCTCT 
TCTACGTCCCTTGTCGGTGATTGGCAAGGCCTGGTCCTTCCAGGCCTCTGGGAGGCAGCT 
CACCCCAGGGTGGCCCACACCTGTTCCTAGCAGGGCGCCTGGGAATCTAGAACAGTTTAG 
AGGGGAAAGAGCCACAGCAAAGAAAAGCCGAGGCAGGGTGATCACGAGGTCAGGAGTTCA 
AGACCAGCCTGGCAAACATGGTGAAGCCCTGTTTCTACTAAAAATACAAAAATTAGCTAG 
GCATGGTGGCATGTGCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTG 
AACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCAGCCTAGGTA 
ACAGAGCAGGACTCCATCTCAGTCAATCAATCAATCAATCAATCTCAGCGGTTGAACTAC 
CCTTGACATGGTTCAGCTCTGTATCCACACCCAAATGTCATGTCAAATTGTAATTCCCAG 
TGTTGTGGGAGGGACCTGGTGGGAGGTGATTGGCTCATGGGGGCCGACTTCCCCCTTGCT 
GTTCTCGTGATATTGAGTGAGCGCTTGTGGGATCTGGTTGTTTAAAAGCGTGCAGCCCTC 
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CCACTTCACTCTCTCTGTCTCTCCTGCTCCAACATGGCCAGACGTGCCTGCTTCCCCTTC 

GCCTTCTGCCGTGATTGTCAGTTTCCTGAGGCCTCCCCAGCCACGCTTCCTGTACAGCCT 

GCAGAACTGTGAGTCAATTAAACCTCTTTTCTTC 

Gene 402. >ENST00000308103 cDNA sequence 

GCAAAGCTACAGCACGTCTTTCCTCACCGACAGCTATTTAAAATATATTGGTTGGACTCT 

GCATGATAAGCACCGAGAAGTCCGCGTGAAGTGCGTGAAGGCTCTGAAAGGGCTGTACGG 

TAACCGGGACCTGACCGCACGCCTGGAGCTCTTCACTGGCCGCTTCAAGGACTGGATGGT 

TTCCATGATCGTGGACAGAGAGTACAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACT 

TATCCTTAAACTTTTCTACCCTGAGTGCGAGATAAGAACGATGGGTGGAAGAGAGCAACG 

CCAGAGCCCAGGCGCCCAGAGGACTTTCTTCCAGCTTCTGCTGTCCTTCTTTGTGGAGAG 

CAAGCTCCACGACCACGCTGCTTACTTAGTAGACAACCTGTGGGACTGTGCAGGGACTCA 

GCTGAAGGACTGGGAGGGTCTGACAAGCCTGCTGCTGGAGAAGGACCAGAGCACGTGCCA 

CATGGAGCCAGGGCCAGGGACCTTCCACCTCCTAGGGTGAAACCAGGAGAGATTGCTTGC 

TTCACTTGTACAAGGCAGGAACGGTGGCATGGCGTGGGGGAAACTTGGAGTTGGAAGGTG 

GCTAATCTTTGATTCTATGTTTTTGATCCTCCTGGCACTCCAGACCTGGGTGATATGCAG 

GAGAGCACACTGATAGAAATCCTTGTGTCCAGTGCCCAGCAACTCCTGCCTCAGCCTCCC 

GAGCAGCTGGGACTACAGGTGCCCGCCACCACGCCCGGCTAACTTTTTTGTATTTTTAGT 

AGAGACGGGTTTTCACCGTGTTAGCCAGGATGGTCTTGATCTCTTGACCTTGTGATCCAC 

CTGCCTCATCATCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCAGCATGTTA 

GACAATTTTTAATTCATCCTCTCTGTGCTGTTGTTTTCTCAGCTGTGAAAGGAATATTCT 

GGTGGGGACAAGGTTACAGAGTTGCTGAGAGGGTCTCATGACATGAAGGTACTGGCCTTG 

GCACAGTGCCTGGGGGGGCGGGGACTCCGCACATGCCTGTGATGTCACAGTTACTGTCAG 

TTCACAGCGAACCTTCCCTCCTTTTCCTGTTGACTTTCCCACACTCCTGTAACCATCCCT 

CCCTCCCTTCTTCCTCTCTCTCTCTCTCACTCACGCACACGCACACACACACACACACAC 

TCCATTCACTGTCTCCATGACTCTGGAGTAAACTAACGTCTCGAGTTGC 

Gene 403. >ENST00000302215 cDNA sequence 

GGAGGGCGAGTGGCGAGCAGGGGCCTCGGCCGCCACCCACACGCCCCGAAGCGTGCTCGT 
CCCCCGCGCGGGGCTCCCGGCCGCCGCCCTCGGCCATCGGCTGCTCCCCGGTGGCCCAGG 
CCTCGGACTCCGCGGCCGGCCCGGCGCGGCCCAGCGCCCTCAGGGATCATGGCCCAGGTA 
GCAGTGTCCACCCTGCCTGTTGAAGAAGAGTCCTCCTCAGAGACCAGGATGGTGGTGACA 
TTCCTCGTGTCTGCCCTCGAATCCATGTGTAAAGAACTGGCCAAGTCCAAGGCAGAAGTG 
GCCTGCATCGCAGTGTACGAAACAGACGTGTTTGTCGTCGGAACCGAGAGAGGATGCGCT 
TTTGTTAATGCCAGGACGGATTTTCAGAAAGATTTTGCAAAATACTGCGTTGCAGAGGGA 
CTGTGTGAGGTGAAACCTCCCTGCCCTGTGAACGGGATGCAGGTCCACTCGGGCGAAACG 
GAAATACTCAGGAAGGCAGTGGAGGACTATTTCTGCTTTTGTTATGGTAAAGCCTTAGGG 
ACAACAGTGATGGTGCCTGTTCCCTATGAGAAGATGCTGCGAGACCAGTCGGCTGTGGTA 
GTGCAGGGGCTTCCGGAAGGCGTTGCCTTTCAACACCCTGAGAATTACGACCTTGCAACC 
CTGAAATGGATTTTGGAGAACAAAGCAGGGATTTCATTCATCATAAATAGACCCTTCCTA 
GGACCAGAGAGTCAGCTGGGTGGCCCTGGGATGGTAACAGATGCGGAGAGATCCATAGTA 
TCACCAAGTGAAAGCTGCGGCCCCATCAATGTGAAAACTGAACCCATGGAAGATTCTGGC 
ATTTCACTGAAAGCAGAAGCTGTCTCAGTCAAGAAAGAATCAGAAGATCCTAATTACTAT 
CAATATAATATGCAAGGAAGCCACCCTTCTTCCACAAGCAATGAAGTAATAGAAATGGAA 
TTACCAATGGAAGATTCCACTCCGCTGGTCCCTTCAGAAGAACCAAATGAGGACCCTGAA 
GCCGAGGTGAAAATCGAAGGAAACACAAATTCATCCAGTGTTACAAATTCTGCAGCAGGT 
GTTGAAGATCTTAACATCGTTCAAGTGACTGTTCCAGATAATGAGAAGGAAAGATTATCA 
AGCATTGAAAAGATTAAACAGCTAAGAGAACAAGTTAATGACCTCTTTAGCCGAAAATTT 
GGTGAAGCAATTGGCGTGGATTTCCCTGTGAAAGTTCCCTACAGGAAGATCACATTCAAC 
CCTGGCTGTGTGGTGATTGATGGCATGCCCCCGGGGGTGGTATTCAAGGCCCCCGGCTAT 
CTGGAAATCAGTTCCATGAGGAGGATCTTGGAGGCAGCTGAGTTTATCAAATTCACAGTC 
ATCAGGCCGCTTCCAGGGCTTGAGCTCAGTAATGTGGGAAAACGCAAGATAGACCAGGAG 
GGCCGTGTGTTTCAAGAAAAGTGGGAGAGAGCGTATTTCTTCGTGGAAGTACAGAATATT 
CCAACATGTCTCATATGCAAACAAAGCATGTCTGTGTCCAAAGAATATAACCTAAGACGC 
CACTATCAAACCAATCACAGCAAGCATTATGACCAGTATATGGAAAGAATGCGTGACGAG 
AAGCTTCACGAGCTGAAAAAAGGGCTCAGGAAGTATCTCTTAGGCTTGTCAGACACCGAG 
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TGTCCCGAGCAAAAACAAGTGTTTGCACACCCAAGTCCAACCCAGAAATCCCCCGTGCAG 
CCTGTAGAGGACCTAGCTGGGAACTTATGGGAGAAGTTACGTGAAAAAATCAGGTCTTTT 
GTGGCATATTCTATCGCAATCGATGAGATCACGGATATAAATAATACCACCCAGTTGGCC 
ATATTCATCCGTGGTGTCGATGAGAATTTCGATGTGTCCGAAGAACTTCTGGACACGGTG 
CCCATGACGGGTACAAAATCTGGCAACGAGATCTTTTCGCGTGTTGAGAAGAGCCTGAAA 
AAGTTCTGTATCGACTGGTCGAAATTAGTAAGCGTGGCCTCCACTGGCACCCCAGCGATG 
GTGGATGCCAATAACGGGCTTGTCACAAAACTGAAGTCCAGGGTGGCGACGTTCTGCAAG 
GGTGCGGAACTGAAGTCCATCTGTTGTATAATTCATCCGGAATCACTCTGTGCTCAGAAG 
TTGAAGATGGACCACGTCATGGACGTGGTAGTGAAGTCCGTGAACTGGATATGCTCCCGG 
GGACTGAACCACAGTGAGTTCACAACCTTGCTCTATGAGCTGGACAGCCAGTATGGTAGC 
CTCCTGTACTACACGGAGATTAAGTGGCTCAGTCGCGGGCTCGTGCTAAAGAGATTTTTC 
GAATCCTTGGAAGAAATCGACTCCTTCATGTCATCCAGAGGGAAACCCCTGCCTCAACTG 
AGCTCCATAGATTGGATCCGAGACCTGGCCTTCTTGGTTGACATGACGATGCATCTGAAC 
GCTTTGAACATCTCTCTCCAAGGACACTCCCAAATCGTCACGCAGATGTATGACCTGATC 
CGGGCGTTCCTAGCAAAACTGTGCCTCTGGGAGACTCATTTGACGAGGAATAATCTGGCC 
CACTTTCCCACCCTGAAATTGGCTTCCAGAAATGAAAGCGATGGCCTGAACTACATTCCC 
AAAATCGCGGAACTCAAGACCGAATTCCAGAAAAGGCTGTCTGATTTCAAACTCTACGAA 
AGCGAACTGACTCTGTTCAGCTCCCCGTTCTCCACGAAGATCGACAGTGTGCACGAGGAG 
CTCCAGATGGAGGTTATCGACCTGCAATGCAACACGGTCCTGAAGACGAAATACGACAAG 
GTGGGAATACCAGAATTCTACAAGTACCTCTGGGGTAGCTACCCGAAATACAAGCACCAT 
TGCGCAAAGATTCTTTCCATGTTCGGGAGCACCTACATCTGCGAACAGCTGTTCTCCATT 
ATGAAACTGAGCAAAACAAAATACTGCTCCCAGTTAAAGGATTCCCAGTGGGATTCTGTA 
CTCCACATCGCAACGTGATGGAGAGAAAACTCCTGGCAGGGCCCTATGGTGGGAAAGGCT 

GATGGAGTCTTGCTCTGTCGCCCAGGTTGGAGTGCAGTGGCGTGATCTCGGCTTACTGCA 

ACTTCCAGCTCCTGGGTTCGAACGATTCTCCTGCCTCAGCCTCCCGAGCAGCTGGGACTA 

CAGGCGTGCGCCACCATGCCTGGCTAATTTTTGTATTAGTAGAGATGAGGTTTCACCATG 

TTGGCCAGGCTGGTCTCCAACTCCTGACCTCAGGTGATCCACCTGCCTCGACCTCACAAA 

GTGCTGGGATTACAGGCATGAACCACTGTGCCCAGCTGACAAAATGAGTTCTTAAACTTT 

TTTTTTTTTCAGTTTTTTTTCCACTTTGAATCAGAAATATAATCTGCAGTATCATACTTG 

TTTATATTACATTGTGTGCCTCACTATTCATTAAAAATCAAGAAAGTTTTATTGT 

Gene 404. >ENST00000318547 cDNA sequence 

GAGAGCTGAGAGCTGGAGGTGAGCTGGGCTCGCGGTCGCCCCTCTCGCGCGCCCTCTTTG 
AGAACCACGGCTTCCAACCTCCCTGGAAATGGGGGGAACATGGCCGAGGCGCGTGGCGAG 
GTCACCTCGTGGAGGCCCCGGAGCGGCATCCTCAGCGCCCCAGCGATCCGGTGCCCATTA 
GATTTCTTTAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCAT 
CAGATTTGCTCTGGGCCGGTAGTACTGAGTCTAAGCACTGCGGTGAAGAAGATGGTAGAA 
AACAGTCTGGATGCTGGTGCCACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGAT 
CTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAATG 
ATGTCACCATTTCTACCTGCCACGTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATC 
ACGATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCG 
TGAAGCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGA 
AGAAACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTCCTTGAGGGCTCCC 
CAGCCATGCTTCCTGTACAGCCTGCAAAACTGACTCCTAGAAGTACCCCACCCCACCCCT 
GCTCCTTGGAGGACAACGTGATCACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTT 
CTAGATGA 

Gene 405. >ENST00000318568 cDNA sequence 

GCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTA 
GTACTGAGTCTAAGCACTGCGGTGAAGAAGATGGTAGAAAACAGTCTGGATGCTGGTGCC 
ACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAAT 
GGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAATGATGTCACCATTTCTACCTGCC 
ACGTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGA 
AAACCCCCTACCCCCACCCCAGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACC 
TGTCATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTCGCCTTC 
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TGCCGTGTCAGTTCCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCTGCAAAAC 
Gene 406. >ENST00000333385 cDNA sequence 

CAGCTCTACATCCTGTAGATTCTCACACCCAGGGCCTCCTTCGGCCTCTTCTCAGGGGAG 

TCTCAGAGCAGGAGCCTCTCTCCCTTGCCCAGTGAAAGTCATTCTCCCCTCTCCCATCCA 

CCTCACCCGCAGCCACAATCCTGAGACTTTCCCCCGGGAGGCACACTTCTCCTCGCTGCC 

CTGCTGCTCTCACGGAAACCCTGTCCTGCTTCTCACACTGACATCTGCTCTCTAATCACA 

GAGGATCCTGTCATTAAAAGACTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAG 

TATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATAC 

CAACGCATTCATTTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGATGAG 

GCCCCCAAACAAAACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTG 

CTCCGTGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGC 

TCTCAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGG 

GCTTGGGTTTCCCTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTG 

TGGGCGCGAGATCGCGCCCACCTTTCCTAGAGCTCCAGGGACCGTGGAGGCCTGAGGTCA 

TCGGCCTGAGAGAAGAACACCGGACCCAGGGGAGATGTGGATTTTCAGCAGGAACTTTAT 

TCCAATGCTAATGGCAGACATCAGGAAGGAGGAGAGGAACCATTTGTGCAGATCATCTAG 

AAGAACCTGGACCATTCTTGACAGAGCTGAATACAGTGATCACGTTGTCCTCCAAGGAGC 

AGGGGTGGGGTGGGGTACTTCTAGGAGTCCTTGGAGAAAAGTAAGAAACCAGGAGTGTTT 

CCAGTTCCACCCTTTCCTGCGGCACCACCTCCCTTTTTATATTGCTGAATGCCAACCTCC 

CTGGGGCGGAACCTGGAGGTCCTGTTTCTTATGGACTTGGTTGCCACAGTCCAGGAGCAT 

TTGAAGGCACAGTGCAGGGGCTCAGATTGGCACAGAATTCTTTGTGAAATATGAGTGCCA 

CAGACTGTAACAGATAGCTTCATGCACACTATGCATTTTATTGGTTTGTTTGGAAAATGT 

TGGCCATTGAATTATTAATAGGTTTATTTCAAATAGTTTGGAAATTGTTGTACTTTTGAA 

AACATGCTGTTCCTGTAGAGTTTTTTGATGAGAGTTATAGTTGTTATATATACCTAAAGA 

TAATTTTCTTTTCATTTTTAAGTGAGAATTCTTTTTATCCTAAATCTTTTATTATCTTTA 

AATTTTTTTCTGTATTATTATATGTGCTCCTGAAGCGAGCACTCTTTTTATCTATGATAC 

TTCCATAATAATCTCTTCTATTTATAGCTATTGGTAGTTCCCCACCAGAAAAAAACATAA 

TTCTGGTGATAGAAATTTTTATTTGCTGTTTAGGTTTGTGACTGAATTGTGAGAATTCAG 

TTGTGATTTTTAACATGTCTCAGATATATATACTAACACGTCTAATATATACTATCTATT 

TTATTGGTTTATTTTGAAAAACATGGGTATAGAATTATTTAAATATTATTTTATTTATTG 

AAATATTTATTAAATATGTTTATTTATTTAAATATTATTATTACTTTAAATATTATTTTA 

AATATTTTGGAAATACTGGTATTTTTGAATAGATGCTGTTTCTACAAAGCTGTGTGATGG 

GTGTTATAACTGTTGTATACACATACATATAATTTTGTTTTCCTTTTTAAGAGAGGATTC 

TTTTCATCCTAAATCTTTTACCTTTCAATCTTTGTATCTATTATTACACGTGCTGCTGAA 

GGGGAGCATGGTTTTTATCTATGATACTTAGTTAACATATATATTACATTTATAGCTATG 

TGGTAGTTCCCCTAAATTCTTGTAAAAATAAATTTTTATTTG 

Gene 407. >ENST00000328350 cDNA sequence 

TCAGCCCCTGGGGTAGATCCCAGCCCCCCACGTAGGTCCCTTGGCTGGAAAAGGAAGAGG 
GAATGTTTGGATGAATCTGATGATGAGCCAGAGAAGGAGCTCGCCCCTGAGCCTGAGGAG 
ACCTGGGTGGCGGAGACGCTGTGTGGCCTCAAGATGAAGGCGAAGCGACGGCGAGTGTCG 
CTCGTGCTCCCTGAGTACTACGAGGCCTTCAACAGGCTGCTTGAGGATCCTGTCATTAAA 
AGACTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATGGTC 
ATAGCGTATCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCATTTCTTCCT 
GGCTCTGTG 

Gene 408. >ENST00000332301 cDNA sequence 

ATGGAACTCCACATCCTGGAGCACCGGCTGCAAGTTGCCAGCGTCGCCAACGAGAGTATA 
CCGCTGTTCACCTACGGCCTGATCAAACTTGCCTTCCTGTCCTCCAAGACCAGGTGCAAG 
TTCTTCAGTCTGACTGAGACGCCAGAGGATTACACTATCATTGTCGATGAGGAAGGATTC 
CTAGAGCTGCCCTCCTCGGAGCACCTGAGTGTGGCAGATGCCACCTGGCTGGCCCTGAAC 
GTGGTGTCCGGCGGTGGCAGCTTCTCCAGCTCCCAGCCCATCGGCGTGACCAAGATCGCC 
AAGTCAGTCATCGCCCCACTGGCTGACCAGAACATATCCGTGTTCATGCTGTCCACGTAT 
CAGACAGACTTCATCCTGGTGCGCGAGCGGGACCTGCCCTTTGTCACCCACACATTGTCA 
TCAGAGTTCACCATCCTGCGGGTCGTCAATGGCGAGACCGTGGCAGCCGAGAACCTCGGC 
ATCACCAATGGCTTCGTGAAGCCCAAGCTGGTCCAGAGGCCAGTCATCCACCCACTGTCC 
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AGCCCGAGCAACAGGTTCTGTGTCACCAGCCTGGACCCTGACACGCTGCCTGCTGTTGCC 

ACACTCCTCATGGATGTCATGTTCTACTCCAATGGAGTGAAGGACCCCATGGCCACTGGG 

GATGACTGCGGCCACATCCGCTTCTTCTCCTTCTCCCTCATCGAGGGCTACATCTCCCTG 

GTGATGGACGTGCAGACGCAGCAGAGGTTTCCTAGTAACTTGCTGTTCACAAGCGCATCC 

GGAGAGCTCTGGAAGATGGTCCGGATTGGAGGACAGCCCCTGGGGTTTGATGAGTGTGGC 

ATCGTGGCCCAGATCTCAGAGCCCTTGGCTGCTGCAGACATCCCAGCCTACTACATCAGT 

ACTTTCAAGTTTGATCATGCACTTGTCCCCGAAGAGAACATCAATGGTGTCATCAGTGCC 

CTGAAGGTCAGCCAAGCAGAGAAGCACTAG 

Gene 409. >ENST00000330313 cDNA sequence 

ATGAGCCGCCGTGGACCGGGCGCGGGCGGACGATGGAACTCCACATCCTGGAGCACCGGC 

TGCAAGTTGCCAGCGTCGCCAACGAGAGTATACCGCTGTTCACCTGGCCTGATCAAACTT 

GCCTTCCTGTCCTCCAAGACCAGGTGCAAGTTCTTCAGTCTGACTGAGACGCCAGAGGAT 

TACACTATCATTGTCGATGAGGAAGGATTCCTAGAGCTGCCCTCCTCGGAGCACCTGAGT 

GTGGCAGATGCCACCTGGCTGGCCCTGAACGTGGTGTCCGGCGGTGGCAGCTTCTCCAGC 

TCCCAGCCCATCGGCGTGACCAAGATCGCCAAGTCAGTCATCGCCCCACTGGCTGACCAG 

AACATATCCGTGTTCATGCTGTCCACGTATCAGACAGACTTCATCCTGGTGCGCGAGCGG 

GACCTGCCCTTTGTCACCCACACATTGTCATCAGAGTTCACCATCCTG 

Gene 410. >ENST00000249269 cDNA sequence 

TTCTAGCAGAAATGGCGGCTGCGGCGGCTCGAGTGGTGTTGTCATCCGCGGCGCGGCGGC 
GGCTCTGGGGTTTCAGCGAGAGTCTTCTAATCCGAGGCGCTGCGGGACGGTCATTATATT 
TTGGAGAGAACAGATTAAGAAGTACACAGGCTGCTACCCAAGTTGTTCTGAATGTTCCTG 
AAACAAGAGTAACATGTTTAGAAAGTGGACTCAGAGTAGCTTCGGAAGACTCTGGGCTCT 
CAACATGCACAGTTGGACTCTGGATTGATGCTGGAAGTAGATACGAAAATGAGAAGAACA 
ATGGAACAGCACACTTTCTGGAGCATATGGCTTTCAAGGCAAGTTGGAGTTTGCATAATT 
TGTTTTTCCTCTTTTATTTCAAGGGCACCAAGAAGAGATCCCAGTTAGATCTGGAACTTG 
AGATTGAAAATATGGGTGCTCATCTCAATGCCTATACCTCCAGAGAGCAGACTGTATACT 
ATGCCAAAGCATTCTCTAAAGACTTGCCAAGAGCTGTAGAAATTCTTGCTGATATAATAC 
AAAACAGCACATTGGGAGAAGCAGAGATTGAACGTGAGCGTGGAGTAATCCTTAGAGAGA 
TGCAGGAAGTTGAAACCAATTTACAAGAAGTTGTTTTTGATTATCTTCATGCCACAGCTT 
ATCAAAATACTGC^CTTGGACGGACAATTTTGGGACCAACTGAAAATATCAAATCTATAA 
GTCGTAAGGACTTAGTGGATTATATAACCACACATTATAAGGGGCCAAGAATAGTGCTTG 
CTGCTGCTGGAGGTGTTTCCCATGATGAATTGCTTGACTTAGCAAAGTTTCATTTCGGTG 
ACTCTTTATGCACACACAAAGGAGAAATACCAGCTCTGCCTCCCTGCAAATTCACAGGAA 
GTGAGATTCGTGTGAGGGATGACAAGATGCCTTTGGCGCACCTTGCAATAGCTGTTGAAG 
CTGTTGGTTGGGCACATCCAGATACAATCTGTCTCATGGTTGCAAACACGCTGATTGGCA 
ACTGGGATCGCTCTTTTGGGGGAGGAATGAATTTATCTAGCAAGCTGGCCCAGCTCACTT 
GTCATGGCAATCTTTGCCATAGCTTTCAGTCTTTCAACACTTCCTACACAGATACAGGAT 
TATGGGGACTGTATATGGTTTGTGAATCATCCACTGTTGCAGACATGCTACATGTTGTTC 
AAAAAGAATGGATGCGACTCTGTACAAGTGTCACAGAAAGTGAGGTTGCACGAGCCAGAA 
ATCTTCTGAAAACAAACATGTTGTTGCAGCTTGATGGTTCAACTCCAATTTGTGAAGATA 
TTGGTAGGCAAATGTTATGCTATAATAGAAGGATTCCCATCCCTGAGCTTGAAGCAAGAA 
TTGATGCTGTGAATGCTGAGACAATTCGAGAAGTATGTACCAAATACATTTATAATAGGA 
GTCCAGCTATTGCTGCTGTTGGTCCCATTAAGCAACTACCAGATTTTAAACAGATACGCA 
GTAACATGTGTTGGCTTCGTGATTAAAATGCTCCTAATCAAGATTGTTTGAACACATGTA 
TTTATAAAACAGAGCTAGAGAAAAATAAAAATGAACATGTATATACATTTGGAAATTTGA 
ATTAAATACTGTATCATACTTTCAAAGGATAAAAAGACTACCCCTCTGAAGGTTGTTTTG 
TATTAATGGTCAGTCTTTGTTCTCTGAGAAATTATGTTGGAAGCAGCATACTTTCAAATT 
ATTACCATGAGTATAATTTTAAGAATGAAAATGTTTACAGTATTTTCAGTTTTATTATAA 
AAATGCACACACAA 

Gene 411. >ENST00000257741 cDNA sequence 

ATGGCAAAAATCTCCAGCCCTACAGAGACTGAGCGGTGCATTGAGTCCCTGATTGCTGTT 
TTCCAGAAGTATGCTGGAAAGGATGGTTACAACCGCAATCTCTCCAAGACGGAGTTCCTA 
AGCTTCATGAATACAGAGCTGGCTGCCTTTACAAAGAACCAGAAGGACCCCGGTGTCCTT 
GACCACATGAAGAAACTGGATGTCAGCAGTGATGGGCAGTTAGATTTCCCAAAATTTCTT 
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AATCTGATTGGTGGCCTAGCTGTGGCTTGCCATGACTCCTTCCTCAAGGCTGTCCCCTCC 
CAGAAGTAG 

Gene 412. >ENST00000292644 cDNA sequence 

GAAGACACCACCGGAAGCAAGGAAGGTGCTGTGTAA.TCATTAAGGAGCGGAGGCTTTTGG 

AGCTGCTAAAATGCCGGATTACCTCGGTGCCGATCAGCGGAA.GACCAAAGAGGATGAGAA 

GGACGACAAGCCCATCCGAGCTCTGGATGAGGGGGATATTGCCTTGTTGAAAACTTATGG 

TCAGAGCACTTACTCTAGGCAGATCAAGCAAGTTGAAGATGACATTCAGCAACTTCTCAA 

GAAAATTAATGAGCTCACTGGTATTAAAGAATCTGACACTGGCCTGGCCCCACCAGCACT 

CTGGGATTTGGCTGCAGATAAGCAGACACTCCAGAGTGAACAGCCTTTACAGGTTGCCAG 

GTGTACAAAGATAATCAATGCTGATTCGGAGGACCCAAAATACATTATCAACGTAAAGCA 

GTTTGCCAAGTTTGTGGTGGACCTTAGTGATCAGGTGGCACCTACTGACATTGAAGAAGG 

GATGAGAGTGGGCGTGGATAGAAATAAATATCAAATTCACATTCCATTGCCTCCTAAGAT 

TGACCCAACAGTTACCATGATGCAGGTGGAAGAGAAACCTGATGTCACATACAGTGATGT 

TGGTGGCTGTAAGGAACAGATTGAGAAACTGCGAGAAGTAGTTGAAACCCCATTACTTCA 

TCCAGAGAGGTTTGTGAACCTTGGCATTGAGCCTCCCAAGGGCGTGCTGCTCTTTGGTCC 

ACCCGGTACAGGCAAGACACTCTGTGCGCGGGCAGTTGCTAATCGGACTGATGCGTGCTT 

CATTCGAGTTATTGGATCTGAGCTTGTACAGAAATACGTCGGTGAGGGGGCTCGAATGGT 

TCGTGAACTCTTTGAAATGGCCAGAACAAAAAAAGCCTGCCTTATCTTCTTTGATGAAAT 

TGATGCTATTGGAGGGGCTCGTTTTGATGATGGTGCTGGAGGTGACAATGAAGTGCAGAG 

AACAATGTTGGAACTGATCAATCAGCTTGATGGTTTTGATCCTAGAGGCAATATTAAAGT 

GCTGATGGCCACTAACAGACCTGATACTTTGGATCCAGCACTGATGAGGCCAGGGAGATT 

GGATAGAAAAATTGAATTTAGCTTGCCCGATCTAGAGGGTCGGACCCACATATTTAAGAT 

TCACGCTCGTTCAATGAGTGTTGAAAGAGATATCAGATTTGAACTGTTAGCACGACTGTG 

TCCAAATAGCACTGGTGCTGAGATTAGAAGCGTCTGCACAGAGGCTGGTATGTTTGCCAT 

CAGAGCACGGCGAAAAATTGCTACCGAGAAGGATTTCTTGGAAGCTGTAAATAAGGTCAT 

TAAGTCTTATGCCAAATTCAGTGCTACTCCTCGTTACATGACATACAACTGAACCCTGAA 

GGCTTTCAAGTGAAAACTTTAAATTGGAATCCTAACCTTATATAGACTTGTTAATAACCA 

ATTCATAAACAAATAAATGGCTTCAAAATTGTATGCTTTTTTCCATATCTCTTCTTGTAA 

TATAATAAAAGGTGATTTCTAATGTT 

Gene 413. >ENST00000249270 cDNA sequence 

ATGCTGCTTCTGCCAAGCGCCGCGGACGGCCGGGGCACCGCCATCACCCACGCTCTGACC 
TCTGCCTCTACACTCTGTCAAGTTGAACCTGTGGGAAGATGGTTTGAAGCTTTTGTTAAG 
AGGAGAAACAGAAATGCTTCTGCCTCTTTTCAGGAACTGGAGGATAAGAAAGAGTTATCC 
GAGGAATCAGAAGATGAAGAATTGCAGTTGGAAGAGTTTCCCATGCTGAAAACACTTGAT 
CCCAAAGACTGGAAGAACCAAGATCATTATGCAGTTCTTGGACTTGGCCATGTGAGATAC 
AAGGCTACACAGAGACAGATCAAAGCAGCTCATAAAGCAATGGTTTTAAAACATCACCCA 
GACAAACGGAAAGCAGCTGGTGAACCAATAAAAGAAGGAGATAATGACTACTTCACTTGC 
ATAACTAAAGCTTATGAAATGTTATCTGATCCAGTGAAAAGACGAGCATTTAACAGTGTA 
GATCCTACTTTTGATAACTCAGTTCCTTCTAAAAGTGAAGCAAAGGATAATTTCTTCGAA 
GTGTTTACCCCAGTGTTTGAAAGGAATTCCAGATGGTCAAATAAAAAAAATGTTCCTAAA 
CTTGGTGATATGAATTCATCATTTGAAGATGTAGATATATTTTATTCTTTCTGGTATAAT 
TTTGATTCTTGGAGAGAATTTTCTTATTTAGATGAAGAAGAAAAAGAAAAAGCAGAATGT 
CGTGATGAGAGGAGATGGATTGAAAAGCAGAACAGAGCAACAAGAGCACAAAGAAAAAAA 
GAAGAAATGAACAGAATAAGAACATTAGTTGACAATGCATACAGCTGTGATCCAAGGATA 
AAAAAGTTCAAGGAAGAAGAAAAAGCCAAGAAAGAAGCAGAAAAGAAAGCAAAAGCAGAA 
GCTAAACGGAAGGAGCAAGAAGCTAAAGAAAAACAAAGACAAGCTGAATTAGAAGCTGCT 
CGGTTAGCTAAGGAGAAAGAAGAGGAGGAAGTCAGACAGCAAGCATTGCTGGCAAAGAAG 
GAAAAAGATATCCAGAAAAAAGCCATTAAGAAGGAAAGGCAAAAACTTCGAAACTCATGC 
AAGATAGAAGAAATAAATGAGCAAATCAGAAAAGAGAAAGAGGAAGCTGAGGCTCGTATG 
CGACAAGCATCTAAGAACACAGAGAAATCAACTGGTGGAGGTGGAAATGGAAGTAAAAAT 
TGGTCAGAAGATGATCTACAATTACTAATTAAAGCTGTGAATCTGTTCCCTGCTGGAACA 
AATTCAAGATGGGAAGTTATTGCTAATTACATGAACATACATTCTTCCTCTGGAGTCAAA 
AGAACTGCCAAAGATGTTATTGGCAAAGCAAAGAGTCTCCAAAAACTTGACCCTCATCAA 
AAAGATGACATAAATAAAAAGGCATTTGATAAGTTCAAAAAAGAACATGGAGTGGTACCT 
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CAAGCAGACAACGCAACGCCTTCAGAACGATTTGAAGGTCCATATACAGACTTCACCCCT 
TGGACAACAGAAGAACAGAAGCTTTTGGAACAAGCTTTGAAAACATACCCAGTAAATACA 
CCTGAAAGATGGGAAAAAATAGCAGAAGCGGTGCCTGGCAGGACAAAGAAGGACTGCATG 
AAACGATACAAGGAACTTGTCGAGATGGTAAAAGCAAAGAAAGCTGCTCAAGAACAAGTG 
CTGAATGCAAGTAGAGCCAAGAAATGACAATCTTTGTTGTGTGTGCATTTTTATAATAAA 
ACTGAAAATACTGT 

Gene 414. >ENST00000222539 cDNA sequence 

AAAGCAAAGACAAGCTGAATTAGAAGCTGCTCGGTTAGCTAAGGAGAAAGAAGAGGAGGA 
AGTCAGACAGCAAGCATTGCTGGCAAAGAAGGAAAAAGATATCCAGAAAAAAGCCATTAA 
GAAGGAAAGGCAAAAACTTCGAAACTCATGCAAGACCTGGAATCATTTTTCTGATAATGA 
GGCAGAGCGGGTTAAAATGATGGAAGAAGTGGAAAAACTTTGTGATCGGCTTGAACTGGC 
AAGCTTACAGTGCTTGAATGAAACACTCACATCATGCACAAAAGAAGTAGGAAAGGCTGC 
TTTGGAAAAACAGATAGAAGAAATAAATGAGCAAAT CAGAAAAGAGAAAGAGGAAGCTGA 
GGCTCGTATGCGACAAGCATCTAAGAACACAGAGAAATCAACTGGTGGAGGTGGAAATGG 
AAGTAAAAATTGGTCAGAAGATGATCTACAATTACTAATTAAAGCTGTGAATCTGTTCCC 
TGCTGGAACAAATTCAAGATGGGAAGTTATTGCTAATTACATGAACATACATTCTTCCTC 
TGGAGTCAAAAGAACTGCCAAAGATGTTATTGGCAAAGCAAAGAGTCTCCAAAAACTTGA 
CCCTCATCAAAAAGATGACATAAATAAAAAGGCATTTGATAAGTTCAAAAAAGAACATGG 
AGTGGTACCTCAAGCAGACAACGCAACGCCTTCAGAACGATTTGAAGGTCCATATACAGA 
CTTCACCCCTTGGACAACAGAAGAACAGAAGCTTTTGGAACAA.GCTTTGAAAA.CATACCC 
AGTAAATACACCTGAAAGATGGGAAAAAATAGCAGAAGCGGTGCCTGGCAGGACAAAGAA 
GGACTGCATGAAACGATACAAGGAACTTGTCGAGATGGTAAAAGCAAAGAAAGCTGCTCA 
AGAACAAGTGCTGAATGCAAGTAGAGCCAAGAAATGACAATCTTTGTTGTGTGTGCATTT 
TTATAATAAAACTGAAAATACTGT 

Gene 415. >ENST00000320297 cDNA sequence 

ATGAAGAAACAAGGAGTAAGCCCAAAGCCGCTGCAATCTTCCCGCCCCAGCCCGTCTAAG 

CGGCCCTGCGGGGCCTCCCCCGCCCGGGAGCGGGAGGTGGAAAAGTCGGCCCTAGGCGGC 

GGGAAACTGCCGGGGGGCGCCAGGAGGTCCTCCCCGGGGAGGATCCCAAATCTGAAAAAG 

CGAAAAGGCTTGGAGCTAAAGGTGGTGGCCAAGGCCCTTCTCGGCCCCTTCCAGTTCGTC 

TGTAATTCCCTGGCGCAGCTCCGGGAAGAGGTGCACGAACTGCAGGCGCGGTGGTTCCCC 

AGCAGAACCACTCTGCATCGCCGTCTTTGTGGCAATTCTACATTGGTAAGATGTAGT 

Gene 416. >ENST00000306389 cDNA sequence 

GTATACTCTATTTTTTTTTTTTTTTACAGTGGTACTGAACTGGGAGGTCTTATTACAGTA 
CTGTGCTTCTTTTTCAACCATGGAGAGGCCACCTGTGTGATGTGGACACCACCTCTCCGT 
GAAAGTTTTTCCTATCCTTTCCTTGTACTTCAGATGTATGTTTTAACTTTGATTCTCAGG 
ACCTCAAGCAATGATAGAAGGCCCTTCATTGCACTCTGTCTTTCCAATGTTGCTTTTATG 
CTTCCCTGGCAATTTGCTCAGTTTATACTTTTTACACAGATAGCATCATTATTTCCCATG 
TATGTTGTGGGATACATTGAACCAAGCAAATTTCAGAAGATCATTTATATGAACATGATT 
TCAGTTACCCTTAGTTTCATTTTGATGTTTGGAAATTCAATGTACTTATCTTCTTATTAT 
TCTTCATCTTTGTTAATGACATGGGCAATAATTCTAAAGAGAAATGAAATTCAAAAACTG 
GGAGTATCTAAACTCAACTGCTGGCTAATTCAAGGTAGTGCCTGGTGGTGTGGAACAATC 
ATTTTGAAATTTCTGACATCTAAAATCTTAGGCGTTTCAGACCATATTTGCCTGAGTGAT 
CTTATAGCAGCCGGAATCTTAAGGTATACAGATTTTGATACTTTAAAATACACCTGTTCT 
CCCGAATTTGACTTCATGGAAAAAGCGACTCTGCTGATATACACAAAGACATTATTGCTT 
CCAGTTGTTATGGTGATTACATGTTTTATCTTTAAAAAGACTGTTGGTGATATTTCGCGT 
GTTTTAGCTACAAACGTTTATCTAAGAAAACAGCTCCTTGAACACAGTGAGCTGGCTTTT 
CACACATTGCAGTTGTTAGCATTTACTGCCCTTGCCATTTTAATTTTGAGGCTAAAGCTG 
TTTTTGACACAGCACATGTGTGTTATGGCTTCCTTGATATGCTCTTGACGGCTCTTTGGC 
TGGCTTTTTCGCAGAGTTCGCAGAGAGAATGTTATCTTTGGCATTCTAACAGTGATGTGA 
ATACAAGGTTATGCAAACCTCTGTAATCAATGGAGCATAACAGGAGAATTTAATGATTTG 
CCTCAGGAAGAACTTTTACAGTGGATCAAATACAATACCGTACCAGATGCTGTCTTTGCA 
GGTGCCATGCCTACAATGGCAAGTGTCAAGCTGTCTACACTTCATCCCATTGTGAATCAT 
CCACATTACGAAGATGCAGACTTGAGGGCTTGGACAAAAATAGTTTATTCTACATATAGT 
GGAAAATCTGCCAAAGAAGTAAGAGATAAATTGTTGGAGTTACATGTGAATTATTATGTT 
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TTAGAAGAGGCATGGTGTGTTGTGAGAACTAAGCCTGGTTGCAGCATGCTTGAAATCTGG 
GATGTGGAAGACCCTTCCAATGCAGCTAACCCTCCCTTATGTAGCGTCCTCCTTGAGCCG 
AGATTGTGCCACTGCACTCCAGCCTGGGCGACA?^ATCAAGACCCCGTCTCCAAAAAAAAA 
AAAAACAAAA.CTTGATTGGGATCCAAAATCATACAACTATACACTAAAATCAGTGAATAT 
TACCTTATGTAAATTAAAAATTAGGAAATCAAAAGAAAAGCATACATATAAAAAACAGTT 
TTTTCTAAGC 

Gene 417. >ENST00000317716 cDNA sequence 

AGTGTACACAGTCCTGGAGGAACTGAGTCCAGGAACCATCGTGGCCAATATCACAGCGGA 

GGATCCTGATGATGAAGGTTTTCCCAGCCACCTCCTCTACAGCATTACCACTGTTAGCAA 

AT ATTT CATGAT AAAT CAGTTGACTGGT ACAAT C CAAGTGGCCCAAAGGATAGAC CGAGA 

TGCAGGTGAATTGAGACAAAATCCCACCATTTCCCTGGAAGTTCTAGTGAAGGACAGACC 

ATATGGGGGTCAGGAGAATCGCATCCAGATAACCTTCATTGTGGAAGACGTCAACGACAA 

TCCTGCCACATGCCAAAAGTTCACCTTCAGCATTATGGTGCCGGAAAGAACAGCCAAGGG 

GACGTTGCTTCTTGACCTAAACAAGTTCTGCTTTGATGATGACAGTGAGGCACCAAACAA 

CAGATTCAACTTCACCATGCCATCTGGAGTGGGGAGCGGCAGCAGATTTTTACAGGATCC 

AGCTGGCTCTGGGAAGATTGTGCTGATTGGTGATCTAGACTACGAAAATCCAAGTAACCT 

AGCAGCCGGCAATAAATATACGGTGATAATCCAGGTGCAGGATGTGGCCCCCCCTTACTA 

TAAAAGCAAGTATCATTTTGTTTTATTTCATGATTATAACGTCTACGTTTATATCCTAAC 

AAGCCCAGAAAATGAGTTTCCTCTCATTTTTGATAGGCCATCCTATGTATTTGATGTGTC 

AGAAAGAAGGCCCGCCCAGGGTCACCTATCAGGTCCTGAGGAAAAACGTTTACTCTCCAT 

CTGCATGGTACGTGCCGTTTGTCATCACTTTGGGCTCCATATTGCTTCTGGGTCTCCTCG 

TGTACCTGGTCGTCCTATTGGCCAAAGCCATCCACAGACACTGCCCCTGCAAGACTGGGA 

AGAACAAGGAACCTCTGTAAGTTGCCAAAACGAAGACTGCAGAGAGAGACGTCGTGGTGG 

AAACTATCCAGATGAACACTATCTTTGATGGAGAAGCCATAGATCCAGGTGACCGGGGAA 

ACATATGAATTCAACTCAAAAACTGGAGCCAGAAAGTGGAAAGATCCACTAACCCAAATG 

CCAAAATGGAAAGAGTCCAGCCACCAGGGAGCTGCCCCACGCAGAGTCACTGCTGGGGAA 

GGGATGGGGTCACTGAGAAGTGCCAACTGGGAAGAAGATGAGCTGAGTGGCAAAGCGTGG 

GCTGAGGATGCTGGTCTGGGTTCCAGAAATGAGGGTGGCAAGCTGGGCAACCCAAAGAAC 

AGAAATCCAGCCTTCATGAACAGGGCTTACCCCAAACCACACCCAGGAAAGTAAACGGGG 

TCTAAGGAGGGGCCTGTCAATCACTGAGATGCTGCCTCACCCTAAATTCTATGGGGATGG 

TGTGGGCATGGTGTAGGGGGGAAAA.TGTGGGCTGAGGGGATTCAGACATCCAGGGTCAAA 

CATGGGATGTTTGACAAATTTTTAAACAAATAGAAAGGGGTTTGATCACATAGTTGCGTG 

TTCTGAAATGATACAGGAACATTTTCTATCAGATTTCAGAACTACCTGTGCTTCTGATAA 

GCAAGACTGTTAACTTTGGGGTGTGGAATTGTTGTGTTTCTTCTTTGCATTGACTGCTAG 

GAAGCTCTATTCTGTTCACCATAGAAAGTTTGTAGGAATTCCTGACATAAATAGTGAAGA 

CTATCCTTACATCTGGTTTCCACCTTATTTTCCTGCCCTCGTTTTAACATCACCCAGATT 

TCTTCAGTTATAAATATGCCATACACCTTTGTAAGTCACCTCAAATCTTCTTCAAAAGAA 

GCAGAACAGTGAAAAAAACAGATGAGTAAGTTAAGAGTTGGTCATCTGGAAAGAAGAAAA 

CTCAGTAGGCACCTTCTTTTGTTTTTTCTTGTGGTGTCCGGATCAGCATCCTGCATGTGA 

GATTCATCCACGTTGTCCTGTCTAGCAGTAGTTCAGTTCTCTTCATGGTTATGTCTGGTT 

TCATTCTATGATTATATCACAATTTATCTATTCTACACTTGGGTGGCAGCTGCTTCAGAT 

TTTTTACTTTTAAAAAATATACTTAAAAGTGAACTACAGGCAGGGCATGATGGCTCATGC 

CTGTAATGCCAGCACTTTGCCAAGGTGGGCAGATCACCTAAGGTCAGGAGTTCAAGATCA 

GCCTGGCCTAGATGGCAAAACCCTGTCTCTACTAAAAAATACAAAAATTAGCTTGGTGTG 

GTGGTGGGCACATGTAATCCCAGCTACTTGGGAGGCTGAGGTAGGGAGAACTGCTTAAAC 

CTGAGAGGTGGAGGTTACAGTGAGTTGAGATTGTGCCACTGCACTCTAGCCTGGGTGACA 

AA.GCAAGACT C CAT CT CAGAAAAAAAAAAT AAAAGTGAATT ACAACACT 

Gene 418. >ENST00000265755 cDNA sequence 

TAAATGGCAGCCAATGGAGGGTGGTGTTGCGCGGGGCTGGGATTAGGGCCGGGGCGAATG 
GCTGGCAATCTTACTGGGATTACAGAACAAAGAGCCTCCCCGCGCTCCCGCTCTCCGCTC 
CTCTCCCCGCGCCGCCCCGCCCTCCGCCGCAGCCCGCGCCGGGGGTGGGGGCCGCCGAGC 
GCCAGCCCCCCGGCCGGCCGATTCCCCCCCCGCGCCCCCTCCCCGCGCCTCCCTCCCCGC 
CCTCGCCGCGCCGCCGTCCTCGCCTCCCTCTGCCTCTCCTTCCCCCATTCTCCCGGATTA 
ATTAAGGAGGCAGCGGCAGGAGGCTGAGTCCTGGCCGCGGGCCGGGGCCGGGGCGCCGCT 
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GGCAGGAGCGCTTGGGGATCCTCCAAGGCGACCATGGCCTTGCTGGGTAAGCGCTGTGAC 

GTCCCCACCAACGGCTGCGGACCCGACCGCTGGAACTCCGCGTTCACCCGCAAAGACGAG 

ATCATCACCAGCCTCGTGTCTGCCTTAGACTCCATGTGCTCAGCGCTGTCCAAACTGAAC 

GCCGAGGTGGCCTGTGTCGCCGTGCACGATGAGAGCGCCTTTGTGGTGGGCACAGAGAAG 

GGGAGAATGTTCCTGAATGCCCGGAAGGAGCTACAGTCAGACTTCCTCAGGTTCTGCCGA 

GGGCCCCCGTGGAAGGATCCGGAGGCAGAGCACCCCAAGAAGGTGCAGCGGGGCGAGGGT 

GGAGGCCGTAGCCTCCCTCGGTCCTCCCTGGAACATGGCTCAGATGTGTACCTTCTGCGG 

AAGATGGTAGAGGAGGTGTTTGATGTTCTTTATAGCGAGGCCCTGGGAAGGGCCAGTGTG 

GTGCCACTGCCCTATGAGAGGCTGCTCAGGGAGCCAGGGCTGCTGGCCGTGCAGGGGCTG 

CCCGAAGGCCTGGCCTTCCGAAGGCCAGCCGAGTATGACCCCAAGGCCCTCATGGCCATC 

CTGGAACACAGCCACCGCATCCGCTTCAAGCTCAAGAGGCCACTTGAGGATGGCGGGCGG 

GACTCGAAGGCCCTGGTGGAGCTGAACGGTGTCTCCCTGATTCCCAAGGGGTCACGGGAC 

TGTGGCCTGCATGGCCAGGCCCCCAAGGTGCCACCCCAGGACCTGCCCCCAACCGCCACC 

TCCTCCTCCATGGCCAGCTTCCTGTACAGCACGGCGCTCCCCAACCACGCCATCCGAGAG 

CTCAAGCAGGAAGCACCTTCCTGCCCCCTTGCCCCCAGCGACCTGGGCCTGAGTCGGCCC 

ATGCCAGAGCCCAAGGCCACCGGTGCCCAAGACTTCTCCGACTGTTGTGGACAGAAGCCC 

ACTGGGCCTGGTGGGCCTCTCATCCAGAACGTCCATGCCTCCAAGCGCATTCTCTTCTCC 

ATCGTCCATGACAAGTCAGAGAAGTGGGACGCCTTCATAAAGGAAACCGAGGACATCAAC 

ACGCTCCGGGAGTGTGTGCAGATCCTGTTTAACAGCAGATATGCGGAAGCCCTGGGCCTG 

GACCACATGGTCCCCGTGCCCTACCGGAAGATTGCCTGTGACCCGGAGGCTGTGGAGATC 

GTGGGCATCCCGGACAAGATCCCCTTCAAGCGCCCCTGCACTTATGGAGTCCCCAAGCTG 

AAGCGGATCCTGGAGGAGCGCCATAGTATCCACTTCATCATTAAGAGGATGTTTGATGAG 

CGAATTTTCACAGGGAACAAGTTTACCAAAGACACCACGAAGCTGGAGCCAGCCAGCCCG 

CCAGAGGACACCTCTGCAGAGGTCTCTAGGGCCACCGTCCTTGACCTTGCTGGGAATGCT 

CGGTCAGACAAGGGCAGCATGTCTGAAGACTGTGGGCCAGGAACCTCCGGGGAGCTGGGC 

GGGCTGAGGCCGATCAAAATTGAGCCAGAGGATCTGGACATCATTCAGGTCACCGTCCCA 

GACCCCTCGCCAACCTCTGAGGAAATGACAGACTCGATGCCTGGGCACCTGCCATCGGAG 

GATTCTGGTTATGGGATGGAGATGCTGACAGACAAAGGTCTGAGTGAGGACGCGCGGCCC 

GAGGAGAGGCCCGTGGAGGACAGCCACGGTGACGTGATCCGGCCCCTGCGGAAGCAGGTG 

GAGCTGCTCTTCAACACACGATACGCCAAGGCCATTGGCATCTCGGAGCCCGTCAAGGTG 

CCGTACTCCAAGTTTCTGATGCACCCGGAGGAGCTGTTTGTGGTGGGACTGCCTGAAGGC 

ATCTCCCTCCGCAGGCCCAACTGCTTCGGGATCGCCAAGCTCCGGAAGATTCTGGAGGCC 

AGCAACAGCATCCAGTTTGTCATCAAGAGGCCCGAGCTGCTCACTGAGGGAGTCAAAGAG 

CCCATCATGGATAGTCAAGGAACTGCCTCCTCACTTGGCTTCTCTCCCCCTGCCCTGCCC 

CCAGAGAGGGATTCCGGGGACCCTCTGGTGGACGAGAGCCTGAAGAGACAGGGCTTTCAA 

GAAAATTATGACGCGAGGCTCTCACGGATCGACATCGCCAACACACTAAGGGAGCAGGTC 

CAGGACCTTTTCAATAAGAAATACGGGGAAGCCTTGGGCATCAAGTACCCGGTCCAGGTC 

CCCTACAAGCGGATCAAGAGTAACCCCGGCTCCGTGATCATCGAGGGGCTGCCCCCAGGA 

ATCCCGTTCCGAAAGCCCTGTACCTTCGGCTCCCAGAACCTGGAGAGGATTCTTGCTGTG 

GCTGACAAGATCAAGTTCACAGTCACCAGGCCTTTCCAAGGACTCATCCCAAAGCCTGAT 

GAAGATGACGCCAACAGACTCGGGGAGAAGGTGATCCTGCGGGAGCAGGTGAAGGAACTC 

TTCAACGAGAAATACGGTGAGGCCCTGGGCCTGAACCGGCCGGTGCTGGTCCCTTATAAA 

CTAATCCGGGACAGCCCAGACGCCGTGGAGGTCACGGGTCTGCCTGATGACATCCCCTTC 

CGGAACCCCAACACGTACGACATCCACCGGCTGGAGAAGATCCTGAAGGCCCGAGAGCAT 

GTCCGCATGGTCATCATTAACCAGCTCCAACCCTTTGCAGAAATCTGCAATGATGCCAAG 

GTGCCAGCCAAAGACAGCAGCATTCCCAAGCGCAAGAGAAAGCGGGTCTCGGAAGGAAAT 

TCCGTCTCCTCTTCCTCCTCGTCTTCCTCTTCCTCGTCCTCTAACCCGGATTCAGTGGCA 

TCGGCCAACCAGATCTCACTCGTGCAATGGCCAATGTACATGGTGGACTATGCCGGCCTG 

AACGTGCAGCTCCCGGGACCTCTTAATTACTAGACCTCAGTACTGAATCAGGACCTCACT 

CAGAAAGACTAAAGGAAATGTAATTTATGTACAAAATGTATATTCGGATATGTATCGATG 

CCTTTTAGTTTTTCCAATGATTTTTACACTATATTCCTGCCACCAAGGCCTTTTT 

Gene 419. >ENST00000257701 cDNA sequence 

TTTCCCTTTATAGCACCATTGAATCCCAGTCCTAACAGAAGTACTGCGAATCTTGTGGCC 
TCATTCTGAACAAAAGGGATTAGAGAAGAAAAATCTCTTGATATAAGGCTTGAAAGCAAG 
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GGCAGGCAATCTTGGTTGTGAATATTTTCTGATTTTTCCAGAAATCAAGCAGAAGATTGA 
GCTGCTGATGTCAGTTAACTCTGAGAAGTCGTCCTCTTCAGAAAGGCCGGAGCCTCAACA 
GAAAGCTCCTTTAGTTCCTCCTCCTCCACCGCCACCACCACCACCACCGCCACCTTTGCC 
AGACCCCACACCCCCGGAGCCAGAGGAGGAGATCCTGGGATCAGATGATGAGGAGCAAGA 
GGACCCTGCGGACTACTGCAAAGGTGGATATCATCCAGTGAAAATTGGAGACCTCTTCAA 
TGGCCGGTATCATGTTATTAGAAAGCTTGGATGGGGGCACTTCTCTACTGTCTGGCTGTG 
CTGGGATATGCAGGGGAAAAGATTTGTTGCAATGAAAGTTGTAAAAAGTGCCCAGCATTA 
TACGGAGACAGCCTTGGATGAAATAAAATTGCTCAAATGTGTTCGAGAAAGTGATCCCAG 
TGACCCAAACAAAGACATGGTGGTCCAGCTCATTGACGACTTCAAGATTTCAGGCATGAA 
TGGGATACATGTCTGCATGGTCTTCGAAGTACTTGGCCACCATCTCCTCAAGTGGATCAT 
CAAATCCAACTATCAAGGCCTCCCAGTACGTTGTGTGAAGAGTATCATTCGACAGGTCCT 
TCAAGGGTTAGATTACTTACACAGTAAGTGCAAGATCATTCATACTGACATAAAGCCGGA 
AAATATCTTGATGTGTGTGGATGATGCATATGTGAGAAGAATGGCAGCTGAGGCCACTGA 
GTGGCAGAAAGCAGGTGCTCCTCCTCCTTCAGGGTCTGCAGTGAGTACGGCTCCACAGCA 
GAAACCTATAGGAAAAATATCTAAAAACAAAAAGAAAAAACTGAAAAAGAAACAGAAGAG 
GCAGGCTGAGTTATTGGAGAAGCGCCTGCAGGAGATAGAAGAATTGGAGCGAGAAGCTGA 
AAGGAAAATAATAGAAGAAAACATCACCTCAGCTGCACCTTCCAATGACCAGGATGGCGA 
ATACTGCCCAGAGGTGAAACTAAAAACAACAGGATTAGAGGAGGCGGCTGAGGCAGAGAC 
TGCAAAGGACAATGGTGAAGCTGAGGACCAGGAAGAGAAAGAAGATGCTGAGAAAGAAAA 
CATTGAAAAA.GATGAAGATGATGTAGATCAGGAACTTGCGAACATAGACCCTACGTGGAT 
AGAATCACCTAAAACCAATGGCCATATTGAGAATGGCCCATTCTCACTGGAGCAGCAACT 
GGACGATGAAGATGATGATGAAGAAGACTGCCCAAATCCTGAGGAATATAATCTTGATGA 
GCCAAATGCAGAAAGTGATTACACATATAGCAGCTCCTATGAACAATTCAATGGTGAATT 
GCCAAATGGACGACATAAAATTCCCGAGTCACAGTTCCCAGAGTTTTCCACCTCGTTGTT 
CTCTGGATCCTTAGAACCTGTGGCCTGCGGCTCTGTGCTTTCTGAGGGATCACCACTTAC 
TGAGCAAGAGGAGAGCAGTCCATCCCATGACAGAAGCAGAACGGTTTCAGCCTCCAGTAC 
TGGGGATTTGCCAAAAGCAAAAACCCGGGCAGCTGACTTGTTGGTGAATCCCCTGGATCC 
GCGGAATGGAGATAAAATTAGAGTAAAAATTGCTGACCTGGGAAATGCTTGTTGGGTGCA 
TAAACACTTCACGGAAGACATCCAGACGCGTCAGTACCGCTCCATAGAGGTTTTAATAGG 
AGCGGGGTACAGCACCCCTGCGGACATCTGGAGCACGGCGTGTATGGCATTTGAGCTGGC 
AACGGGAGATTATTTGTTTGAACCACATTCTGGGGAAGACTATTCCAGAGACGAAGACCA 
CATAGCCCACATCATAGAGCTGCTAGGCAGTATTCCAAGGCACTTTGCTCTATCTGGAAA 
ATATTCTCGGGAATTCTTCAATCGCAGAGGAGAACTGCGACACATCACCAAGCTGAAGCC 
CTGGAGCCTCTTTGATGTACTTGTGGAAAAGTATGGCTGGCCCCATGAAGATGCTGCACA 
GTTTACAGATTTCCTGATCCCGATGTTAGAAATGGTTCCAGAAAAACGAGCCTCAGCTGG 
CGAATGCCTTCGGCATCCTTGGTTGAATTCTTAGCAAATTCTACCAATATTGCATTCTGA 
GCTAGCAAATGTTCCCAGTACATTGGACCTAAACGGTGACTCTCATTCTTTAACAGGATT 
ACAAGTGAGCTGGCTTCATCCTCAGACCTTTATTTTGCTTTGAGGTACTGTTGTTTGACA 
TTTTGCTTTTTGTGCACTGTGATCCTGGGGAAGGGTAGTCTTTTGTCTTCAGCTAAGTAG 
TTTACTGACCATTTTCTTCTGGAAACAATAACATGTCTCTAAGCATTGTTTCTTGTGTTG 
TGTGACATTCAAATGTCATTTTTTTGAATGAAAAATACTTTCCCCTTTGTGTTTTGGCAG 
GTTTTGTAACTATTTATGAAGAAATATTTTAGCTGAGTACTATATAATTTACT^ATCTTAA 
GAAATTATCAAGTTGGAACCAAGAAATAGCAAGGAAATGTACAATTTTATCTTCTGGCAA 
AGGGACATCATTCCTGTATTATAGTGTATGTAAATGCACCCTGTAAATGTTACTTTCCAT 
TAAATATGGGAGGGGGACTCAAATTTCAGAAAAGCTACCAAGTCTTGAGTGCTTTGTAGC 
CTATGTTGCATGTAGCGGACTTTAACTGCTCCAAGGAGTTGTGCAAACTTTTCATTCCAT 
AACAGTCTTTTCACATTGGATTTTAAACAAAGTGGCTCTGGGTTATAAGATGTCATTCTC 
TATATGGCACTTTAAAGGAAGAAAAGATATGTTTCTCATTCTAAAATATGCATTATAATT 
TAGCAGTCCCATTTGTGATTTTGCATATTTTTAAAAGTACTTTTAAAGAAGAGCAATTTC 
CCTTTAAAAATGTGATGGCTCAGTACCATGTCATGTTGCCTCCTCTGGGCGCTGTAAGTT 
AAGCTCTACATAGATTAAATTGGAGAAACGTGTTAATTGTGTGGAATGAAAAAATACATA 
TATTTTTGGAAAAGCATGATCATGCTTGTCTAGAACACAAGGTATGGTATATACAATTTG 
CAGTGCAGTGGGCAGAATACTTCTCACAGCTCAAAGATAACAGTGATCACATTCATTCCA 
TAGGTAGCTTTACGTGTGGCTACAACAAATTTTACTAGCTTTTTCATTGTCTTTCCATGA 
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AACGAAGTTGAGAAAATGATTTTCCCTTTGCAGGTTGCACACAGTTTTGTTTATGCATTT 
CCTTAAAATTAATTGTAGACTCCAGGATACAAACCATAGTAGGCAATACAATTTTAGAAT 
GTAATATATAGAGGTATATTTAGCCTCTTTTAGAAGTCAGTGGATTGAATGTCTTTTTAT 
TTTAAATTTTACATTCATTAAGGTGCCTCGTTTTTGACTTTGTCCATTAACATTTATCCA 
TATGCCTTTGCAATAACTAGATTGTGAAAAGCTAACAAGTGTTGTAACAATAATCCATTG 

Gene 420. >ENST00000315965 cDNA sequence 

ATGAAGAGGCGGCGGCGCCGGCGCCCGGTCGCCCCGGCCACGGCCGCCCGGGGCGGCGAC 

TTTAGGGCAGAAGACGGGGCTGGGTTGGAGGCGCGGGAGGAGAAGGTGGTGTACTCGCGG 

TCGCAACTGTCGCTGGCTGACAGCACCAAGGCGCTGGGCGACGCCTTCAAGCTCTTCATG 

CCCCGCAGCACGGAGTTCATGAGCTCGGACGCGGAGCTCTGGAGCTTCCTCTGCAGCCTC 

AAGCACCAGTTCTCCCCGCACATCCTGCGCAGCAAGGACGTCTACGGCTACTCCTCCTGC 

CGGGCCCTGGTACCCGACCCCCCGGGGCCCCCTACAGCCCGCGGCCAGGCGCGCCGGCCG 

GTTCCGCGCGCAGCGGCCAGGAGGAGGCGCCGCGGAGCCCGGGCGGCCGCTGCCCGCAGG 

AGGAAGCCCCGGCCGCCACCCCCACCGCCGCCGCCCCCCGAGGAGAGCTGCCCGGCCAAG 

CCCGTGGCCCCCGGGCCCTGCTTCGGGGGCCGCACCTTGGAGGAGATCTGGAGGGCGGCC 

ACCCCGACGCTGACCACCTTCCCCACCATCCGCGTCGGCAGCGACGTGTGGGGCGAGCGC 

AGCCTGGCGGCAGCGCGGCGCAGGGCGCGCCAGGTCCTGCGAGTGAACCTGGAACCCATG 

GTGAGGCTCCGCCGCTTCCCGGTGCCCCGGGCATGA 

Gene 421. >ENST00000248550 cDNA sequence 

GGAGTTTCTCTCTGTGGCCACCACCGCCCCAGGCCCACAGCAAGTACTGCCTGGCTACTG 
CCAGTGTTCACTCAAGGACCAAGGGCTCTTCATTCAGTGTTTGATTGGAGCATATGATCA 
ACAAATATGGGAAAAATCTGTTGAACAGAGAGAAATCAAGGGGCTAAGGAATAAACCAAA 
GAAAACAGCACATGTGAAACCAGACCTCATAGATGTTGATCTTGTAAGAGGGTCTGCATT 
TGCAAAGGCAAAGCCTGAAAGTCCTTGGACTTCTCTGACCAGAAAGGGAATTGTTCGAGT 
TGTATTTTTCCCCTTTTTCTTCCGGTGGTGGTTACAAGTAACATCAAAGGTCATCTTTTT 
CTGGCTTCTTGTCCTTTATCTTCTTCAAGTTGCTGCAATAGTATTATTCTGCTCCACTTC 
TAGCCCACACAGCATACCTCTGACAGAGGTGATTGGGCCGATATGGCTGATGCTGCTCCT 
GGGAACTGTGCATTGCCAGATTGTTTCCACAAGAACACCCAAACCTCCTCTAAGTACAGG 
GGGTAAAAGAAGAAGGAAATTAAGAAAAGCAGCCCATTTGGAAGTACATAGGGAAGGAGA 
TGGTTCTAGTACCACAGATAACACACAAGAGGGAGCAGTTCAGAACCACGGTACAAGCAC 
CTCTCACAGCGTTGGCACTGTCTTCAGAGATCTCTGGCATGCTGCTTTCTTTTTATCAGG 
ATCAAAGAAAGCAAAGAATTCAATTGATAAATCAACTGAAACTGACAATGGCTATGTATC 
CCTTGATGGGAAGAAGACTGTTAAAAGCGGTGAAGATGGAATACAAAACCATGAACCTCA 
GTGTGAAACTATTCGACCAGAAGAGACAGCCTGGAACACAGGAACACTGAGGAATGGTCC 
TAGCAAAGATACCCAAAGGACAATAACAAATGTCTCTGATGAAGTCTCCAGTGAGGAAGG 
TCCTGAAACAGGATACTCATTACGTCGTCATGTGGACAGGACTTCTGAAGGTGTTCTTCG 
GAATAGAAAGTCACACCATTATAAGAAACATTACCCTAATGAGGACGCCCCTAAATCGGG 
TACTAGTTGCAGCTCTCGCTGTTCAAGTTCCAGACAGGATTCTGAGAGTGCAAGGCCAGA 
ATCTGAAACAGAAGATGTGTTATGGGAAGACTTGTTACATTGTGCAGAATGCCATTCATC 
TTGTACCAGTGAGACAGATGTGGAAAATCATCAGATTAATCCATGTGTGAAAAAAGAATA 
TAGAGATGACCCTTTTCATCAGAGTCATTTGCCCTGGCTCCATAGTTCCCACCCAGGATT 
AGAAAAAATAAGTGCTATAGTATGGGAAGGTAATGATTGTAAGAAAGCAGACATGTCTGT 
ACTTGAAATCAGTGGAATGATAATGAACAGAGTGAACAGCCATATACCAGGAATAGGATA 
CCAGATTTTTGGAAATGCAGTCTCTCTCATACTGGGTTTAACTCCATTTGTTTTCCGACT 
TTCTCAAGCTACAGACTTGGAACAACTCACAGCACATTCTGCTTCAGAACTTTATGTGAT 
TGCATTTGGTTCTAATGAAGATGTCATAGTTCTTTCTATGGTTATAATAAGTTTTGTGGT 
TCGCGTGTCTCTTGTGTGGATTTTCTTTTTTTTGCTCTGTGTAGCAGAAAGAACTTATAA 
ACAGCGATTACTTTTTGCAAAACTCTTTGGACATTTAACATCTGCAAGGAGGGCTCGAAA 
ATCTGAGGTTCCTCATTTCCGGTTGAAGAAAGTACAGAATATAAAAATGTGGCTATCTCT 
CCGTTCCTATCTTAAGCGTCGAGGTCCTCAGCGATCAGTTGATGTAATAGTTTCATCTGC 
TTTCTTATTGACTATCTCAGTTGTATTTATCTGTTGTGCCCAGCTACTTCATGTACACGA 
GATCTTCCTTGATTGTCACTACAATTGGGAATTGGTAATCTGGTGCATCTCGTTAACACT 
TTTTCTCCTAAGATTTGTTACCCTTGGATCAGAAACAAGTAAAAAATATAGTAATACCTC 
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AATATTACTTACTGAACAGATAAACCTCTACTTGAAAATGGAGAAAAAACCTAACAAAAA 

GGAGGAACTGACACTAGTGAATAATGTTTTAAAACTGGCTACTAAACTGCTAAAGGAGTT 

GGACAGTCCTTTTAGATTATATGGGCTTACAATGAATCCGCTGCTTTATAACATCACCCA 

GGTTGTTATCCTGTCAGCTGTTTCTGGTGTTATCAGTGACTTGCTTGGATTTAATTTAAA 

GCTATGGAAGATTAAGTCATGACAATTCAAAGAAAAGAAGATGTAGCCTCTTTTCCAGAA 

TAAGAGTACTGACTAAGCTGCCTGAAAGCTTGTCACTGATTCTTTGCTTCAGGAGTCTCA 

GCTAGGGAGTTGAAGTGTTTACATCAGACTGTCTTGTGCAATTCTTATATTTATTTTACT 

GGTTCACTTTTTTTTACATTTATTTTAGTCTTTATATTTTTATTTTTAAGCATTGATGTA 

CTTAGTTGTTGAAAGGGTGATGAAACTGATATCCAGATACTTGAGATCCTGGTAATTGGT 

CATAAATAATTGGCAAAATAACAAATTGTGAAAATAGAAGCCATTGCTCAGCACCGTTTC 

TCCATCAATGCCGTGAACTTGCCTTACTTGAGGAAAAATTCTTTAACTTTGGAATATTGC 

ATTGAA.CTCAGCTATACACATAAAACATTTTCTTTGGTAAATCAAGATCCAGTCAGGGTT 

TCTCTTGAATTATTTTGGAACAATGCCAGGATCCAAACTGATTAAGTTACAGTTTAAGCA 

CCCTTCAGTATTAATATATACGGTATTATATAACAGGTCAACAAGTGCTCTTTGATGATA 

AAACTTGTAATAGAGCAATAATTGTAAATGGTTACCATACTGTAAGATATTTTGATAAAA 

ATTAACTAGTAATACTTGTATTTATTTGAAACACTGGGCTGTTTGCACAGCTCCAACTGT 

GCATGCTCAAAATGTGCACTTTTTAAAATTGTTACTTTTAATGCGTATCTTTATATGGGA 

TCTGTTATAGTATACTAGGGCATGATATGGTATCCTTTTGAGTGAGGTATATACTCATCT 

CACAAGTGAAGTGCCTACTGATATTACTAAAGTACATTATGTTTACTCAAGTAAATAATT 

TTCTCCCCATGGTACACTCTAGTGTAGGCTATTCATACCACACTGAAATGAACAACTGAA 

GAATAAGGCTAAGAACCAATAAAATATTTCTCTAATTGCTAGTTGTAAAACTGTATCCAA 

ATTTTCAGAAAAGACAGCTTCAGCTTGCAAATTCTATCCTCTAAACTTATCTGGTGCATT 

CTCCCCACCCCACCCCCATTATATAAGGGCTATTTTAGATGCTTTTAACCTCCCCAACAA 

ATAATTTGCCAAGTGTCCAATGAGAACTTATCATGTTGGTGTGTTAGGTAAATCGGGCAA 

ATATGATAGTGTCTTACATTGGGCCTTGATTTTAAGTTGTTATATTTGTACAATCGAGTA 

TTTTAGAAATTACATGAAACATGAAACAGTTTTTGCAATTTTTTTTAAACTGGGCATCTG 

GTTTCTAAAAATTTATTTGAAACAATCTAGAATTTTCTTGGTGCAAAGTGTATCATGTGG 

AATATCCTCATATTTTTACCATATTTTAAGAACTTTAAGACGATTAATTGTAAATAATTT 

ATTTGATTGGTGCAGTTCTAATCCCTAAATCATAATCTTAAAATCAGGAATGTGTGGAGA 

ACAGAGCCATGTCATATCACTTTGCTCTTACCATTCCTTTTGATCAGCCTCAATTCAGCC 

TCATTGTGTAGTATGTTTTTTCTTTCTATGAAAAACAACAGAAAGCATTTCATTTTATTT 

GCCTATGTTCAAATATGTTTAATAATGACCAAAGTGCATTCTGAGTTTTTTCAAGGAATG 

TAATACTGGAGCTTTAAGAACATACTTAGTTTCTCATGTGAAAACTTAGGCTTTGTCTGA 

TGTTTTTCCTTCCTCTATTGTCTAATGTTGAGGTTGTTTTTAGGAATTATGTTTTATAAA 

CTTTTTCAATATAAGGTACATGCCTATACAGAACTTAACATTTTGCACAGAATATATCAA 

ATATATTTTGAGAAAAAAAGTACGGCATGAGTTCTGTTAGGAATAAAAGATGAAACTATT 

GTATCTCACAAAAAATCTTATTTCAGAATGGAAATATTTTTGAGAAAAGTAGCTGAGTAT 

ACTGGTTTAAGAAAATGCTTGTTTTAGATTGAGGTTAACTTAGAGTTGGGAGTTGATTTA 

TTAAGTACAGTATACCTCTCAACAGTTTATAAATAATATGTTGAATTATGTCAGTGTGGG 

CAGCAGTAGAATACTAAAAGGAAAATGTCATGTTAAGCAATTTCAGAACATTAA.CTGAAC 

TATTTTCAAAGCAGAAAAATTGACATTGCTGCCTTTAAGAATACCATGAATGTAAGAAAT 

TGAAAGAAATTGTAAAATATCACATAATATAGAAATGGCAGTTCAAAGAGAATTGTGGCA 

GATGTTGTGTGTGAACTGTTGTTTCTTTGCCACATGTGTTGTATTTGAAAGTTTTACAGT 

AAGTTTAAAATAAAACATTCTGTGACTG 

Gene 422. >ENST00000223398 cDNA sequence 

CGGCTCGGCCGCGGGGCGCGCAGGCGGCTGCTGGGCGGCCTCGGTGCGCGCCTCCCGCCT 
TCCCAGAGACGTGGCGCGAGGCCCGGGCCCTGAGCACCTATCGCGGGGATCCCCGGCGCC 
AGGAGGGGGTGCAGCCGGTGGGCAGCGCCGCGCAGGGAGGGGCCGCAGCATCCTCGCCCC 
CCAGCGCGCCCGGGCCCGAGAGGAGGAGGCCGGGGCTCTCCGGGCCTCCCGCCGCTTAGC 
CTGATGCTGGAAGGACGAAGGTGAGTGAAGATGGCAGAGAGGACGTGACCAGCACTCACC 
CTTGTCCACCTGCCCAGTGGCACCGCCATGCAGAAGCCCAGCGGCCTGAAGCCCCCCGGC 
CGTGGGGGGAAGCACTCCAGCCCCATGGGCCGGACATCTACTGGGTCAGCTTCATCCTCG 
GCGGCGGTGGCCGCTAGCTCCAAGGAAGGCTCCCCACTGCACAAACAGTCATCTGGACCC 
TCCTCCTCCCCGGCCGCAGCTGCTGCCCCCGAGAAGCCGGGCCCCAAGGCGGCGGAAGTG 
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GGGGATGACTTCCTGGGGGACTTTGTGGTGGGCGAGCGGGTGTGGGTGAACGGCGTGAAG 
CCAGGCGTGGTGCAGTATCTGGGAGAGACGCAGTTCGCACCGGGCCAGTGGGCTGGCGTG 
GTGCTGGACGACCCGGTGGGCAAGAATGATGGCGCGGTGGGCGGCGTGCGCTACTTCGAG 
TGCCCGGCCCTCCAGGGTATCTTCACGCGGCCCTCCAAGCTGACCCGGCAGCCCACGGCC 
GAGGGCTCGGGGAGTGATGCCCACTCCGTGGAGTCGCTGACTGCCCAGAACCTGTCATTG 
CATTCGGGCACGGCCACGCCCCCGCTGACCAGCCGCGTCATCCCCCTGCGGGAGAGCGTC 
CTCAACAGCTCCGTGAAGACTGGCAACGAGTCGGGATCCAACCTCTCAGACAGCGGCTCT 
GTGAAGCGGGGCGAAAAGGACCTGCGCCTGGGGGACCGCGTGCTGGTTGGCGGGACGAAG 
ACTGGCGTGGTGCGGTACGTGGGGGAGACAGACTTTGCCAAGGGCGAGTGGTGTGGCGTG 
GAGCTGGACGAGCCCCTTGGGAAGAATGATGGGGCGGTGGCGGGCACCAGGTACTTCCAG 
TGCCCy\.CCCAAGTTTGGTCTCTTCGCGCCCATCCACAAAGTGATCCGTATCGGCTTCCCA 
TCTACCAGCCCAGCCAAGGCCAAGAAGACCAAGCGTATGGCCATGGGTGTGTCAGCACTG 
ACCCACAGTCCCAGCAGTTCCTCCATCAGCTCCGTCAGCTCTGTGGCCTCCTCCGTGGGG 
GGTCGGCCCAGCCGCAGTGGCCTGCTCACGGAGACCTCTTCACGCTACGCCCGCAAGATC 
TCGGGCACCACGGCCTTGCAGGAGGCACTGAAGGAGAAGCAGCAGCACATTGAGCAGCTG 
CTGGCTGAACGAGACCTGGAACGGGCTGAGGTGGCCAAGGCCACAAGCCACATCTGCGAG 
GTGGAGAAGGAGATTGCCCTGCTCAAGGCACAGCATGAGCAGTATGTTGCAGAAGCCGAG 
GAGAAGCTGCAGCGAGCCCGGCTGCTCGTGGAGAGCGTGCGGAAAGAGAAGGTGGACCTG 
TCCAACCAGCTGGAGGAGGAGAGGAGGAAGGTGGAGGATCTGCAGTTCCGCGTGGAGGAG 
GAGTCCATCACCAAGGGAGACCTGGAGACCCAGACGCAGCTGGAGCACGCGCGCATTGGG 
GAGCTGGAACAGAGCCTGCTACTGGAGAAGGCGCAGGCCGAGCGGCTGCTCCGAGAATTA 
GCGGACAACAGGCTGACCACAGTGGCCGAGAAGTCGCGCGTGCTGCAGCTGGAGGAGGAG 
CTCACCCTGCGCCGAGGTGAAATCGAGGAGCTCCAGCAGTGCCTGTTGCACTCGGGTCCC 
CCACCTCCGGACCACCCAGACGCCGCCGAGATCCTGCGGCTACGGGAGCGGCTGCTCTCG 
GCCAGCAAGGAACACCAGAGGGAGAGTGGGGTGCTGCGGGATAAATACGAGAAGGCCCTG 
AAGGCCTACCAGGCGGAGGTGGACAAGCTCCGCGCGGCCAACGAGAAGTACGCACAGGAG 
GTGGCGGGCCTGAAGGACAAGGTTCAGCAGGCCACCAGCGAGAACATGGGGCTAATGGAC 
AACTGGAAATCCAAGCTGGACTCGCTGGCCTCGGACCACCAGAAGTCCCTGGAGGACCTC 
AAAGCCACCCTGAACTCGGGCCCAGGCGCCCAGCAGAAGGAGATCGGCGAGCTGAAGGCA 
GTGATGGAGGGCATCAAGATGGAGCACCAGCTGGAGCTGGGTAACTTGCAGGCCAAGCAT 
GACCTGGAGACCGCCATGCACGTGAAGGAGAAGGAGGCCCTGCGAGAGAAGCTGCAGGAG 
GCCCAGGAGGAGCTGGCTGGGCTGCAGCGGCACTGGCGGGCCCAGCTGGAGGTGCAAGCC 
AGCCAGCACCGGCTGGAGCTGCAGGAGGCCCAGGACCAGCGCCGGGATGCCGAGCTGCGT 
GTGCACGAGCTGGAAAAACTGGACGTGGAGTACCGGGGCCAGGCGCAGGCTATCGAGTTC 
CTCAAGGAGCAGATCTCGCTGGCCGAGAAGAAGATGTTGGACTACGAGCGGCTGCAGCGG 
GCAGAAGCCCAGGGCAAACAGGAGGTCGAGAGTTTGCGGGAGAAGCTCCTGGTGGCTGAG 
AACAGACTCCAGGCGGTCGAGGCCCTGTGCTCCTCCCAGCACACCCACATGATTGAGTCG 
AATGACATTTCAGAGGAGACGATCAGGACGAAGGAAACTGTGGAGGGCCTGCAGGACAAG 
CTGAACAAGAGGGACAAAGAGGTGACAGCCTTGACCTCCCAGACCGAGATGCTCAGGGCC 
CAAGTAAGTGCGCTGGAGAGCAAGTGTAAGTCAGGCGAGAAGAAGGTGGACGCCCTCCTG 
AAGGAGAAGCGGCGCCTGGAGGCAGAGCTGGAGACCGTGTCCCGGAAGACCCATGACGCC 
TCGGGCCAGCTAGTCCTCATCAGCCAGGAGCTGCTGCGGAAGGAGCGGAGCCTGAACGAA 
CTGCGGGTGTTGCTGCTGGAGGCCAATCGTCACTCCCCAGGGCCGGAGAGGGACCTGAGC 
CGTGAGGTACACAAGGCTGAGTGGCGGATCAAGGAGCAGAAACTCAAGGATGACATCCGG 
GGCCTGCGTGAAAAGCTGACCGGGCTGGACAAAGAGAAATCCCTGTCGGATCAGAGGCGC 
TACTCCCTCATCGACCGGTCCTCGGCGCCCGAGCTTCTGCGGCTGCAGCACCAGCTGATG 
AGCACGGAGGACGCCCTGCGGGATGCGCTGGACCAGGCTCAGCAGGTGGAGAAGCTGATG 
GAGGCCATGAGGAGCTGCCCTGACAAGGCCCAGACCATCGGCAATTCCGGTTCTGCAAAC 
GGCATCCACCAGCAGGACAAAGCTCAGAAACAAGAGGACAAGCACTGATCCTGAGGGGAT 
ACTGTGGAGCAGCCCAGTCCACACCAGAGCCCCACGCGGCTGCCCGGCAGTACCTCCTCC 
AGGCAGGAGCCGGGACTGTCACTTTGGAGACAAAACAGTGTTTGTAACAATAACGTACTC 
ACCGCCGCGGACAATCCCCCACCCCGATCCCTCGCCAGACCAGGACGCTTCCTCAAGCCC 
AGCCTTCTACAGAGAGTGTGAACGGTACAGCCCCGGCCTGACCCGGGGACCTTCAGCCTG 
GACACCCGGCAGCTTCTGGAGTTTGTCAGTGGAGGCAGAGGGGATCCGGCCAGGCCCCTC 
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TGTCCAGAAGGAGCTGCCCTGAGGACCATCTTAGCGGCCCTGTCCTCTTTTTCCGCCCAT 

TCTCCCTCGGGTCTCCCCAGAGGGGCCGGCGGGGGCTGGGGAGGGGGTAAGTTTATCCAT 

GCAGACACCAAGGGGGAGCATCCAGTCTTTAAGAGCCAAGTGGGGGCCCCTTTTCCGAAG 

CCACTTCCAGGCCAAGGCAGTCGCCAGGGCTTCTTGTCCCCACCTTCTGAACCTTCTTCA 

AACAGTAGTACAAGCTCCCCTCAGCCAGCCTGCCTGCCCAGCGAGGCCCCCAGGTTCAAG 

GTGTTGGCGGGGGCGGAGGGCAGGGGAACGGGATCCTTCTCCCGCTGCCCACCAACACCA 

ACACACACACACCTCTAAGCTGCTGGCCGAAGATGTCACCAAGGCCAAAGACACAGTATT 

ATGAAGGTTTGGAAACCCCTCTCCTCACCTCCCACCGTGACCTTGGGCAAACCCTGGCTC 

GGAGCCCAGGGCAGAGGCAGCTCAGAGTGGAGGCTCTAGGCAGGTTTGACAAAGGTCAGT 

AATACGGTTTCCCCTGGGGTTGACCAGATGTTCCAAAATATCTGCATCCACCTGGAGATG 

CAGCTAAGTGGGTCCTTATGTACACACCACGTTCACACACACACAGAGGGACCACGTGTG 

CACGCATGACCGTGTGGGTGGCGGCGTTTGCTGTGAACCACGCTCAGGCCACACAGAGAC 

ACATACTTGGTTTCTGGGACTGAGACCCAGGCCTGGCAGGACCGTGCCTACAGATACTGC 

AAACGTTCCTACAGCCTAGAGGTGCGTATACACACCCAAGTACACGCAGCCAGGCATTCA 

GGGGTGTGTTTGCCACATGGAGCATCCCTTCCTGGTCTTGCCAGGCACCTGCACAGAGCG 

TCTCCAGCCCCATCTCCTAACGGGGGCTGGGGGTAAGAGAAATCTAACTGCGCTCCCCCA 

ACCCCTCGCCCTGCCATCTTCCCCTCAAGCCTGCTAAGTTATCCCAGGCCTGTGCGTGGT 

GGAAAAAGCCAGCCTTGGCCCTGCAGCCTCCACCTCGCCGCTGGGGGACCAACAGGTTGC 

TTACAGCTTTGCACCCCGGCATCAGCACAGGGGTCCCTGCCCCACCCTCCGGCAGCTCAG 

GGAGTGTTTTCCTGTGAGGCCTCCCCCATCAGTGGACCAGAGGGAGAAGCCCGATGCCCC 

ATCCCGGCTTTCCCGTAACGCACAGGACACGTGTGCAATTCATAGGAACGGCCCAGATCG 

CCCTCATGAGTGCCACCTGGTACAGGTAGGTGGCGCTCACGTTCCTGCCCAAATGCAGCC 

CATCGGGGAGTCACAGTCAGTCCCCCCGGCCCCCCTCCCAGTCCCTGTTGGCTTTCGGTA 

GCTCTCGCATGCAGTTCTATTAACAGCCGTCTAGAAGCGATGCTTTAGTGGCCTAACCCA 

GGGTCAAATACAGCTCTTTCTAGCAAAATCAGGCAGCTCTGCCCCATCGGTAGGGGCACC 

GATTAGTCTACTAACAGCCAGAGGTCCATCTAGCAGGGTGCCGGGAGGAGCTGAGCCCCC 

GGAGGTGGGCTCCTGGTGACGGGTGTCCAAGAAGCGGTTTCCTTGGGAGCTTCTGCCTCC 

GTGGGCCTCTCAGCCCGCCCCGTGTGGCCGCCCGGGTGTGGCTCAGCCATGTCCCCTCCC 

CAGGTCCTTCATTCACCCCTCCCCTCCCCACAGTGGAATTGTTGAAGTGTGGCGAGTCTG 

TGCTCGGGACAATAAAGCTTGTGACAGGTCCAGG 

Gene 423. >ENST00000275634 cDNA sequence 

CGGCTCGGCCGCGGGGCGCGCAGGCGGCTGCTGGGCGGCCTCGGTGCGCGCCTCCCGCCT 
TCCCAGAGACGTGGCGCGAGGCCCGGGCCCTGAGCACCTATCGCGGGGATCCCCGGCGCC 
AGGAGGGGGTGCAGCCGGTGGGCAGCGCCGCGCAGGGAGGGGCCGCAGCATCCTCGCCCC 
CCAGCGCGCCCGGGCCCGAGAGGAGGAGGCCGGGGCTCTCCGGGCCTCCCGCCGCTTAGC 
CTGATGCTGGAAGGACGAAGGTGAGTGAAGATGGCAGAGAGGACGTGACCAGCACTCACC 
CTTGTCCACCTGCCCAGTGGCACCGCCATGCAGAAGCCCAGCGGCCTGAAGCCCCCCGGC 
CGTGGGGGGAAGCACTCCAGCCCCATGGGCCGGACATCTACTGGGTCAGCTTCATCCTCG 
GCGGCGGTGGCCGCTAGCTCCAAGGAAGGCTCCCCACTGCACAAACAGTCATCTGGACCC 
TCCTCCTCCCCGGCCGCAGCTGCTGCCCCCGAGAAGCCGGGCCCCAAGGCGGCGGAAGTG 
GGGGATGACTTCCTGGGGGACTTTGTGGTGGGCGAGCGGGTGTGGGTGAACGGCGTGAAG 
CCAGGCGTGGTGCAGTATCTGGGAGAGACGCAGTTCGCACCGGGCCAGTGGGCTGGCGTG 
GTGCTGGACGACCCGGTGGGCAAGAATGATGGCGCGGTGGGCGGCGTGCGCTACTTCGAG 
TGCCCGGCCCTCCAGGGTATCTTCACGCGGCCCTCCAAGCTGACCCGGCAGCCCACGGCC 
GAGGGCTCGGGGAGTGATGCCCACTCCGTGGAGTCGCTGACTGCCCAGAACCTGTCATTG 
CATTCGGGCACGGCCACGCCCCCGCTGACCAGCCGCGTCATCCCCCTGCGGGAGAGCGTC 
CTCAACAGCTCCGTGAAGACTGGCAACGAGTCGGGATCCAACCTCTCAGACAGCGGCTCT 
GTGAAGCGGGGCGAAAAGGACCTGCGCCTGGGGGACCGCGTGCTGGTTGGCGGGACGAAG 
ACTGGCGTGGTGCGGTACGTGGGGGAGACAGACTTTGCCAAGGGCGAGTGGTGTGGCGTG 
GAGCTGGACGAGCCCCTTGGGAAGAATGATGGGGCGGTGGCGGGCACCAGGTACTTCCAG 
TGCCCACCCAAGTTTGGTCTCTTCGCGCCCATCCACAAAGTGATCCGTATCGGCTTCCCA 
TCTACCAGCCCAGCCAAGGCCAAGAAGACCAAGCGTATGGCCATGGGTGTGTCAGCACTG 
ACCCACAGTCCCAGCAGTTCCTCCATCAGCTCCGTCAGCTCTGTGGCCTCCTCCGTGGGG 
GGTCGGCCCAGCCGCAGTGGCCTGCTCACGGAGACCTCTTCACGCTACGCCCGCAAGATC 



289/1290 



FIGURE 1 (CONT'D) 



TCGGGCACCACGGCCTTGCAGGAGGCACTGAAGGAGAAGCAGCAGCACATTGAGCAGCTG 
CTGGCTGAACGAGACCTGGAACGGGCTGAGGTGGCCAAGGCCACAAGCCACATCTGCGAG 
GTGGAGAAGGAGATTGCCCTGCTCAAGGCACAGCATGAGCAGTATGTTGCAGAAGCCGAG 
GAGAAGCTGCAGCGAGCCCGGCTGCTCGTGGAGAGCGTGCGGAAAGAGAAGGTGGACCTG 
TCCAACCAGCTGGAGGAGGAGAGGAGGAAGGTGGAGGATCTGCAGTTCCGCGTGGAGGAG 
GAGTCCATCACCAAGGGAGACCTGGAGCTGACCACAGTGGCCGAGAAGTCGCGCGTGCTG 
CAGCTGGAGGAGGAGCTCACCCTGCGCCGAGGTGAAATCGAGGAGCTCCAGCAGTGCCTG 
TTGCACTCGGGTCCCCCACCTCCGGACCACCCAGACGCCGCCGAGATCCTGCGGCTACGG 
GAGCGGCTGCTCTCGGCCAGCAAGGAACACCAGAGGGAGAGTGGGGTGCTGCGGGATAAA 
TACGAGAAGGCCCTGAAGGCCTACCAGGCGGAGGTGGACAAGCTCCGCGCGGCCAACGAG 
AAGTACGCACAGGAGGTGGCGGGCCTGAAGGACAAGGTTCAGCAGGCCACCAGCGAGAAC 
ATGGGGCTAATGGACAACTGGAAATCCAAGCTGGACTCGCTGGCCTCGGACCACCAGAAG 
TCCCTGGAGGACCTCAAAGCCACCCTGAACTCGGGCCCAGGCGCCCAGCAGAAGGAGATC 
GGCGAGCTGAAGGCAGTGATGGAGGGCATCAAGATGGAGCACCAGCTGGAGCTGGGTAAC 
TTGCAGGCCAAGCATGACCTGGAGACCGCCATGCACGTGAAGGAGAAGGAGGCCCTGCGA 
GAGAAGCTGCAGGAGGCCCAGGAGGAGCTGGCTGGGCTGCAGCGGCACTGGCGGGCCCAG 
CTGGAGGTGCAAGCCAGCCAGCACCGGCTGGAGCTGCAGGAGGCCCAGGACCAGCGCCGG 
GATGCCGAGCTGCGTGTGCACGAGCTGGAAAAACTGGACGTGGAGTACCGGGGCCAGGCG 
CAGGCTATCGAGTTCCTCAAGGAGCAGATCTCGCTGGCCGAGAAGAAGATGTTGGACTAC 
GAGCGGCTGCAGCGGGCAGAAGCCCAGGGCAAACAGGAGGTCGAGAGTTTGCGGGAGAAG 
CTCCTGGTGGCTGAGAACAGACTCCAGGCGGTCGAGGCCCTGTGCTCCTCCCAGCACACC 
CACATGATTGAGTCGAATGACATTTCAGAGGAGACGATCAGGACGAAGGAAACTGTGGAG 
GGCCTGCAGGACAAGCTGAACAAGAGGGACAAAGAGGTGACAGCCTTGACCTCCCAGACC 
GAGATGCTCAGGGCCCAAGTAAGTGCGCTGGAGAGCAAGTGTAAGTCAGGCGAGAAGAAG 
GTGGACGCCCTCCTGAAGGAGAAGCGGCGCCTGGAGGCAGAGCTGGAGACCGTGTCCCGG 
AAGACCCATGACGCCTCGGGCCAGCTAGTCCTCATCAGCCAGGAGCTGCTGCGGAAGGAG 
CGGAGCCTGAACGAACTGCGGGTGTTGCTGCTGGAGGCCAATCGTCACTCCCCAGGGCCG 
GAGAGGGACCTGAGCCGTGAGGTACACAAGGCTGAGTGGCGGATCAAGGAGCAGAAACTC 
AAGGATGACATCCGGGGCCTGCGTGAAAAGCTGACCGGGCTGGACAAAGAGAAATCCCTG 
TCGGATCAGAGGCGCTACTCCCTCATCGACCGGTCCTCGGCGCCCGAGCTTCTGCGGCTG 
CAGCACCAGCTGATGAGCACGGAGGACGCCCTGCGGGATGCGCTGGACCAGGCTCAGCAG 
GTGGAGAAGCTGATGGAGGCCATGAGGAGCTGCCCTGACAAGGCCCAGACCATCGGCAAT 
TCCGGTTCTGCAAACGGCATCCACCAGCAGGACAAAGCTCAGAAACAAGAGGACAAGCAC 
TGATCCTGAGGGGATACTGTGGAGCAGCCCAGTCCACACCAGAGCCCCACGCGGCTGCCC 
GGCAGTACCTCCTCCAGGCAGGAGCCGGGACTGTCACTTTGGAGACAAAACAGTGTTTGT 
AACAATAACGTACTCACCGCCGCGGACAATCCCCCACCCCGATCCCTCGCCAGACCAGGA 
CGCTTCCTCAAGCCCAGCCTTCTACAGAGAGTGTGAACGGTACAGCCCCGGCCTGACCCG 
GGGACCTTCAGCCTGGACACCCGGCAGCTTCTGGAGTTTGTCAGTGGAGGCAGAGGGGAT 
CCGGCCAGGCCCCTCTGTCCAGAAGGAGCTGCCCTGAGGACCATCTTAGCGGCCCTGTCC 
TCTTTTTCCGCCCATTCTCCCTCGGGTCTCCCCAGAGGGGCCGGCGGGGGCTGGGGAGGG 
GGTAAGTTTATCCATGCAGACACCAAGGGGGAGCATCCAGTCTTTAAGAGCCAAGTGGGG 
GCCCCTTTTCCGAAGCCACTTCCAGGCCAAGGCAGTCGCCAGGGCTTCTTGTCCCCACCT 
TCTGAACCTTCTTCAAACAGTAGTACAAGCTCCCCTCAGCCAGCCTGCCTGCCCAGCGAG 
GCCCCCAGGTTCAAGGTGTTGGCGGGGGCGGAGGGCAGGGGAACGGGATCCTTCTCCCGC 
TGCCCACCAACACCAACACACACACACCTCTAAGCTGCTGGCCGAAGATGTCACCAAGGC 
CAAAGACACAGTATTATGAAGGTTTGGAAACCCCTCTCCTCACCTCCCACCGTGACCTTG 
GGCAAACCCTGGCTCGGAGCCCAGGGCAGAGGCAGCTCAGAGTGGAGGCTCTAGGCAGGT 
TTGACAAAGGTCAGTAATACGGTTTCCCCTGGGGTTGACCAGATGTTCCAAAATATCTGC 
ATCCACCTGGAGATGCAGCTAAGTGGGTCCTTATGTACACACCACGTTCACACACACACA 
GAGGGACCACGTGTGCACGCATGACCGTGTGGGTGGCGGCGTTTGCTGTGAACCACGCTC 
AGGCCACACAGAGACACATACTTGGTTTCTGGGACTGAGACCCAGGCCTGGCAGGACCGT 
GCCTACAGATACTGCAAACGTTCCTACAGCCTAGAGGTGCGTATACAGACCCAAGTACAC 
GCAGCCAGGCATTCAGGGGTGTGTTTGCCACATGGAGCATCCCTTCCTGGTCTTGCCAGG 
CACCTGCACAGAGCGTCTCCAGCCCCATCTCCTAACGGGGGCTGGGGGTAAGAGAAATCT 
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AACTGCGCTCCCCCAACCCCTCGCCCTGCCATCTTCCCCTCAAGCCTGCTAAGTTATCCC 

AGGCCTGTGCGTGGTGGAAAAAGCCAGCCTTGGCCCTGCAGCCTCCACCTCGCCGCTGGG 

GGACCAACAGGTTGCTTACAGCTTTGCACCCCGGCATCAGCACAGGGGTCCCTGCCCCAC 

CCTCCGGCAGCTCAGGGAGTGTTTTCCTGTGAGGCCTCCCCCATCAGTGGACCAGAGGGA 

GAAGCCCGATGCCCCATCCCGGCTTTCCCGTAACGCACAGGACACGTGTGCAATTCATAG 

GAACGGCCCAGATCGCCCTCATGAGTGCCACCTGGTACAGGTAGGTGGCGCTCACGTTCC 

TGCCCAAATGCAGCCCATCGGGGAGTCACAGTCAGTCCCCCCGGCCCCCCTCCCAGTCCC 

TGTTGGCTTTCGGTAGCTCTCGCATGCAGTTCTATTAACAGCCGTCTAGAAGCGATGCTT 

TAGTGGCCTAACCCAGGGTCAAATACAGCTCTTTCTAGCAAAATCAGGCAGCTCTGCCCC 

ATCGGTAGGGGCACCGATTAGTCTACTAACAGCCAGAGGTCCATCTAGCAGGGTGCCGGG 

AGGAGCTGAGCCCCCGGAGGTGGGCTCCTGGTGACGGGTGTCCAAGAAGCGGTTTCCTTG 

GGAGCTTCTGCCTCCGTGGGCCTCTCAGCCCGCCCCGTGTGGCCGCCCGGGTGTGGCTCA 

GCCATGTCCCCTCCCCAGGTCCTTCATTCACCCCTCCCCTCCCCACAGTGGAATTGTTGA 

AGTGTGGCGAGTCTGTGCTCGGGACAATAAAGCTTGTGACAGGTCCAGG 

Gene 424. >ENST00000265761 cDNA sequence 

GCGCCGAGCCGGTTTCCCCGCCGGTGTCCGAGAGGCGCCCCCGGCCCGGCCGCCCCCAGC 
CCCAGCCCCGCCGGGCCCCGCCCCCCGTCGAGTGCATGAGGTTGACGCTACTTTGTTGCA 
CCTGGAGGGAAGAACGTATGGGAGAGGAAGGAAGCGAGTTGCCCGTGTGTGCAAGCTGCG 
GCCAGAGGATCTATGATGGCCAGTACCTCCAGGCCCTGAACGCGGACTGGCACGCAGACT 
GCTTCAGGTGTTGTGACTGCAGTGCCTCCCTGTCGCACCAGTACTATGAGAAGGATGGGC 
AGCTCTTCTGCAAGAAGGACTACTGGGCCCGCTATGGCGAGTCCTGCCATGGGTGCTCTG 
AGCAAATCACCAAGGGACTGGTTATGGTGGCTGGGGAGCTGAAGTACCACCCCGAGTGTT 
TCATCTGCCTCACGTGTGGGACCTTTATCGGTGACGGGGACACCTACACGCTGGTGGAGC 
ACTCCAAGCTGTACTGCGGGCACTGCTACTACCAGACTGTGGTGACCCCCGTCATCGAGC 
AGATCCTGCCTGACTCCCCTGGCTCCCACCTGCCCCACACCGTCACCCTGGTGTCCATCC 
CAGCCTCATCTCATGGCAAGCGTGGACTTTCAGTCTCCATTGACCCCCCGCACGGCCCAC 
CGGGCTGTGGCACCGAGCACTCACACACCGTCCGCGTCCAGGGAGTGGATCCGGGCTGCA 
TGAGCCCAGATGTGAAGAATTCCATCCACGTCGGAGACCGGATCTTGGAAATCAATGGCA 
CGCCCATCCGAAATGTGCCCCTGGACGAGATTGACCTGCTGATTCAGGAAACCAGCCGCC 
TGCTCCAGCTGACCCTCGAGCATGACCCTCACGATACACTGGGCCACGGGCTGGGGCCTG 
AGACCAGCCCCCTGAGCTCTCCGGCTTATACTCCCAGCGGGGAGGCGGGCAGCTCTGCCC 
GGCAGAAACCTGTCTTGAGGAGCTGCAGCATCGACAGGTCTCCGGGCGCTGGCTCACTGG 
GCTCCCCGGCCTCCCAGCGCAAGGACCTGGGTCGCTCTGAGTCCCTCCGCGTAGTCTGCC 
GGCCACACCGCATCTTCCGGCCGTCGGACCTCATCCACGGGGAGGTGCTGGGCAAGGGCT 
GCTTCGGCCAGGCTATCAAGGTGACACACCGTGAGACAGGTGAGGTGATGGTGATGAAGG 
AGCTGATCCGGTTCGACGAGGAGACCCAGAGGACGTTCCTCAAGGAGGTGAAGGTCATGC 
GATGCCTGGAACACCCCAACGTGCTCAAGTTCATCGGGGTGCTCTACAAGGACAAGAGGC 
TCAACTTCATCACTGAGTACATCAAGGGCGGCACGCTCCGGGGCATCATCAAGAGCATGG 
ACAGCCAGTACCCATGGAGCCAGAGAGTGAGCTTTGCCAAGGACATCGCATCAGGGATGG 
CCTACCTCCACTCCATGAACATCATCCACCGAGACCTCAACTCCCACAACTGCCTGGTCC 
GCGAGAACAAGAATGTGGTGGTGGCTGACTTCGGGCTGGCGCGTCTCATGGTGGACGAGA 
AGACTCAGCCTGAGGGCCTGCGGAGCCTCAAGAAGCCAGACCGCAAGAAGCGCTACACCG 
TGGTGGGCAACCCCTACTGGATGGCACCTGAGATGATCAACGGCCGCAGCTATGATGAGA 
AGGTGGATGTGTTCTCCTTTGGGATCGTCCTGTGCGAGATCATCGGGCGGGTGAACGCAG 
ACCCTGACTACCTGCCCCGCACCATGGACTTTGGCCTCAACGTGCGAGGATTCCTGGACC 
GCTACTGCCCCCCAAACTGCCCCCCGAGCTTCTTCCCCATCACCGTGCGCTGTTGCGATC 
TGGACCCCGAGAAGAGGCCATCCTTTGTGAAGCTGGAACACTGGCTGGAGACCCTCCGCA 
TGCACCTGGCCGGCCACCTGCCACTGGGCCCACAGCTGGAGCAGCTGGACAGAGGTTTCT 
GGGAGACCTACCGGCGCGGCGAGAGCGGACTGCCTGCCCACCCTGAGGTCCCCGACTGAG 
CCAGGGCCACTCAGCTGCCCCTGTCCCCACCTCTGGAGAATCCACCCCCACCAGATTCCT 
CCGCGGGAGGTGGCCCTCAGCTGGGACAGTGGGGACCCAGGCTTCTCCTCAGAGCCAGGC 
CCTGACTTGCCTTCTCCCACCCCGTGGACCGCTTCCCCTGCCTTCTCTCTGCCGTGGCCC 
AGAGCCGGCCCAGCTGCACACACACACCATGCTCTCGCCCTGCTGTAACCTCTGTCTTGG 
CAGGGCTGTCCCCTCTTGCTTCTCCTTGCATGAGCTGGAGGGCCTGTGTGAGTTACGCCC 
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CTTTCCACACGCCGCTGCCCCAGCAACCCTGTTCACGCTCCACCTGTCTGGTCCATAGCT 
CCCTGGAGGCTGGGCCAGGAGGCAGCCTCCGAACCATGCCCCATATAACGCTTGGGTGCG 
TGGGAGGGCGCACATCAGGGCAGAGGCCAAGTTCCAGGTGTCTGTGTTCCCAGGAACCAA 
ATGGGGAGTCTGGGGCCCGTTTTCCCCCCAGGGGGTGTCTAGGTAGCAACAGGTATCGAG 
GACTCTCCAAACCCCCAAAGCAGAGAGAGGGCTGATCCCATGGGGCGGAGGTCCCCAGTG 

CTTTAGTGAGAAGCAGGTACCAAGCCTCAGGGTGAAGGGGGTCCCTTGAGGGAGCGTGGA 
GCTGCGGTGCCCTGGCCGGCGATGGGGAGGAGCCGGCTCCGGCAGTGAGAGGATAGGCAC 
AGTGGACCGGGCAGGTGTCCACCAGCAGCTCAGCCCCTGCAGTCATCTCAGAGCCCCTTC 
CCGGGCCTCTCCCCCAAGGCTCCCTGCCCCTCCTCATGCCCCTCTGTCCTCTGCGTTTTT 
TCTGTGTAATCTATTTTTTAAGAAGAGTTTGTATTATTTTTTCATACGGCTGCAGCAGCA 
GCTGCCAGGGGCTTGGGATTTTATTTTTGTGGCGGGCGGGGGTGGGAGGGCCATTTTGTC 
ACTTTGCCTCAGTTGAGCATCTAGGAAGTATTAAAACTGTGAAGCTTTCTCAGTGCACTT 
TGAACCTGGAAAACAATCCCAACAGGCCCGTGGGACCATGACTTAGGGAGGTGGGACCCA 
CCCACCCCCATCCAGGAACCGTGACGTCCAAGGAACCAAACCCAGACGCAGAACAATAAA 
ATAAATTCCGTACTCCCCACCC 

Gene 425. >ENST00000252037 cDNA sequence 

GTCACAGCCAGGGAGGGCAGCGGGGCGCACCAGGCCGAAGGCTCACGCCACAGGGAGGGC 

AGCTAGGACATGGGGGGAAGCGCGTTAAACCAGGGAGTCCTGGAAGGGGACGACGCCCCC 

GGCCAGTCCCTGTACGAGCGGTTAAGTCAGAGGATGCTGGACATCTCGGGGGACCGGGGC 

GTGCTGAAGGACGTCATCCGAGAAGGAGCTGGAGACCTAGTGGCGCCTGATGCTTCGGTG 

CTAGTGAAATACTCGGGATACCTGGAACACATGGACAGACCCTTCGATTCTAATTACTTT 

AGGAAAACTCCTCGGCTAATGAAACTTGGAGAGGATATTACACTGTGGGGCATGGAGCTG 

GGCCTTCTGAGCATGCGGAGAGGAGAGCTGGCCAGGTTTCTGTTCAAACCGAACTACGCC 

TATGGAACGCTGGGCTGCCCTCCCTTGATCCCCCCAAACACCACTGTCCTGTTTGAGATT 

GAGCTGCTTGACTTCCTGGACTGTGCTGAGTCAGACAAGTTTTGTGCTCTCTCAGCTGAG 

CAGCAAGACCAATTTCCACTTCAGAAGGTCCTGAAAGTGGCAGCTACGGAACGGGAGTTT 

GGCAACTACCTTTTCCGCCAGAATCGTTTCTATGATGCCAAAGTGAGATATAAAAGGGCC 

CTGTTGCTTCTGCGCCGGCGATCAGCACCCCCTGAAGAGCAGCACCTGGTGGAGGCCGCC 

AAGCTTCCTGTTCTCCTGAACCTGTCCTTTACATACCTGAAGCTAGACCGACCCACCATA 

GCCCTGTGCTATGGAGAGCAGGCTTTGATCATTGACCAAAAGAATGCCAAGGCCCTCTTC 

AGGTGTGGACAGGCTTGTCTTCTCCTGACTGAGTATCAAAAGGCCCGGGATTTTCTAGTT 

CGAGCCCAGAAGGAGCAACCCTTCAATCATGACATCAATAATGAGCTGAAGAAACTGGCT 

AGCTGTTACAGGGACTATGTGGATAAAGAGAAAGAAATGTGGCACCGCATGTTCGCGCCC 

TGTGGCGATGGTTCTACAGCAGGAGAAAGTTGAAGGTTCTTCACCTACCAACGAGGGGAG 

AGAGCTGTGGTTCTCCATCATTGGGGGAGTGGAAGGGAGCTCCCAGCGCAGCCGTGGCAG 

CCACCTTCCAGGAGCAGGGGCTGGAATGTCCTGTGGCCGCATCTCTCATGGACGCGGCTG 

AAACGTGTTTTCACAGGTGCTGTTTTCTGTTTTCCGTGTTCGTAACAGAAGGGAGGGGAA 

AGCGCAGCTACTGACAAGTAGAACACTGCTACTTTTTTTAAGGCAGTTTCTTGTTTTTTT 

AGACGGAATTAGTCCTTGGCTTCCCTCCCAGTCCCAGCCCTGCTTCCGGCTGCGAATGTC 

CCTGAGTCAACACCAATAGAGATTGCTTTGTGTATTTTGTAGGGTTCTCTGTTTTGAAGA 

CAGAATTATGTTACAAATGTTTTTGTTGTAAATAAATAAAACACTTCCTTGTCCTTGC 

Gene 426. >ENST00000320425 cDNA sequence 

ATGGCGGGTCTGACGGCGGCGGCCCCGCGGCCCGGAGTCCTCCTGCTCCTGCTGTCCATC 
CTCCACCCCTCTCGGCCTGGAGGGGTCCCTGGGGCCATTCCTGGTGGAGTTCCTGGAGGA 
GTCTTTTATCCAGGGGCTGGTCTCGGAGCCCTTGGAGGAGGAGCGCTGGGGCCTGGAGGC 
AAACCTCTTAAGCCAGGACCTCACCCCATCCTCCCCTCCGCAGGGCTCGGCGCCTTCCCC 
GCAGTTACCTTTCCGGGGGCTCTGGTGCCTGGTGGAGTGGCTGACGCTGCTGCAGCCTAT 
AAAGCTGCTAAGGCTGGCGCTGGGCTTGGTGGTGTCCCAGGAGTTGGTGGCTTAGGAGTG 
TCTGCAGGTGCGGTGGTTCCTCAGCCTGGAGCCGGAGTGAAGCCTGGGAAAGTGCCGGGT 
GTGGGGCTGCCAGGTGTATACCCAGGTGGCGTGCTCCCAGGAGCTCGGTTCCCCGGTGTG 
GGGGTGCTCCCTGGAGTTCCCACTGGAGCAGGAGTTAAGCCCAAGGCTCCAGGTGTAGGT 
GGAGCTTTTGCTGGAATCCCAGGAGTTGGACCCTTTGGGGGACCGCAACCTGGAGTCCCA 
CTGGGGTATCCCATCAAGGCCCCCAAGCTGCCTGGTGGCTATGGACTGCCCTACACCACA 
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GGGAAACTGCCCTATGGCTATGGGCCCGGAGGAGTGGCTGGTGCAGCGGGCAAGGCTGGT 

TACCCAACAGGGACAGGGGTTGGCCCCCAGGCAGCAGCAGCAGCGGCAGCTAAAGCAGCA 

GCAAAGTTCGGTGCTGGAGCAGCCGGAGTCCTCCCTGGTGTTGGAGGGGCTGGTGTTCCT 

GGCGTGCCTGGGGCAATTCCTGGAATTGGAGGCATCGCAGGCGTTGGGACTCCAGCTGCA 

GCTGCAGCTGCAGCAGCAGCCGCTAAGGCAGCCAAGTATGGAGCTGCTGCAGGCTTAGTG 

CCTGGTGGGCCAGGCTTTGGCCCGGGAGTAGTTGGTGTCCCAGGAGCTGGCGTTCCAGGT 

GTTGGTGTCCCAGGAGCTGGGATTCCAGTTGTCCCAGGTGCTGGGATCCCAGGTGCTGCG 

GTTCCAGGGGTTGTGTCACCAGAAGCAGCTGCTAAGGCAGCTGCAAAGGCAGCCAAATAC 

GGGGCCAGGCCCGGAGTCGGAGTTGGAGGCATTCCTACTTACGGGGTTGGAGCTGGGGGC 

TTTCCCGGCTTTGGTGTCGGAGTCGGAGGTATCCCTGGAGTCGCAGGTGTCCCTGGTGTC 

GGAGGTGTTCCCGGAGTCGGAGGTGTCCCGGGAGTTGGCATTTCCCCCGAAGCTCAGGCA 

GCAGCTGCCGCCAAGGCTGCCAAGTACGGAGTGGGGACCCCAGCAGCTGCAGCTGCTAAA 

GCAGCCGCCAAAGCCGCCCAGTTTGGGTTAGTTCCTGGTGTCGGCGTGGCTCCTGGAGTT 

GGCGTGGCTCCTGGTGTCGGTGTGGCTCCTGGAGTTGGCTTGGCTCCTGGAGTTGGCGTG 

GCTCCTGGAGTTGGTGTGGCTCCTGGCGTTGGCGTGGCTCCCGGCATTGGCCCTGGTGGA 

GTTGCAGCTGCAGCAAAATCCGCTGCCAAGGTGGCTGCCAAAGCCGA.GCTCCGAGCTGCA 

GCTGGGCTTGGTGCTGGCATCCCTGGACTTGGAGTTGGTGTCGGCGTCCCTGGACTTGGA 

GTTGGTGCTGGTGTTCCTGGACTTGGAGTTGGTGCTGGTGTTCCTGGCTTCGGGGCAGGT 

GCAGATGAGGGAGTTAGGCGGAGCCTGTCCCCTGAGCTCAGGGAAGGAGATCCCTCCTCC 

TCTCAGCACCTCCCCAGCACCCCCTCATCACCCAGGGTACCTGGAGCCCTGGCTGCCGCT 

AAAGCAGCCAAATATGGAGCAGCAGTGCCTGGGGTCCTTGGAGGGCTCGGGGCTCTCGGT 

GGAGTAGGCATCCCAGGCGGTGTGGTGGGAGCCGGACCCGCCGCCGCCGCTGCCGCAGCC 

AAAGCTGCTGCCAAAGCCGCCCAGTTTGGCCTAGTGGGAGCCGCTGGGCTCGGAGGACTC 

GGAGTCGGAGGGCTTGGAGTTCCAGGTGTTGGGGGCCTTGGAGGTATACCTCCAGCTGCA 

GCCGCTAAAGCAGCTAAATACGGTGCTGCTGGCCTTGGAGGTGTCCTAGGGGGTGCCGGG 

CAGTTCCCACTTGGAGGAGTGGCAGCAAGACCTGGCTTCGGATTGTCTCCCATTTTCCCA 

GGTGGGGCCTGCCTGGGGAAAGCTTGTGGCCGGAAGAGAAAATGA 

Gene 427. >ENST00000309678 cDNA sequence 

ATGGCGGGTCTGACGGCGGCGGCCCCGCX3GCCCGGAGTCCTCCTGCTCCTGCTGTCCATC 
CTCCACCCCTCTCGGCCTGGAGGGGTCCCTGGGGCCATTCCTGGTGGAGTTCCTGGAGGA 
GTCTTTTATCCAGGGGCTGGTCTCGGAGCCCTTGGAGGAGGAGCGCTGGGGCCTGGAGGC 
AAACCTCTTAAGCCAGGACCTCACCCCATCCTCCCCTCCGCAGGGCTCGGCGCCTTCCCC 
GCAGTTACCTTTCCGGGGGCTCTGGTGCCTGGTGGAGTGGCTGACGCTGCTGCAGCCTAT 
AAAGCTGCTAAGGCTGGCGCTGGGCTTGGTGGTGTCCCAGGAGTTGGTGGCTTAGGAGTG 
TCTGCAGGTGCGGTGGTTCCTCAGCCTGGAGCCGGAGTGAAGCCTGGGAAAGTGCCGGGT 
GTGGGGCTGCCAGGTGTATACCCAGGTGGCGTGCTCCCAGGAGCTCGGTTCCCCGGTGTG 
GGGGTGCTCCCTGGAGTTCCCACTGGAGCAGGAGTTAAGCCCAAGGCTCCAGGTGTAGGT 
GGAGCTTTTGCTGGAATCCCAGGAGTTGGACCCTTTGGGGGACCGCAACCTGGAGTCCCA 
CTGGGGTATCCCATCAAGGCCCCCAAGCTGCCTGGTGGCTATGGACTGCCCTACACCACA 
GGGAAACTGCCCTATGGCTATGGGCCCGGAGGAGTGGCTGGTGCAGCGGGCAAGGCTGGT 
TACCCAACAGGGACAGGGGTTGGCCCCCAGGCAGCAGCAGCAGCGGCAGCTAAAGCAGCA 
GCAAAGTTCGGTGCTGGAGCAGCCGGAGTCCTCCCTGGTGTTGGAGGGGCTGGTGTTCCT 
GGCGTGCCTGGGGCAATTCCTGGAATTGGAGGCATCGCAGGCGTTGGGACTCCAGCTGCA 
GCTGCAGCTGCAGCAGCAGCCGCTAAGGCAGCCAAGTATGGAGCTGCTGCAGGCTTAGTG 
CCTGGTGGGCCAGGCTTTGGCCCGGGAGTAGTTGGTGTCCCAGGAGCTGGCGTTCCAGGT 
GTTGGTGTCCCAGGAGCTGGGATTCCAGTTGTCCCAGGTGCTGGGATCCCAGGTGCTGCG 
GTTCCAGGGGTTGTGTCACCAGAAGCAGCTGCTAAGGCAGCTGCAAAGGCAGCCAAATAC 
GGGGCCAGGCCCGGAGTCGGAGTTGGAGGCATTCCTACTTACGGGGTTGGAGCTGGGGGC 
TTTCCCGGCTTTGGTGTCGGAGTCGGAGGTATCCCTGGAGTCGCAGGTGTCCCTGGTGTC 
GGAGGTGTTCCCGGAGTCGGAGGTGTCCCGGGAGTTGGCATTTCCCCCGAAGCTCAGGCA 
GCAGCTGCCGCCAAGGCTGCCAAGTACGGGTTAGTTCCTGGTGTCGGCGTGGCTCCTGGA 
GTTGGCGTGGCTCCTGGTGTCGGTGTGGCTCCTGGAGTTGGCTTGGCTCCTGGAGTTGGC 
GTGGCTCCTGGAGTTGGTGTGGCTCCTGGCGTTGGCGTGGCTCCCGGCATTGGCCCTGGT 
GGAGTTGCAGCTGCAGCAAAATCCGCTGCCAAGGTGGCTGCCAAAGCCCAGCTCCGAGCT 



293/1290 



FIGURE 1 (CONT'D) 



GCAGCTGGGCTTGGTGCTGGCATCCCTGGACTTGGAGTTGGTGTCGGCGTCCCTGGACTT 
GGAGTTGGTGCTGGTGTTCCTGGACTTGGAGTTGGTGCTGGTGTTCCTGGCTTCGGGGCA 
GTACCTGGAGCCCTGGCTGCCGCTAAAGCAGCCAAATATGGAGCAGCAGTGCCTGGGGTC 
CTTGGAGGGCTCGGGGCTCTCGGTGGAGTAGGCATCCCAGGCGGTGTGGTGGGAGCCGGA 
CCCGCCGCCGCCGCTGCCGCAGCCAAAGCTGCTGCCAAAGCCGCCCAGTTTGGCCTAGTG 
GGAGCCGCTGGGCTCGGAGGACTCGGAGTCGGAGGGCTTGGAGTTCCAGGTGTTGGGGGC 
CTTGGAGGTATACCTCCAGCTGCAGCCGCTAAAGCAGCTAAATACGGAGTGGCAGCAAGA 
CCTGGCTTCGGATTGTCTCCCATTTTCCCAGGTGGGGCCTGCCTGGGGAAAGCTTGTGGC 
CGGAAGAGAAAATGA 

Gene 428. >ENST00000320492 cDNA sequence 

ATGGCGGGTCTGACGGCGGCGGCCCCGCGGCCCGGAGTCCTCCTGCTCCTGCTGTCCATC 
CTCCACCCCTCTCGGCCTGGAGGGGTCCCTGGGGCCATTCCTGGTGGAGTTCCTGGAGGA 
GTCTTTTATCCAGGGGCTGGTCTCGGAGCCCTTGGAGGAGGAGCGCTGGGGCCTGGAGGC 
AAACCTCTTAAGCCAGGGCTCGGCGCCTTCCCCGCAGTTACCTTTCCGGGGGCTCTGGTG 
CCTGGTGGAGTGGCTGACGCTGCTGCAGCCTATAAAGCTGCTAAGGCTGGCGCTGGGCTT 
GGTGGTGTCCCAGGAGTTGGTGGCTTAGGAGTGTCTGCAGGTGCGGTGGTTCCTCAGCCT 
GGAGCCGGAGTGAAGCCTGGGAAAGTGCCGGGTGTGGGGCTGCCAGGTGTATACCCAGGT 
GGCGTGCTCCCAGGAGCTCGGTTCCCCGGTGTGGGGGTGCTCCCTGGAGTTCCCACTGGA 
GCAGGAGTTAAGCCCAAGGCTCCAGGAGTTGGACCCTTTGGGGGACCGCAACCTGGAGTC 
CCACTGGGGTATCCCATCAAGGCCCCCAAGCTGCCTGGCTATGGGCCCGGAGGAGTGGCT 
GGTGCAGCGGGCAAGGCTGGTTACCCAACAGGGACAGGGGTTGGCCCCCAGGCAGCAGCA 
GCAGCGGCAGCTAAAGCAGCAGCAAAGTTCGGTGCTGGAGCAGCCGGAGTCCTCCCTGGT 
GTTGGAGGGGCTGGTGTTCCTGGCGTGCCTGGGGCAATTCCTGGAATTGGAGGCATCGCA 
GGCGTTGGGACTCCAGCTGCAGCTGCAGCTGCAGCAGCAGCCGCTAAGGCAGCCAAGTAT 
GGAGCTGCTGCAGGCTTAGTGCCTGGTGGGCCAGGCTTTGGCCCGGGAGTAGTTGGTGTC 
CCAGGAGCTGGCGTTCCAGGTGTTGGTGTCCCAGGAGCTGGGATTCCAGTTGTCCCAGGT 
GCTGGGATCCCAGGTGCTGCGGTTCCAGGGGTTGTGTCACCAGAAGCAGCTGCTAAGGCA 
GCTGCAAAGGCAGCCAAATACGGGGCCAGGCCCGGAGTCGGAGTTGGAGGCATTCCTACT 
TACGGGGTTGGAGCTGGGGGCTTTCCCGGCTTTGGTGTCGGAGTCGGAGCCGAAGCTCAG 
GCAGCAGCTGCCGCCAAGGCTGCCAAGTACGGGTTAGTTCCTGGTGTCGGCGTGGCTCCT 
GGAGTTGGCGTGGCTCCTGGTGTCGGTGTGGCTCCTGGAGTTGGCTTGGCTCCTGGAGTT 
GGCGTGGCTCCTGGAGTTGGTGTGGCTCCTGGCGTTGGCGTGGCTCCCGGCATTGGCCCT 
GGTGGAGTTGCAGCTGCAGCAAAATCCGCTGCCAAGGTGGCTGCCAAAGCCCAGCTCCGA 
GCTGCAGCTGGGCTTGGTGCTGGCATCCCTGGACTTGGAGTTGGTGTCGGCGTCCCTGGA 
CTTGGAGTTGGTGCTGGTGTTCCTGGACTTGGAGTTGGTGCTGGTGTTCCTGGCTTCGGG 
GCAGTACCTGGAGCCCTGGCTGCCGCTAAAGCAGCCAAATATGGAGCAGCAGTGCCTGGG 
GTCCTTGGAGGGCTCGGGGCTCTCGGTGGAGTAGGCATCCCAGGCGGTGTGGTGGGAGCC 
GGACCCGCCGCCGCCGCTGCCGCAGCCAAAGCTGCTGCCAAAGCCGCCCAGTTTGGCCTA 
GTGGGAGCCGCTGGGCTCGGAGGACTCGGAGTCGGAGGGCTTGGAGTTCCAGGTGTTGGG 
GGCCTTGGAGGTATACCTCCAGCTGCAGCCGCTAAAGCAGCTAAATACGGTGCTGCTGGC 
CTTGGAGGTGTCCTAGGGGGTGCCGGGCAGTTCCCACTTGGAGGAGTGGCAGCAAGACCT 
GGCTTCGGATTGTCTCCCATTTTCCCAGGTGGGGCCTGCCTGGGGAAAGCTTGTGGCCGG 
AAGAGAAAATGA 

Gene 429. >ENST00000252034 cDNA sequence 

GTCCCTGGGGCCATTCCTGGTGGAGTTCCTGGAGGAGTCTTTTATCCAGGGGCTGGTCTC 
GGAGCCCTTGGAGGAGGAGCGCTGGGGCCTGGAGGCAAACCTCTTAAGCCAGGACCTCAC 
CCCATCCTCCCCTCCGCAGGGCTCGGCGCCTTCCCCGCAGTTACCTTTCCGGGGGCTCTG 
GTGCCTGGTGGAGTGGCTGACGCTGCTGCAGCCTATAAAGCTGCTAAGGCTGGCGCTGGG 
CTTGGTGGTGTCCCAGGAGTTGGTGGCTTAGGAGTGTCTGCAGGTGCGGTGGTTCCTCAG 
CCTGGAGCCGGAGTGAAGCCTGGGAAAGTGCCGGGGCCTGCAAGGCCTGCCTTCCTACAC 
TCACTGCTTTGTCCCCCGGCAGGAGCTCGGTTCCCCGGTGTGGGGGTGCTCCCTGGAGTT 
CCCACTGGAGCAGGAGTTAAGCCCAAGGCTCCAGGTGTAGGTGGAGCTTTTGCTGGAATC 
CCAGGAGTTGGACCCTTTGGGGGACCGCAACCTGGAGTCCCACTGGGGTATCCCATCAAG 
GCCCCCAAGCTGCCTGGTGGCTATGGACTGCCCTACACCACAGGGAAACTGCCCTATGGC 
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TATGGGCCCGGAGGAGTGGCTGGTGCAGCGGGCAAGGCTGGTTACCCAACAGGGACAGGG 
GTTGGCCCCCAGGCAGCAGCAGCAGCGGCAGCTAAAGCAGCAGCAAAGTTCGGTGCTGGA 
GCAGCCGGAGTCCTCCCTGGTGTTGGAGGGGCTGGTGTTCCTGGCGTGCCTGGGGCAATT 
CCTGGAATTGGAGGCATCGCAGGCGTTGGGACTCCAGCTGCAGCTGCAGCTGCAGCAGCA 
GCCGCTAAGGCAGCCAAGTATGGAGCTGCTGCAGGCTTAGTGCCTGGTGGGCCAGGCTTT 
GGCCCGGGAGTAGTTGGTGTCCCAGGAGCTGGCGTTCCAGGTGTTGGTGTCCCAGGAGCT 
GGGATTCCAGTTGTCCCAGGTGCTGGGATCCCAGGTGCTGCGGTTCCAGGGGTTGTGTCA 
CCAGAAGCAGCTGCTAAGGCAGCTGCAAAGGCAGCCAAATACGGGGCCAGGCCCGGAGTC 
GGAGTTGGAGGCATTCCTACTTACGGGGTTGGAGCTGGGGGCTTTCCCGGCTTTGGTGTC 
GGAGTCGGAGGTATCCCTGGAGTCGCAGGTGTCCCTGGTGTCGGAGGTGTTCCCGGAGTC 
GGAGGTGTCCCGGGAGTTGGCATTTCCCCCGAAGCTCAGGCAGCAGCTGCCGCCAAGGCT 
GCCAAGTACGGTGCTGCAGGAGCAGGAGTGCTGGGTGGGCTAGTGCCAGGTGCCCCAGGC 
GCAGTCCCAGGTGTGCCGGGCACGGGAGGAGTGCCAGGAGTGGGGACCCCAGCAGCTGCA 
GCTGCTAAAGCAGCCGCCAAAGCCGCCCAGTTTGCTCTTCTCAATCTTGCAGGGTTAGTT 
CCTGGTGTCGGCGTGGCTCCTGGAGTTGGCGTGGCTCCTGGTGTCGGTGTGGCTCCTGGA 
GTTGGCTTGGCTCCTGGAGTTGGCGTGGCTCCTGGAGTTGGTGTGGCTCCTGGCGTTGGC 
GTGGCTCCCGGCATTGGCCCTGGTGGAGTTGCAGCTGCAGCAAAATCCGCTGCCAAGGTG 
GCTGCCAAAGCCCAGCTCCGAGCTGCAGCTGGGCTTGGTGCTGGCATCCCTGGACTTGGA 
GTTGGTGTCGGCGTCCCTGGACTTGGAGTTGGTGCTGGTGTTCCTGGACTTGGAGTTGGT 
GCTGGTGTTCCTGGCTTCGGGGCAGTACCTGGAGCCCTGGCTGCCGCTAAAGCAGCCAAA 
TAT 

Gene 430. >ENST00000320399 cDNA sequence 

ATGGCGGGTCTGACGGCGGCGGCCCCGCGGCCCGGAGTCCTCCTGCTCCTGCTGTCCATC 
CTCCACCCCTCTCGGCCTGGAGGGGTCCCTGGGGCCATTCCTGGTGGAGTTCCTGGAGGA 
GTCTTTTATCCAGTTACCTTTCCGGGGGCTCTGGTGCCTGGTGGAGTGGCTGACGCTGCT 
GCAGCCTATAAAGCTGCTAAGGCTGGTGCTGGAGCAGCCGGAGTCCTCCCTGGTGTTGGA 
GGGGCTGGTGTTCCTGGCGTGCCTGGGGCAATTCCTGGAATTGGAGGCATCGCAGCTGCA 
GCAGCAGCCGCTAAGGCAGCCAAGTATGGAGCTGCTGCAGGCTTAGTGCCTGGTGGGCCA 
GGCTTTGGCCCGGGAGTAGTTGGTGTCCCAGGAGCTGGCGTTCCAGGTGTTGGTGTCCCA 
GGAGCTGGGATTCCAGTTGTCCCAGGTGCTGGGATCCCAGGTGCTGCGGTTCCAGGGGTT 
GTGTCACCAGAAGCAGCTGCTAAGGCAGCTGCAAAGGCAGCCAAATACGGGGCCAGGCCC 
GGAGTCGGAGTTGGAGGCATTCCTACTTACGGGGTTGGAGCTGGGGGCTTTCCCGGCTTT 
GGTGTCGGAGTCGGAGGTATCCCTGGAGTCGCAGGTGTCCCTGGTGTCGGAGGTGTTCCC 
GGAGTCGGAGGTGTCCCGGGAGTTGGCATTTCCCCCGAAGCTCAGGCAGCAGCTGCCGCC 
AAGGCTGCCAAGTACGGGTTAGTTCCTGGTGTCGGCGTGGCTCCTGGAGTTGGCGTGGCT 
CCTGGTGTCGGTGTGGCTCCTGGAGTTGGCTTGGCTCCTGGAGTTGGCGTGGCTCCTGGA 
GTTGGTGTGGCTCCTGGCGTTGGCGTGGCTCCCGGCATTGGCCCTGGTGGAGTTGCAGCT 
GCAGCAAAATCCGCTGCCAAGGTGGCTGCCAAAGCCCAGCTCCGAGCTGCAGCTGGGCTT 
GGTGCTGGCATCCCTGGACTTGGAGTTGGTGTCGGCGTCCCTGGACTTGGAGTTGGTGCT 
GGTGTTCCTGGACTTGGAGTTGGTGCTGGTGTTCCTGGCTTCGGGGCAGTACCTGGAGCC 
CTGGCTGCCGCTAAAGCAGCCAAATATGGAGCAGCAGTGCCTGGGGTCCTTGGAGGGCTC 
GGGGCTCTCGGTGGAGTAGGCATCCCAGGCGGTGTGGTGGGTGACTGGCTGGGTGCACCC 
ACCATCAACCTGGTTGACCTGTCATGGCCGCCTGTGCCCTGCCTCCACCCCCATCCTACA 
CTCCCCCAGGGCGTGCGGGGCTGTGCAGACTGGGGTGCCAGGCATCTCCTCCCCACCCGG 
GGTGTCCCCACATGCAGTACTGTATACCCCCCATCCCTCCCTCGGTCCACTGAACTTCAG 
AGCAGTTCCCATTCCTGCCCCGCCCATCTTTTTGTGTCTCGCTGTGATAGATCAATAAAT 
ATTTTATTTTTTGTCCTG 

Gene 431. >ENST00000265754 cDNA sequence 

CGGCAAATGGCGGACTTCGACACCTACGACGATCGGGCCTACAGCAGCTTCGGCGGCGGC 
AGAGGGTCCCGCGGCAGTGCTGGTGGCCATGGTTCCCGTAGCCAGAAGGAGTTGCCCACA 
GAGCCCCCCTACACAGCATACGTAGGAAATCTACCTTTCAATACGGTTCAGGGCGACATA 
GATGCTATCTTTAAGGATCTCAGCATAAGGAGTGTACGGCTAGTCAGAGACAAAGACACA 
GATAAATTTAAAGGATTCTGCTATGTAGAATTCGATGAAGTGGATTCCCTTAAGGAAGCC 
TTGACATACGATGGTGCACTGTTGGGCGATCGGTCACTTCGTGTGGACATTGCAGAAGGC 
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AGAAAACAAGATAAAGGTGGCTTTGGATTCAGAAAAGGTGGACCAGATGACAGAGGCTTC 
AGGGATGACTTCTTAGGGGGCAGGGGAGGTAGTCGCCCAGGCGACCGGCGAA.CAGGCCCC 
CCCATGGGCAGCCGCTTCAGAGATGGCCCTCCCCTCCGTGGATCCAACATGGATTTCAGA 
GAACCCACAGAAGAGGAAAGAGCACAGAGACCACGACTCCAGCTTAAACCTCGAACAGTC 
GCGACGCCCCTCAATCAAGTAGCCAATCCCAACTCTGCTATCTTCGGGGGTGCCAGGCCT 
AGAGAGGAAGTCGTTCAAAAGGAGCAAGAATGAGCCTGCGGTTGGGAGGGAATGGGGCGT 
GGGGGGTTAGAGCAGGACCACAGCCTGGTGAGTCCCCGGGCAGCCGTCCTGCAGCCGCCA 
CTCCTGCGCCTGCCATTGGCCTCCTCACAGCGGAAACACAGCTTGTGAGTGCATGTCAGC 
TGTTAACAAGTGGTTTTTAGTACATTCTGGGCTTTGCTGTATCTATCTAGTGCCTGTTTG 
TGCGTTTTTTTCTTTCTTCCGCTGCTTCCCCATTTTCCTTCTGTCCTTTTTCTCCTGCTC 
CTTGTTTTCCCAGCAGCACATGGGGTTCCTCGGAGGAGCAGAGGTGGCCGCCGTGGGGGG 
GCGTTTGGGCTGCGGTGCTGCGTCATTTTTCCTTTGCTTTCTCTTTACTTTAGACACTGG 
CCCAACTCCAGGCGTTTCCTTTCATTCCCTCAGTGCTTCTCTTCTGACCTGCATGTTGAG 
TTCTGTATTGCTGGGGCTTCCAACAAAAACCAGAGTCACTGACAGAGGGAACAGCAGAGA 
CCTTGTTGGTATTCAGCTGTGATGGATATAGAGAATCAGAGGCACCTTGTTTTCACAACT 
AGGATAAAAATATCTGCAGGGTCCTTTCCATTCCTATTTAGAGGGAGTCCTGGCTCCATG 
ACCCCCTCCCGAGTGGACTGTCCAAGCAGATAGGCTCACACGAGAAACAGTGAGGCTGAA 
AGGGGGGGCTATGGAAGAGCGGTAGGGAGTCCACGGAGAAGATGCAGTGAATGCTTGCAT 
GCATTCACACGTGTGTGTGTCCCAGCTAGTTCACTCCTTTCGCCGTGCGTGGTGGAGGCT 
GGCCTCTCTGGCTGGGTGCAGTGAATGGCCAGCGGGTTTCTTTTCTGCTGGGCCAAGGCG 
CTTTGGGGGTGGAGGGGGTGGTGCTGGTGCTGCACTGGGCTGACTGCGGCGCTGACGCAG 
CGTTTCCCCCCATCCCTGTTGCCTGTGTGTTGTGTGGATCTGTTCCTAGTATAGGCAACA 
TAATGAGATACTGTGCTTCCCACCTCCCCTTCAGTTCAGAGCCAAAATGGGTCTAGAATC 
TGGCACTTTACTCATTTCCTTTGATAAATTGTACTATGCAGAGCTGTCAGGAACCTTCAG 
ATAGCAGTAGAGGACTGCAGCTGTCTAGGTCTGCGGCCACATCTTGGGGACACACTGGAC 
TGTTCCCATGTGCAGGGTTCAGCAGTTATGTGGGAGTGCTAGGGGTTAGGCTTTTGAGCT 
TGAACGCCTGCGTGTGAACAGATGAAAAATCCTTCAGTACCCAAGTCCCAGTCTGTCCTA 
TGGGGAGCAGTTTGGGGGCGGCCGGCAGCAGGAGCCTGGGAAAGAGGCCCTCGCCAGGTG 
ATGGCAGGGCCAGGGTGGCCTGGGGCACCCAGCGGAATGTGCTTAGTATTTGGTCACCAG 
CCGTCATCCTGGGCTTTTCCTACTGTGTCTTGTTACAAGGCCTCAGCAATCCACAGAACT 
CTCTCTCCTTCCTTCCACCTGTCAGCTTCTCTGCTTCTGAGATAAGAACCATTTGTGTAA 
CACCAACACTTAACTTCAGAAAGACATGCATTATGTGGTGTAATCAAACCCGATGCTTTC 
AGATGACCTACTTACATCTTCAATGTGGATAAGATAAAGAACAAAACACATGCATCTAAA 
CTGCTGGGCAATCCAGTTGACTTTTAAATGTAAGAATGGAATTCCAAACACTTAACACAT 
TCAGCTATATGACAGAAAGTAAATCTATGGATATGGTATTTTGTGAATGATCTTTTAAAT 
AAAAGAAAACCTTACGTAATATTT 

Gene 432. >ENST00000265753 cDNA sequence 

GACGGCAAATGGCGGACTTCGACACCTACGACGATCGGGCCTACAGCAGCTTCGGCGGCG 
GCAGAGGGTCCCGCGGCAGTGCTGGTGGCCATGGTTCCCGTAGCCAGAAGGAGTTGCCCA 
CAGAGCCCCCCTACACAGCATACGTAGGAAATCTACCTTTCAATACGGTTCAGGGCGACA 
TAGATGCTATCTTTAAGGATCTCAGCATAAGGAGTGTACGGCTAGTCAGAGACAAAGACA 
CAGATAAATTTAAAGGATTCTGCTATGTAGAATTCGATGAAGTGGATTCCCTTAAGGAAG 
CCTTGACATACGATGGTGCACTGTTGGGCGATCGGTCACTTCGTGTGGACATTGCAGAAG 
GCAGAAAACAAGATAAAGGTGGCTTTGGATTCAGAAAAGGTGGACCAGATGACAGAGGAA 
TGGGTAGCTCTCGAGAATCTAGAGGTGGATGGGATTCCCGGGATGACTTCAATTCTGGCT 
TCAGGGATGACTTCTTAGGGGGCAGGGGAGGTAGTCGCCCAGGCGACCGGCGAACAGGCC 
CCCCCATGGGCAGCCGCTTCAGAGATGGCCCTCCCCTCCGTGGATCCAACATGGATTTCA 
GAGAACCCACAGAAGAGGAAAGAGCACAGAGACCACGACTCCAGCTTAAACCTCGAACAG 
TCGCGACGCCCCTCAATCAAGTAGCCAATCCCAACTCTGCTATCTTCGGGGGTGCCAGGC 
CTAGAGAGGAAGTCGTTCAAAAGGAGCAAGAATGAGCCTGCGGTTGGGAGGGAATGGGGC 
GTGGGGGGTTAGAGCAGGACCACAGCCTGGTGAGTCCCCGGGCAGCCGTCCTGCAGCCGC 
CACTCCTGCGCCTGCCATTGGCCTCCTCACAGCGGAAACACAGCTTGTGAGTGCATGTCA 
GCTGTTAACAAGTGGTTTTTAGTACATTCTGGGCTTTGCTGTATCTATCTAGTGCCTGTT 
TGTGCGTTTTTTTCTTTCTTCCGCTGCTTCCCCATTTTCCTTCTGTCCTTTTTCTCCTGC 
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TCCTTGTTTTCCCAGCAGCACATGGGGTTCCTCGGAGGAGCAGAGGTGGCCGCCGTGGGG 

GGGCGTTTGGGCTGCGGTGCTGCGTCATTTTTCCTTTGCTTTCTCTTTACTTTAGACACT 

GGCCCAACTCCAGGCGTTTCCTTTCATTCCCTCAGTGCTTCTCTTCTGACCTGCATGTTG 

AGTTCTGTATTGCTGGGGCTTCCAACAAAAACCAGAGTCACTGACAGAGGGAACAGCAGA 

GACCTTGTTGGTATTCAGCTGTGATGGATATAGAGAATCAGAGGCACCTTGTTTTCACAA 

CTAGGATAAAAATATCTGCAGGGTCCTTTCCATTCCTATTTAGAGGGAGTCCTGGCTCCA 

TGACCCCCTCCCGAGTGGACTGTCCAAGCAGATAGGCTCACACGAGAAACAGTGAGGCTG 

AAAGGGGGGGCTATGGAAGAGCGGTAGGGAGTCCACGGAGAAGATGCAGTGAATGCTTGC 

ATGCATTCACACGTGTGTGTGTCCCAGCTAGTTCACTCCTTTCGCCGTGCGTGGTGGAGG 

CTGGCCTCTCTGGCTGGGTGCAGTGAATGGCCAGCGGGTTTCTTTTCTGCTGGGCCAAGG 

CGCTTTGGGGGTGGAGGGGGTGGTGCTGGTGCTGCACTGGGCTGACTGCGGCGCTGACGC 

AGCGTTTCCCCCCATCCCTGTTGCCTGTGTGTTGTGTGGATCTGTTCCTAGTATAGGCAA 

CATAATGAGATACTGTGCTTCCCACCTCCCCTTCAGTTCAGAGCCAAAATGGGTCTAGAA 

TCTGGCACTTTACTCATTTCCTTTGATAAATTGTACTATGCAGAGCTGTCAGGAACCTTC 

AGATAGCAGTAGAGGACTGCAGCTGTCTAGGTCTGCGGCCACATCTTGGGGACACACTGG 

ACTGTTCCCATGTGCAGGGTTCAGCAGTTATGTGGGAGTGCTAGGGGTTAGGCTTTTGAG 

CTTGAACGCCTGCGTGTGAACAGATGAAAAATCCTTCAGTACCCAAGTCCCAGTCTGTCC 

TATGGGGAGCAGTTTGGGGGCGGCCGGCAGCAGGAGCCTGGGAAAGAGGCCCTCGCCAGG 

TGATGGCAGGGCCAGGGTGGCCTGGGGCACCCAGCGGAATGTGCTTAGTATTTGGTCACC 

AGCCGTCATCCTGGGCTTTTCCTACTGTGTCTTGTTACAAGGCCTCAGCAATCCACAGAA 

CTCTCTCTCCTTCCTTCCACCTGTCAGCTTCTCTGCTTCTGAGATAAGAACCATTTGTGT 

AACACCAACACTTAACTTCAGAAAGACATGCATTATGTGGTGTAATCAAACCCGATGCTT 

TCAGATGACCTACTTACATCTTCAATGTGGATAAGATAAAGAACAAAACACATGCATCTA 

AACTGCTGGGCAATCCAGTTGACTTTTAAATGTAAGAATGGAATTCCAAACACTTAACAC 

ATTCAGCTATATGACAGAAAGTAAATCTATGGATATGGTATTTTGTGAATGATCTTTTAA 

ATAAAAGAAAACCTTACGTAATATTT 

Gene 433. >ENST00000306312 cDNA sequence 

AGGCAGCGGCTGTGGAGCGCGGCGGGGCGGCTCCGCCCAGGGCAGCCCGGGCTGGGCCAA 
GGAGCGAGCTCTCCCTTCTCCTGCTCTCAGCCTCAGTGATCAAGGCTTCAGTGAACTGCA 
CTGGAGCTCCCAGCGGGGGATCTTGTCCCCTGTCCCGACTTTTGTGCTGCACATTGGATC 
TGGTGACACTCAGGAAATGCTTGTCTCCGGCTGTTAAGGAATAATTTCAGAGTACTATGG 
ATCATGCTGAAGAAAATGAAATCCTTGCAGCAACCCAGAGGTACTATGTGGAAAGGCCTA 
TCTTTAGTCATCCGGTCCTCCAGGAAAGACTACACACAAAGGACAAGGTTCCTGATTCCA 
TTGCGGATAAGCTGAAACAGGCATTCACATGTACTCCTAAAAAAATAAGAAATATCATTT 
ATATGTTCCTACCCATAACTAAATGGCTGCCAGCATACAAATTCAAGGAATATGTGTTGG 
GTGACTTGGTCTCAGGCATAAGCACAGGGGTGCTTCAGCTTCCTCAAGGCTTAGCCTTTG 
CAATGCTGGCAGCTGTGCCTCCAATATTTGGCCTGTACTCTTCATTTTACCCTGTTATCA 
TGTATTGTTTTCTTGGAACCTCCAGACACATATCCATAGGTCCTTTTGCTGTTATTAGCC 
TGATGATTGGTGGTGTAGCTGTTCGATTAGTACCAGATGATATAGTCATTCCAGGAGGAG 
TAAATGCAACCAATGGCACAGAGGCCAGAGATGCCTTGAGAGTGAAAGTCGCCATGTCTG 
TGACCTTACTTTCAGGAATCATTCAGTTTTGCCTAGGTGTCTGTAGGTTTGGATTTGTGG 
CCATATATCTCACAGAGCCTCTGGTCCGTGGGTTTACCACCGCAGCAGCTGTGCATGTCT 
TCACCTCCATGTTAAAATATCTGTTTGGAGTTAAAACAAAGCGGTACAGTGGAATCTTTT 
CCGTGGTGTATAGTACAGTTGCTGTGTTGCAGAATGTTAAAAACCTCAACGTGTGTTCCC 
TAGGCGTCGGGCTGATGGTTTTTGGTTTGCTGTTGGGTGGCAAGGAGTTTAATGAGAGAT 
TTAAAGAGAAATTGCCGGCGCCTATTCCTTTAGAGTTCTTTGCGGTCGTAATGGGAACTG 
GCATTTCAGCTGGGTTTAACTTGAAAGAATCATACAATGTGGATGTCGTTGGAACACTTC 
CTCTAGGGCTGCTACCTCCAGCCAATCCGGACACCAGCCTCTTCCACCTTGTGTACGTAG 
ATGCCATTGCCATAGCCATCGTTGGATTTTCAGTGACCATCTCCATGGCCAAGACCTTAG 
CAAATAAACATGGCTACCAGGTTGACGGCAATCAGGAGCTCATTGCCCTGGGACTGTGCA 
ATTCCATTGGCTCACTCTTCCAGACCTTTTCAATTTCATGCTCCTTGTCTCGAAGCCTTG 
TTCAGGAGGGAACCGGTGGGAAGACACAGCTTGCAGGTTGTTTGGCCTCATTAATGATTC 
TGCTGGTCATATTAGCAACTGGATTCCTCTTTGAATCATTGCCCCAGGCTGTGCTGTCGG 
CCATTGTGATTGTCAACCTGAAGGGAATGTTTATGCAGTTCTCAGATCTCCCCTTTTTCT 
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GGAGAACCAGCAAAATAGAGCTGACCATCTGGCTTACCACTTTTGTGTCCTCCTTGTTCC 
TGGGATTGGACTATGGTTTGATCACTGCTGTGATCATTGCTCTGCTGACTGTGATTTACA 
GAACACAGAGTCCAAGCTACAAAGTCCTTGGAAAGCTTCCTGAAACTGATGTGTATATTG 
ATATAGACGCATATGAGGAGGTGAAAGAAATTCCTGGAATAAAAATATTTCAAATAAATG 
CACCAATTTACTATGCAAATAGCGACTTGTATAGCAATGCATTAAAACGAAAGACTGGAG 
TGAACCCAGCAGTCATCATGGGAGCAAGGAGAAAGGCCATGCGGAAGTACGCTAAGGAAG 
TCGGAAATGCAAATATGGCCAACGCAACTGTTGTCAAAGCAGATGCAGAAGTAGATGGAG 
AGGATGCTACCAAGCCTGAAGAAGAGGATGGTGAAGTAAAATATCCCCCAATAGTGATCA 
AAAGCACATTTCCTGAGGAAATGCAAAGATTTATGCCCCCAGGGGATAACGTCCACACTG 
TCATTTTGGATTTCACTCAAGTCAATTTTATTGATTCTGTTGGAGTGAAAACTCTGGCAG 
GGATTGTAAAAGAATATGGAGACGTCGGTATATATGTATACTTAGCAGGATGCAGTGCAC 
AAGTTGTGAATGACCTCACTCGGAATAGATTTTTTGAAAATCCTGCCCTATGGGAGCTGC 
TGTTCCACAGCATTCATGATGCAGTTTTAGGCAGCCAACTTAGAGAGGCACTTGCTGAAC 
AGGAAGCCTCGGCTCCCCCTTCCCAGGAGGACTTGGAGCCCAATGCCACTCCTGCCACTC 
CTGAGGCATAGATGAGGACCTCACCCTAGGATGGGGTTATAAGCCTCTCATGAAGTTCAT 
AATTTACACGTTTTAAATACTAGACGCTAGATTTTTTTTTCTAAGGGTGAATACTAGTAG 
TCCAGGCTTGATTTGGAGGGTGAATGACGCCTAGCAAGATGTATTGTACTTGTGTTTTTT 
TAATTGAATACTTC 

Gene 434. >ENST00000006777 cDNA sequence 

ATGGGGCGGGGCCTCTGGGAGGCGTGGCCTCCGGCCGGCTCCTCTGCTGTTGCCAAGGGA 

AACTGCCGCGAGGAGGCGGAAGGAGCAGAGGACCGGCAGCCGGCGTCGAGGCGGGGCGCG 

GGAACGACGGCGGCCATGGCGGCCTCGGGGCCCGGGTGTCGCAGCTGGTGCTTGTGTCCC 

GAGGTGCCATCCGCCACCTTCTTCACTGCGCTGCTCTCGCTGCTGGTTTCCGGGCCTCGC 

CTGTTCCTGCTGCAGCAGCCCCTGGCGCCCTCGGGCCTCACGCTGAAGTCCGAGGCCCTT 

CGCAACTGGCAAGTTTACAGGCTGGTAACCTACATCTTTGTCTACGAGAATCCCATCTCC 

CTGCTCTGCGGCGCTATCATCATCTGGCGCTTTGCTGGCAATTTCGAGAGAACCGTGGGC 

ACCGTCCGCCACTGCTTCTTCACCGTGATCTTCGCCATCTTCTCCGCTATCATCTTCCTG 

TCATTCGAGGCTGTGTCATCACTGTCAAAGCTGGGGGAAGTGGAGGATGCCAGAGGTTTC 

ACCCCAGTGGCCTTTGCCATGCTGGGAGTCACCACCGTCCGTTCTCGGATGAGGCGGGCC 

CTGGTGTTTGGCATGGTTGTGCCCTCAGTCCTGGTTCCGTGGCTCCTGCTGGGTGCCTCG 

TGGCTCATTCCCCAGACCTCTTTCCTCAGTAATGTCTGCGGGCTGTCCATCGGGCTGGCC 

TATCACCTACTGCTATTCCATCGACCTCTCAGAGCGAGTGGCACTGAAGCTCGATCAGAC 

CTTCCCCTTCAGCCTGATGAGGAGGATATCCGTGTTCAAGTACGTCTCAGGGTCTTCAGC 

CGAGAGGAGGGCAGCCCAGAGCCGGAAACTGAACCCGGTGCCTGGCTCCTACCCCACACA 

GAGCTGCCACCCTCACCTGTCCCCAAGCCACCCTGTGTCCCAGACGCAGCACGCCAGTGG 

TCAGAAGCTGGCCTCCTGGCCTGCACCCCCGGGCACATGCCCACCTTGCCTCCGTACCAG 

CCTGCCTCCGGCCTGTGCTATGTGCAGAACCACTTTGGTCCAAACCCCACCTCCTCCAGT 

GTCTACCCAGCTTCTGCGGGCACCTCCCTGGGCATCCAGCCCCCCACGCCTGTGAACAGC 

CCTGGCACGGTGTATTCTGGGGCCTTGCACCAGGGGCTGCAGGCTCCAAGGAGTCCTCCA 

GGGTCCCCATGCCCTGAGAGAATTTCTAGGGAAGTCATCTCACTTGGCCTTCTGAAGGTC 

CTCCCTAAGAGTCTCCTGACAAAAGTTACTTATTGAACACCTCTATGTGCCAGGCTCTGT 

GTTGGGTACTTTGATCAATGCCCCTGTTTCAGTCTCATCTGTACTCACGGCAGCCCTGTG 

GAGTACGGTGTACTGGCCCAGCTTACAGATGCAGAAAGCGAGACGTTCTGCCATCAGATA 

AAGTCACGTGGCTCTTTAGTAACACGGACAAGGCTCCTCGCCAAGGAACTCGTGGCAGAA 

GAGGGCAGCAGTTGGCAGTAGCTGCCGATGTCTGTCCCCAGCTCCACCATTCCTCCCTGT 

GGCTGTGCCGTGCTCGTGGTTTCAGTGTCCGTGTGTCCATGTGTCTGCCCTTCAGGAGCT 

CGCAGCTGGTGTGCTTGGCGGTCCCAGGCCTGTGTAGTGTCTCTCCCCTGCTGCGGGCGC 

CCCCACCCCGATTCCTCTCCCCAGAAGCGGTGGGATGGGCCCCCATGAACTGCAGCAGCA 

TGCTGAGGTGTCCATGTTGTCTGCCTTTGTATAAAGAAACAGCCTCTGA 

Gene 435. >ENST00000318622 cDNA sequence 

ATGGCGGCCTCGGGGCCCGGGTGTCGCAGCTGGTGCTTGTGTCCCGAGGTGCCATCCGCC 
ACCTTCTTCACTGCGCTGCTCTCGCTGCTGGTTTCCGGGCCTCGCCTGTTCCTGCTGCAG 
CAGCCCCTGGCGCCCTCGGGCCTCACGCTGAAGTCCGAGGCCCTTCGCAACTGGCAAGCC 
ACTATGGAAGGAGGGGTCAGGATTACAGCAGAGGAGACTGGCACACAGAGTGTTAAGTGA 
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Gene 436. >ENST00000222902 cDNA sequence 

ATGGC^GGCCTGATGACCATAGTAACCAGCCTTCTGTTCCTTGGTGTCTGTGCCCACCAC 
ATCATCCCTACGGGCTCTGTGGTCATCCCCTCTCCCTGCTGCATGTTCTTTGTTTCCAAG 
AGAATTCCTGAGAACCGAGTGGTCAGCTACCAGCTGTCCAGCAGGAGCACATGCCTCAAG 
GCAGGAGTGATCTTCACCACCAAGAAGGGCCAGCAGTTCTGTGGCGACCCCAAGCAGGAG 
TGGGTCCAGAGGTACATGAAGAACCTGGACGCCAAGCAGAAGAAGGCTTCCCCTAGGGCC 
AGGGCAGTGGCTGTCAAGGGCCCTGTCCAGAGATATCCTGGCAACCAAACCACCTGCTAA 
Gene 437. >ENST00000265302 cDNA sequence 

CTCCTAACAGTTTCATGATCAACATGGGAGACTCCCACGTGGACACCAGCTCCACCGTGT 

CCGAGGCGGTGGCCGAAGAAGTATCTCTTTTCAGCATGACGGACATGATTCTGTTTTCGC 

TCATCGTGGGTCTCCTAACCTACTGGTTCCTCTTCAGAAAGAAAAAAGAAGAAGTCCCCG 

AGTTCACCAAAATTCAGACATTGACCTCCTCTGTCAGAGAGAGCAGCTTTGTGGAAAAGA 

TGAAGAAAACGGGGAGGAACATCATCGTGTTCTACGGCTCCCAGACGGGGACTGCAGAGG 

AGTTTGCCAACCGCCTGTCCAAGGACGCCCACCGCTACGGGATGCGAGGCATGTCAGCGG 

ACCCTGAGGAGTATGACCTGGCCGACCTGAGCAGCCTGCCAGAGATCGACAACGCCCTGG 

TGGTTTTCTGCATGGCCACCTACGGTGAGGGAGACCCCACCGACAATGCCCAGGACTTCT 

ACGACTGGCTGCAGGAGACAGACGTGGATCTCTCTGGGGTCAAGTTCGCGGTGTTTGGTC 

TTGGGAACAAGACCTACGAGCACTTCAATGCCATGGGCAAGTACGTGGACAAGCGGCTGG 

AGCAGCTCGGCGCCCAGCGCATCTTTGAGCTGGGGTTGGGCGACGACGATGGGAACTTGG 

AGGAGGACTTCATCACCTGGCGAGAGCAGTTCTGGCCGGCCGTGTGTGAACACTTTGGGG 

TGGAAGCCACTGGCGAGGAGTCCAGCATTCGCCAGTACGAGCTTGTGGTCCACACCGACA 

TAGATGCGGCCAAGGTGTACATGGGGGAGATGGGCCGGCTGAAGAGCTACGAGAACCAGA 

AGCCCCCCTTTGATGCCAAGAATCCGTTCCTGGCTGCAGTCACCACCAACCGGAAGCTGA 

ACCAGGGAACCGAGCGCCACCTCATGCACCTGGAATTGGACATCTCGGACTCCAAAATCA 

GGTATGAATCTGGGGACCACGTGGCTGTGTACCCAGCCAACGACTCTGCTCTCGTCAACC 

AGCTGGGCAAAATCCTGGGTGCCGACCTGGACGTCGTCATGTCCCTGAACAACCTGGATG 

AGGAGTCCAACAAGAAGCACCCATTCCCGTGCCCTACGTCCTACCGCACGGCCCTCACCT 

ACTACCTGGACATCACCAACCCGCCGCGTACCAACGTGCTGTACGAGCTGGCGCAGTACG 

CCTCGGAGCCCTCGGAGCAGGAGCTGCTGCGCAAGATGGCCTCCTCCTCCGGCGAGGGCA 

AGGAGCTGTACCTGAGCTGGGTGGTGGAGGCCCGGAGGCACATCCTGGCCATCCTGCAGG 

ACTGCCCGTCCCTGCGGCCCCCCATCGACCACCTGTGTGAGCTGCTGCCGCGCCTGCAGG 

CCCGCTACTACTCCATCGCCTCATCCTCCAAGGTCCACCCCAACTCTGTGCACATCTGTG 

CGGTGGTTGTGGAGTACGAGACCAAGGCTGGCCGCATCAACAAGGGCGTGGCCACCAACT 

GGCTGCGGGCCAAGGAGCCTGCCGGGGAGAACGGCGGCCGTGCGCTGGTGCCCATGTTCG 

TGCGCAAGTCCCAGTTCCGCCTGCCCTTCAAGGCCACCACGCCTGTCATCATGGTGGGCC 

CCGGCACCGGGGTGGCACCCTTCATAGGCTTCATCCAGGAGCGGGCCTGGCTGCGACAGC 

AGGGCAAGGAGGTGGGGGAGACGCTGCTGTACTACGGCTGCCGCCGCTCGGATGAGGACT 

ACCTGTACCGGGAGGAGCTGGCGCAGTTCCACAGGGACGGTGCGCTCACCCAGCTCAACG 

TGGCCTTCTCCCGGGAGCAGTCCCACAAGGTCTACGTCCAGCACCTGCTAAAGCAAGACC 

GAGAGCACCTGTGGAAGTTGATCGAAGGCGGTGCCCACATCTACGTCTGTGGGGATGCAC 

GGAACATGGCCAGGGATGTGCAGAACACCTTCTACGACATCGTGGCTGAGCTCGGGGCCA 

TGGAGCACGCGCAGGCGGTGGACTACATCAAGAAACTGATGACCAAGGGCCGCTACTCCC 

TGGACGTGTGGAGCTAGGGGCCTGCCTGCCCCACCCACCCCACAGACTCCGGCCTGTAAT 

CAGCTCTCCTGGCTCCCTCCCGTAGTCTCCTGGGTGTGTTTGGCTTGGCCTTGGCATGGG 

CGCAGGCCCAGTGACAAAGACTCCTCTGGGCCTGGGGTGCATCCTCCTCAGCCCCCAGGC 

CAGGTGAGGTCCACCGGCCCCTGGCAGCACAGCCCAGGGCCTGCATGGGGGCACCGGGCT 

CCATGCCTCTGGAGGCCTCTGGCCCTCGGTGGCTGCACAGAAGGGCTCTTTCTCTCTGCT 

GAGCTGGGCCCAGCCCCTCCACGTGATTTCCAGTGAGTGTAAATAATTTTAAATAACCTC 

TGGCCCTTGGAATAAAGTTCTGTTTTCTGT 

Gene 438. >ENST00000265756 cDNA sequence 

CGTTGGCCGGGCCCGGGGGAGGAGGGGAATCTCCCGCCATTTTTCAATAATTTCCTCCGG 
TGCTGCTGAGGAGGAGTCGTGACTGCCGGCCGCCGGGACCCGAAGCGGAGGTCGGCGGGG 
GGCTGCTGGGAGGCGCGGCGGTGTGCGCGGGAGCTCTGCGCCGTGGCGTTCCGCTCCATG 
ACTGTCGCGCGGCCGCGCCGGCGGTGAGGGAGCCGGAGTTCGCGCCGCCCTCTCACCCCT 
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CCCTTCCCCCACCCCACCCCCGGGCGCCTGGCGCTCGCTCCGGGCCGCGGGGCCTAGTGC 
TGCGCCGCGGGGCCGGCCCCAGCAGCCGCCAGTCCCCACCGCCGCCGCCGCGATGGCGCC 
GCTCCTGGGCCGCAAGCCCTTCCCGCTGGTGAAGCCGTTGCCCGGAGAGGAGCCGCTCTT 
CACCATCCCGCACACTCAGGAGGCCTTCCGCACCCGGGAAGAGTATGAAGCCCGCTTGGA 
AAGGTACAGTGAGCGCATTTGGACGTGCAAGAGTACTGGAAGCAGTCAGCTAACACACAA 
GGAAGCCTGGGAGGAAGAACAGGAAGTTGCTGAGCTTTTGAAGGAGGAGTTTCCTGCCTG 
GTATGAGAAGCTTGTTCTGGAAATGGTTCACCATAACACAGCCTCCTTAGAGAAGTTAGT 
AGATACTGCTTGGTTGGAGATCATGACCAAATATGCTGTGGGAGAAGAGTGTGACTTCGA 
GGTTGGGAAGGAGAAAATGCTCAAGGTGAAGATTGTGAAGATTCATCCTTTGGAGAAAGT 
GGATGAAGAGGCCACTGAGAAGAAATCTGATGGTGCCTGTGATTCTCCATCAAGTGACAA 
AGAGAACTCCAGTCAGATTGCTCAGGACCATCAGAAGAAGGAGACAGTTGTGAAAGAGGA 
TGAAGGAAGGAGAGAGAGTATTAATGACAGAGCACGTAGATCGCCACGAAAACTTCCTAC 
TTCATTAAAAAAAGGAGAAAGGAAATGGGCTCCTCCAAAATTTCTGCCTCACAAATATGA 
TGTGAAACTACAAAATGAAGATAAGATCATCAGTAACGTGCCAGCAGACAGCTTGATTCG 
TACAGAGCGCCCACCAAATAAGGAGATAGTTCGATACTTTATACGGCATAATGCATTACG 
AGCTGGTACTGGTGAAAATGCACCTTGGGTCGTAGAAGATGAATTGGTGAAGAAATACTC 
TCTGCCCAGCAAGTTCAGTGACTTTTTACTTGATCCATACAAGTATATGACTCTCAACCC 
TTCTACTAAGAGGAAGAATACTGGATCCCCAGACAGGAAGCCCTCAAAGAAATCCAAGAC 
AGACAACTCTTCTCTTAGTTCACCACTAAATCCTAAGTTATGGTGTCACGTACACTTGAA 
GAAGTCATTGAGTGGCTCGCCACTCAAAGTGAAGAACTCAAAGAATTCCAAATCTCCTGA 
AGAACATCTAGAAGAAATGATGAAGATGATGTCGCCCAATAAGCTGCACACTAACTTTCA 
CATTCCTAAAAAAGGCCCACCTGCCAAGAAACCAGGGAAGCACAGTGACAAGCCTTTGAA 
GGCAAAGGGCAGAAGCAAAGGCATCCTGAATGGACAGAAATCCACAGGGAATTCCAAATC 
TCCCAAAAAAGGACTGAAGACTCCTAAAACCAAAATGAAGCAGATGACTTTGTTGGATAT 
GGCCAAAGGCACGCAGAAGATGACACGAGCCCCACGGAATTCTGGGGGTACACCTAGGAC 
CTCTAGTAAACCTCATAAACATCTGCCTCCTGCAGCCCTACACCTCATTGCATACTACAA 
AGAAAACAAAGACAGGGAGGACAAGAGGAGCGCCCTGTCCTGTGTTATCTCCAAAACAGC 
TCGTCTTCTCTCTAGTGAAGATAGAGCTCGTCTCCCAGAAGAATTGCGAAGTCTTGTTCA 
AAAACGCTATGAACTTCTAGAGCACAAAAAGAGGTGGGCTTCTATGTCTGAAGAACAACG 
GAAAGAATATTTGAAAAAGAAACGGGAGGAGCTGAAAAAGAAGTTGAAGGAAAAAGCCAA 
AGAACGAAGAGAGAAAGAAATGCTTGAGAGATTAGAAAAACAGAAGCGGTATGAGGACCA 
AGAGTTAACTGGCAAAAACCTTCCAGCATTCAGATTGGTGGATACCCCTGAAGGGCTGCC 
CAACACGCTGTTTGGGGATGTGGCCATGGTGGTGGAATTCTTGAGCTGTTATTCTGGGCT 
ACTTTTACCAGATGCTCAGTATCCTATTACTGCTGTGTCCCTTATGGAAGCCTTGAGTGC 
AGATAAGGGTGGCTTTTTATACCTTAACAGGGTGTTGGTCATCCTCTTACAGACCCTCCT 
ACAAGATGAGATAGCAGAAGACTATGGTGAATTGGGAATGAAGCTGTCGGAAATCCCCTT 
GACTCTGCATTCTGTTTCAGAGCTGGTGCGGCTCTGCTTGCGCAGATCTGATGTTCAGGA 
GGAAAGCGAGGGCTCAGACACAGATGACAATAAAGATTCAGCTGCATTTGAGGATAATGA 
GGTACAAGATGAGTTCCTAGAAAAGCTGGAGACCTCTGAATTTTTTGAGCTGACGTCAGA 
GGAGAAGCTACAGATCTTGACAGCACTGTGCCACCGGATCCTCATGACATACTCAGTGCA 
AGACCACATGGAGACCAGACAGCAGATGTCTGCAGAGTTGTGGAAGGAACGGCTTGCTGT 
GTTGAAGGAAGAAAATGATAAGAAGAGAGCAGAGAAACAGAAACGGAAAGAAATGGAAGC 
CAAAAATAAAGAAAATGGAAAAGTTGAGAATGGGTTAGGCAAAACTGATAGGAAAAAAGA 
AATTGTGAAGTTTGAGCCCCAAGTAGATACAGAAGCTGAAGACATGATTAGTGCTGTGAA 
GAGCAGAAGGTTGCTTGCCATTCAAGCTAAGAAGGAACGGGAAATCCAGGAAAGAGAAAT 
GAAAGTGAAACTGGAACGCCAAGCTGAAGAAGAACGAATACGGAAGCACAAAGCAGCTGC 
TGAGAAAGCTTTCCAGGAAGGGATTGCCAAGGCCAAACTAGTCATGCGCAGGACTCCTAT 
TGGCACAGATCGAAACCATAATAGATACTGGCTCTTCTCAGATGAAGTTCCAGGATTATT 
CATTGAAAAAGGCTGGGTACATGACAGCATTGACTACCGATTCAACCATCACTGCAAAGA 
CCACACAGTCTCTGGTGATGAGGATTACTGTCCTCGCAGTAAGAAAGCAAACTTAGGTAA 
AAATGCAAGCATGAACACACAACATGGAACAGCAACAGAAGTTGCTGTAGAGACAACCAC 
ACCCAAACAAGGACAGAACCTATGGTTTTTATGTGATAGTCAAAAGGAGCTGGATGAGTT 
GCTAAACTGTCTTCACCCTCAGGGAATAAGAGAAAGTCAACTTAAAGAGAGACTAGAGAA 
GAGGTACCAGGACATTATTCACTCTATTCATCTAGCACGGAAGCCAAATTTGGGTCTAAA 
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ATCTTGTGATGGCAACCAGGAGCTTTTAAACTTCCTTCGTAGTGATCTCATTGAAGTTGC 
AA.CAAGGTTACAAAAAGGAGGACTTGGATATGTGGAAGAAACATCAGAATTTGAAGCCCG 
GGTCATTTCATTAGAGAAATTGAAGGATTTTGGTGAGTGTGTGATTGCCCTTCAGGCCAG 
TGTCATAAAGAAATTTCTCCAAGGCTTCATGGCTCCCAAGCAAAAGAGAAGAAAACTCCA 
AAGTGAAGATTCAGCAAAAACTGAGGAAGTGGATGAAGAGAAGAAAATGGTAGAGGAAGC 
AAAGGTTGCATCTGCACTGGAGAAATGGAAGACAGCAATCCGGGAAGCTCAGACTTTCTC 
CAGGATGCACGTGCTGCTTGGGATGCTTGATGCCTGTATCAAGTGGGATATGTCCGCAGA 
AAATGCTAGGTGCAAAGTTTGTCGAAAGAAAGGTGAGGATGACAAATTGATCTTGTGTGA 
TGAGTGTAATAAAGCCTTCCACCTGTTTTGTCTGAGGCCGGCCCTCTATGAAGTACCAGA 
TGGTGAGTGGCAGTGCCCAGCTTGCCAGCCCGCTACTGCCAGGCGCAACTCCCGTGGCAG 
GAACTATACTGAAGAGTCTGCTTCTGAGGACAGTGAAGATGATGAGAGTGATGAAGAGGA 
GGAGGAGGAAGAAGAGGAGGAGGAGGAAGAAGATTATGAGGTGGCTGGTTTGCGATTGAG 
ACCTCGAAAGACCATCCGGGGCAAGCACAGCGTCATCCCCCCTGCAGCAAGGTCAGGCCG 
GCGCCCGGGTAAGAAGCCACACTCTACCAGGAGGTCTCAGCCCAAGGCACCACCTGTGGA 
TGATGCTGAGGTGGATGAGCTGGTGCTTCAGACCAAGCGGAGCTCCCGGAGGCAAAGCCT 
GGAGCTGCAGAAGTGTGAAGAGATCCTCCACAAGATCGTGAAGTACCGCTTCAGCTGGCC 
CTTCAGGGAGCCTGTGACCAGAGATGAGGCCGAGGACTACTATGATGTGATCACGCACCC 
CATGGACTTTCAGACAGTGCAGAACAAATGTTCCTGTGGGAGCTACCGCTCTGTGCAGGA 
GTTTCTTACTGACATGAAGCAAGTGTTTACCAATGCTGAGGTTTACAACTGCCGTGGCAG 
CCATGTGCTAAGCTGCATGGTGAAGACAGAACAGTGTCTAGTGGCTCTGTTGCATAAACA 
CCTTCCTGGCCACCCATATGTCCGCAGGAAGCGCAAGAAGTTTCCTGATAGGCTTGCTGA 
AGATGAAGGGGACAGTGAGCCAGAGGCCGTTGGACAGTCCAGGGGACGAAGACAGAAGAA 
GTAGAGAGGCAGGGCCGTGGTGACAGTATCAGTGAGTGCCATACAGAATTGTGTATTCAC 
CAGCATCATGAAACAGTTGTGGTCTTTTGAGTTGATCTTGGCAGAGTAAAGGGACGTGTC 
CTGGAGCCATTCCTGAATCTCCCCTTCTTTGTGACAGCTCCTCCCACCCCCCCAAAAAAT 
AAAAAAACCA.CAAAAAACAAAAAAACAAAACTAAGGCACTTCACTTAGAGACTGGAGTCC 
TGCTTATAATCATGCATATAACCTTTACTTTGATGGATCTGGCCAGAGGGGTGTTGGAGC 
CCAGCCCACCCACATACCAGTCAAGCTCTTAGGGGAGCAGAAGAAAAGCAGGAAGAATTT 
AAATGTTTAATTTTTTTTTTAAATTGACTTTTCTAGTTATTAAAAGTTGCTTGTTTCAGC 
AGTGATATTGTATAAAGAACATCTTGTAAGATACTCCTGACATCTTGCTTTAGCACATGT 
ACAGTACAGTTTCTATGATAATGTGTTTGCTCTAACTTCCCTGGCTTCTCCTTCAGCCCA 
TCCACTCTCCTCTAGAGCAGTTGGGTTGGAGGCTCATTGAGGCAAGCAGCAACATTGGAG 
GGGGAGCAGGGCAGTGCTGTGTCTGCTGCCTCCCATGCCCGTTCTGACCTCAGCCTTGGA 
ACTCCTCAAGAACCTGAAGAAGAGCGGCAGAGAAGCTCTGAGAGCCCCTTCCCCCACAAC 
AAATCTAGCTCTAGTTGTTATATTTAGGCAAAACTTTGTAGTCTTCTTTCCCTTTTATGA 
TGGATTTTGATAAAAGTACAAAACAGGGTTTTTCTTTTTTATCACCTTTGAATTTGGAAA 
TTTTGAGCACCCAAGCTCTTCTGTACCTATTTAAAGTCCACCAAGGGGACTGCAGCTCCT 
AGAACATGAGAATCAAGCCTCTTAATTTTAAACTGCGGAATGTGGCCTCTGCTTCCTCCG 
TCCTCCTGCCCAAGGACGACGAGGATTGCTCCAGGGCTGCTGGGTAGTTTACCGTCCCTT 
CTATAGGCATGGAGTTGGCACTGACATCACAGCTTCATAACCCCACCACCGCCAGCTTCC 
CCTGCCTCCTACATCCAGTCTGTTCTTGTTCATAGTGAGAATCCTGTGTTCCCACTTCAG 

CATTAAAGGGTGAACTTGTAATAAATTGGAATTTCAAATAAACCTCATGTACTTGTGTTT 
ATAAAGAAGAAACCA 

Gene 43 9. >ENST00000055077 cDNA sequence 

GGTGGCGGGAAGAGGAGGCGCGAGAATGGAGGTGGAGGCCGTCTGTGGTGGCGCGGGCGA 

GGTGGAGGCCCAGGACTCTGACCCTGCCCCTGCCTTCAGCAAGGCCCCCGGCAGCGCCGG 

CCACTACGAACTGCCGTGGGTTGAAAAATATAGGCCAGTAAAGCTGAATGAAATTGTCGG. 

GAATGAAGACACCGTGAGCAGGCTAGAGGTCTTTGCAAGGGAAGGAAATGTGCCCAACAT 

CATCATTGCGGGCCCTCCAGGAACCGGCAAGACCACAAGCATTCTGTGCTTGGCCCGGGC 

CCTGCTGGGCCCAGCACTCAAAGATGCCATGTTGGAACTCAATGCTTCAAATGACAGGGG 

CATTGACGTTGTGAGGAATAAAATTAAAATGTTTGCTCAACAAAAAGTCACTCTTCCCAA 

AGGCCGACATAAGATCATCATTCTGGATGAAGCAGACAGCATGACCGACGGAGCCCAGCA 

AGCCTTGAGGAGAACCATGGAAATCTACTCTAAAACCACTCGCTTCGCCCTTGCTTGTAA 
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TGCTTCGGATAAGATCATCGAGCCCATTCAGTCCCGCTGTGCAGTCCTCCGGTACACAAA 
GCTGACCGACGCCCAGATCCTCACCAGGCTGATGAATGTTATCGAGAAGGAGAGGGTACC 
CTACACTGATGACGGCCTAGAAGCCATCATCTTCACGGCCCAGGGAGACATGAGGCAGGC 
GCTGAACAACCTGCAGTCCACCTTCTCAGGATTTGGCTTCATTAACAGTGAGAACGTGTT 
CAAGGTCTGTGACGAGCCCCACCCACTGCTGGTAAAGGAGATGATCCAGCACTGTGTGAA 
TGCCAACATTGACGAAGCCTACAAGATTCTTGCTCACTTGTGGCATCTGGGCTACTCACC 
AGAAGATATCATTGGCAACATCTTTCGAGTGTGTAAAACTTTCCAAATGGCAGAATACCT 
GAAACTGGAGTTTATCAAGGAAATTGGATACACTCACATGAAAATAGCGGAAGGAGTGAA 
CTCTCTTTTGCAGATGGCAGGCCTCCTGGCAAGGCTGTGTCAGAAGACAATGGCCCCGGT 
GGCCAGTTAGAGCAGAGACTTCACTGACTGACTTACAGGTGCCCTATTCTGAGGTACAGG 
AGCCGCGGCTTTCTGATGGGGGAAAATGCCGCCTTAGGCTGGAGCCAACATGACTGTCCT 
TTAAACTCCAGTGGCTGGCCAGGCACGGTAGCTCACGCCTGTAATCCCAACACTTTGGGA 
GGCCGAGGCAGGTGGATCACCTGAGGTCAGAAGTTCAAGACCAGCCTGGCCAACATGGGG 
AAACCCTGTCTTTACTAAAAATATAAAAATTAGCTGGGTGTGGTGGCGGGCACCTGTAAT 
CCCAGCTACTCGGGAGGCTGTGGCAGGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCA 
GTGAGCCAAGATCACACCATTGCACTCCAGCCTGGGCGACAGAGTCTCCATCTGGGGAAA 
AAAATTAAATAAATAAACTCCCGTGACTTGCATGTTTGCTTCTGGGACGTCTGTGCCCCG 
CAAGTGTTTGAGTTTGGCCTCCACCCCATTGATGCGGTGACGGGGCGGAAAGGCGCAGAG 
AAGCTGAGGGCGGTCTCTGATCTGTGTGTGGGTTGACATTTTAGCTAATAAAGCCTTGCA 
GTGTTTGTTGGC 

Gene 440. >ENST00000275627 cDNA sequence 

CGAGAATGGAGGTGGAGGCCGTCTGTGGTGGCGCGGGCGAGGTGGAGGCCCAGGACTCTG 

ACCCTGCCCCTGCCTTCAGCAAGGCCCCCGGCAGCGCCGGCCACTACGAACTGCCGTGGG 

TTGAAAAATATAGGCCAGTAAAGCTGAATGAAATTGTCGGGAATGAAGACACCGTGAGCA 

GGCTAGAGGTCTTTGCAAGGGAAGGAAATGTGCCCAACATCATCATTGCGGGCCCTCCAG 

GAACCGGCAAGACCACAAGCATTCTGTGCTTGGCCCGGGCCCTGCTGGGCCCAGCACTCA 

AAGATGCCATGTTGGAACTCAATGCTTCAAATGACAGCATGACCGACGGAGCCCAGCAAG 

CCTTGAGGAGAACCATGGAAATCTACTCTAAAACCACTCGCTTCGCCCTTGCTTGTAATG 

CTTCGGATAAGATCATCGAGCCCATTCAGTCCCGCTGTGCAGTCCTCCGGTACACAAAGC 

TGACCGACGCCCAGATCCTCACCAGGCTGATGAATGTTATCGAGAAGGAGAGGGTACCCT 

ACACTGATGACGGCCTAGAAGCCATCATCTTCACGGCCCAGGGAGACATGAGGCAGGCGC 

TGAACAACCTGCAGTCCACCTTCTCAGGATTTGGCTTCATTAACAGTGAGAACGTGTTCA 

AGGTCTGTGACGAGCCCCACCCACTGCTGGTAAAGGAGATGATCCAGCACTGTGTGAATG 

CCAACATTGACGAAGCCTACAAGATTCTTGCTCACTTGTGGCATCTGGGCTACTCACCAG 

AAGATATCATTGGCAACATCTTTCGAGTGTGTAAAACTTTCCAAATGGCAGAATACCTGA 

AACTGGAGTTTATCAAGGAAATTGGATACACTCACATGAAAATAGCGGAAGGAGTGAACT 

CTCTTTTGCAGATGGCAGGCCTCCTGGCAAGGCTGTGTCAGAAGACAATGGCCCCGGTGG 

CCAGTTAGAGCAGAGACTTCACTGACTGACTTACAGGTGCCCTATTCTGAGGTACAGGAG 

CCGCGGCTTTCTGATGGGGGAAAATGCCGCCTTAGGCTGGAGCCAACATGACTGTCCTTT 

AAACTCCAGTGGCTGGCCAGGCACGGTAGCTCACGCCTGTAATCCCAACACTTTGGGAGG 

CCGAGGCAGGTGGATCACCTGAGGTCAGAAGTTCAAGACCAGCCTGGCCAACATGGGGAA 

ACCCTGTCTTTACTAAAAATATAAAAATTAGCTGGGTGTGGTGGCGGGCACCTGTAATCC 

CAGCTACTCGGGAGGCTGTGGCAGGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGT 

GAGCCAAGATCACACCATTGCACTCCAGCCTGGGCGACAGAGTCTCCATCTGGGGAAAAA 

AATTAAATAAATAAACTCCCGTGACTTGC 

Gene 441. >ENST00000309368 cDNA sequence 

ATTATCTTGCTCCCTGTCTATTGGAGTGTATCTCTCTTCCTCTCTGTGTGACTTTTTGTG 
TTTATGTGTGTGTTTAGTGTGTGTCCATATTTTCCTGTTCTCTTGTGTCTCTCTGCTGTG 
TCTCTCTCTTTTTCTTTCTGTTTTTTGAGACGGAGTCTCCCTCTGTCACCCAGGCTGGAG 
TGCAGTGGTGCGATCTCGGCTCACTGCAACCTCTGCTTCTGAGGTTCAAACGATTCTCCT 
GCCTCAGCCTCCCGAGTAGCTGGAATTACAGACACATGCCACCATGCCCAGCTAATTTTG 
TATTTTTAATAGAGACGGGGTTTCACCATTGATCCACCCGCCTCGGCCTCCCAAAGTTTT 
TGGATTACAGGTGTGAGCCACCTCGCCCGGTCCTATCTCTCTTTCTTCTCTTTCTCCCTC 
TCACTTTGTTTCTCTTCTCTCTCTCTCTCCCGCCTCCTTCCCCCGTCTCCCCTCCCTTCC 
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CCCCACCGCCCTCTTCATAGCTGAGCCTGTCCGGCAGTGCGGCGGATGTACGGATGATTC 

AGTGGCTGGCAGGAAGCCCGCCCTGCCCGCCCGCCAGTGTCAGTGGTGTTGGCATCAGCT 

TGGGCAGGTGTGCGGGCTCAGGATGGGGCGGCCGTGGTGAGGAACCCTGGACTCTCAGCA 

TCACAAGAGGCAACACCAGGAGCCAACATGAGCTCGGGGACTGAACTGCTGTGGCCCGGA 

GCAGCGCTGCTGGTGCTGTTGGGGGTGGCAGCCAGTCTGTGTGTGCGCTGCTCACGCCCA 

GGTGCAAAGAGGTCAGAGAAAATCTACCAGCAGAGAAGTCTGCGTGAGGACCAACAGAGC 

TTTACGGGGTCCCGGACCTACTCCTTGGTCGGGCAGGCATGGCCAGGACCCCTGGCGGAC 

ATGGCACCCACAAGGAAGGACAAGCTGTTGCAACCCCAGCCTGGAGGATCCAGCATCTTC 

CAGGTACCAGAACTTCAGCAAAGGAAGCAGACACGGGTCGGAGGAAGCCTACATAGACCC 

CATTGCCATGGAGTATTACAACTGGGGGCGGTTCTCGAAGCCCCCAGAAGAGCCGATGAT 

GATGCCAATTCCTACGAGAATGTGCTCATTTGCAAGCAGAAAACCACAGAGACAGGTGCC 

CAGCAGGAGGGCATAGGTGGCCTCTGCAGAGGGGACCTCAGCCTGTCACTGGCCCTGAAG 

ACTGGCCCCACTTCTGGTCTCTGTCCCTCTGCCTCCCCGGAAGAAGATGAGGAATCTGAG 

GATTATCAGAACTCAGCATCCATCCATCAGTGGCGCGAGTCCAGGAAGGTCATGGGGCAA 

CTCCAGAGAGAAGCATCCCCTGGCCCGGGGAAGCCCAGACGAGGAGGACGGGGAACCGGA 

TTACGTGAATGGGGAGGTGGCAGCCACAGAAGCCTAGGGCAGACCAAGAAGAAAGGAGCC 

AAGGCAAAGAGGGACCACTGTGCTCATGGACCCATCGCTGCCTTCCAAGGACCATTTCCC 

AGAGCTACTCAACTTTTAAGCCCCTGCCATGGTTGCTCCTGGAAGGAGAACCAGCCACCC 

TGAGGACCACCTGGCCATGCGTGCACAGCCTGGGAAAAGACAGTTACTCACGGGAGCTGC 

AGGCCCGTCACCAAGCCCTCTCCCGACCCAGGCTTTGTGGGGCAGGCACCTGGTACCAAG 

GGTAACCCGGCTCCTGGTATGGACGGATGCGCAGGATTTAGGATAAGCTGTCACCCAGTC 

CCCATAACAAAACCACTGTCCAACACTGGTATCTGTGTTCTTTTGTGCTATGAATTTGGA 

TTCCTAATTGCTATTGTTGGTTGCTGGGGTTTTAAATGATTGATAAGCTTGTACAGTTAA 

CTTATAGAGGGGGAGCCATATTTAACATTCTGGATTTCAGAGTAGAGATTTCTGTGTTGT 

CTCCTAGAAAGCATTACATGTAGTTTATTTCAGCATCCTTGTTGGGTGGGGCCCTGGCTC 

TCTTCCCCTTTGGTGGGACCTCCCCTTTCTTTGGGCTTCAGTTCACTCAGGAAGAAATGA 

GGCTGTCGCCATCTTTATGTGCTTCCAGTGGAAATGTCACTTGCTACAGACAATAGTGCA 

TGAGAGTCTAGAGAAGTAGTGACCAGAACAGGGCAGAGTAGGTCCCCTCCATGGCCCTGA 

ATCCTCCTCTGCTCCAGGGCTGGCCTCTGCAGAGCTGATTAAACAGTGTTGTGACTGTCT 

CATGGGAAGAGCTGGGGCCCAGAGGGACCTTGAGTCAGAAATGTTGCCAGAAAAAGTATC 

TCCTCCAACCAAAACATCTCAATAAAACCATTTTAGTTG 

Gene 442. >ENST00000315652 cDNA sequence 

CAGTGCGGCGGATGTACGGATGATTCAGTGGCTGGCAGGAAGCCCGCCCTGCCCGCCCGC 
CAGTGTCAGTGGTGTTGGCATCAGCTTGGGCAGGTGTGCGGGCTCAGGATGGGGCGGCCG 
TGGTGAGGAACCCTGGACTCTCAGGCATCACAAGAGGCAACACCAGGAGCCAACATGAGC 
TCGGGGACTGAACTGCTGTGGCCCGGAGCAGCGCTGCTGGTGCTGTTGGGGGTGGCAGCC 
AGTCTGTGTGTGCGCTGCTCACGCCCAGGTGCAAAGAGGTCAGAGAAAATCTACCAGCAG 
AGAAGTCTGCGTGAGGACCAACAGAGCTTTACGGGGTCCCGGACCTACTCCTTGGTCGGG 
CAGGCATGGCCAGGACCCCTGGCGGACATGGCACCCACAAGGAAGGACAAGCTGTTGCAA 
TTCTACCCCAGCCTGGAGGATCCAGCATCTTCCAGGTACCAGAACTTCAGCAAAGGAAGC 
AGACACGGGTCGGAGGAAGCCTACATATGATGATGCCAATTCCTACGAGAATGTGCTCAT 
TTGCAAGCAGAAAACCACAGAGACAGGTGCCCAGCAGGAGGGCATAGGTGGCCTCTGCAG 
AGGGGACCTCAGCCTGTCACTGGCCCTGAAGACTGGCCCCACTTCTGGTCTCTGTCCCTC 
TGCCTCCCCGGAAGAAGATGAGGAATCTGAGGATTATCAGAACTCAGCATCCATCCATCA 
GTGGCGCGAGTCCAGGAAGGTCATGGGGCAACTCCAGAGAGAAGCATCCCCTGGCCCGGT 
GGGAAGCCCAGACGAGGAGGACGGGGAACCGGATTACGTGAATGGGGAGGTGGCAGCCAC 
AGAAGCCTAGGGCAGACCAAGAAGAAAGGGAGCCAAGGCAAAGAGGGACCACTGTGCTCA 
TGGACCCATCGCTGCCTTCCAAGGACCATTTCCCAGAGCTACTCAACTTTTAAGCCCCTG 
CCATGGTTGCTCCTGGAAGGAGAACCAGCCACCCTGAGGACCACCTGGCCATGCGTGCAC 
AGCCTGGGAAAAGACAGTTACTCACGGGAGCTGCAGGCCCGTCACCAAGCCCTCTCCCGA 
CCCAGGCTTTGTGGGGCAGGCACCTGGTACCAAGGGTAACCCGGCTCCTGGTATGGACGG 
ATGCGCAGGATTTAGGATAAGCTGTCACCCAGTCCCCATAACAAAACCACTGTCCAACAC 
TGGTATCTGTGTTCTTTTGTGCTATGAATTTGGATTCCTAATTGCTATTGTTGGTTGCTG 
GGGTTTTAAATGATTGATAAGCTTGTACAGTTAACTTATAGAGGGGGAGCCATATTTAAC 
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ATTCTGGATTTCAGAGTAGAGATTTCTGTGTTGTCTCCTAGAAAGCATTACATGTAGTTT 
ATTTCAGCATCCTTGTTGGGTGGGGCCCTGGCTCTCTTCCCCTTTGGTGGGACCTCCCCT 
TTCTTTGGGCTTCAGTTCACTCAGGAAGAAATGAGGCTGTCGCCATCTTTATGTGCTTCC 
AGTGGAAATGTCACTTGCTACAGACAATAGTGCATGAGAGTCTAGAGAAGTAGTGACCAG 
AACAGGGCAGAGTAGGTCCCCTCCATGGCCCTGAATCCTCCTCTGCTCCAGGGCTGGCCT 
CTGCAGAGCTGATTAAACAGTGTTGTGACTGTCTCATGGGAAGAGCTGGGGCCCAGAGGG 
ACCTTGAGTCAGAAATGTTGCCAGAAAAAGTATCTCCTCCAACCAAAACATCTCAATAAA 
ACCATTTTAGTTG 

Gene 443. >ENST00000005180 cDNA sequence 

AGGGCCGTCTCAGTCTCATAAAAGGGGATCAGGCAGGAGGAGTTTGGGAGAAACCTGAGA 

AGGGCCTGATTTGCAGCATCATGATGGGCCTCTCCTTGGCCTCTGCTGTGCTCCTGGCCT 

CCCTCCTGAGTCTCCACCTTGGAACTGCCACACGTGGGAGTGACATATCCAAGACCTGCT 

GCTTCCAATACAGCCACAAGCCCCTTCCCTGGACCTGGGTGCGAAGCTATGAATTCACCA 

GTAACAGCTGCTCCCAGCGGGCTGTGATATTCACTACCAAAAGAGGCAAGAAAGTCTGTA 

CCCATCCAAGGAAAAAATGGGTGCAAAAATACATTTCTTTACTGAAAACTCCGAAACAAT 

TGTGACTCAGCTGAATTTTCATCCGAGGACGCTTGGACCCCGCTCTTGGCTCTGCAGCCC 

TCTGGGGAGCCTGCGGAATCTTTTCTGAAGGCTACATGGACCCGCTGGGGAGGAGAGGGT 

GTTTCCTCCCAGAGTTACTTTAATAAAGGTTGTTCATAGAGTTGACTTGTTCAT 

Gene 444. >ENST00000292535 cDNA sequence 

CCGCGGCGCCGGGACAGCCCCGGGACTCTGCCAGGTGGATGTTGTGCGTAGCCGGAGCCA 
GGTTGAAGAGAGAACTCGATGCCACCGCAACGGTATTGGCGAACCGGCAGGATGAAAGTG 
AGCAGTCCAGAAAGCGGCTTATCGAACAGAGCCGGGAGTTCAAGAAGAACACTCCAGAGG 
ATTTGCGCAAGCAGGTAGCGCCGCTGCTGAAGAGTTTCCAAGGAGAGATTGATGCACTGA 
GTAAAAGAAGCAAGGAAGCTGAAGCAGCTTTCTTGAATGTCTACAAAAGATTGATTGACG 
TCCCAGATCCCGTACCAGCTTTGGATCTCGGACAGCAACTCCAGCTCAAAGTGCAGCGCC 
TGCACGATATTGAAACAGAGAACCAGAAACTTAGGGAAACTCTGGAAGAATACAACAAGG 
AATTTGCTGAAGTGAAAAATCAAGAGGTTACGATAAAAGCACTTAAAGAGAAAATCCGAG 
AATATGAACAGACACTGAAGAACCAAGCCGAAACCATAGCTCTTGAGAAGGAACAGAAGT 
TACAGAATGACTTTGCAGAAAAGGAGAGAAAGCTGCAGGAGACACAGATGTCCACCACCT 
CAAAGCTGGAGGAAGCTGAGCATAAGGTTCAGAGCCTACAAACAGCCCTGGAAAAAACTC 
GAACAGAATTATTTGACCTGAAAACCAAATACGATGAAGAAACTACTGCAAAGGCCGACG 
AGATTGAAATGATCATGACGGACCTTGAAAGGGCAAACCAGAGGGCAGAGGTGGCTCAGA 
GAGAGGCGGAGACCTTAAGGGAACAGCTCTCATCGGCCAATCACTCCCTCCAGCTGGCCT 
CACAGATCCAGAAGGCACCAGACGTGGAGCAGGCCATAGAGGTGCTGACCCGCTCCAGCC 
TAGAAGTTGAGTTGGCCGCCAAGGAGCGGGAGATCGCACAGCTGGTGGAGGACGTGCAGA 
GACTCCAGGCCAGCCTCACCAAGCTGCGGGAGAATTCGGCCAGCCAGATCTCACAGCTTG 
AGCAGCAGCTGAGCGCCAAAAACAGCACACTCAAACAACTGGAAGAAAAACTCAAAGGCC 
AGGCTGACTATGAAGAGGTGAAGAAAGAGCTGAACATTCTGAAGTCCATGGAGTTTGCAC 
CGTCCGAGGGCGCTGGGACACAGGATGCGGCCAAGCCCCTGGAGGTGCTGTTGCTGGAGA 
AGAACCGCTCGCTGCAGTCCGAGAACGCCGCGCTGCGCATCTCCAACAGCGACCTGAGCG 
GGTCAGCCAGGAGGAAAGGGAAAGACCAGCCTGAAAGTCGGCGCCCGGGATCTTTGCCGG 
CCCCCCCTCCTTCTCAGTTGCCCCGCAACCCGGGGGAGCAGGCTTCCAATACTAATGGTA 
CACACCAGTTCTCACCAGCGGGGTTAAGTCAAGACTTTTTCAGCTCATCCCTGGCAAGCC 
CCAGCCTACCCCTGGCTTCTACAGGAAAATTTGCACTAAACTCTCTTCTCCAGCGGCAGC 
TAATGCAGTCCTTCTACTCCAAGGCTATGCAGGAAGCCGGAAGCACAAGCATGATTTTTT 
CAACAGGTCCATACAGCACAAACTCCATATCTTCCCAAAGTCCATTACAACAAAGCCCAG 
ATGTCAATGGCATGGCCCCATCCCCCAGCCAGTCAGAAAGTGCTGGGAGCGTCTCCGAGG 
GCGAGGAGATGGACACTGCAGAAATCGCCCGGCAGGTCAAAGAGCAGCTGATTAAGCACA 
ATATCGGACAACGTATTTTCGGACATTATGTGTTGGGACTGTCTCAAGGGTCCGTGAGCG 
AGATTCTGGCCCGGCCCAAGCCATGGAATAAACTGACTGTTCGTGGCAAGGAGCCATTTC 
ACAAGATGAAACAGTTCCTCTCCGATGAGCAGAACATCCTGGCCCTCCGTAGCATCCAAG 
GCAGACAAAGAGAGAATCCAGGCCAGAGCCTGAACAGACTATTTCAGGAAGTACCGAAAC 
GAAGAAATGGGTCTGAAGGTAACATCACCACCCGGATCCGAGCCTCGGAGACTGGCTCTG 
ATGAAGCCATCAAGTCCATCCTAGAGCAAGCCAAGAGGGAGCTCCAAGTGCAGAAAACTG 
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CAGAGCCGGCCCAGCCTTCCTCCGCATCCGGCAGCGGGAACTCTGATGACGCCATCCGCT 
CCATCCTGCAGCAAGCCCGCCGGGAGATGGAGGCCCAGCAGGCTGCCCTCGACCCTGCCT 
TAAAGCAGGCACCACTGTCCCAGAGTGACATCACCATCCTCACCCCCAAGCTTCTGTCCA 
CCTCGCCCATGCCCACCGTGTCCAGCTACCCACCTCTCGCCATCTCCCTGAAGAAGCCCT 
CCGCAGCTCCTGAGGCCGGTGCCTCTGCTCTGCCGAACCCCCCGGCCCTCAAAAAGGAGG 
CCCAGGACGCCCCCGGGCTGGACCCCCAGGGAGCAGCCGATTGTGCACAAGGGGTCCTGA 
GACAGGTGAAAAATGAGGTGGGCCGCAGCGGTGCCTGGAAGGACCACTGGTGGAGCGCGG 
TGCAGCCGGAGAGAAGAAATGCCGCCTCCTCCGAGGAGGCCAAGGCCGAAGAAACGGGCG 
GCGGGAAAGAGAAGGGCAGCGGTGGCAGCGGAGGTGGCAGCCAGCCTCGGGCCGAGCGCA 
GTCAGCTCCAGGGACCCTCGTCGTCAGAGTACTGGAAGGAGTGGCCCAGCGCTGAGTCCC 
CATACTCCCAGAGCTCAGAGCTGAGTCTGACCGGGGCCAGCCGCAGCGAGACACCACAGA 
ACAGCCCCCTGCCATCCTCCCCGATCGTGCCCATGTCCAAGCCCACCAAGCCCTCGGTCC 
CCCCGCTGACCCCCGAGCAGTACGAGGTCTACATGTACCAGGAGGTGGACACCATCGAGC 
TCACCCGGCAGGTTAAGGAAAAGCTGGCCAAGAACGGCATCTGCCAGAGAATCTTCGGGG 
AGAAGGTGCTGGGCCTGTCCCAGGGCAGCGTCAGCGACATGCTGTCCCGACCGAAGCCAT 
GGAGCAAGCTGACGCAGAAAGGCCGAGAACCCTTCATCCGGATGCAGCTCTGGCTGAACG 
GCGAGCTAGGCCAGGGTGTTCTACCCGTCCAGGGCCAGCAGCAAGGGCCAGTCCTCCACT 
CCGTGACATCGCTCCAGGACCCGCTGCAGCAGGGCTGTGTGAGCTCAGAAAGCACTCCAA 
AGACCTCCGCCAGCTGCAGCCCTGCCCCTGAGTCCCCGATGAGTTCCAGTGAGTCGGTGA 
AGAGCCTGACCGAGCTGGTCCAGCAGCCCTGTCCCCCCATCGAGGCGAGCAAGGACAGCA 
AGCCACCAGAGCCCAGTGACCCGCCAGCATCCGACTCCCAGCCCACAACCCCGCTGCCTC 
TCTCCGGACACTCGGCCCTCAGCATCCAAGAATTAGTAGCCATGTCCCCGGAGCTGGACA 
CCTACGGCATAACCAAGCGGGTGAAGGAGGTGCTGACGGACAACAACCTCGGCCAGCGCT 
TATTTGGGGAGACCATCTTAGGGCTCACCCAAGGCTCTGTCTCTGACCTCCTTGCCCGCC 
CCAAACCCTGGCATAAGCTCAGTCTGAAAGGACGAGAGCCCTTCGTCCGGATGCAGCTGT 
GGCTGAACGACCCCAACAATGTGGAGAAGCTGATGGACATGAAACGGATGGAGAAGAAAG 
CCTACATGAAGCGGCGGCACAGCTCAGTCAGTGACAGCCAGCCCTGCGAACCGCCCTCTG 
TCGGCACCGAGTACAGCCAGGGCGCCAGCCCCCAGCCCCAGCACCAGCTGAAGAAACCCC 
GGGTGGTGCTGGCTCCGGAGGAGAAGGAGGCGCTGAAACGAGCGTATCAGCAAAAGCCAT 
ACCCGTCACCAAAAACCATCGAAGACCTCGCCACCCAGCTCAACCTGAAAACCAGCACCG 
TCATCAACTGGTTCCACAACTACAGGTCTCGGATCCGCAGAGAACTGTTCATTGAGGAAA 
TTCAGGCCGGGAGTCAGGGCCAGGCGGGCGCCAGCGACTCACCCTCGGCCCGCAGCGGCC 
GGGCGGCGCCCAGCTCGGAGGGCGACAGCTGCGACGGCGTGGAGGCCACTGAGGGCCCAG 
GCAGCGCCGACACCGAGGAGCCCAAGTCTCAGGGAGAGGCCGAGCGGGAGGAGGTGCCGC 
GGCCGGCGGAGCAGACGGAGCCGCCGCCCTCGGGGACCCCGGGCCCGGACGACGCCCGCG 
ACGACGACCACGAGGGAGGCCCCGTGGAAGGCCCGGGGCCCCTGCCCAGCCCCGCCTCCG 
CGACCGCCACCGCCGCGCCCGCGGCCCCCGAGGACGCCGCTACCTCAGCCGCCGCCGCGC 
CGGGGGAGGGCCCCGCGGCCCCGAGCTCCGCGCCGCCGCCCAGCAACAGCAGCAGCAGCA 
GCGCCCCCCGCAGGCCCAGCTCGCTGCAGAGCCTTTTCGGCCTCCCCGAGGCCGCGGGCG 
CCCGGGACTCGCGCGACAACCCCCTGCGCAAGAAGAAGGCCGCGAACTTGAACAGCATCA 
TCCACCGCCTGGAGAAGGCCGCCAGCCGGGAGGAACCTATCGAATGGGAGTTCTGAGGGG 
CCGCGGCCCTGGGGCGGGCAGCCAGGCTGGGCCGCAAGGGCCTGGACGGGGTCGGACGGG 
GCAGGCGCTGCGGACACCGTGGCCTGGGCTTGGCCCGCGGCCTGCACCGACCCCGGGCCG 
GACCTGAGCCCGCAGCCCAGACCCCCTCCACGGTCCGCGGCCTGCACCGACCCGAGGCCC 
AGATCCAAGGCCGCGGCCCAGACCCACTCTGCGGCCCGGGCCGACCCTGCGGCCTCCACC 
AACCCCGCGGCCCAGACCCAGCCCGCGGCCTGGACCCCTGGACCGCTTTGCGCACTTACC 
GCCCTGCGGGCCACAGGGCAAAATCGCCATAGGCCAAGGTGCATATAGAAAACAAAGGAG 
CATTAAGCCCAATCTATGTCGTGTTTTCAAGGAAGAAAACGGAAATGTGTGGTCGAGCTT 
TTTTGTACCCTGAAGTGTTTTTTTTATTGCCCTAAGTGATTTCCACAGGTTCTGGAATAA 
CTCTTACAGCTTTGCCTTGTGTCCTCCTGTTCCGTGTGGGCTTTAAAAGAAAAAAAATCA 
AACCCACATATTAAAAGGGGGCTTTTTATCTGCCATCTAATGGCTTCAGAGCGATAATAC 
ACTATTATCTTCTTAAACCAGGAAAAAATAAAAGGGGGGGTGGGATTTTTCAGAAAAATT 
AAAAAAGAAAGTTTTTGTAGCTGTTCAGTTGCCACTAAGAGATTGCACAGTCAAAACGAC 
TCTAAACACACTAGTTTGGATTCCTAAATATTTTCAAGAAAAGAATCTTCTCGTTTGAAA 
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CTTTGAATTAAAATAAAACACATTTACTCCACAT 

Gene 445. >ENST00000292538 cDNA sequence 

CGTCTCAATATGTCTCAAGATGGCGGCCAATGTGGGATCGATGTTTCAATATTGGAAGCG 

CTTTGATTTACAGCAGCTGCAGAGAGAACTCGATGCCACCGCAACGGTATTGGCGAACCG 

GCAGGATGAAAGTGAGCAGTCCAGAAAGCGGCTTATCGAACAGAGCCGGGAGTTCAAGAA 

GAACACTCCAGAGGATTTGCGCAAGCAGGTAGCGCCGCTGCTGAAGAGTTTCCAAGGAGA 

GATTGATGCACTGAGTAAAAGAAGCAAGGAAGCTGAAGCAGCTTTCTTGAATGTCTACAA 

AAGATTGATTGACGTCCCAGATCCCGTACCAGCTTTGGATCTCGGACAGCAACTCCAGCT 

CAAAGTGCAGCGCCTGCACGATATTGAAACAGAGAACCAGAAACTTAGGGAAACTCTGGA 

AGAATACAACAAGGAATTTGCTGAAGTGAAAAATCAAGAGGTTACGATAAAAGCACTTAA 

AGAGAAAATCCGAGAATATGAACAGACACTGAAGAACCAAGCCGAAACCATAGCTCTTGA 

GAAGGAACAGAAGTTACAGAATGACTTTGCAGAAAAGGAGAGAAAGCTGCAGGAGACACA 

GATGTCCACCACCTCAAAGCTGGAGGAAGCTGAGCATAAGGTTCAGAGCCTACAAACAGC 

CCTGGAAAAAACTCGAACAGAATTATTTGACCTGAAAACCAAATACGATGAAGAAACTAC 

TGCAAAGGCCGACGAGATTGAAATGATCATGACGGACCTTGAAAGGGCAAACCAGAGGGC 

AGAGGTGGCTCAGAGAGAGGCGGAGACCTTAAGGGAACAGCTCTCATCGGCCAATCACTC 

CCTCCAGCTGGCCTCACAGATCCAGAAGGCACCAGACGTGGAGCAGGCCATAGAGGTGCT 

GACCCGCTCCAGCCTAGAAGTTGAGTTGGCCGCCAAGGAGCGGGAGATCGCACAGCTGGT 

GGAGGACGTGCAGAGACTCCAGGCCAGCCTCACCAAGCTGCGGGAGAATTCGGCCAGCCA 

GATCTCACAGCTTGAGCAGCAGCTGAGCGCCAAAAACAGCACACTCAAACAACTGGAAGA 

AAAACTCAAAGGCCAGGCTGACTATGAAGAGGTGAAGAAAGAGCTGAACATTCTGAAGTC 

CATGGAGTTTGCACCGTCCGAGGGCGCTGGGACACAGGATGCGGCCAAGCCCCTGGAGGT 

GCTGTTGCTGGAGAAGAACCGCTCGCTGCAGTCCGAGAACGCCGCGCTGCGCATCTCCAA 

CAGCGACCTGAGCGGACGCTGTGCAGAGCTGCAAGTCCGTATCACTGAGGCTGTGGCCAC 

AGCCACTGAGCAGAGAGAGCTGATCGCCCGCCTGGAGCAGGACCTGAGCATCATTCAGTC 

CATCCAGCGGCCCGATGCCGAGGGTGCCGCTGAGCACCGCCTGGAGAAGATCCCAGAGCC 

CATCAAAGAGGCCACTGCCCTATTCTACGGACCTGCAGCACCAGCCAGCGGTGCCCTCCC 

AGAGGGCCAGGTGGATTCACTGCTTTCCATCATCTCCAGCCAGAGGGAGCGCTTCCGTGC 

CCGGAACCAGGAGCTTGAGGCCGAGAACCGCCTGGCCCAGCACACCCTCCAGGCCCTGCA 

GAGTGAGCTGGACAGCCTGCGCGCCGACAACATCAAGCTCTTTGAGAAGATCAAGTTCCT 

GCAGAGCTACCCTGGCCGGGGCAGCGGCAGTGATGACACGGAGCTGCGGTACTCGTCCCA 

GTACGAGGAGCGCCTGGACCCCTTCTCCTCCTTCAGCAAGCGGGAGCGGCAGAGGAAGTA 

CCTGAGCTTGAGTCCCTGGGACAAGGCCACCCTCAGCATGGGGCGTCTGGTTCTCTCCAA 

CAAGATGGCGCGCACCATCGGCTTCTTCTACACACTGTTCCTGCACTGCCTGGTCTTCCT 

GGTGCTCTACAAGCTGGCATGGAGCGAGAGCATGGAGAGGGACTGTGCCACCTTCTGCGC 

CAAGAAGTTCGCTGACCACCTGCACAAGTTCCACGAGAATGACAACGGGGCTGCGGCTGG 

TGACTTGTGGCAGTGATACCCCGGGGCCTCCCCCGTGACAGTGACGGCTGCGCCTCCACC 

CCGACTGCTCAGTGCATCTAATCACTTAGACTCCCCTGAAGAATCCCCCATGGAAACTGC 

CCTTATCCGCTGTCCAGCAGCTGCCAGAGGCCCCAGGTCACCTCGGGTCCCCTTGAAAGA 

ATGTCTCGGTCACATCAGGCCCGCTAGGTCCAGAGAGCGAGCCCCCAATGCCCGGCCAGG 

CTAAGCCGCAGAGACCCTCTCAGCCCCCACCTCAGGTTAGGGCTCTGCCCGCAGCCTGAC 

CTCTAGCCCTGGTGGCAGAGGTCCCTCAGCTGCGAGGCTAATTGGGTGACCACCGATTCC 

AGCTGCGGTTAATCCAGCTTGGGCCTGTCTGCACTGCGATCCTCTTGGGCTCTCCTAGGA 

TCCCCCCATGCCCCGTAAGAGGTGGAAGACGCTTCCTTCCAGGACAGCAGGCTTTGAGTC 

CAGCACCCCCAGCCTGCCTTTGCCACCAGCCCCACCCTGCAGAGTATATGAGGCTTGACA 

GAGTCTGCCCCCTCCCCCACTGCACCCCAAGAGAGAGAGCCCCAGCCAGCGGAACAGTTT 

CTATTACCCCCTCCCTGCCCCCAGACCCATGTGATTTCTGCTTTCTTCTTTAGCAAGATA 

TTCTGGTTTCTAGATAAGGAAGAGTCTCTAATGAGCCCCCGAGCCCCAGTCTCTTCAGAC 

TCATGGATTGGTCTGAGGGGTCTGAACGTCTCCTAGCCAATCAGAACTGGCTGTGGACCA 

CCCTAGCACGGCCACCTCTCAGGGCCACTGGCAGGCCTTCCTGAGTTAGATTTGTAGTTG 

CATATTTAGCTTTGCACATTTGAAATAAACCACGGTTGCAGCC 

Gene 446. >ENST00000011473 cDNA sequence 

GAGCGCACGCGTACACGCGTGCGCAGGGGAAGACCGAGTGCCAGGGGCTGAACCGCAGGG 
AAGGGGGCGCGGCGCACGCAGTATGGCGCCCAACATCTACTTGGTTCGCCAGCGGATCAG 
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TCGACTCGGCCAGAGGATGTCCGGCTTCCAGATCAACCTCAACCCGCTCAAGGAGCCACT 
CGGCTTCATCAAGGTCCTCGAGTGGATTGCTTCTATCTTTGCTTTTGCCACCTGTGGAGG 
TTTTAAGGGCCAAACAGAAATTCAAGTGAATTGTCCTCCTGCAGTTACTGAGAATAAAAC 
TGTTACAGCTACTTTTGGTTATCCATTCAGGTTGAATGAGGCATCATTTCAGCCACCTCC 
AGGTGTAAACATATGTGATGTAAATTGGAAAGATTACGTCCTCATAGGCGATTACTCTTC 
TTCTGCACAATTCTATGTTACCTTTGCAGTCTTTGTGTTCCTGTACTGCATTGCTGCCCT 
TCTGCTTTATGTTGGCTACACGAGTCTGTATCTGGATAGTCGTAAACTTCCTATGATAGA 
CTTTGTTGTTACACTTGTTGCCACTTTTTTGTGGTTGGTGAGCACTTCAGCCTGGGCTAA 
AGCTCTGACAGATATTAAAATAGCTACTGGTCACAATATTATTGATGAACTTCCGCCTTG 
TAAGAAGAAAGCAGTACTGTGTTACTTTGGCTCTGTGACCAGTATGGGATCCCTAAATGT 
ATCTGTGATATTTGGCTTTCTAAATATGATACTCTGGGGAGGAAATGCTTGGTTTGTGTA 
CAAGGAGACCAGCCTACACAGTCCATCAAATACATCTGCCCCTCATAGCCAAGGAGGTAT 
TCCACCTCCTACCGGAATATAATTAAAGGGAGAAATACACTGTATGAAGTATATGTTGAT 
ACTATGACATGTTGCCAACACCTTGAGAAGCATTATTTGTTTCTAATAAAAGTAATGGCT 
TTGTCAATATATTGGTGGGTTTAAAACTTTGCTGCTTTTTTACATAAAGCCTGTGCCTTT 
CCTAGAAAGTTAAGATGTAAATGTATTCTCACATGTAAATTTGAAAGTTCAGGGGTCTAT 
TATGAAATGATACACATTTTTAAATGAACCATAATTTTTTTCACTAAGCTGTTTGCCTTC 
CAAAGTGTTTACACCTTAAGCCTTAACATGTATCTTCATTCAGAAAACAGTTATATTGTC 
ATACCATAGTAGGAAGAAAAACCTTTATTTGGAATATACACTACTGTAAGTTTGTACAGA 
TCATATACCTACCACCTGTCTTTGCTTAAAGAGCCTTGATTACATAAATATGTAGGAAAA 

CAAAGACTAGGTGTATATTTTTTTCTGTTTTTCTAAATGACCCGTGGTACTTAATAGGTG 

TACTAAAATTGTGTTGGGAGCAGGGATTTGGAAATTTCTGAGAGATGTGTAGTTAATTTA 

GTAATTCTGTTTCATGAGATATGATCTGTTATGCTAGTGGTTTAATAGGCTTGCTATGTA 

AGTAGAACGTGGCTCAACTAGATATCTTTATATGTATGGGCATTACTCTTAGTGATATTT 

GTTTCCTGTCCTTTGTTGCTCATGCTGTTTAAGTGCAGGCTGAGACCCAGCCTCTTTGTA 

AGTACAGTAAAATAATCCACCGTTTTTTACAGACCCTAGTCAAAGGGTTAAAAAAATTAA 

GATTGCTTTCCATGTTTGAAATTTACCATTGAGAGTCAATGAAGTTGCTATTTTGAGTTT 

AGCATTGATATTGTGAAAATAAGTGCAATTTGGATTTCATGTTTCTTAATATTCATTCTT 

GTTTCACAAATGAATGATTAAGGAATTATGCATCATAAAGGAACCTAAGTGAGGTATATG 

ATGAGTGTATTGTCTTTGCACACACATATAGGTATATTCTGAATACAAGCTTATTCACAT 

TTTGCTTCCTAATCTTTTTGTTGTACAGGGATTCAGGTTTCTTATTCTTACAACATGATT 

GTTTATATGTGAAGCACATCTTGCTGTTGCCTTATTTTTGATGCTTTTATTCATGACAAG 

AATTGTCAATATAAGAATGTATATCTTTTTTGCAACCAATTTAATAAAGGAGTTG 

Gene 447. >ENST00000249377 cDNA sequence 

TATAACGTGAGGGCTGAATGCAGCCCATTCTCTGGAGAACTTCCTCACACACCGCAGCAA 
AGAGAAGACTGAAAGACAAACCTGGGTGCAGCCAGAGAGGTCCAGATAGATGAGCTTGTG 
GCATCCATTCCCCAAGTTCAGCCTAGGGACTCCACGTACCCCAGCTGGGTCTCATTGTTC 
CAGAACTGCATTAGTTAAGATTACCCAGACTTGGATTTCAAAGGAATACTTTCATTGTTC 
CGTCTGTAACACGAAGTAATTGGGGCCAGCTGGATGTCAGGATGCGTGTGGTTACCATTG 
TAATCTTGCTCTGCTTTTGCAAAGCGGCTGAGCTGCGCAAAGCAAGCCCAGGCAGTGTGA 
GAAGCCGAGTGAATCATGGCCGGGCGGGTGGAGGCCGGAGAGGCTCCAACCCGGTCAAAC 
GCTACGCACCAGGCCTCCCGTGTGACGTGTACACATATCTCCATGAGAAATACTTAGATT 
GTCAAGAAAGAAAATTAGTTTATGTGCTGCCTGGTTGGCCTCAGGATTTGCTGCACATGC 
TGCTAGCAAGAAACAAGATCCGCACATTGAAGAACAACATGTTTTCCAAGTTTAAAAAGC 
TGAAAAGCCTGGATCTGCAGCAGAATGAGATCTCTAAAATTGAGAGTGAGGCGTTCTTTG 
GTTTAAACAAACTCACCACCCTCTTACTGCAGCACAACCAGATCAAAGTCTTGACGGAGG 
AAGTGTTCATTTACACACCTCTCTTGAGCTACCTGCGTCTTTATGACAACCCCTGGCACT 
GTACTTGTGAGATAGAAACGCTTATTTCAATGTTGCAGATTCCCAGGAACCGGAATTTGG 
GGAACTACGCCAAGTGTGAAAGTCCACAAGAACAAAAAAATAAAAAACTGCGGCAGATAA 
AATCTGAACAGTTGTGTAATGAAGAAGAAAAGGAACAATTGGACCCGAAACCCCAAGTGT 
CAGGGAGACCCCCAGTCATCAAGCCTGAGGTGGACTCAACTTTTTGCCACAATTATGTGT 
TTCCCATACAAACACTGGACTGCAAAAGGAAAGAGTTGAAAAAAGTGCCAAACAACATCC 
CTCCAGATATTGTTAAACTTGACTTGTCATACAATAAAATCAACCAACTTCGACCCAAGG 
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AATTTGAAGATGTTCATGAGCTGAAGAAATTAAACCTCAGCAGCAATGGCATTGAATTCA 

TCGATCCTGCCGCTTTTTTAGGGCTCACACATTTAGAAGAATTAGATTTATCAAACAACA 

GTCTGCAAAACTTTGACTATGGCGTATTAGAAGACTTGTATTTTTTGAAACTCTTGTGGC 

TCAGAGATAACCCTTGGAGATGTGACTACAACATTCACTACCTCTACTACTGGTTAAAGC 

ACCACTACAATGTCCATTTTAATGGCCTGGAATGCAAAACGCCTGAAGAATACAAAGGAT 

GGTCTGTGGGAAAATATATTAGAAGTTACTATGAAGAATGCCCCAAAGACAAGTTACCAG 

CATATCCTGAGTCATTTGACCAAGACACAGAAGATGATGAATGGGAAAAAAAACATAGAG 

ATCACACCGCAAAGAAGCAAAGCGTAATAATTACTATAGTAGGATAAGGTAGAAATTGTT 

CTGATTGTAATTAGTTTTGTATTTTCTATACTGGTGTTAGAAAACATATGTTTACATTTG 

ATTAACTGTGTTGCCTATTTATGCAGGGTAATCCAGCTAAAGGAAGCTTTCTTTAATTAT 

AAGTATTATTGTGACTATTATAGTAATCAAGAGAATGCTATCATCCTGCTTGCCTGTCCA 

TTTGTGGAACAGCATCTGGTGATATGCAATTCCACACTGGTAACCTGCAGCAGTTGGGTC 

CTAATGATGGCATTAGACTTTCATAATGTCCTGTATAAATGTTTTTACTGCTTTTAGAAA 

ATAAAGAAAAAAAACTTGGTTCATGTTTA 

Gene 448. >ENST00000287126 cDNA sequence 

GCCTGGCTCCCTCTCGCTGAGACACACATACACTCACACATACACAACCCGGCAGGCTCG 
TCTGAACTTGAAGACACCCCACATTCCAAGATGCCCGAGGTTCCTGGGAATGCCTGGGGT 
TCTTCGATCCGGAAAATCCTACCGGCATCCTCCTAGGGAGGGATTATTATTATTATTTTT 
CTTTAATCTGGAAGAGAAGAGAACAAGTTGTGCTTTTCCCCCCTTCTTCTTGCTAAATGC 
CATGGATATAACTGAATAAGCGGCTCAGGGCTTTCCCCGCGTGGACGTCCGAGGCCACCA 
TCTGCCTGCATTCGCCGGAGCCGCCGGAGGGTTTAGCTCGAGTCTGTCTCGGGCGGGGAA 
GGATGCGTGGCCGAGCCGGGGAGCCCGGGCGCCCCGCGGAGCCGGCCTCGGTGCCACCCA 
GCCGGGGGTAGATGCTGCCTCGCCCAGGCGCTGAGTGACCAGACCATGGAGACCCTGCTT 
GGTGGCCTGCTAGCGTTTGGCATGGCGTTTGCCGTGGTCGACGCCTGCCCCAAGTACTGT 
GTCTGCCAGAATCTGTCTGAGTCACTGGGGACCCTGTGCCCCTCCAAGGGGCTGCTCTTT 
GTACCCCCTGATATTGACCGGCGGACAGTGGAGCTGCGCCTGGGCGGCAACTTCATCATC 
CACATCAGCCGCCAGGACTTTGCCAACATGACGGGGCTGGTGGACCTGACCCTGTCCAGG 
AACACCATCAGCCACATCCAGCCCTTTTCCTTTCTGGACCTCGAGAGCCTCCGCTCCCTG 
CATCTTGACAGCAATCGGCTGCCAAGCCTTGGGGAGGACACCCTCCGGGGCCTGGTCAAC 
CTGCAGCACCTTATCGTGAACAACAACCAGCTGGGCGGCATCGCAGATGAGGCTTTTGAG 
GACTTCCTGCTGACATTGGAGGATCTGGACCTCTCCTACAACAACCTCCATGGCCTGCCG 
TGGGACTCCGTGCGACGCATGGTCAACCTCCACCAGCTGAGCCTGGACCACAACCTGCTG 
GATCACATCGCCGAGGGCACCTTTGCAGACCTGCAGAAACTGGCCCGCCTGGATCTCACC 
TCCAATCGGCTGCAGAAGCTGCCCCCTGATCCCATCTTTGCCCGCTCCCAGGCTTCGGCT 
TTGACAGCCACACCCTTTGCCCCACCCTTGTCCTTTAGTTTTGGGGGTAACCCACTTCAC 
TGCAATTGTGAGCTTCTCTGGCTGCGGAGGCTCGAGCGGGACGATGACCTGGAAACCTGT 
GGCTCCCCAGGGGGCCTCAAGGGTCGCTACTTCTGGCATGTGCGTGAGGAGGAGTTTGTG 
TGCGAGCCGCCTCTCATCACCCAGCACACACACAAGTTGCTGGTTCTGGAGGGCCAGGCG 
GCCACACTCAAGTGCAAAGCCATTGGGGACCCCAGCCCCCTTATCCACTGGGTAGCCCCC 
GATGACCGCCTGGTAGGGAACTCCTCAAGGACCGCTGTCTATGACAATGGCACCCTGGAC 
ATCTTCATCACCACATCTCAGGACAGTGGTGCCTTCACCTGCATTGCTGCCAATGCTGCC 
GGAGAGGCCACGGCCATGGTGGAGGTCTCCATCGTCCAGCTGCCACACCTCAGCAACAGC 
ACCAGCCGCACTGCACCCCCCAAGTCCCGCCTCTCAGACATCACTGGCTCCAGCAAGACC 
AGCCGGGGAGGTGGAGGCAGTGGGGGCGGAGAGCCTCCCAAAAGCCCCCCGGAACGGGCT 
GTGCTTGTGTCTGAAGTGACCACCACCTCGGCCCTGGTCAAGTGGTCTGTCAGCAAGTCA 
GCACCCCGGGTGAAGATGTACCAGCTGCAGTACAACTGCTCTGACGATGAGGTACTGATT 
TACAGGATGATCCCAGCCTCCAACAAGGCCTTCGTGGTCAACAACCTGGTGTCAGGGACT 
GGCTACGACTTGTGTGTGCTGGCCATGTGGGATGACACAGCCACGACACTCACGGCCACC 
AACATCGTGGGCTGCGCCCAGTTCTTCACCAAGGCTGACTACCCGCAGTGCCAGTCCATG 
CACAGCCAGATTCTGGGCGGCACCATGATCCTGGTCATCGGGGGCATCATCGTGGCCACG 
CTGCTGGTCTTCATCGTCATCCTCATGGTGCGCTACAAGGTCTGCAACCACGAGGCCCCC 
AGCAAGATGGCAGCGGCCGTGAGCAATGTGTACTCGCAGACCAACGGCGCCCAGCCACCG 
CCTCCAAGCAGCGCACCAGCCGGGGCCCCGCCGCAGGGCCCGCCGAAGGTGGTGGTGCGC 
AACGAGCTCCTGGACTTCACCGCCAGCCTGGCCCGCGCCAGTGACTCCTCTTCCTCCAGC 
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TCCCTGGGCAGTGGGGAGGCTGCGGGGCTGGGACGGGCCCCCTGGAGGATCCCACCCTCC 
GCCCCGCGCCCCAAGCCCAGCCTTGACCGCCTGATGGGGGCCTTCGCCTCCCTGGACCTC 
AAGAGTCAGAGAAAGGAGGAGCTGCTGGACTCCAGGACTCCAGCCGGGAGAGGGGCTGGG 
ACGTCGGCCCGGGGCCACCACTCGGACCGAGAGCCACTGCTGGGGCCCCCTGCGGCCCGG 
GCCAGGAGCCTGCTCCCCTTGCCGTTGGAGGGCAAGGCCAAACGCAGCCACTCCTTCGAC 
ATGGGGGACTTTGCTGCTGCGGCGGCGGGAGGGGTCGTGCCGGGCGGCTACAGTCCTCCT 
CGGAAGGTCTCGAACATCTGGACGAAGCGCAGCCTCTCTGTCAACGGCATGCTCTTGCCC 
TTTGAGGAGAGTGACCTGGTGGGGGCCCGGGGGACTTTTGGCAGCTCCGAATGGGTGATG 
GAGAGCACGGTCTAGGTGGGGGTGGGCATGCTCCCTTTCCTGTGCGCAGGGTGGGAGAAG 
GGGAAAGAATCTCACTGGCAAGTGTTTGTGGAGTTTCCATGGTGATGTTTACATCCAGGG 
ACAGTTTCGTCTCCCTGTCAATGGCCTCGTGTCCCCCCCTACCCCGCAACACCCACATCA 
CCTCCCCACCACCCGGCCGGGGTGTGCTCAGGGAATGTGGACTCGCTCAAATGCCGGACT 
GAGCCCTGAGTGTTTGGAAAGGCGAGACTCCGCCTTTCTAATCACAAATGTAGCCTACAA 
GCAAGCGGCTTTGGATTGCTTATG 

Gene 449. >ENST00000313221 cDNA sequence 

GAATGCGAGAAAGTGAAGTCAAATTCGGACTTGTAGGCGATCAGGGCTGAAGACGCTGAT 
TAGAGAGAAAACAGAGGGTGATGGTGGCTGCACGTGGGGAATGGGTGACATCTCCCAGGG 
GGAATGAGCACAAGGCCCAGATCGGAAACCCCAAACTCAGATTTTAAGGTTTGGACAAGA 
AGTACCTGAGGAGTGGAGGAGTGAGAAAGAAGTGCCAGAGAGCCTGAGGAGGAAAATCAG 
CAGACTGGCATTATGAAGAATGTTGTCAGAAGTAGGGAGTAGGCACTAGTCACCTAAGAT 
AAGGAGCTGGATTCTGCCCAAGGGCACTGTTATGTGGTATACTTGTTACATGTCCTGAGG 
ATCCGCTGAGGTATTTAGAGGGAATGATCATGGTTATAATCAAAAGTGGTCTTCAGAATC 
TTCTTTGATGACTCCGGAATTGATGATAAAAGCCTGTAGCTTTTATACTGGACATTTAGT 
AAAGACTCATTTTTGCACTTGGAGAGACATAGCTCGTACAAATGAAAATGTCGTCCTGGC 
TGAAAAAATGAACAGAGCAGTGACATGCTACAATTTCAGACTTCAAAAA.TCTGTATTTCA 
TCACTGGCACTCTTATATGGAAGACCAGAAAGAAAAACTTAAAAATATTCTATTGCGGAT 
ACAACAGATCATCTATTGTCACAAGCTAACCATTATCCTAACAAAATGGCGGAATACAGC 
AAGACATAAGAGTAAAAAGAAAGAAGATGAGCTGATATTAAAACATGAACTTCAATTGAA 
AAAATGGAAAAATAGGTTAATACTCAAAAGAGCTGCTGCAGAAGAATCCAATTTTCCTGA 
ACGAAGTTCTTCTGAAGTCTTTCTTGTAGATGAGACTCTAAAATGTGACATTTCACTGTT 
ACCTGAAAGAGCAATATTACAGATTTTCTTCTACCTCAGTTTAAAAGATGTGATAATATG 
TGGTCAAGTTAATCATGCCTGGATGTTGATGACACAACTAAACTCACTGTGGAATGCTAT 
TGATTTTTCCTCAGTGAAAAATGTGATTCCAGATAAATATATAGTGTCTACTTTGCAAAG 
GTGGCGTTTAAATGTGCTGCGTTTGAATTTTCGTGGTTGTCTTCTCCGACCCAAAACTTT 
CAGATCTGTCAGCCACTGTAGGAACTTGCAAGAGTTGAATGTCTCTGACTGCCCAACATT 
CACAGATGAATCAATGAGACACATTTCTGAGGGCTGCCCGGGGGTCCTGTGTCTCAATCT 
GTCTAACACAACTATCACCAACAGGACGATGCGACTCCTGCCGAGGCACTTCCACAACTT 
ACAGAATCTTAGTTTGGCTTATTGCAGACGGTTCACAGACAAAGGCTTACAGTACCTGAA 
CTTGGGGAATGGATGCCACAAGCTCATCTATCTGGACCTCTCTGGCTGCACCCAGATTTC 
AGTCCAAGGCTTCAGGTACATTGCAAACAGCTGCACTGGAATTATGCATCTTACCATTAA 
TGACATGCCAACTCTGACGGACAACTGTGTAAAAGTAGGTATTGAAAAATGCTCTCGTAT 
TACATCGCTGGTTTTCACTGGTGCACCGCATATCTCCGATTGTACTTTCAGAGCTCTTTC 
TGCTTGTAAACTCAGAAAGATCCGATTTGAAGGAAATAAAAGGGTTACTGATGCATCCTT 
CAAATTTATAGACAAGAATTATCCAAATCTCAGTCACATTTATATGGCTGACTGCAAGGG 
AATAACAGACAGCAGCCTCAGATCCCTTTCACCTTTGAAGCAACTGACTGTGTTGAATTT 
GGCAAATTGTGTAAGAATTGGTGATATGGGACTAAAGCAATTTCTTGATGGTCCTGCAAG 
CATGAGGATAAGAGAGCTAAATTTAAGCAACTGTGTGCGGCTAAGTGATGCCTCTGTTAT 
GAAACTATCTGAGCGCTGCCCTAATTTAAACTACTTGAGTTTACGAAATTGTGAACATTT 
GACTGCCCAAGGAATTGGATATATTGTAAACATCTTTTCCTTGGTATCAATAGATCTCTC 
TGGAACAGACATCTCTAATGAGGGTTTGAATGTGCTTTCCAGACATAAAAAATTGAAGGA 
ACTTTCTGTATCTGAATGTTATAGAATCACTGATGATGGAATTCAGGCATTCTGCAAAAG 
CTCACTGATCTTGGAACATTTGGATGTCTCTTATTGCTCCCAGCTGTCAGATATGATTAT 
CAAAGCACTGGCCATTTACTGCATTAACCTCACATCTCTCAGCATTGCTGGCTGTCCAAA 
GATTACTGACTCAGCAATGGAGATGTTATCGGCAAAATGCCATTACCTGCACATTTTGGA 
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TATCTCTGGTTGTGTCTTGCTTACTGACCAAATCCTTGAGGACCTTCAGATAGGCTGCAA 

ACAACTCCGGATCCTTAAGATGCAATACTGCACAAATATTTCCAAGAAGGCAGCTCAAAG 

AATGTCATCTAAAGTTCAGCAGCAGGAATACAACACTAATGACCCTCCACGTTGGTTTGG 

CTATGATAGGGAAGGAAACCCTGTTACAGAGCTTGACAACATAACATCATCTAAAGGAGC 

CTTAGAATTAACAGTGAAAAAGTCAACATACAGCAGTGAAGACCAAGCAGCGTGACCTTC 

AGCCTCAAGCAGGAAGAACAAAAAATCAAGAACTTGGCAAGTTTTCTCCATTTGTTGCAA 

GTATGTTTACTAGCTGAATCTCAATAACAATGTAAACAAGCAAC 

Gene 450. >ENST00000313196 cDNA sequence 

GCCCGGCCCCTAGTCCCAGCGCGGGGAGGGTACTATCGCAGCTTCTCCGTCAGGCCTTGG 

GCCATGGCCTCGCTACGCAATGCCAACCCGAGGCTGAAGAACTACTTCAAGGAGAACTAC 

ATTCCTCAGGTCTGCGAGGCACTGTTATGTGGTATACTTGTTACATGTCCTGAGGATCCG 

CTGAGGTATTTAGAGGGAATGATCATGGTTATAATCAAAAGTGGTCTTCAGAATCTTCTT 

TGATGACTCCGGAATTGATGATAAAAGCCTGTAGCTTTTATACTGGACATTTAGTAAAGA 

CTCATTTTTGCACTTGGAGAGACATAGCTCGTACAAATGAAAATGTCGTCCTGGCTGAAA 

AAATGAACAGAGCAGTGACATGCTACAATTTCAGACTTCAAAAATCTGTATTTCATCACT 

GGCACTCTTATATGGAAGACCAGAAAGAAAAACTTAAAAATATTCTATTGCGGATACAAC 

AGATCATCTATTGTCACAAGCTAACCATTATCCTAACAAAATGGCGGAATACAGCAAGAC 

ATAAGAGTAAAAAGAAAGAAGATGAGCTGATATTAAAACATGAACTTCAATTGAAAAAAT 

GGAAAAATAGGTTAATACTCAAAAGAGCTGCTGCAGAAGAATCCAATTTTCCTGAACGAA 

GTTCTTCTGAAGTCTTTCTTGTAGATGAGACTCTAAAATGTGACATTTCACTGTTACCTG 

AAAGAGCAATATTACAGATTTTCTTCTACCTCAGTTTAAAAGATGTGATAATATGTGGTC 

AAGTTAATCATGCCTGGATGTTGATGACACAACTAAACTCACTGTGGAATGCTATTGATT 

TTTCCTCAGTGAAAAATGTGATTCCAGATAAATATATAGTGTCTACTTTGCAAAGGTGGC 

GTTTAAATGTGCTGCGTTTGAATTTTCGTGGTTGTCTTCTCCGACCCAAAACTTTCAGAT 

CTGTCAACAGCAGCCTCAGATCCCTTTCACCTTTGAAGCAACTGACTGTGTTGAATTTGG 

CAAATTGTGTAAGAATTGGTGATATGGGACTAAAGCAATTTCTTGATGGTCCTGCAAGCA 

TGAGGATAAGAGAGCTAAATTTAAGCAACTGTGTGCGGCTAAGTGATGCCTCTGTTATGA 

AACTATCTGAGCGCTGCCCTAATTTAAACTACTTGAGTTTACGAAATTGTGAACATTTGA 

CTGCCCAAGGAATTGGATATATTGTAAACATCTTTTCCTTGGTATCAATAGATCTCTCTG 

GAACAGACATCTCTAATGAGGGTTTGAATGTGCTTTCCAGACATAAAAAATTGAAGGAAC 

TTTCTGTATCTGAATGTTATAGAATCACTGATGATGGAATTCAGGCATTCTGCAAAAGCT 

CACTGATCTTGGAACATTTGGATGTCTCTTATTGCTCCCAGCTGTCAGATATGATTATCA 

AAGCACTGGCCATTTACTGCATTAACCTCACATCTCTCAGCATTGCTGGCTGTCCAAAGA 

TTACTGACTCAGCAATGGAGATGTTATCGGCAAAATGCCATTACCTGCACATTTTGGATA 

TCTCTGGTTGTGTCTTGCTTACTGACCAAATCCTTGAGGACCTTCAGATAGGCTGCAAAC 

AACTCCGGATCCTTAAGATGCAATACTGCACAAATATTTCCAAGAAGGCAGCTCAAAGAA 

TGTCATCTAAAGTTCAGCAGCAGGAATACAACACTAATGACCCTCCACGTTGGTTTGGCT 

ATGATAGGGAAGGAAACCCTGTTACAGAGCTTGACAACATAACATCATCTAAAGGAGCCT 

TAGAATTAACAGTGAAAAAGTCAACATACAGCAGTGAAGACCAAGCAGCGTGACCTTCAG 

CCTCAAGCAGGAAGAACAAAAAATCAAGAACTTGGCAAGTTTTCTCCATTTGTTGCAAGT 

ATGTTTACTAGCTGAATCTCAATAACAATGTAAACAAGC 

Gene 451. >ENST00000323915 cDNA sequence 

TCAGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGATG 
GAGTGGTGGGACAAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCT 
GAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGA 
CGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGAT 
CCTGTCATTAAAAGATTCCTGGCCTGGGACAAAGGTCTGAGGGTGTCGGACAAGTATCTC 
CTGGCTATGGTCATAGTGTATCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAATGCAT 
TCATTTCTTCCTGGCTCTGTG 

Gene 452. >ENST00000275580 cDNA sequence 

CGCTTCCTGCGCCTCTTCAGGTCACCGCTTGCTCTAGTTCCCAGGCTTTGGCCTCTAGTG 
GATGAGAATCACCGAGTCTGCGGGGCTGGACGCTGACCGCCCGGGCCAGCACCTAGGCGG 
GCGGGAGCTGTGCGGCCCAGGGTTCGCGCGGGCCGGGTAGAGGCTCGAGCCGGGACCCCC 
GAGCGTGAACCCCGGAGCCAGCGGCGCTGGGGCCAGAGGGGCCAGGCGGGAGGTGGTGGC 
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GGAGGCGAAGGGGCGACGGGACCTGGGCCTGGCCCGTGTGTGTCCTCGGCGGCCTGGCGC 

CGGCCGTCGCTGTACGGTGAGCCCCAGGGAGGCGGATCTGGGCCCCGAGAAGGACACCCG 

CCTGGATTTGCCCCGTCCGGCCCGGGCCCCTCGGGAGCAGAACAGCCTTGGTGAGGTGGA 

CGGGAGGGGACTTCGCGAGCAGACGCGCGCGCCAGCGACAGCACCGCCCCGGCCTCTCGG 

GAGCCGTGGGGCAGAGGCTGCAGAGCCCCAGGAGGGTCTATCAGCCACAGTCTCTGCAAG 

TTTCCAAGAGCAGCAGAAAATGAACACATTGCAGGGGCCAGTGTCATTCAAAGATGTGGC 

TGTGGATTTCACCCAGGAGGAGTGGTGGCAACTGGACCCTGATGAGAAGATAACATACGG 

GGATGTGATGTTGGAGAACTACAGCCATCTAGTTTCCCTGGTCCTTCTTCTTTTCCCATT 

AACAAGATATGATATCACCAAGCCAAACGTCATCATTAAGTTGGAGCAGGGAGAGGAGCT 

GTGGATAACGGGAGGTGAATTTCCATGTCAACATAGTCCAGAACCTGCTAAGGCCATCAA 

ACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAG 

CACTGCGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGATCT 

AAAGCTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGA 

AGAAGAAAACTTCGAAGGCTTAATCTCTTTCAGCTCTGAAACATCACACATCTAA 

Gene 453. >ENST00000323689 cDNA sequence 

TGCATCCTTGGAGAGAGCTGAGAGCTCGAGGTACAGAACCTGCTAAGGCCATCAAACCTA 
TTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTG 
CGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGGATCTAAAG 
CTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAA 
GAAAACTTCGAAGGCTTAAGTAAGGTCACCATTTCTACCTGCCACGTATCGGCGAAGGTT 
GGGACTCAACTGGTGTTTTTGATCACGATGGGAAAATCATCCAGAAAACCCCCTACCCCC 
ACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGCCATA 
AGGAATTTCAAAGGAATATTAAGAAGTACAGAACCTGCTAAGGCCATCAAACCTATTGAT 
CGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTGCGGTG 
AAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGATCTAAAGCTTAAG 
GACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAAC 
TTCGAAGGCTTAACTCTGAAACATCACACATCTAAGATTCAAGAGTTTGCCGACCTAACT 
CGGGTTGAAACTTTTGGCTTTCGGGGGAAAGCTCTGAGCTCACTTTGTGCACTGAGTGAT 
GTCACCATTTCTACCTGCCACGTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCAC 
GATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTG 
AAGCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAG 
AAACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCA 
GCCATGCTTCCTGTACAGCCTGCAAAACTGACTCCTAGAAGTACCCCACCCCACCCCTGC 
TCCTTGGAGGACAACGTGATCACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCT 
AGATGA 

Gene 454. >ENST00000306533 cDNA sequence 

GAGAGCTGAGAGCTCGAGGTGAGCTGGGCTCGCGGTCGCCCCTCTCGCTCGCCCTCTTTG 

AGAACCACGGCTTCCGACCTCCCTGGAAATGGGGGGAACATGGCCGAGGCGCGTGGGAGG 

CCGCCTCGTGGAGGCCCCGGAGCGGCATCCTCAGCGCCCCAGCGATCCGGTGCCCATTAG 

AACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGC 

CGGTGGTACTGAGTCTAAGCACTGCGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTG 

GTGCCACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAG 

GCAATGGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAATCTCTTTCAGCTCTGAAA 

CATCACACATCTAAGATTCAAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTT 

CGGGGGAAAGCTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCAC 

GTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAA 

ACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTA 

CCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGGTAC 

Gene 455. >ENST00000335315 cDNA sequence 

ATGCCCGGCAGACCCCTACCGACGGCGGCATTCCATTCTGGGGCCACGAGGAGGCACTCA 
TCGTTTCGTTCCAACCGCCGCCAACGGCCCTGGCCCTCGCGAGCTCTGGAACTACAGAGG 
TCGCACGGTGAGTTGCCAGGTGTGGCCCGTAATCGGAGCGCACAAAACATGATGGGACAC 
GTAACGGGACCACACAGGGCACATTGGGCACTTGCAGGGGCGCGAGGTGGCGGCACGTAA 
Gene 456. >ENST00000257622 cDNA sequence 
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GGAGATCTGAAGCCGAGCAACTTGCCCAAGTCCTTCTTCTTTTCCCATTAACAAGATATG 
AT AT CAC CAAGC CAAACGTCAT CATT AAGTTGGAGCAGGGAGAGGAGCTGTGGATAACGG 
GAGGTGAATTTC CATGT CAACAT AGT CCAGGGATTGTGGGACTTTAC CAAAT CGGTTTGT 
AATAACACCTAGAAGACGCTATCCGATCCATCAGGCCCAGTATTCCTGTCTGGGGGTACT 
TCCCACCGTGTGCTGGAATGGTTATCACAAGAAGGCTGTGCTGTCCCCTCGCAACTCCAG 
GATGGTGTGTAGCCCAGTGACTGTGAGGATCGCCCCTCCTGACAGAAGATTTTCGCGTTC 
TGCGATACCAGAGCAGATAATCAGCTCAACACTGTCCTCACCATCAAGTAACGCCCCAGA 
CCCATGTGCAAAGGAGACAGTACTGAGTGCCCTCAAAGAGAAGGAGAAGAAAAGGACAGT 
GGAGGAAGAAGACCAAATATTCCTTGATGGCCAGGAAAATAAAAGAAGGCGCCATGATAG 
CAGTGGCAGTGGACATTCAGCATTTGAGCCCCTGGTGGCCAATGGAGTCCCCGCTTCTTT 
TGTGCCTAAGCCTGGGTCTCTGAAGAGAGGCCTCAATTCTCAGAGCTCAGATGACCACTT 
GAATAAGAGATCCCGAAGCTCTTCCATGAGCTCCTTGACAGGCGCTTACGCAAGTGGCAT 
CCCTAGCTCCAGCCGCAATGCCATTACCAGTTCCTACAGCTCCACTCGAGGCATCTCACA 
GCTCTGGAAGAGAAATGGCCCCAGTTCATCACCCTTCTCTAGCCCAGCCTCCTCCCGCTC 
CCAGACACCGGAGAGGCCAGCAAAGAAAATAAGAGAAGAGGAGCTGTGTCATCATTCCAG 
TTCTTCAACTCCATTGGCAGCAGACAGGGAGTCCCAGGGAGAAAAGGCTGCAGATACAAC 
CCCAAGGAAGAAACAAAACTCGAATTCTCAGTCTACACCTGGCAGCTCTGGGCAGCGTAA 
GCGGAAAGTTCAGCTGCTGCCTTCTCGGCGAGGGGAACAGCTGACCTTGCCTCCACCTCC 
CCAGCTTGGCTATTCGATCACTGCCGAGGACCTAGACTTAGAGAAGAAGGCTTCATTACA 
GTGGTTCAACCAGGCCTTGGAGGACAAGAGCGATGCTGCCTCGAACTCTGTCACTGAGAC 
CCCACCTATCACTCAGCCTTCATTTACCTTTACCCTGCCTGCTGCTGCACCTGCCTCCCC 
ACCCACCTCCCTCCTGGCCCCAAGCACCAACCCACTGTTAGAGAGCTTGAAGAAGATGCA 
GACTCCCCCGAGCCTGCCACCCTGCCCAGAATCTGCTGGAGCAGCAACCACTGAGGCCCT 
CTCACCTCCAAAGACACCCAGCCTCCTACCCCCGCTGGGTTTATCACAGTCAGGGCCGCC 
AGGGCTGCTCCCCAGCCCCTCCTTTGACTCCAAACCCCCGACCACTTTGCTGGGGCTGAT 
CCCTGCTCCATCCATGGTACCAGCCACTGACACCAAGGCACCTCCAACCCTTCAGGCAGA 
GACGGCTACCAAACCCCAAGCCACATCTGCCCCGTCCCCCGCCCCCAAGCAAAGCTTCCT 
GTTTGGAACACAGAACACCTCACCTTCCAGCCCTGCCGCCCCTGCTGCATCTTCAGCACC 
TCCCATGTTCAAGCCCATTTTCACGGCTCCACCCAAGAGTGAGAAGGAAGGCCCCACACC 
GCCTGGCCCTTCAGTCACAGCCACAGCGCCCTCCAGCTCCTCCCTCCCCACGACCACCAG 
CACCACAGCCCCGACCTTCCAGCCTGTCTTTAGCAGCATGGGGCCACCTGCATCTGTGCC 
CTTGCCTGCTCCCTTCTTCAAGCAGACAACTACTCCCGCCACTGCTCCCACCACAACTGC 
CCCGCTCTTCACTGGCCTGGCCAGCGCCACCTCTGCTGTGGCTCCCATCACCTCTGCCAG 
TCCATCCACAGACTCTGCTTCGAAGCCTGCGTTTGGCTTTGGCATAAACAGTGTGAGCAG 
CAGCAGTGTGAGTACCACGACCAGCACCGCCACTGCCGCCTCACAGCCTTTCCTCTTCGG 
GGCGCCCCAGGCCTCTGCTGCCAGCTTCACCCCGGCCATGGGCTCCATATTCCAGTTTGG 
CAAACCTCCTGCCTTGCCCACAACCACCACAGTCACCACCTTCAGCCAGTCCCTGCACAC 
TGCCGTGCCAACGGCCACCAGCAGCAGCGCTGCCGACTTTAGTGGTTTTGGCAGCACCCT 
CGCCACCTCCGCCCCGGCCACCAGCAGCCAGCCCACTCTGACGTTCAGTAACACGAGCAC 
CCCCACGTTCAACATTCCCTTTGGCTCAAGCGCCAAGTCCCCGCTCCCATCATATCCGGG 
AGCCAACCCCCAGCCCGCATTTGGGGCCGCTGAGGGGCAGCCACCGGGGGCCGCCAAGCC 
GGCCCTTGCCCCCAGCTTTGGCAGCTCTTTCACTTTTGGAAACTCTGCAGCCCCGGCTGC 
TGCACCCACACCTGCACCTCCGTCCATGATCAAGGTCGTGCCTGCGTACGTGCCTACGCC 
CATCCATCCTATCTTTGGCGGTGCCACGCACTCGGCGTTTGGGTTGAAAGCCACGGCTTC 
GGCCTTCGGCGCTCCCGCCAGCTCACAGCCCGCCTTTGGCGGCTCCACTGCTGTCTTCTT 
CGGTGCAGCCACCAGCTCCGGCTTTGGAGCCACCACCCAGACCGCCAGCAGCGGGAGCAG 
CAGCTCGGTGTTTGGCAGCACAACACCATCACCCTTCACGTTTGGGGGTTCGGCAGCCCC 
CGCTGGCAGTGGGAGCTTTGGGATCAATGTGGCCACCCCAGGCTCCAGCACCACCACCGG 
AGCTTTCAGCTTTGGAGCAGGACAGAGTGGGAGCACAGCCACCTCCACCCCCTTCGCAGG 
GGGCTTAGGTCAGAACGCCCTGGGCACCACCGGCCAGAGCACACCGTTTGCCTTCAACGT 
GAGCAGCACAACTGAGAGCAAACCTGTGTTTGGAGGCACCGCCACCCCCACCTTTGGTCT 
GAACACCCCTGCGCCTGGAGTGGGCACATCAGGCAGCAGCCTCTCCTTTGGGGCATCCTC 
AGCACCCGCCCAAGGCTTTGTTGGTGTTGCACCTTTCGGATCGGCGGCCCTTTCATTTTC 
CATTGGTGCGGGATCCAAGACCCCAGGGGCTCGACAGCGACTGCAGGCCCGAAGGCAGCA 
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CACCCGCAAAAAGTAGCCTTTGTCCCCTGTCCCTGTTCCCCCCACCCCTTCCCTAAATCT 

GGACCTTGGCACCTGCTAGGAAGAGCCTTGGACCCTTCCAGTTGCGTAAAGCAAACCTAC 

CCCGGATCTCTGGCTTCAGCCGCCAGGGGGCAGTGGCAGCCCTGGGGCCCTTTCCCTTCT 

GGAGGAAGCACAAGCCTCAGGGAAGGGGAAGCAGGATGCGGAGGGCCAAAGCCCGGGACC 

TCTACTTGAACAGTTCTACTGGGGAGGCTGGAGAACTAAGGAAACACCTGTACATAGTGT 

CCGCTGCCCTGACTCCCGCTTAGCACACCCTTAGGCAGGCGCCCCTTCCACCTTTCCCCG 

AGACCGTCGTCGCTGGAGGGGGCAGGGTCCAGCCCGCCTGGATCGGTGGTGTGCACCTGA 

TGGGATTTGGGAAATGGGCTATCCGTAAAGCTTTATCTTGCTTGGCTTAGCTGTGAGAAG 

TGGTTCTCTTCCTCTGGTCCCTTCTGGGGACTCTGTTTCCCCATTTCTTGCTGCTGTGTC 

CCTCACCAGTTCCTTGCAGGATTCCTTCGTTTTTAAATGCCCTTGAATCTAGCTTTGCCT 

TGGAGACCCCAGTGGGTGCTGCTCCTGCCGTTTTCTTCCTGCCAAGCCTGAATCAATGTT 

TCATCTCCAACCCTCTGCCAGTTTGGCCCCTCAGAGCTTGGTGGCTCAAGACTGTTAGCC 

TGGCAGAGCCAGGGGTGAAGGGAGAAGCTCTTGGAGCAGGCAGGATGCCCACCGCTGCTT 

CAGCTGCCTCCTCGCCCAGCTACCCTTTGGCCCCATTGGGCCCTCGTCTGCCTCTCCAGG 

ATTGTATGTTTCAAGCCTTGTCCTGTGTTCCTTTGTCTGACGCTCTGTGTATTGCTCTTT 

GAATCGAGTTTGGAGGAAGAGTTGAGTTGTATGAGTGGCGGCATGTTGGTAGTGCCGGAC 

TTCCTGTTTCAAGTTTTCTGGGGCCTCGCTAATTGAATGTGGAAAGTAGCACCACTTGAC 

GGCTACAAGTGCCGACTCCTGAATTTTCCCATGGTGTTCTGACTTCAAGGGCTGGCAGCC 

AGGGAGAATGGGCCCAGGGGAAGCAAAGACCTCTTCCCTCTGCCGTTTCTGTCCCACTTA 

ACTGACCTCACTGGAGGCTACATCACCCAAAGTAGATGTTAGAAAACCTAAATTAATGAA 

CCATATTTTTAAAATCCTATTTTTCCCAAACAGGGCCCTCTGCAGCCCATCCTTTCCTTC 

CGTCCTTCTGAAACCACATACCCCAGGCCCAAGCGCCTTGCTGCCACGCCCAACCTCTTT 

GGGAGAAGTATGAATGCGTGTGTCTAAATT 

Gene 457. >ENST00000285805 cDNA sequence 

GAGCATGATGGGGCATGTGCGGGAGCGCCAGGCGGGGCATGTAACCAGAGCGTGCGGGGC 

ATGATGGGGCACGGACATGGGGGGTTAGGTGGGGCACGTAATTGGAGCTCGCGGGGCAGG 

ATGGGGCATCTAACTGGAGCGACAGAGAGCACGATGGGGCACTTACAGGGGCCGGAGGCT 

GGCCCGGGCAGTGAGTGTGGATGGCTTGGCAGGTGAGCCTGCTGGAGCTGGAGGACTGGC 

TTCAGTGTCCCATCTGCCTGGAGGTCTTCAAGGAGTCCCTAATGCTACAGTGCGGCCACT 

CCTACTGCAAGGGCTGCCTGGTTTCCCTGTCCTACCACCTGGACACCAAGGTGCGCTGCC 

CCATGTGCTGGCAGGTGGTGGACGGCAGCAGCTCCTTGCCCAACGTCTCCCTGGCCTGGG 

TGATCGAAGCCCTGAGGCTCCCTGGGGACCCGGAGCCCAAGGTCTGCGTGCACCACCGGA 

ACCCGCTCAGCCTTTTCTGCGAGAAGGACCAGGAGCTCATCTGTGGCCTCTGCGGTCTGC 

TGGGCTCCCACCAACACCACCCGGTCACGCCCGTCTCCACCGTCTGCAGCCGCATGAAGG 

AGGAGCTCGCAGCCCTCTTCTCTGAGCTGAAGCAGGAGCAGAAGAAGGTGGATGAGCTCA 

TCGCCAAACTGGTGAAAAACCGGACCCGAATCGTCAATGAGTCGGATGTCTTCAGCTGGG 

TGATCCGCCGCGAGTTCCAGGAGCTGCGCCACCCGGTGGACGAGGAGAAGGCCCGCTGCC 

TGGAGGGGATAGGGGGTCACACCCGTGGCCTGGTGGCCTCCCTGGACATGCAGCTGGAGC 

AGGCCCAGGGAACCCGGGAGCGGCTGGCCCAAGCCGAGTGTGTGCTGGAACAGTTCGGAA 

ATGAGGACCACCATGAGTTCATCTGGAAGTTCCACTCCATGGCCTCCAGGTAATAACCTT 

GGAGAGAGCTCAGCCAGGGTCTGGTGGCTGCGGGCACGGGCATCTCAGCTCCACTGGTTC 

CTCCATTCAGCTTAACCAGCGCCTCCCAAGCAGCTGCCTATAGCTGGCTCTATAACTGAG 

CCTGGGGAAGATAGAGGAAAGTCACGTCCCTGCCTTCAAGGGTCTCGCAGACAGGTGGGG 

AGGCAGATGGTGAACTGTGGGTACCTAGAACAGCAGAAGTTCACTCAAGCTACAGAAATA 

CTAGAGGAGGGTAGCTCATGCCTGCAATCCCAGTACTTTGGGAGGCCAAGGCAGGAGTAT 

TGCTGGAGGCCGGGAGTTCGAGACCAGCCTGGCCAATGTAGTAACACCCCCGTCTCTACA 

AAAAATACAAAAATAAAAAAATTAGTTGGG 

Gene 458. >ENST00000222857 cDNA sequence 

GCGCTTTGCGACAGAGCCGTAAAGGCGCGCGGGAACATGGGGCTGTACGCTGCGGTGGCA 
GGCGTGCTGGCCGGCGTGGAGAGCCGCCAGGGCTCTATCAAGGGGCTGGTGTACTCCAGC 
AACTTCCAGAACGTGAAGCAGCTGTACGCGCTGGTGTGCGAAACGCAGCGCTACTCCGCC 
GTGCTGGATGCCGTGATCTCCAGCGCCGGCCTCCTCAGTGCGAAGAAGCTGCAGCCGCAC 
CTGGCCAAGGTGCTAGTGTATGAGTTGTTGGGAAAGGGCTTTCGAGGGGGTGGGGGCCAA 
TGGAAGGCTCTGTTGGGACGGCACCAGGCGAGGTGTTGAGTTGGCTCGGCTCAAGGTTCT 
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TCGGGGTGTGAGCTGGCATGAGGACCTGTTGGAAGTGGGATCCAGGCCTGGTCCAGCCTC 

CCAGCTGCCTCGATTTGTGCGTGTGAACACTCTCAAGACCTGCTCCGTTTATGTAGTTAT 

TTCAAGAGACAAGGTTTCTCCTATCAGGGTCGGGCTTCCAGCCTCGATGACTTACGAGCC 

CTCAAGGGGAAGCATTTTCTCCTGGACCCCTTGATGCCGGAGCTGCTGGTGTTTCCCGCC 

CAGACAGATCTGCATGAACACCCACTGTACCGGGCCGGACACCTCATTCTGCAGGACAGG 

GCCAGCTGTCTCCCAGCCATGCTGCTGGACCCCCGCCAGGCTCCCATGTCATGGATGCCT 

GTGCCACCCCAGGCAATAAAGACCAGTCACTTGGCTGCTCTTCTGAAGAACCAAGGGAAG 

ATCTTTGCCTTTGACCTGGATGCCAGGCGGCTGGCATCCATGGCCACGCTGCTGGCCTGG 

GCTGGCGTCTCCTGCTGTGAGCTGGCTGAGGAGGACTTCCTGGCGGTCTCCCCCTTAGAT 

CCGCGCTATCGTGAGGTCCACTATGTCCTGCTGGATCCTTCCTGCAGTGGCTCGGGTATG 

CCGAGCAGACAGCTGGAGGAGCCCGGGGCAGGGACACCTAGCCCGGTGCGTCTGCATGCC 

CTGGCAGGGTTCCAGCAGCGAGCCCTGTGCCACGCGCTCACTTTCCCTTCCCTGCAGCGG 

CTCGTCTACTCCATGTGCTCCCTCTGCCAGGAGGAGAATGAAGACATGGTACAAGATGCG 

CTGCAGCAGAACCCGGGCGCCTTCAGGCTAGCTCCCGCCCTGCCTGCCCGGCCCCACCGA 

GGCCTGAGCACGTTCCCGGGTGCCGAGCACTGCCTCCGGGCTTCCCCCAAGACCACGCTT 

AGCGGTGGCTTCTTCGTTGCTGTAATTGAACGGGTCGAGATGCCGACCTCAGCCTCACAG 

GCCAAAGCATCAGCACCAGAACGCACACCCAGCCCAGCCCCAAAGAGAAAGAAGAGAGCA 

AAAAGCTGCAGCCGGTGCTTGCACACCGCCTTGCACATAGCAGAGGCTCCGGGCTCACTC 

CTTCCTGGTGGGAAAGGAAGATGCCTGTCCTCTCCGTGGAAGACCCTGGGCCCTCACCGC 

AGGCAGCAGTTTGCGTTTTGAAAGGTTATTGGGTCCCTTCCTCGGGCTGTGTTCTTGCTG 

GTGAGCAAAAGTGTTGCCTGCAGAAATAAAATGCAGAACGTACTCT 

Gene 459. >ENST00000330999 cDNA sequence 

GCGCTTTGCGACAGAGCCGTAAAGGCGCGCGGGAACATGGGGCTGTACGCTGCGGTGGCA 

GGCGTGCTGGCCGGCGTGGAGAGCCGCCAGGGCTCTATCAAGGGGCTGGTGTACTCCAGC 

AACTTCCAGAACGTGAAGCAGCTGTACGCGCTGGTGTGCX3AAACGCAGCGCTACTCCGCC 

GTGCTGGATGCCGTGATCTCCAGCGCCGGCCTCCTCAGTGCGAAGAAGCTGCAGCCGCAC 

CTGGCCAAGGTGCTAGTGTATGAGTTGTTGGGAAAGGGCTTTCGAGGGGGTGGGGGCCAA 

TGGAAGGCTCTGTTGGGACGGCACCAGGCGAGGTGTTGAGTTGGCTCGGCTCAAGGTTCT 

TCGGGGTGTGAGCTGGCATGAGGACCTGTTGGAAGTGGGATCCAGGCCTGGTCCAGCCTC 

CCAGCTGCCTCGATTTGTGCGTGTGAACACTCTCAAGACCTGCTCCGTTTATGTAGTTAT 

TTCAAGAGACAAGGTTTCTCCTATCAGGGTCGGGCTTCCAGCCTCGATGACTTACGAGCC 

CTCAAGGGGAAGCATTTTCTCCTGGACCCCTTGATGCCGGAGCTGCTGGTGTTTCCCGCC 

CAGACAGATCTGCATGAACACCCACTGTACCGGGCCGGACACCTCATTCTGCAGGACAGG 

GCCAGCTGTCTCCCAGCCATGCTGCTGGACCCCCGCCAGGCTCCCATGTCATGGATGCCT 

GTGCCACCCCAGGCAATAAAGACCAGTCACTTGGCTGCTCTTCTGAAGAACCAAGGGAAG 

ATCTTTGCCTTTGACCTGGATGCCAGGCGGCTGGCATCCATGGCCACGCTGCTGGCCTGG 

GCTGGCGTCTCCTGCTGTGAGCTGGCTGAGGAGGACTTCCTGGCGGTCTCCCCCTTAGAT 

CCGCGCTATCGTGAGGTCCACTATGTCCTGCTGGATCCTTCCTGCAGTGGCTCGGGTATG 

CCGAGCAGACAGCTGGAGGAGCCCGGGGCAGGGACACCTAGCCCGCGGCTCGTCTACTCC 

ATGTGCTCCCTCTGCCAGGAGGAGAATGAAGACATGGTACAAGATGCGCTGCAGCAGAAC 

CCGGGCGCCTTCAGGCTAGCTCCCGCCCTGCCTGCCCGGCCCCACCGAGGCCTGAGCACG 

TTCCCGGGTGCCGAGCACTGCCTCCGGGCTTCCCCCAAGACCACGCTTAGCGGTGGCTTC 

TTCGTTGCTGTAATTGAACGGGTCGAGATGCCGACCTCAGCCTCACAGGCCAAAGCATCA 

GCACCAGAACGCACACCCAGCCCAGCCCCAAAGAGAAAGAAGAGAGCAAAAAGCTGCAGC 

CGGTGCTTGCACACCGCCTTGCACATAGCAGAGGCTCCGGGCTCACTCCTTCCTGGTGGG 

AAAGGAAGATGCCTGTCCTCTCCGTGGAAGACCCTGGGCCCTCACCGCAGGCAGCAGTTT 

GCGTTTTGAAAGGTTATTGGGTCCCTTCCTCGGGCTGTGTTCTTGCTGGTGAGCAAAAGT 

GTTGCCTGCAGAAATAAAATGCAGAACGTACTCT 

Gene 460. >ENST00000329896 cDNA sequence 

GCCCAAGCAAAGCAGGATTTCGTTCAGCACTACTCCCAGATCGTTAGGGTGCTGACTGAG 
GATGAGATGGGGCACCCAGAGACAGGAGATGCTACTGCCCGGCTCAAGGAGGTCCTGGAG 
TACAATGCCATTGGAGGCAAGTATCACCGAGGTTTGATGGTGCTAGTAGCGTTCCGGGAG 
CTGGTGGAGCCGAGGAAACTGGATGCTGATAGTCTCCAGTGGGCACCGACTGTGGGCTGG 
TATGCGCAACTGCTGCAAGCTTTCTTCCTGGTGGCAGATGACATTATGGATTCATCCCTT 
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ACCTGCCAGGGACAGATCTCCTGGTATCAGAAGCTGGGCATGGGTTTGGATGCCATCAAT 
GATGCTATCCTTCTGGAAGCATGTATCTACTGCCTGCTGAAGCTGTATTGCCGGGAGCAG 
CCCTATTACCTGAACCTGATGGAGCTCTTCCAGCAGAATTCTTATCAGACTGAGATTGGG 
CAGACCCTCGACCTCATCACAACCCCCCAGGGCAATGTGGATCTTCGCAGATGCACCGAA 
AAAAGGCACAAATCTGTTGTCAAGTACAAGACAGCTTTCTACTCCTTCTACCTTCCTGTA 
GCTGCAGCCATGTACATGTCAAGAATGGATGACAAGAAGGAGCACACCAGTGCCAAGAAG 
ATCCTGCTGGAGATTCAAGAGTTCTTTCAGATTCAGGATGATTACCTTGACTTCTCTGGG 
GACCCCAGTGTGACTGGCAGAGTTGGCAATGACTTCCAGGACAACAAATGCAGCTGGCTG 
GTGGTTCAGTGTCTGCTACAGGCCACTCCAGAACAGTACCAGATCCTGAAGGAAAATTAC 
AGGCAGAAGGAGGCCGAGAAGGTGGCCCGGGTGAAGGCACTATACGAGGAGCTGGATCTG 
CCAGCCGTGTTCTTGCAGTATGAGAAAGACAGTTACAGCCACGTTATGGGTCTCATCGAA 
TAG 

Gene 461. >ENST00000305954 cDNA sequence 

CAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACTTATCCTTAAGAACATGGAAGGGGT 

GCTGATGGACGTGGACTGTGAGAGCGTCTACCCCATTGTGTAGGCCTCTAATTGAGGCCT 

GGCCTCTGCTGTGGGTGAATTTCTGTACTGGAAACTTTTCTACCCTGAGTGCGAGATAAG 

AACGATGGGTGGAAGAGAGCAACGCCAGAGCCCAGGTGCCCAGAGGACTTTCTTCCAGCT 

TCTGCTGTCCTTCTTTGTGGAGAGCAAGCTCCACGACCACGCTGCTTACTTAGTAGACAA 

CCTGTGGGACTGTGCAGGGACTCAGCTGAAGGACTGGGAGGGTCTGACAAGCCTGCTGCT 

GGAGAAGGACCAGAGCACGTGCCACATGGAGCCAGGGCCAGGGACCTTCCACCTCCTAGG 

GTGAAACCAGGAGAGATTGCTTGCTTCACTTGTACAAGAATCGGCTCCCAGACACCTGCC 

ACTCGTGAATGCATCTGATAAACTCACTCACACTGAGGCCTTGGGGACTGAGGCCCTGGC 

GGATCACGGGTGCCCAGGGGCTCGGAGGCCGCCTCCTCTGGGAAGCCTGCCCAGGTTCCG 

CTGGACTCCCACAGGCAATACCCCTGGGCCTTCCTCGCGGCCCCTGTTGGCCCCAATTCC 

CCCACCCCCTGCAAGGTCTGTGCCTCTCCTGCAGCCCCGCCACCAACTAGGGCGAGAGGA 

GCTCGCCCCCACCCAAACGTATTGGTTCGATGAAGGAAGGGCCCATGGTTCTGCCACTGG 

CCCTGGACACCCAGTGCTGGTTTCCCGTGGAAGTCCCCCTGGACTGAGTGGCGGCTGGGT 

GCTCTAGTGATTTGCGACCTGGGGCCTCTGACTCCCATCATGTTGGGAAAGTCGTTGAAC 

CTCACCGGTGAAACGGGCACAGTGAAGTCATTTCCCCGAAGTCTCAGGACTCTGTGTAAG 

GCTGGGGACAGGGGCTTGTTGGGGCCTAAGGGCACCTTGGGAACTGCAGGAGCCCGTTCT 

GCCTCCATAAGACACTCACTCCTGGCAGGGTCCCCTCTCCGGGCACAGCCCAGATCCACC 

CCCATCATCCCTCTCCATCTGTGGCTCCCTGCCCCTCACAGAGGATTCATCACTCTGTTC 

AGAATCCCCAGGACTCCCTAGGGAAGGAGGTCCCAGCCTGGCCTCCCAAGACCGTGCTTG 

CCCAATTCCAGGACTTCCTCACATGGCTCCTACCTCCAGCACAGAAGCGGCACTAAACCA 

GGTGGTCAATCAGGGAGCACCACCGAGGTTCTGAATGGTCCAGGGATGAGCAGTGATGCC 

TCAAGCTAAGCCAATCAAAGCCTTCCCTGGGATTGTCTCAAGGAGTCCGCAGTGAGATTC 

TGGGTCTCAGTACTGGGAAAGGGTGAGGCTGAGGCTGCCTGCTGTCCTGGGGGCCTCACC 

CTGCCACCAACAGGAAGCCACACAGAGGGAAGCAGAAATGAGACGCAGCCAGTGAGGGCA 

GGGTACAAAGGTGAGATCCCGGAGAGACAGATGCTGGGACATCATCCTTGGGTACTGGTT 

CCAACAGTGCCTGCAGATGGAGCCACCCTCGGAGAGTCCACAACAGCAGCCAATCCATTC 

TATGCGTGTCTGAGCTACTTTAAGTCGGGTTTTTGACTGTTTGAATGAGAGTCTCATCTT 

GGCTAGGCACCATGGCGCAACAACTGGGGAGGTGGAGGTAGGAAGATTGCTTGAGGCCAA 

GAGTCCCAGAGCAGCCTGGGCAACCTATCAAGACGCTGTCTTTACGAAAAGAAAAAAAAC 

TAGCTAGGTGTGGTGGTGCGTGCCTGTGGTCCCAGCTACTGGGGAGGCTGAGGTGGGAGG 

ATTGCTTGAGCCCAGGAAGTGGAGGCTGCAGTGACCTATGATGGCACCACTGTACTCCAG 

CCTGGGTGACAGAGCAAGACCCTGTCT 

Gene 462. >ENST00000257652 cDNA sequence 

ATGGAGCTGAGCTATAGGCTCTTCATCTGCCTCCTGCTCTGGGGTAGTACTGAGCTGTGC 
TACCCCCAACCCCTCTGGCTCTTGCAGGGTGGAGCCAGCCATCCTGAGACGTCCGTACAG 
CCCGTACTGGTGGAGTGTCAGGAGGCCACTCTGATGGTCATGGTCAGCAAAGACCTTTTT 
GGCACCGGGAAGCTCATCAGGGCTGCTGACCTCACCTTGGGCCCAGAGGCCTGTGAGCCT 
CTGGTCTCCATGGACACAGAAGATGTGGTCAGGTTTGAGGTTGGACTCCACGAGTGTGGC 
AACAGCATGCAGGTAACTGACGATGCCCTGGTGTACAGCACCTTCCTGCTCCATGACCCC 
CGCCCCGTGGGAAACCTGTCCATCGTGAGGACTAACCGCGCAGAGATTCCCATCGAGTGC 
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CGCTACCCCAGGCAGGGCAATGTGAGCAGCCAGGCCATCCTGCCCACCTGGTTGCCCTTC 
AGGACCACGGTGTTCTCAGAGGAGAAGCTGACTTTCTCTCTGCGTCTGATGGAGGAGAAC 
TGGAACGCTGAGAAGAGGTCCCCCACCTTCCACCTGGGAGATGCAGCCCACCTCCAGGCA 
GAAATCCACACTGGCAGCCACGTGCCACTGCGGTTGTTTGTGGACCACTGCGTGGCCACA 
CCGACACCAGACCAGAATGCCTCCCCTTATCACACCATCGTGGACTTCCATGGCTGTCTT 
GTCGACGGTCTCACTGATGCCTCTTCTGCATTCAAAGTTCCTCGACCCGGGCCAGATACA 
CTCCAGTTCACAGTGGATGTCTTCCACTTTGCTAATGACTCCAGAAACATGATATACATC 
ACCTGCCACCTGAAGGTCACCCTAGCTGAGCAGGACCCAGATGAACTCAACAAGGCCTGT 
TCCTTCAGCAAGCCTTCCAACAGCTGGTTCCCAGTGGAAGGCTCGGCTGACATCTGTCAA 
TGCTGTAACAAAGGTGACTGTGGCACTCCAAGCCATTCCAGGAGGCAGCCTCATGTCATG 
AGCCAGTGGTCCAGGTCTGCTTCCCGTAACCGCAGGCATGTGACAGAAGAAGCAGATGTC 
ACCGTGGGGCCACTGATCTTCCTGGACAGGAGGGGTGACCATGAAGTAGAGCAGTGGGCT 
TTGCCTTCTGACACCTCAGTGGTGCTGCTGGGCGTAGGCCTGGCTGTGGTGGTGTCCCTG 
ACTCTGACTGCTGTTATCCTGGTTCTCACCAGGAGGTGTCGCACTGCCTCCCACCCTGTG 
TCTGCTTCCGAATAAAAGAAG 

Gene 463. >ENST00000325070 cDNA sequence 

ATGGTCAATCCCACCGTGTTCTTTGACATTACTATTGAGCCCTTGGGCTGCGTCTCCTTC 

AAGCTGTTAGCAGACAGTGTTGTAAAGACAGCAGAAAACTTTCGTTCTCTGAGCACTGGA 

GAGAAAGGATTTGGTTATAAGGGGTTCTTTCACAGAATTACTCCAGGGATTATGTGTCAG 

GGTGGTAACTTTACACACCATAATGGCACTGGTGGCAAGTCCATCTATGGGGAGAAATTC 

GATGAAGAGAACCTCATCCTGAAGCATACAGATCCTGGCATCTTGCCCATGGCAGATGTT 

GGACCCAACACAAATGCTTCCCAGTTTTTCATCTGCACTGCCAAGACTAAGTGGTTAGAT 

GGCCAGCATGTCTTTGGCAAGGTGAAAGCGAGCATGAATATTGTGGAGGCCATGGAGCGC 

TACGAGTCCAGGAATGGCAAGACCAGCAAGAAGATCACCATTGCT 

Gene 464. >ENST00000324432 cDNA sequence 

CTGAGAGTCGGAGCCACAGCCAGAGCCCTGCCCAGGCCGAGCCGGAGCTGCAGCCCGAGC 
GCGGTGGTGCCCTCAGCCCCGTCCTCTTGTCCTCCTCAGCCTCGGTGCCTTGGAATTTGT 
GTCGCTGAGTGA.GCAAGCCTTTCAGATTTGCCCGGTTTTTGTTGTTTGTGGTTTGTATCA 
AGATGGGAACTCAAACAAGTCATTCCTCCTAAGGAGCTGGTGTCTTCATCCAGAAGGGAC 
AGTTTGTGCCAGCTCTCCAGAGAGAAAAGATCTGCCGGAGGCGCTGGGCAATGACCCCGG 
GACTCCAGGCCAGAGGGGTCTGAAGCTGTTTGGGAAAGCAGCGGGACTCCTTGGGAAGAT 
GGCCATGGCCCCAAGCCCTTCCCTGGTGCAGGTGTACACCAGCCCCGCGGCTGTGGCCGT 
GTGGGAATGGCAGGACGGGCTGGGCACCTGGCACCCCTACAGTGCCACCGTCTGCAGCTT 
CATCGAGCAGCAGTTTGTCCAGCAGAAGGGCCAACGTTTTGGGCTTGGGAGCCTGGCCCA 
CAGCATCCCCTTGGGCCAGGCAGACCCCTCGCTGGCCCCTTACATTATTGACCTCCCCAG 
CTGGACCCAGTTCCGCCAGGACACCGGCACCATGCGGGCTGTGCGGAGACACCTGTTCCC 
CCAGCACTCAGCCCCTGGCCGAGGTGTCGTCTGGGAGTGGCTGAGCGACGATGGCTCCTG 
GACTGCCTATGAAGCCAGCGTCTGTGACTATCTGGAGCAGCAGGTGGCCAGGGGCAACCA 
GCTCGTGGACTTGGCCCCCCTGGGGTACAACTACACTGTCAACTACACCACCCACACGCA 
GACCAACAAGACTTCCAGCTTCTGCCGCAGCGTGCGGCGCCAAGCAGGGCCGCCTTACCC 
GGTGACCACCATCATCGCTCCGCCGGGCCACACAGGCGTCGCCTGCTCTTGCCACCAGTG 
CCTCAGTGGCAGCAGAACTGGCCCCGTGTCAGGCCGCTACCGCCACTCCATGACCAACCT 
CCCTGCATACCCCGTCCCCCAGCACCCCCCACACAGGACCGCTTCTGTGTTTGGGACCCA 
CCAGGCCTTTGCACCGTACAACAAACCCTCACTCTCCGGGGCCCGGTCTGCGCCCAGGCT 
GAACACCACCAACGCCTGGGGCGCAGCTCCTCCTTCCCTGGGGAGCCAGCCCCTCTACCG 
CTCCAGCCTCTCCCACCTGGGACCGCAGCACCTGCCCCCAGGATCCTCCACCTCCGGTGC 
AGTCAGTGCCTCCCTCCCCAGCGGTCCCTCAAGCAGCCCAGGGAGCGTCCCTGCCACTGT 
GCCCATGCAGATGCCAAAGCCCAGCAGAGTCCAGCAGGCGCTCGCAGGCATGACGAGTGT 
TCTGATGTCAGCCATTGGACTCCCTGTGTGTCTTAGCCGCGCACCCCAGCCCACCAGCCC 
TCCCGCCTCCCGTCTGGCTTCCAAAAGTCACGGCTCAGTTAAGAGATTGAGGAAAATGTC 
CGTGAAAGGAGCGACCCCGAAGCCAGAGCCAGAGCCAGAGCAGGTCATAAAAAACTACAC 
GGAAGAGCTGAAAGTGCCCCCAGATGAGGACTGCATCATCTGCATGGAGAAGCTGTCCAC 
AGCGTCTGGATACAGCGATGTGACTGACAGCAAGGCAATCGGGTCCCTAGCTGTGGGCCA 
CCTCACCAAGTGCAGCCATGCCTTCCACCTGCTGTGCCTCCTGGCCATGTACTGCAACGG 
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CAATAAGGATGGAAGTCTGCAGTGTCCCTCCTGCAAAACCATCTATGGAGAGAAGACGGG 

GACCCAGCCCCAGGGAAAGATGGAGGTATTACGGTTCCAGATGTCGCTCCCCGGCCACGA 

GGACTGCGGGACCATCCTCATAGTTTACAGCATTCCCCATGGTATCCAGGGCCCTGAGCA 

CCCCAATCCCGGAAAGCCGTTCACTGCCAGAGGGTTTCCCCGCCAGTGCTACCTTCCAGA 

CAACGCCCAGGGCCGCAAGGTCCTAGAGCTCCTGAAGGTGGCCTGGAAGAGGCGGCTCAT 

CTTCACAGTGGGCACGTCCAGCACCACGGGTGAGACGGACACCGTGGTATGGAACGAGAT 

CCACCACAAGACAGAGATGGACCGCAACATTACGGGCCACGGCTATCCCGACCCCAACTA 

CCTGCAGAACGTGCTGGCTGAGCTGGCTGCCCAGGGGGTGACCGAGGACTGCCTGGAGCA 

GCAGTGACCTCGCACCCCAGCACGCCCGCCTCTGGTGGCCACCCCGCTGCCCCATGGCTG 

GCTGGGTGGCCAGGCAGGAAGTGCCCAGCCCGAGAGGCTGGGAGGTTTGTTGAGGGTGTG 

GGGTGTGCCCCACCTGAAGCCGGGGCTCCCCCTGCCTGCCTCTCTCTCCTCCTCCCCTCT 

GGGAATTGGGCAGCCCTGGGCAGTTGTACTCATGGGGGCTTAGGATGCAGCTACCTCAGT 

GCGCAGGGCCCGTCTGTCCTCTGGGGGCTGCTTCGGGCCCGCGGTGCTCGGGGCCTGGTG 

TGGGGCGAGTAGAGACTTCCCCAGCCTGGACGGGCGTGGGTTCTGGGTCAGCTTCTTTTA 

CCTCAATTTTGTTTGCAATAAATGCTCTATAGCC 

Gene 465. >ENST00000307630 cDNA sequence 

ATGGTGGACCGCGAGCAACTGGTGCAGAAAGCCCGGCTGGCCGAGCAGGCGGAGCGCTAC 
GACGACATGGCCGCGGCCATGAAGAACGTGACAGAGCTGAATGAGCCACTGTCGAATGAG 
GAACGAAACCTTCTGTCTGTGGCCTACAAGAACGTTGTGGGGGCACGCCGCTCTTCCTGG 
AGGGTCATCAGTAGCATTGAGCAGAAGAGATCTGCAGACGGCAATGAGAAGAAGATTGAG 
ATGGTCCGTGCGTACCGGGAGAAGATAGAGAAGGAGTTGGAGGCTGTGTGCCAGGATGTG 
CTGAGCCTGCTGGATAACTACCTGATCAAGAATTGCAGCGAGACCCAGTACGAGAGCAAA 
GTGTTCTACCTGAAGATGAAAGGGGACTACTACCGCTACCTGGCTGAAGTGGCCACCGGA 
GAGAAAAGGGCGACGGTGGTGGAGTCCTCCGAGAAGGCCTACAGCGAAGCCCACGAGATC 
AGCAAAGAGCACATGCAGCCCACCCACCCCATCCGATTAGGCCTGGCTCTTAACTACTCC 
GTCTTCTACTATGAGATCCAGAACGCCCCAGAGCAAGCGTGCCACTTGGCCAAGACCGCG 
TTCGACGACGCCATCGCCGAGCTTGACACCCTCAACGAGGACTCCTACAAGGACTCCACG 
CTCATCATGCAGCTCCTCCGCGACAACCTCACGCTCTGGACGAGCGACCAGCAGGACGAC 
GATGGCGGCGAAGGCAACAATTAA 

Gene 466. >ENST00000275560 cDNA sequence 

GGGGCCGCTCCAGCTGGTGCCGGCCACCTCCACTCCCCTTTGCTTCTTGCTGTCCCTAAG 
GTCGGATGGGGACAGGCTGGGGCCACCAGCCAGCTCCATGGACAGGGACTTTGCCTCTGC 
TCACCTTCCAGCTGTGGAAAGAAAAGAAGAAACGCCTGTGTTGATTTCCATTTGGAAGAT 
CCTTCCTCCTCCTAAACTTCCAGGGGCAGACAAAGTGATTCGATCTTGGATTGACTGTAG 
AAGAAGGGACAGAAAGAGCCCAGAACATTCCCCCAGATGTTCCAACTGTGACTTCTCCCT 
GGCGCCTTGATGGGAGCATCTGAAACACCCTTCACCATCTAGATGCACAAGGAAGCAGAG 
ATGCTAATTGGTCCCCAGCTGGATGAGAAGCGCTGGGGGTGGAGGTTGGGAGATGGGAGT 
GCTGCCCCTCCCTTCCTCCCCCAAGCCCTGTCTTTCCTTCTCCTCCTGCCACTGGCCAGC 
GCCCTACAGCCCACTCCACTGCCCTTTCAAGAGCTGAGGCTGGTGGGGGGCCCCAGCCGC 
TGCCGGGGCCGCCTGGAAGTCATGCACGGTGGCTCCTGGGGCAGCGTCTGTGATGACGAC 
TGGGACGTGGTGGACGCCAACGTAGTGTGTCGCCAGCTGGGCTGTGGCCTGGCACTGCCC 
GTGCCACGGCCCCTTGCCTTTGGCCAAGGCCGAGGCCCCATCCTGCTGGACAACGTGGAG 
TGCCGCGGGCAGGAAGCTGCGCTGAGCGAGTGCGGCAGCCGCGGCTGGGGCGTCCACAAT 
TGCTTTCACTACGAGGATGTGGCTGTCCTGTGTGATGAATTCTTGCCAACGCAGCCCCCA 
ACAAGGAAGATGTTAACCAGTAGAGCACCTCCTACGACACTGCCGAATGGAAAAAGTGAG 
GGCAGCGTACGCCTGGTAGGGGGCGCGAACCTGTGTCAGGGCCGAGTGGAGATCCTGCAC 
AGTGGCCTGTGGGGCACCGTGTGTGACGACGACTGGGGGCTGCCGGATGCCGCTGTGGTC 
TGTCGTCAGCTGGGCTGCGGGGCGGCCATGGCCGCCACCACCAACGCCTTCTTCGGCTAT 
GGCACCGGACACATCCTGCTGGACAACGTGCACTGCGAAGGCGGCGAGCCCCGCCTGGCA 
GCCTGCCAGAGCCTGGGCTGGGGTGTGCACAACTGCGGCCACCACGAGGACGCGGGCGCG 
CTCTGCGCAGGCCTGGGTCCCCCAACGCTCACAGCACTGCCATCCTCAGCCACAAGAGAG 
GACTGGGCTTGGCAGACAGATCCGTCCGCTACAGGAGTTGGCCCCCAGCCTTCCCGGGAG 
ACAGCACTGCTCACCACCGCCGCCTGGGCCGCGGGGAAGAAAAGTGGACGGCTGCGACTG 
GTGGGCGGCCCGGGTCCGTGCCGCGGCCGCGTGGAGGTGTTGCACGCCGGGGGCTGGGGC 
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ACCGTGTGCGACGATGACTGGGACTTTGCGGACGCGCGCGTGGCCTGCCGCGAAGCGGGC 

TGCGGGCCTGCGCTGGGCGCTACGGGACTGGGCCACTTCGGCTACGGCCGCGGCCCCGTG 

CTGCTGGACAACGTGGGCTGCGCCGGCACCGAGGCTCGCCTGAGCGACTGCTTCCACCTG 

GGCTGGGGCCAGCACAACTGCGGCCACCACGAGGACGCGGGAGCGCTCTGCGCAGGCCCA 

GAGGAGCTGGGACTGCAAGTCCAGCAGGATGGTTCTGAGACCACGCGGGTGCCCACTCCT 

CGGCCCAGGGACGGGCATCTACGTCTGGTCAATGGAGCCCACCGATGCGAGGGACGTGTA 

GAGCTCTACCTAGGGCAACGGTGGGGCACTGTCTGTGATGATGCTTGGGACCTGCGGGCA 

GCCGGTGTCCTGTGCCGCCAGCTGGGCTGTGGCCAGGCCCTCGCAGCCCCTGGCGAGGCT 

CACTTTGGCCCAGGCCGAGGCCCCATTCTCCTGGACAATGTCAAGTGCCGTGGGGAAGAA 

AGTGCTCTGCTGCTCTGCTCTCATATCCGCTGGGATGCCCACAACTGTGACCACAGCGAG 

GATGCCAGTGTCCTGTGCCAGCCTTCATGACCCAGCCCGCTCTGCAGACCACCTCTTCTT 

CTGGGAGCTGTGACCTCCCTTCCTCCTCCAGGAAGCCCTCCTCTTGTGATGACTACAGTT 

CACTTTGCCCCTCCTTCCCTTGCCTGGGAGAGAGCCTACCTAGACAGTGCAGTCCTGCTT 

GGGGGAGCCTGGCTGTACCCCCGTCCACTTACTGCGTGACCTCAGCCTGTCATCGACTGT 

TGTGAGCCCAATTCAGTGAAAGCTCCTGTGGTTTTGCTCAGCCAAAACCAAAACGAGGGG 

AAGAGGATGATTCCTAACTCTTCTGTTTGGTGGGGCTCTTTTTATAGCACCAGACTCTGC 

CTTCCTTGACCTAGATCCAGGAGGCTCAGGGGCTCTTTAAATGGGGTATCTCCTCTTCCC 

CCAACCCATCTTGGGATCCCCAAGAAGAGGGAAGGCAGGAGGGGCCTACAGCTCCTACCT 

TGGGCCCTCAGGGGCTGCAGAGGAACCTGGGTCCCTGTCCTGCCCTGCTCCGCGAGGGCC 

TGGACTAACTCAGATGGTGCTCGGCTGGACAAGGGGACTGGGGGAGGGGCCAAAGCAGGG 

ACAGTGGCCCCTCCCTGCAGCTGGAACCAGCATCTCTGATTTATGCCGTCTCCACCACAG 

AGCCTCCACTTTGCAGGAGTGAAGAACCCTGGGGGCCTGTAGCCACCAGTTCATAGGTGC 

CAAGTCAATAAAGCATTGTCCCCCGTCTCTTATAACTGCA 

Gene 467. >ENST00000297799 cDNA sequence 

ATGACTGGGACTTTGCGGACGCGCGCGTGGCCTGCCGCGAAGCGGGCTGCGGGCCTGCGC 
TGGGCGCTACGGGACCTGGACAACGTGGGCTGCGCCGGCACCGAGGCTCGCCTGAGCGAC 
TGCTTCCACCTGGGCTGGGGCCAGCACAACTGCGGCCACCACGAGGACGCGGGAGCGCTC 
TGCGCAGGTGAGGCTGACAGCGAAGGCCCAGAGGAGCTGGGACTGCAAGTCCAGCAGGAT 
GGTTCTGAGACCACGCGGGTGCCCACTCCTCGGCCCAGGGACGGGCATCTACGTCTGGTC 
AATGGAGCCCACCGATGCGAGGGACGTGTAGAGCTCTACCTAGGGCAACGGTGGGGCACT 
GTCTGTGATGATGCTTGGGACCTGCGGGCAGCCGGTGTCCTGTGCCGCCAGCTGGGCTGT 
GGCCAGGCCCTCGCAGCCCCTGGCGAGGCTCACTTTGGCCCAGGCCGAGGCCCCATTCTC 
CTGGACAATGTCAAGTGCCGTGGGGAAGAAAGTGCTCTGCTGCTCTGCTCTCATATCCGC 
TGGGATGCCCACAACTGTGACCACAGCGAGGATGCCAGTGTCCTGTGCCAGCCTTCATGA 
CCCAGCCCGCTCTGCAGACCACCTCTTCTTCTGGGAGCTGTGACCTCCCTTCCTCCTCCA 
GGAAGCCCTCCTCTTGTGATGACTACAGTTCACTTTGCCCCTCCTTCCCTTGCCTGGGAG 
AGAGCCTACCTAGACAGTGCAGTCCTGCTTGGGGGAGCCTGGCTGTACCCCCGTCCACTT 
ACTGCGTGACCTCAGCCTGTCATCGACTGTTGTGAGCCCAATTCAGTGAAAGCTCCTGTG 
GTTTTGCTCAGCCAAAACCAAAACGAGGGGAAGAGGATGATTCCTAACTCTTCTGTTTGG 
TGGGGCTCTTTTTATAGCACCAGACTCTGCCTTCCTTGACCTAGATCCAGGAGGCTCAGG 
GGCTCTTTAAATGGGGTATCTCCTCTTCCCCCAACCCATCTTGGGATCCCCAAGAAGAGG 
GAAGGCAGGAGGGGCCTACAGCTCCTACCTTGGGCCCTCAGGGGCTGCAGAGGAACCTGG 
GTCCCTGTCCTGCCCTGCTCCGCGAGGGCCTGGACTAACTCAGATGGTGCTCGGCTGGAC 
AAGGGGACTGGGGGAGGGGCCAAAGCAGGGACAGTGGCCCCTCCCTGCAGCTGGAACCAG 
CATCTCTGATTTATGCCGTCTCCACCACAGAGCCTCCACTTTGCAGGAGTGAAGAACCCT 
GGGGGCCTGTAGCCACCAGTTCATAGGTGCCAAGTCAATAAAGCATTGTCCCCCGTCTCT 
T 

Gene 468. >ENST00000320902 cDNA sequence 

AATTTGGAATCAATAGGCAGGAGTCATTTTCAAATCAAGAAAGATCAGAATTTGGTAACA 
GACTGGATGAGACTGATAAAGGAGAGCGCCCACAATGACTCTCAGGGTTCCCTGGAAGGG 
ACGGGGGCGGGCATACTGCGGTGCTACAGAAGGTGGCAGCAGCAGGTCCCAGGGCTCCAG 
TTACAGCAGCTCAGACCTGCACTCATGCCAAGGACTCTCACAGACCCTTTCCCTGCAATG 
ATTTCACTGAGTGCAGACTCCAGCAGGTGCGCCCACAGCGCAGCTCCTGCCCTCAGGACC 
TCTCAGGCAGTTGGGGGCAGAGGCACCTCTGTGCAGGGGCCTGTGTTCACTCTTCTGCAA 
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ATGGCGAGTGGCAGGCTGGGAATGAACCTCAGGGCTGTGCCTTCCTTAAGCCTGGACTGT 
TCCACTGTATCAACATACCTGCCTCACACAAACAATTCTACCAGCACGGGATCAGTAATA 
TTTCATACATCAGAGGTGTGTGAGAAACTAATTTTGCCTGGAAGAGGGGTCAGGGCAGGC 
TACAGAGAGGAAGGTGTGCACAGGTGAGGCCTTGAGGGGTTGGGAGGCAGGGAGGGGAGC 
TGCTTTCCAGGCAAAGGGAACGAGGAGAAGATTTCCACATAAAGATCTGGGCCTTGGCAC 
CTCACTCCTGGCAGCCTGTCTGTAATTCACTCTGGTCACCCCTCTGTGGAGCAGTGTGCC 
TGCCTCAGTCATCTCTGTTGATGATTTAAGCCTAGCAGCCTTCAGCCAAATGTGGCAACT 
GTGTAAGCCAATACCCAGCTAGCTCCTGGACCACTCGGATGCCCATCAACATGTACGAGG 
CTGGGGTTACTTCTCCTGGGATCCCAGAAATCCTCAGATTTGCACGCAATGCAAATGGGC 
ATTCGGGGGGGCCTGTGGGTGGTCCCGATTCTGTTCTTGGGAGCGGGAGTGAAAAGCAAG 
CCTGTCGTGGGGAAACTGGCACCTTCACTGGTGGCCACGCTGCTGGGGCTGGGCGTGAAG 
CTGCCTCCGGCCCTTGGAGAGGAGTGTGAGGGAAGGGAGGCGGCAGTGCTTTTTATACAC 
AGGAGCTGGAGGAGGGTGATGGCAGCTTGGAGGAAGT CAT CACTGCCATGGTAGGGGGGA 
AATCTGGAAATATTGGGCATGTGGCCCTCCCCTTCCCACCGTAACCCCAAGCTCCTCAGC 
CCACTTCTTTCCACCAGGCACCTTTGGGCTTCCCTCTAGGTGGAACAGCCAAGTCCTGAG 
TCTCTTTGCTCAGAAGCTCAAGTGATTCAATTTCTTTTCTCCAAACTTTCCCAAGACTGC 
AATACCTCTTGGAAAGGACGTGACCAAATGTGGCTGAGACACACTGGGCAGAGCCGCACT 
ACTCATTTATGCAAAACCATTACTCTGGCCGCCGCATCAGTCTCCCTTCCCCTTTTCAGC 
AATCATGTATCCCATTAGCCTGTTTGATTGCCGCTGCTCACAAAGGGGCGCCTTCGCTGA 
ACCGTCTTCAATGGCCTCTGGATCTCTCCCCTGAGAGAAGCCGGCTAATTTGGAATGTGG 
TCGTGTGTATGAATCCGACACAGCCTCAGTCACAATCGGGTGTCCTTTTCTGTAGCTGCT 
GTTTATGATCACTTTGCCTTGCCTCTCTGGGAGCCATAATTCACCACATACTGGAGATAG 
GCTGGGTGTTCTTTTCCCCGTGAATCCTGGACAGGATGTACACAAATGTGCTAGCCCCTT 
CTTGGTGACCAGGCTAATTCCTCAGTGGCTTGGTGGCTGCTGCCTCTCATTAGAGGGATT 
CCCTAAGCACTATTTGCTTGACAAATTTTCAAGGTTTTTAAAAGCAGAAGCCTTTGCTAA 
TTTTCCCAAGTTGGCCTAAGAGTCCACTGTGAACTGCAGCAGAAATTGGGGAAATTTAAT 
AAATGTTGATCAATGAC 

Gene 469. >ENST00000244699 cDNA sequence 

TCTTCCCGGAGGTCCTCCAGATACCGCCGGAGTATGAGTGGCCTTCCCAATCTACAGGAA 
ACATTAAAAGAGAGACAGGCAAGATTTAGAGAGGCAAGGGAAAGCCGAAGACTGAAAATT 
GACCCTTCATACAAATATATATTTGAAATTCTAGCAGAAAATCTTGGCCTGGACATAGTA 
ACTGTTGAAGAATTAATTTTGGATTGCCCATCTAATGTGGTCGAACTATTGCTGGAGCAA 
CTAAAGGGGCAAAAATGATGAAATTGTATATAGACAATGCAGCCCCGGATAAACTAAAAG 
GACTGTGCATATTTTTTGTTCGTTGCCGTAATGATGTTGCTATAAATGTTAAAACTATTC 
AAGAGGAAGCGCTCTTTACTGTTCTGGATGCGTCGAAAGGACTCTTAAATGGAATTAGGG 
ATATGTTGGCAAATATATTTCTACCAGCTGTTCTTGCAACAAACAACTGGGGTGCTTTAA 
ACCAGTCCAAGCAGGGAGAATCTGAAAAACATATTTTCACTGAAACCATCAACAGATATC 
TTTCATTTTTAGATGGTGCTAGAATAAGTATTGAGGGAACAGTGAAGTTAAAGACAATAG 
ACAATGTTAATTTTTCCAAACTGCACACCTTTGAAGAAGTAACTGCTGCAGCCAGCAACT 
CAGAAACTGTTCATCAGCTGGAGGAAGTGCTGATGGTATGGTACAAACAGATCGAACAGG 
TACTTATTGAGAGTGAGCAGATGAGAAAAGAAGCTGGTGATTCAGGTCCACTCACTGAAT 
TGGAACACTGGAAACGCATGTCAGCCAAGTTCAACTATATCATTGAGCAGATTAAAGGGC 
CAAGTTGTAAGGCTGTCATAAATGTGCTAAATGTTGCACACTCCAAACTGCTAAAGAATT 
GGCGTGATTTGGATGCAAGAATCACTGATACAGCAAATGAATCCAAAGATAATGTCAGAT 
ATTTGTATACTTTGGAAAAAGTGTGTCAACCTCTCTATAACCATGACCTAGTTTCCATGG 
CACATGGAATACAAAATTTGATTAATGCCATCAGAATGATTCACGGTGTGTCAAGGTATT 
ATAATACCTCAGAGAGAATGACCTCATTGTTTATCAAGGTAACAAATCAAATGGTAACAG 
CATGTAAAGCATATATTACTGATGGAGGATTAAACCATGTATGGGATCAGGAAACGCCAG 
TTGTACTAAAGAAAATTCAGGACTGCATTTTTCTATTCAAGGAATATCAGGCATCTTTTC 
ATAAAACAAGGAAACTGATTTCAGAATCCTCAGGGGAAAAATCTTTTGAGGTTTCAGAAA 
TGTATATATTTGGAAAATTTGAAGCTTTTTGCAAAAGACTGGAGAAGATTACAGAAATGA 
TAACTGTTGTGCAAACATATTCAACCTTGAGTAATTCTACCATAGAAGGAATAGATATTA 
TGGCAATAAAATTCAGAAATATATACCAAGGGGTTAAGAAAAAGCAATATGACATTCTGG 
ATCCAAGAAGGACAGAATTTGACACAGATTTCTTAGATTTCATGACAAAAATCAATGGTT 
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TAGAGGTACAAATACAGGCATTTATGAACAGTAGTTTTGGGAAAATCTTATCTTCTCAGC 
AGGCTCTTCAGCTACTTCAAAGGTTTCAGAAGCTGAACATTCCCTGTCTGGGATTAGAAA 
TAAACCACACAATAGAGCGTATTCTTCAGTACTATGTGGCTGAACTTGATGCTACTAAGA 
AGGCAAGTCTTTATCATTCTCAGAAAGATGACCCCCCTCTTGCTCGCAACATGCCCCCTA 
TAGCAGGAAAAATACTCTGGGTGAGGCAGCTCTATCGCCGGATAAGTGAGCCCATCAATT 
ATTTCTTTAAAAACTCAGACATTTTATCAAGTCCGGACGGTAAAGCTGTCATCCGTCAGT 
ATAACAAGATCTCCTATGTGCTGGTGGAATTCGAGGTGGTCTATCACACAGCCTGGATCA 
GAGAGATTTCACAGTTGCATTACGCTTTACAAGCCACGCTTTTTGTGCGACATCCAGAAA 
CAGGGAAGTTGCTGGTTAATTTCGATCCCAAAATTTTGGAAGTTGTTCGGGAAACTAAGT 
GTATGATAAAAATGAAGTTGGATGTACCAGAACAGGCAAAGAGATTGCTAAAATTGGAAA 
GTAAATTGAAAGCAGACAAACTGTATTTGCAGGGTCTTCTGCAATATTATGATGAGTTAT 
GTCAGGAAGTGCCTTCTGTGTTTGTCAATCTGATGACCCCAAAAATGAAAAAGGTGGAAT 
CTGTGTTGAGGCAAGGACTCACAGTGTTAACATGGTCGTCTTTAACACTGGAAAGCTTCT 
TTCAAGAAGTCGAATTAGTTTTGGATATGTTCAATCAACTTTTAAAGAAGATCAGTGACT 
TGTGTGAAATGCATATTGATACAGTTCTGAAGGAGATAGCCAAAACTGTGTTGATTTCTC 
TGCCTGAAAGTGGTGCTACCAAAGTAGAAGATATGTTGACCCTCAATGAGACATACACAA 
AAGAATGGGCTGACATTCTAAACCACAAAAGTAAGCATGTGGAAGAAGCTGTCAGAGAAC 
TTATATCAATATTTGAGCAGATTTATGAAGTGAAATACACTGGGAAAGTAGGAAAACAGT 
CAGAACAGCGGAAACACGTTGTTTTTGGAAGTGAAACAGGAGAGGGTGAAAACAATGACT 
ATGAAGCTAATATTGTGAATGAGTTTGATACTCATGATAAAGAAGATGAATTTAAAAAGG 
AGTGTAAAGAGGTCTTTGCTTTTTTCTCTCATCAATTACTAGACAGTCTTCAAAAAGCTA 
CACGGTTATCTCTGGACACAATGAAAAGAAGAATATTTGTTGCAAGGCAAGTTGAAAATA 
TGCTAATTATCCTTTATGGGCGAAAGCAGTCAGAAGATATTATTTCCTTTATAAAAAGTG 
AAGTACATCTTGCAATTCCTAATGTGGTGATGATTCCTAGTTTGGATGACATTCAACAAG 
CCATTAACCGTATGATCCAGTTAACCCTGGAGGTCAGCAGAGGAGTGGCTCACTGGGGGC 
AACAGCAAATCCGTCCCATCAAGTCTGTCATTCCCAGCCCCACCACTACTGACGTGACCC 
ATCAAAACACAGGAAAACTGCTGAAGAAGGAAGAAAGATCTTTTGAAGAAGCTATTCCTG 
CGAGGAAGCTGAAGAATTTTTACCCGGGGGTAGCGGAGCACAAGGATATTTCTAAGTTGG 
TCCTGCTCCTTTCTTCCTCTGTAAATTCCCTAAGAAAGGCAGCTCATGAGGCCCTGCAGG 
ACTTTCAGAAGTACAAGACTCTCTGGACAGAGGACCGCGATGTGAAAGTGAAGGAATTTT 
TGGCTAACAACCCCTCTCTGACTGAAATCAGATCAGAAATTCTACACTATGCTACTTTTG 
AACAGGAGATTGATGAGTTGAAGCCTATTATTGTTGTAGGAGCACTTGAATTACATACAG 
AGCCGATGAAATTGGCCTTATCCATCGAGGCCAAGGCATGGAAGATGTTACTCTGTCGAT 
ATCTGAATGAAGAATACAAAAAGAAAATGTCATACATGATAGCATTTATTAATGAATACT 
TGAAAAAGTTATCTAGACCTATTCGTGATTTAGATGATGTCAGATTTGCAATGGAAGCCT 
TGTCTTGCATACGTGATAATGAAATTCAAATGGACATGACTTTGGGACCAATTGAAGAAG 
CCTATGCTATTTTAAACAGATTTGAAGTTGAAGTAACCAAAGAAGAATCAGAAGCAGTTG 
ATACCTTAAGATATTCTTTCAACAAATTGCAGAGCAAAGCTGTTTCAGTACAAGAGGACC 
TAGTTCAAGTGCAGCCAAAGTTTAAAAGCAATCTACTTGAGTCTGTGGAAGTTTTTCGTG 
AGGACGTGATAAACTTTGCAGAAGCATATGAATTGGAAGGACCTATGGTTCCAAATATAC 
CACCCCAAGAAGCTAGCAACAGGCTACAGATATTTCAGGCCAGTTTCGATGATCTGTGGA 
GGAAATTTGTTACGTATTCATCTGGTGAACAACTTTTTGGATTGCCTGTGACTGATTATG 
AGGTTTTACACAAAACCAGAAAAGAACTCAACTTGCTGCAGAAGCTGTATGGATTGTATG 
ACACCGTAATGAGCAGTATTAGTGGTTATTATGAAATACTTTGGGGAGATGTAGATATTG 
AAAAAATTAATGCAGAACTGCTGGAATTTCAAAACAGATGTCGTAAACTTCCAAAAGGAC 
TTAAAGATTGGCAAGCTTTTTTGGATCTCAAAAAGAGAATTGATGATTTCAGTGAGTCAT 
GTCCTCTACTGGAAATGATGACCAATAAGGCCATGAAACAGAGACACTGGGATAGAATCT 
CCGAGTTAACTGGAACCCCATTTGATGTGGAATCTGATTCTTTTTGCCTTAGAAATATCA 
TGGAAGCACCACTCCTTAAACATAAGGATGATATTGAGGATATTTGCATATCTGCCATTA 
AGGAGAAGGATATCGAAGCCAAGCTGACTCAGGTGATTGAGAATTGGACCAACCAAAATC 
TGAGTTTTGCAGCATTTAAGGGAAAAGGAGAGCTCCTGCTCAAAGGAACCGAATCGGGAG 
AAATTATCACTTTGATGGAGGATAGTTTAATGGTCTTAGGGTCTTTACTCAGCAACAGAT 
ACAATGCTCCATTTAAAAAAAATATCCAGAATTGGGTGTATAAATTGTCCACTTCCTCAG 
ATATAATTGAAGAGTGGCTCGTAGTACAGAACCTTTGGGTTTATCTTGAAGCCGTCTTTG 
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TAGGTGGAGATATTGCCAAACAGCTGCCTCAGGAAGCAAAACGTTTTCAGAATATTGACA 
AGTCTTGGATAAAAATAATGCAGCGAGCTCATGAGAATCCCAATGTGATTAATTGCTGTG 
TTGGAGATGAAACCATGGGACAACTTTTACCTCATTTACATGAGCAGTTGGAAGTATGTC 
AGAAGTCACTCACAGGGTATTTGGAGAAGAAACGATTACTGTTTCCAAGATTCTTCTTTG 
TATCTGATCCAGTTCTCCTGGAAATTCTTGGACAAGCCAGTGATTCCCACACCATACAGC 
CGCATCTCCCTGCAGTATCTGACAACATCAATGAGGTGACATTTCATGCAAAAGACTATG 
ATCGCATCATGGCCGTCATATCAAGAGAAGGAGAAAAAATTGTTTTGGATAATTCTGTTA 
TGGCCAAAGGTCCTGTGGAGATTTGGCTACTGGATTTGTTAAAAATGCAGATGTCATCAT 
TACATAATATAATTAGATCCGCTTTCTATCAAATCAGTGATTCAGGATTTCAACTCTTAC 
CATTCCTCAGCCACTTTCCAGCACAGGTTGGACTTCTGGGAATTCAGATGTTGTGGACAC 
ACGATTCAGAAGAGGCTTTACGTAATGCAAAAGATGACAGGAAAATCATGCAAGTGACCA 
ATCAGAAATTTTTGGATATTCTAAATACTCTCATTAGTCAGACAACACATGATCTAAGCA 
AGTTTGATAGAGTGAAGTTCGAGACTCTAATTACCATCCATGTGCATCAGAGAGATATTT 
TTGATGACTTGGTAAAAATGCATATCAAATCACCTACTGACTTTGAATGGCTAAAACAGA 
GTAGATTTTATTTTAAGGAAGATTTGGATCAAACTGTGGTGTCTATTACAGATGTTGATT 
TTATTTACCAAAATGAATTTCTGGGATGTACTGATCGTCTTGTTATCACTCCATTAACAG 
ATAGATGCTATATCACGTTAGCTCAGGCCTTGGGCATGAACATGGGAGGTGCTCCCGCAG 
GACCTGCTGGCACTGGCAAAACAGAAACCACAAAAGACATGGGAAGGTGTTTGGGAAAAT 
ATGTGGTCGTGTTCAATTGCTCAGATCAAATGGATTTCAGAGGCCTAGGAAGGATTTTCA 
AAGGCAAGTGTCTTGCACAGTCGGGTTCCTGGGGCTGTTTTGATGAGTTTAACAGAATTG 
AATTGCCTGTATTATCAGTGGCAGCACAACAAATTTATATTGTTTTGACAGCAAGAAAAG 
AAAGAAAGAAACAGTTCATTTTTTCTGATGGTGATTGTGTTGATTTAAATCCAGAATTTG 
GAATCTTCTTAACGATGAACCCTGGATATGCTGGGCGCCAGGAACTACCAGAAAACCTAA 
AAATCCAGTTTAGAACTGTTGCTATGATGGTTCCTGATAGACAGATCATTATGAGAGTTA 
AACTTGCAAGCTGTGGTTTTCTTGAftAATGTTATCTTGGCTCAAAAATTTTACGTTCTTT 
ACAAACTCTGTGAAGAGCAACTTACTAAACAGGTTCATTATGACTTTGGATTGAGAAATA 
TTCTGTCTGTATTGAGGACTCTTGGATCTCAAAAAAGAGCCAGACCAGAAGATAGTGAAT 
TAAGCATTGTCATGAGAGGACTAAGAGATATGAACCTTTCCAAACTGGTTGATGAAGATG 
AACCCCTGTTCCTCAGCTTAATCAATGACCTGTTCCCAGGACTGCAACTGGATAGTAATA 
CTTATGCAGAACTGCAAAACGCAGTAGCCCATCAGGTTCAGATAGAGGGTTTGATTAACC 
ATCCACCCTGGAACCTGAAACTCGTGCAGTTATATGAGACGTCTTTGGTACGGCATGGCT 
TGATGACTCTTGGGCCCAGTGGTTCTGGAAAGACAACCGTTATCACGATTCTAATGAAGG 
CGCAAACAGAATGCGGAAGGCCTCATAGAGAAATGCGAATGAATCCAAAAGCCATTACTG 
CACCTCAGATGTTTGGCAGACTGGACACTGCTACCAATGACTGGACAGATGGGATTTTTT 
CTACTCTGTGGAGAAAAACATTAAAAGCTAAAAAAGGTGAAAACATTTTCCTCATTTTAG 
ATGGTCCTGTGGATGCCATCTGGATTGAGAACTTAAATTCCGTTTTGGATGACAATAAAA 
CTCTGACGTTAGCTAATGGAGATCGCATTCCCATGGCCCCTAGTTGTAAGCTTCTGTTTG 
AAGTCCACAATATCGAGAACGCCTCTCCTGCCACGGTTTCTAGGATGGGCATGGTCTATA 
TCAGCAGCTCTGCTCTCAGCTGGAGGCCAATCTTACAGGCATGGTTGAAGAAACGCACTG 
CACAGGAAGCTGCTGTATTCCTGACACTGTATGAGAAAGTCTTTGAAGATACATACACAT 
ATATGAAGCTAAATCTCAATCCCAAAATGCAGCTCTTGGAGTGCAACTATATTGTGCAAT 
CTCTCAATCTTCTGGAAGGGTTAATTCCCTCCAAAGAAGAAGGCGGTGTTTCCTGTGTCG 
AACATCTTCATAAATTATTTGTGTTTGGCCTAATGTGGAGTTTAGGAGCCCTTCTGGAAT 
TAGAAAGCAGAGAAAAGCTTGAAGCCTTCTTACGGCAGCATGAAAGCAAGTTGGACTTAC 
CAGAAATACCTAAAGGCTCAAATCAAACCATGTATGAGTTTTATGTTACTGATTATGGTG 
ATTGGGAGCACTGGAATAAGAAACTTCAGCCTTATTATTATCCAACTGACAGTATTCCGG 
AATATTCATCAATTTTGGTTCCAAATGTTGACAATATTAGAACAAATTTTTTGATAGACA 
CCATTGCAAAACAACATAAAGCTGTTTTGCTCACAGGAGAGCAGGGAACTGCAAAAACTG 
TCATGGTTAAGGCCTATTTGAAAAAATATGATCCTGAAGTACAGCTATCCAAAAGTCTAA 
ACTTTTCATCTGCCACAGAACCAATGATGTTTCAGAGAACAATTGAAAGCTACGTGGATA 
AGCGAATTGGAAGCACATATGGGCCACCAGGAGGGAGAAAAATGACTGTATTTATTGATG 
ATATTAATATGCCTGTGATTAATGAGTGGGGAGATCAGATAACTAATGAGATTGTGCGAC 
AGATGATGGAAATGGAAGGAATGTACAGCTTGGACAAGCCTGGAGACTTCACTACTATTG 
TTGATGTGCAGCTCATAGCAGCAATGATCCACCCTGGAGGTGGTCGAAATGATATTCCAC 
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AACGTTTAAAAAGACAATTTACTGTGTTTAATTGTACATTGCCTTCAAATGCTTCAATAG 
ACAAAATTTTTGGAATTATTGGATGTGGATACTTTGATCCTTGTAGAAGTTTCAAGCCTC 
AAATATGTGAGATGATTGTGAATTTAGTCTCAGTGGGTAGAGTGCTGTGGCAATGGACTA 
AGGTGAAGATGCTGCCAACTCCTTCTAAATTTCATTACATCTTCAATCTTCGAGATCTTT 
CCAGAATTTGGCAAGGAATGTTGACCATAAAAGCTGAGGAGTGCGCTTCAATCCCTACTC 
TCCTGTCCCTTTTCAAACACGAGTGCAGCAGAGTAATTGCAGACAGATTTATAACTCCTG 
AAGATGAGCAGTGGTTTAATGCACATCTTACTCGTGCAGTTGAAGAAAATATTGGCTCTG 
ATGCAGCGTCGTGTATTCTTCCTGAACCATACTTTGTGGATTTTCTTCGTGAGATGCCAG 
AACCAACTGGTGATGAACCTGAAGACTCTGTGTTTGAAGTACCCAAAATATATGAATTGA 
TGCCATCCTTTGACTTTCTGGCTGAAAAACTCCAGTTTTACCAGAGACAGTTCAATGAAA 
TCATTAGAGGAACATCTCTTGATCTGGTGTTTTTTAAAGATGCAATGACTCATCTTATTA 
AGATTTCACGAATAATTCGAACGTCGTGTGGAAATGCATTGCTGGTGGGTGTTGGTGGTT 
CCGGAAAACAAAGTCTTTCAAGATTGGCCTCTTTTATTGCTGGCTATCAAATATTCCAGA 
TAACATTAACCAGGTCTTACAATGTGACTAATCTAACAGATGATTTAAAAGCTTTGTACA 
AAGTTGCTGGTGCTGATGGAAAAGGCATCACTTTCATCTTTACTGACAGTGAAATAAAAG 
ATGAGGCATTTCTAGAATACCTTAACAACTTGCTATCTTCAGGGGAGATCTCCAACTTGT 
TTGCACGAGATGAGATGGATGAAATCACCCAAGGTCTGATTTCAGTGATGAAGAGGGAGC 
TACCTCGCCATCCTCCTACCTTTGATAATTTGTATGAATACTTCATTTCAAGATCAAGGA 
AGAACTTACATGTTGTTCTCTGCTTTTCTCCAGTTGGTGAGAAGTTCCGTGCCCGTTCTT 
TGAAATTTCCTGGCTTGATATCAGGTTGCACTATGGACTGGTTCAGCCGCTGGCCAAGGG 
AGGCTCTGATTGCTGTGGCCTCCTACTTCCTTTCAGACTATAATATTGTCTGCTCTAGTG 
AAATTAAAAGACAAGTTGTAGAAACAATGGGCCTGTTTCATGACATGGTTTCAGAGAGCT 
GTGAAAGTTATTTCCAAAGATACCGCCGAAGAGCACATGTGACTCCCAAATCTTACCTCT 
CATTTATAAATGGTTATAAAAACATTTATGCTGAAAAGGTGAAGTTCATTAATGAACAGG 
CTGAACGTATGAATATTGGTCTTGATAAACTAATGGAGGCAAGTGAATCTGTTGCTAAAC 
TCTCTCAGGATCTTGCAGTCAAGGAGAAGGAGTTGGCAGTGGCTTCCATAAAAGCAGACG 
AAGTATTAGCAGAAGTCACAGTAAGCGCTCAGGCTTCAGCCAAAATTAAAAATGAAGTAC 
AGGAGGTAAAGGACAAAGCCCAAAAAATTGTGGATGAAATTGATAGTGAAAAAGTGAAAG 
CTGAAAGCAAGCTTGAGGCAGCTAAACCTGCACTGGAAGAAGCAGAAGCAGCCCTGAATA 
CTATCAAGCO^AATGATATTGCCACAGTCAGGAAACTTGCAAAACCACCACATCTTATTA 
TGAGAATCATGGACTGTGTTCTGTTACTATTTCAAAAGAAAATTGACCCTGTTACTATGG 
ATCCAGAAAAATCTTGCTGTAAGCCATCATGGGGAGAGTCATTAAAGTTGATGAGTGCAA 
CAGGATTCCTGTGGAGCCTTCAGCAGTTCCCTAAGGACACTATAAATGAAGAGACTGTTG 
AGTTACTACAGCCATATTTTAATATGGATGATTATACTTTTGAAAGTGCCAAAAAAGTCT 
GTGGGAATGTGGCTGGTCTCCTGTCTTGGACACTTGCTATGGCAATATTTTATGGGATCA 
ATAGAGAAGTGTTGCCTCTGAAGGCCAACCTGGCCAAGCAGGAAGGCCGGTTAGCAGTTG 
CTAATGCTGAGTTAGGGAAGGCACAAGCCCTGCTGGATGAGAAGCAAGCTGAGCTGGATA 
AAGTACAGGCAAAATTTGATGCAGCAATGAATGAGAAAATGGATTTGCTTAATGACGCTG 
ATACGTGCCGGAAAAAGATGCAGGCCGCCTCCACTCTCATCGATGGGCTGAGTGGAGAAA 
AAATCCGGTGGACCCAGCAAAGTAAAGAATTCAAAGCTCAGATTAATAGACTTGTAGGTG 
ATATTCTGCTGTGCACGGGATTCCTTTCCTACCTTGGTCCTTTCAATCAGATATTTAGGA 
ACTATTTGCTTAAAGATCAATGGGAAATGGAGTTGAGAGCACGGAAAATTCCTTTCACAG 
AAAACCTGAATCTTATTTCAATGTTGGTGGATCCTCCAACTATTGGTGAGTGGGGGCTAC 
AGGGATTACCAGGAGATGATCTCTCAATTCAGAATGGCATTATTGTGACAAAGGCCACCA 
GATACCCACTCCTCATAGACCCACAAACTCAAGGCAAAACTTGGATTAAATCAAAGGAAA 
AAGAAAATGATTTACAGGTGACATCTCTGAACCATAAATATTTTCGCACACACTTGGAGG 
ACAGCCTTTCCTTGGGCCGACCCCTTCTCATTGAGGACATTCATGAAGAGCTGGATCCAG 
C CTTGGATAATGTATTAGAAAAGAATTTTATTAAAT CTGGCACCACTTTCAAGGTGAAAG 
TCGGTGATAAGGAATGTGATATCATGGATACATTTAAACTTTACATTACTACGAAGTTAC 
CAAATCCTGCCTTTACCCCAGAGATTAATGCTAAAACGTCAGTCATTGATTTCACTGTTA 
CAATGAAAGGACTTGAGAATCAGTTACTAAGGAGAGTCATTCTAACAGAGAAACAGGAGT 
TAGAGGCTGAGAGGGTTAAACTTTTGGAGGATGTTACTTTTAATAAGCGGAAGATGAAAG 
AACTTGAAGATAACCTCCTCTATAAATTAAGTGCTACAAAAGGCTCATTGGTAGATGACG 
AATCTCTCATTGGTGTACTTCGAACTACCAAGCAGACAGCAGCTGAGGTAAGTGAAAAGT 



322/1290 



FIGURE 1 (CONT'D) 



TGCATGTGGCTGCAGAAACTGAGATCAAGATCAACGCGGCTCAGGAGGAGTTCCGGCCCG 
CAGCCACCCGCGGAAGCATCCTCTACTTCCTCATCACAGAGATGAGCATGGTCAACATCA 
TGTATCAGACGTCATTGGCCCAGTTCTTGAAGTTATTTGACCAGTCCATGGCCAGATCTG 
AAAAGTCACCACTACCTCAAAAGAGAATTACAAATATTATCGAGTACCTGACATATGAAG 
TTTTTACATACTCTGTCAGAGGCCTATACGAAAACCACAAATTCCTGTTTGTACTCCTCA 
TGACCTTAAAGATTGACCTTCAGAGAGGGACAGTTAAGCACAGAGAGTTTCAAGCTCTCA 
TTAAAGGGGGAGCAGCTCTGGACCTGAAAGCCTGTCCTCCCAAACCCTATCGCTGGATCC 
TTGACATGACTTGGCTGAATCTTGTGGAGCTGAGTAAACTTCCACAATTTGCAGAAATTA 
TGAACCAGATATCTCGTAATGAGAAGGGGTGGAAAAGCTGGTTTGATAAAGATGCTCCAG 
AGGAGGAAATTATCCCTGATGGATATAATGATTCACTAGATACCTGCCATAAACTTTTAC 
TTATCAGGTCTTGGTGCCCZAGACCGTACTGTTTTTCAAGCAAGAAAGTATATTGCAGATT 
CTTTGGAGGAGAAGTACACAGAACCAGTTATCTTAAATCTGGAGAAAACTTGGGAAGAAA 
GTGATACCCGGACACCTCTGATATGCTTCCTGTCCATGGGATCTGACCCCACCAATCAAA 
TTGATGCATTGGCCAAGAAACTGAAACTGGAATGTAGAACTATCTCAATGGGGCAAGGAC 
AAGAAGTACATGCTCGAAAGCTGATTCAGATGTCAATGCAGCAGGGTGGTTGGGTATTAC 
TACAAAATTGCCACCTTGGCCTGGAATTCATGGAAGAATTACTAGAGACGCTAATTACCA 
CTGAAGCCAGTGATGATTCTTTCCGAGTATGGATAACTACGGAGCCCCATGATCGATTTC 
CAATTACATTGCTTCAGACCTCTCTCAAATTCACTAATGAGCCACCCCAAGGTGTACGCG 
CAGGTTTGAAAAGAACATTTGCTGGAATTAATCAAGACCTTCTGGACATCAGTAATTTAC 
CCATGTGGAAGCCGATGCTTTACACAGTAGCATTTTTACACTCCACTGTGCAGGAGCGAC 
GAAAATTTGGCCCCTTAGGATGGAATATTCCCTACGAATTCAATTCTGCTGACTTTTCAG 
CCAGTGTTCAGTTTATTCAGAATCACCTTGATGAATGCGATATTAAGAAAGGTGTATCAT 
GGAATACGGTTCGGTACATGATCGGAGAAGTACAATATGGAGGCAGAGTGACAGATGACT 
TTGACAAACGTCTACTTAATTGCTTTGCCAGAGTCTGGTTCAGTGAGAAGATGTTTGAAC 
CGTCATTCTGCTTTTATACTGGATATAAAATCCCCTTATGCAAAACCTTAGACCAGTATT 
TTGAATACATCCAGTCACTGCCATCCCTAGATAACCCTGAAGTCTTTGGGCTTCACCCTA 
ATGCTGATATCACGTATCAGAGTAACACTGCTTCTGCTGTTCTTGAAACAATTACCAACA 
TTCAACCCAAAGAGAGTGGAGGTGGTGTGGGAGAGACCCGGGAGGCTATTGTTTATAGAT 
TATCTGAAGATATGCTGAGTAAACTCCCTCCTGATTACATTCCTCATGAGGTGAAATCTC 
GTTTGATAAAGATGGGCCATCTTAATTCAATGAACATATTTCTTAGACAAGAAATTGACA 
GAATGCAAAGAGTCATTTCAATACTCCGCAGTAGCCTGAGTGATCTAAAATTGGCCATTG 
AAGGAACAATCATTATGAGTGAGAATCTGAGAGATGCTCTGGACAACATGTATGATGCTC 
GTATACCTCAGCTCTGGAAAAGAGTGTCTTGGGATTCGTCCACACTGGGCTTCTGGTTCA 
CTGAACTTTTGGAAAGAAATGCTCAGTTTTCTACGTGGATATTTGAAGGGAGGCCTAATG 
TGTTTTGGATGACTGGTTTCTTTAATCCCCAAGGCTTCCTCACAGCAATGAGGCAAGAAG 
TGACCCGTGCCCACAAAGGCTGGGCACTGGACACTGTGACCATCCACAATGAAGTTCTGA 
GACAGACCAAGGAGGAGATCACGTCACCCCCTGGGGAAGGTGTGTATATTTATGGGCTCT 
ACATGGATGGAGCAGCCTGGGACAGACGGAATGGGAAGCTCATGGAATCCACCCCCAAGG 
TACTCTTCACGCAGTTACCCGTGCTCCACATCTTTGCCATTAACTCCACGGCACCCAAGG 
ACCCCAAGCTGTATGTGTGTCCTATTTACAAGAAACCCAGGCGAACTGATTTGACCTTCA 
TCACTGTGGTATATTTACGAACAGTGTTGTCCCCGGATCACTGGATCCTGAGAGGAGTGG 
CCCTTTTGTGTGACATCAAGTAA 

Gene 470. >ENST00000287152 cDNA sequence 

ATGGTGAAGCAGACTATCCAGATATTCGCGAGGGTGAAGCCCCCTGTCCGGAAGCACCAA 
CAAGGGATTTATTCCATAGATGAAGATGAAAAATTAATACCTAGCTTGGAAATCATCTTA 
CCACGTGATTTGGCAGATGGGTTTGTGAATAATAAGCGAGAAAGCTACAAATTTAAATTT 
CAAAGAATTTTTGATCAGGATGCAAACCAAGAGACCGTTTTTGAAAACATTGCCAAACCA 
GTTGCTGGGAGTGTCCTGGCAGGTTACAATGGTACCATCTTTGCATATGGGCAAACAGGC 
AGCGGGAAGACATTCACTATCACAGGGGGTGCAGAGCGTTACAGTGACAGAGGCATTATC 
CCAAGGACACTGTCATACATTTTTGAACAGTTACAAAAGGACAGCAGCAAAATATATACA 
ACACACATTTCCTATTTGGAAATCTACAATGAATGTGGTTATGATCTTTTGGATCCAAGA 
CATGAAGCCTCCAGTTTGGAAGATTTGCCGAAAGTGACAATACTGGAGGATCCTGATCAG 
AACATTCACCTGAAAAACTTGACTCTCCATCAGGCAACCACAGAGGAAGAA.GCTCTGAAT 
TTGCTTTTTTTAGGAGACACCAACCGAATGATTGCAGAGACTCCTATGAACCAAGCTTCA 
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ACCCGTTCCCACTGCATTTTCACCATTCATTTGTCAAGCAAGGAACCAGGATCTGCAACT 
GTACGACATGCCAAACTCCATCTGGTTGACCTGGCTGGTTCAGAGCGAGTTGCAAAGACT 
GGAGTAGGGGGCCATCTTCTAACAGAGGCCAAGTATATCAACTTGTCACTACATTACTTA 
GAACAGGTTATCATTGCCCTTTCAGAAAAGCACCGTTCGCACATTCCTTATAGAAACTCC 
ATGATGACCAGTGTCCTAAGAGACAGTTTGGGAGGGAACTGCATGACAACTATGATTGCA 
ACACTCTCCTTGGAGAAAAGGAATCTTGATGAGTCTATATCAACCTGCAGATTTGCACAG 
CGAGTGGCACTCATAAAGAATGAAGCTGTTCTTAATGAAGAAATTAACCCCAGATTAGTG 
ATTAAACGCCTACAAAAGGAAATCCAGGAACTGAAGGATGAACTGGCCATGGTCACTGGG 
GAGCAGAGGACAGAGGCACTCACAGAAGCAGAGCTCCTTCAGCTGGAAAAACTAATAACA 
TCCTTTTTGGAAGACCAGGATTCAGACAGTAGATTAGAGGTTGGCGCGGATATGCGTAAA 
GTTCATCACTGTTTTCATCATTTAAAGAAACTATTGAATGACAAGAAGATCCTTGAAAAC 
AATACAGTCTCCTCTGAAAGCAAAGACCAAGATTGTCAAGAACCATTAAAAGAAGAAGAA 
TATAGAAAGCTACGAGATATTCTGAAACAGAGAGATAACGAAATCAGTATCCTTTCTGAA 
GTGATGAAGAAA 

Gene 471. >ENST00000297170 cDNA sequence 

ATGAGAGAGGAAATGTCATTAGGATGCCAGGAGGCTTTTGAAATCTTCAAGAGGGACCAC 
GCTGACAGCGTTACCATCGATGACAACAAACAGATTCTGAAACAGAGATTTTCTGAAGCC 
AAGGCCCTGGGAGAAAGTATAAATGAAGCAAGAAGTAAAATTGGTCACCTGAAGGAAGAA 
ATCACCCAGCGGCATATACAGCAAGTAGCCCTAGGAATCTCGGAAAACATGGCCGTGCCT 
CTGATGCCAGACCAGCAGGAGGAGAAGCTGCGATCACAACTGGAGGAAGAAAAGAGAAGG 
TATAAAACAATGTTCACTCGCCTGAAAGCCCTGAAGGTGGAGATCGAGCACTTGCAGCTG 
CTCATGGACAAAGCCAAGGTGAAGCTACAGAAAGAGTTTGAAGTCTGGTGGGCAGAGGAG 
GCCACCAACCTGCAGGTAAATTCTCCAGCAGTGAATTCACTCGATCACACGAAGCCATTT 
CTCCAGACATCTGACTCCCAGCATGAATGGTCCCAACTCCTCTCTAACAAAAGTTCTGGA 
GGCTGGGAAGTCCAAGATCAAGGCACTGGCAGATTCGATGTCTGTGATGTGAATGCCAGG 
AAAATCCTGCCCTCGCCTTGCCCCAGTCCACACAGCCAGAAACAGAGCAGCACCAGCACC 
CCACTGGAAGACAGCATCCCCAAGAGGCCAGTGTCGTCCATCCCTCTCACCGGAGACAGC 
CAGACGGACTCGGACATCATCGCCTTCATCAAGGCCAGACAGAGCATTCTGCAGAAGCAA 
TGT 

Gene 472. >ENST00000229913 cDNA sequence 

AATGCGACTATCCTCAGCTCCCTCACAGGCCCAGGACTTCAGCATTTTGGGGAAAAGATC 

CAGTTTGCTCCACAAGAAAATAGATTTTCTGAAGCCAAGGCCCTGGGAGAAAGTATAAAT 

GAAGCAAGAAGTAAAATTGGTCACCTGAAGGAAGAAATCACCCAGCGGCATATACAGCAA 

GTAGCCCTAGGAATCTCGGAAAACATGGCCGTGCCTCTGATGCCAGACCAGCAGGAGGAG 

AAGCTGCGATCACAACTGGAGGAAGAAAAGAGAAGGTATAAAACAATGTTCACTCGCCTG 

AAAGCCCTGAAGGTGGAGATCGAGCACTTGCAGCTGCTCATGGACAAAGCCAAGGTGAAG 

CTACAGAAAGAGTTTGAAGTCTGGTGGGCAGAGGAGGCCACCAACCTGCAGGTAAATTCT 

CCAGCAGTGAATTCACTCGATCACACGAAGCCATTTCTCCAGACATCTGACTCCCAGCAT 

GAATGGTCCCAACTCCTCTCTAACAAAAGTTCTGGAGGCTGGGAAGTCCAAGATCAAGGC 

ACTGGCAGATTCGATGTCTGTGATGTGAATGCCAGGAAAATCCTGCCCTCGCCTTGCCCC 

AGTCCACACAGCCAGAAACAGAGCAGCACCAGCACCCCACTGGAAGACAGCATCCCCAAG 

AGGCCAGTGTCGTCCATCCCTCTCACCGGAGACAGCCAGACGGACTCGGACATCATCGCC 

TTCATCAAGGCCAGACAGAGCATTCTGCAGAAGCAATGT 

Gene 473. >ENST00000229903 cDNA sequence 

ATGGAACAGCGGTTAGCTGAGTTTCGGGCGGCGCGGAAACGGGCGGGTCTGGCGGCCCAA 
CCCCCTGCTGCCAGTCAGGGCGCACAAACCCCAGGAGAGAAGGCGGAAGCAGCAGCGACT 
CTAAAGGCAGCCCCAGGCTGGCTAAAGCGGTTCCTGGTATGGAAACCTAGGCCCGCGAGT 
GCCCGGGCCCAGCCCGGCCTAGTTCAGGAAGCGGCTCAGCCCCAGGGCAGCACATCAGAG 
ACACCATGGAACACAGCCATTCCTCTGCCGTCGTGCTGGGACCAGTCTTTCCTGACCAAT 
ATCACCTTCTTGAAGGTTCTTCTCTGGTTGGTCCTGCTGGGACTGTTTGTGGAACTGGAA 
TTTGGCCTGGCATATTTTGTCCTGTCCTTGTTCTATTGGATGTACGTCGGGACACGAGGC 
CCTGAAGAGAAGAAAGAGGGAGAGAAGAGCGCCTACTCTGTGTTCAATCCAGGCTGTGAA 
GCCATCCAGGGCACCCTGACTGCAGAGCAGTTGGAGCGCGAGTTACAGTTGAGACCCCTG 
GCAGGGAGATAGGACCCAGCTGTGCTGTCATGCAGCTAACCTCTGATGTGGTCTTCCTCA 
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CCATTGGCTATGGATTTGATTTCAGGTGTATAGGACTAAGGGCA6CTTGCGGGTTAGCTC 
TGTGACTGCATAGTTTTTCTACCTTCTTTCCCTGATCTTTTGCTGCCATTTGATCTTTGA 
TAGTTTTGGTGAAACTCTCTAAAATACATTCACTGTGGGTCCGACGCAATTTATAAAAAT 
TATGTACTCAAGAAGGGAGACCTGTTTGTTTCATTTCTCATCTGTTTGGGAGATGATTTT 
AGAGCACTAGAAAGGCACTGGGGAGATTCTCAGCTTAAAACATCCAGCAGTTTGAAGTAT 
GATTAGGTACATCAGGGCTGCATTGTCAATGTTCTCTTTAAGTCTTTTAACATTTATAGC 
AATTTTTTTTTTCCCGGAGAGTTTAGGTTGCAAGTTTTGGGTTTCTTGTTTGTTTTTGTT 
TTGCTTCCTGCTTTAATTCTTTAATTTTCAGTCATTACTGGTATTGAAAAATAAAATATC 
TTTAAAACATCTCCTCTTCAGAAATAGGTCCCTCTTCATTGCCCATCACCATCTTCCACT 
CTCCTATTATTTTGCCACTACTCAGTAAAGGAAGGTAGGAAGAGACAAACGCCTAAGTGC 
AGGTGTGGGGAGGGATTTCACAAGTGGTTATTAACGGCCAGTTCAGCAAGAAGTGTTGAG 
TGTGTACAAAGGGGAGGGCTGGAAGTGTTAACTCCAGACCCGTTGGCTGCTTGAGTTGTT 
TCTTATATTCTAAAGCAGCAGTCCCTAACCTTTTTGGCACCAGGGACCAGTTTTGTGGAA 
CACAGTTTTTCCATGGACGGGGTGGTGGTGGAGGATGAAACTTCCACCTCAGATCATCAG 
GCATTAGAGTCTCATAAGGAGCACGCAACCTAGATCCCTCGCATGCGCAGTTCACAATAC 
GGTTCTAAGGGCTTTAGAGTAAGCAGCTTTTTCACCTGTGGGCCTCTGGTGAGAAATTCT 
GTAAATTGTGATAATCAGGCTGGATTTTAATGCTGCTTTTCCAGTACAATGTTAGAGTTT 
GGGTTCATTAAAATTAGGCAAACTCCCATTGGGTTAGGGCTTCTCTCATTCCATTTTGTG 
GCTAACCTTACTGTGTTTCAGCCCTTGCTGAAAATTCTTCTGATATGTGTTGCCCTTCCT 
CACAGCCCTTTGGCCATTGGGAGTTTGGCTGTCCCTCAGAGCCATCCGGTCAAGCAGATG 
GTCTGTTCTATCTCACAGAAAAGTCTTTTCTTCCATGAGTTCTGTCTGAACTGAACATGT 
AAAAAGTATGGGAAACAGATGAATCCCTATTAAACATGAAGTTTTGATTGTATTTAAGAT 
Gene 474. >ENST00000229900 cDNA sequence 

ATGGCCGGCGCCCCCGGCCCGCTGCGCCTTGCGCTGCTGCTGCTCGGGATGGTGGGCAGG 
GCCGGCCCCCGCCCCCAGGGTGCCACTGTGTCCCTCTGGGAGACGGTGCAGAAATGGCGA 
GAATACCGACGCCAGTGCCAGCGCTCCCTGACTGAGGATCCACCTCCTGCCACAGACTTG 
TTCTGCAACCGGACCTTCGATGAATACGCCTGCTGGCCAGATGGGGAGCCAGGCTCGTTC 
GTGAATGTCAGCTGCCCCTGGTACCTGCCCTGGGCCAGCAGTGTGCCGCAGGGCCACGTG 
TACCGGTTCTGCACAGCTGAAGGCCTCTGGCTGGAGAAGGACAACTCCAGCCTGCCCTGG 
AGGGACTTGTCGGAGTGCGAGGAGTCCAAGCGAGGGGAAAGAAGCTCCCCGGAGGAGCAG 
CTCCTGTTCCTCTACATCATCTACACGGTGGGCTACGCACTCTCCTTCTCTGCTCTGGTT 
ATCGCCTCTGCGATCCTCCTCGGCTTCAGACACCTGCACTGCACCAGGAACTACATCCAC 
CTGAACCTGTTTGCATCCTTCATCCTGCGAGCATTGTCCGTCTTCATCAAGGACGCAGCC 
CTGAAGTGGATGTATAGCACAGCCGCCCAGCAGCACCAGTGGGATGGGCTCCTCTCCTAC 
CAGGACTCTCTGAGCTGCCGCCTGGTGTTTCTGCTCATGCAGTACTGTGTGGCGGCCAAT 
TACTACTGGCTCTTGGTGGAGGGCGTGTACCTGTACACACTGCTGGCCTTCTCGGTCTTA 
TCTGAGCAATGGATCTTCAGGCTCTACGTGAGCATAGGCTGGGGTGTTCCCCTGCTGTTT 
GTTGTCCCCTGGGGCATTGTCAAGTACCTCTATGAGGACGAGGGCTGCTGGACCAGGAAC 
TCCAACATGAACTACTGGCTCATTATCCGGCTGCCCATTCTCTTTGCCATTGGGGTGAAC 
TTCCTCATCTTTGTTCGGGTCATCTGCATCGTGGTATCCAAACTGAAGGCCAATCTCATG 
TGCAAGACAGACATCAAATGCAGACTTGCCAAGTCCACGCTGACACTCATCCCCCTGCTG 
GGGACTCATGAGGTCATCTTTGCCTTTGTGATGGACGAGCACGCCCGGGGGACCCTGCGC 
TTCATCAAGCTGTTTACAGAGCTCTCCTTCACCTCCTTCCAGGGGCTGATGGTGGCCATA 
TTATACTGCTTTGTCAACAATGAGGTCCAGCTGGAATTTCGGAAGAGCTGGGAGCGCTGG 
CGGCTTGAGCACTTGCACATCCAGAGGGACAGCAGCATGAAGCCCCTCAAGTGTCCCACC 
AGCAGCCTGAGCAGTGGAGCCACGGCGGGCAGCAGCATGTACACAGCCACTTGCCAGGCC 
TCCTGCAGCTGAGACTCCAGCGCCTGCCCTCCCTGGGGTCCTTGCTGCAGGCCGGGTGGC 
C AAT C CAGGTGGGAGAGACACT C C CAGGGACAAGGG AAGG AAGGGACACACACACACACA 
CACACACACACACACACACACACATACATCCTGCTTTCCCTCCCCAAACCCATCAGACAG 
GTAAATGGGCAGTGCCTCCTGGGACCATGGACACATTTTCTCCTAGGAGAAGCAGCCTCC 
TAATTTGATCACAGTGGCGAGAGGAGAGGAAAAACGATCGCTGTGAAAATGAGGAGGATT 
GCTTCTTGTGAAACCACAGGCCCTTGGGGTTCCCCCAGACAGAGCCGCAAATCAACCCCA 
GACTCAAACTCAAGGTCAACGGCTTATTAGTGAAACTGGGGCTTGCAAGAGGAGGTGGTT 
CTGAAAGTGGCTCTTCTAACCTCAGCCAAACACAGAGCGGGAGTGACGGGAGCCTCCTCT 
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GCTTGCATCACTTGGGGTCACCACCCTCCCCTGTCTTCTCTCAAAGGGAAGCTGTTTGTG 
TGTCTGGGTTGCTTATTTCCCTCATCTTGCCCCCTCATCTCACTGCCCAGTTTCTTTTTG 
AGGGGCTTTGTTTGGGCCACTGCCAGCAGCTGTTTCTGGAAATGGCTGTAGGTGGTGTTG 
AGAAAGAATGAGCATTGAGACGGTGCTCGCTTCTCCTCCAGGTATTTGAGTTGTTTTGGT 
GCCTGCCTCTGCCATGCCCAGAGAATCAGGGCAGGCTTGCCACCGGGGAACCCAGCCCTG 
GGGTATGAGCTGCCAAGTCTATTTTAAAGACGCTCAAGAATCCTCTGGGGTTCATCTAGG 
GACACGTTAGGAATGTCCAGACTGTGGGTGTAGATTACCTGCCACTTCCAGGAGCCCAGA 
GGGCCAAGAGAGACATTGCCTCCACCTCTCCTTGGAAATACTTTATCTGTGACCACACGC 
TGTCTCTTGAGAATTTGGATACACTCTCTAGCTTTAGGGGACCATGAAGAGACTCTCTTA 
GGGAAACCAATAGTCCCCATCAGCACCATGGAGGCAGGCTCCCCCTGCCTTTGAAATTCC 
CCCACTTGGGAGCTTGTATATACTTCACTCACTTTTCTTTATTGCTGTGAATAGTCTGTG 
TGCACAATGGGCAATTCTGACTTCTCCCATCTAGTGGAAATGAGCGAAATCATGGTTGTA 
GTGATGTTGTTTGGGAGAGTGCAGTAGTAATTGATTTGACCCACTCACACTTGGAGCTAA 
TTAAGGTTTGCCCTGCCTGCAGCCTCCCCCACAAATAATGAACAGCAGAAAGACTGGACG 
GGGAAACCTATCAATCCTGCCCCCAGCCATGGTGAGGAAGCCCCAAGCCATGGTGACACA 
CAGCAGCACTGCAGATAGCCAGACACATGGCTATCCTAGAGAGGCTGGCAAGGAGTTCGT 
GGCTGCAAAAGAAGTTTCTGGAGCAAGAGAGAGCTCGCTCTTGGGAGTCAGGACCTCCGG 
GGAGAGCAGAGGGTTCCGACGGATTCCTTTATGAGTCAGTCTCTCTCTCCCTTTTAAATG 
GTGGGAACCCTCCCCAAAACCTTTCCCCAGACACATTCTCCTGTGCCCCTCAGAGAGGCA 
TGTGATGTGCAAGGAAAATAATAGGATATAAAACACATCAAGTAGAAAATTTCTTATACT 
TC 

Gene 475. >ENST00000297153 cDNA sequence 

GGAGAGCGAGAGACCGAACGAGGAGACGCGAGGAGGAGGGAGGAGGAAGAGAGGGAGGGA 
GGCGGGAGGAGCGCGGAATGAAAAGCTCGGAGGGGCGAAAAAGCAGCACAGCAAAGCCCA 
AGTTGCTGAGCGAGCGGAGCGCTCCCGCGGCCCGGAGCCX3AGCGGCCGCCGCGCCCCGGA 
GCCCGGCCCGGCCCCGCCCGCTCTGGGCCCCCGCAGGCCAAGGCCGCCGGGCGGGGGCGG 
GGACGACCAACTTGGGGCGCGGCGTAGCCCCGCTCTCCCGAGAGCTCGGAGCCCGGGAGG 
GCTACGGCCGCGGCCAGACGGCGGGAGAGGAGCGCGGCGAGCGGAGGCGGCGAGCGGCGC 
CCGCGCCGCAGCCCCGGCCTGGGCGAGAGCGCGAATATTTTTCAAAAGACTCAAACTTTC 
CTCCTTTCCCCGTTTTCTGGGGCCCTTCTTGCCTGGAATTGCTCTCCAGATTCCCGCGGG 
GCGCCGGGCTGCTATTCTTCCCCCGGGTTTATCGGCGGCTCGGCTAACTTCACGGACCCG 
GGGACCCGCGGCGCTCGTCCCTCGGCCGAACCCAGCCCGCGCTGCTCCCCGGATCAGGAG 
GGCCGGGCCCGGGGCTGCTTCGCCGCCGCGAGTGCTTTCAGCCCGGCCCCCTGGAGTCGG 
GCCGCTGAGCCCACGGCAGCGGCCGCAGGACTGGAAACAGCAGATTGATTAACTCGAGCG 
GAGCCCCGGCCTCCCCGACTCCGCTCCGCTGAGGGGCGGCCCCAGTGCGGGGAAACGACA 
AGTTTGTCAGTCGTCCGTGGCCTGTTGGATCGAAGCGCCGCCTCCGCCGCCGAGAGGTCC 
CCGGCGCCTAGCATCCCGCGCGGACGGCCCTGGGTACCCGGGGCGGCTCGGCGGCCGGGC 
TCCTCGGGTCGGGGCGCTGGCTGCTGTGCCGGGCGCGCCGAGGCACCCGGGGCTGGGCCA 
GCGCCCCCTGCGTCCCCACGCGGGCAGCGGCCCCGCCGGAGGAGAAACACGGGTCGCCGC 
CACCTCCGCCTCTTCAGTCTCCTGGTCTTCGTCGCCGCTCTCTCTCTCACCTCTCAGGGA 
AAGGGGGGGACATAGGGGCGTCGCGGGGCCCCGGCGAATGCGCCCCCCGCCGCCTCTCGG 
GCTGCGCCGCCTCGCGGGGATGAAGCACCGGCCGTGAAGATGGAGGTGACCTGCCTTCTA 
CTTCTGGCGCTGATCCCCTTCCACTGCCGGGGACAAGGAGTCTACGCTCCAGCCCAGGCG 
CAGATCGTGCATGCGGGCCAGGCATGTGTGGTGAAAGAGGACAATATCAGCGAGCGTGTC 
TACACCATCCGGGAGGGGGACACCCTCATGCTGCAGTGCCTTGTAACAGGGCACCCTCGA 
CCCCAGGTACGGTGGACCAAGACGGCAGGTAGCGCCTCGGACAAGTTCCAGGAGACATCG 
GTGTTCAACGAGACGCTGCGCATCGAGCGTATTGCACGCACGCAGGGCGGCCGCTACTAC 
TGCAAGGCTGAGAACGGCGTGGGGGTGCCGGCCATCAAGTCCATCCGCGTGGACGTGCAG 
TACCTGGATGAGCCAATGCTGACGGTGCACCAGACGGTGAGCGATGTGCGAGGCAACTTC 
TACCAGGAGAAGACGGTGTTCCTGCGCTGTACTGTCAACTCCAACCCGCCTGCCCGCTTC 
ATCTGGAAGCGGGGTTCCGATACCCTATCCCACAGCCAGGACAATGGGGTTGACATCTAT 
GAGCCCCTCTACACTCAGGGGGAGACGAAGGTCCTGAAGCTGAAGAACCTGCGGCCCCAG 
GACTATGCCAGCTACACCTGCCAGGTGTCTGTGCGTAACX3TGTGCGGCATCCCAGACAAG 
GCCATCACCTTCCGGCTCACCAACACCACGGCACCACCAGCCCTGAAGCTGTCTGTGAAC 
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GAAACTCTGGTGGTGAACCCTGGGGAGAATGTGACGGTGCAGTGTCTGCTGACAGGCGGT 
GATCCCCTCCCCCAGCTGCAGTGGTCCCATGGGCCTGGCCCACTGCCCCTGGGTGCTCTG 
GCCCAGGGTGGCACCCTCAGCATCCCTTCAGTGCAGGCCCGGGACTCTGGCTACTACAAC 
TGCACAGCCACCAACAATGTGGGGAACCCTGCCAAGAAGACTGTCAACCTGCTGGTGCGA 
TCCATGAAGAACGCTACATTCCAGATCACTCCTGACGTGATCAAAGAGAGTGAGAACATC 
CAGCTGGGCCAGGACCTGAAGCTATCGTGCCACGTGGATGCAGTGCCCCAGGAGAAGGTG 
ACCTACCAGTGGTTCAAGAATGGCAAGCCGGCACGCATGTCCAAGCGGCTGCTGGTGACC 
CGCAATGATCCTGAGCTGCCCGCAGTCACCAGCAGCCTAGAGCTCATTGACCTGCACTTC 
AGTGACTATGGCACCTACCTGTGCATGGCTTCTTTCCCAGGGGCACCCGTGCCCGACCTC 
AGCGTCGAGGTCAACATCTCCTCTGAGACAGTGCCGCCCACCATCAGTGTGCCCAAGGGT 
AGGGCCGTGGTGACCGTGCGCGAGGGATCGCCTGCCGAGCTGCAATGCGAGGTGCGGGGC 
AAGCCGCGGCCGCCAGTGCTCTGGTCCCGCGTGGACAAGGAGGCTGCACTGCTGCCCTCG 
GGGCTGCCCCTGGAGGAGACTCCGGACGGGAAGCTGCGGCTGGAGCGAGTGAGCCGAGAC 
ATGAGCGGGACCTACCGCTGCCAGACGGCCCGCTATAATGGCTTCAACGTGCGCCCCCGT 
GAGGCCCAGGTGCAGCTGAACGTGCAGTTCCCGCCGGAGGTGGAGCCCAGTTCCCAGGAC 
GTGCGCCAGGCGCTGGGCCGGCCCGTGCTCCTGCGCTGCTCGCTGCTGCGAGGCAGCCCC 
CAGCGCATCGCCTCGGCTGTGTGGCGTTTCAAAGGGCAGCTGCTGCCGCCGCCGCCTGTT 
GTTCCCGCCGCCGCCGAGGCGCCGGATCACGCGGAGCTGCGCCTCGACGCCGTAACTCGC 
GACAGCAGCGGCAGCTACGAGTGCAGCGTCTCCAACGATGTGGGCTCGGCTGCCTGCCTC 
TTCCAGGTCTCCGCCAAAGCCTACAGCCCGGAGTTTTACTTCGACACCCCCAACCCCACC 
CGCAGCCACAAGCTGTCCAAGAACTACTCCTACGTGCTGCAGTGGACTCAGAGGGAGCCC 
GACGCTGTCGACCCTGTGCTCAACTACAGACTCAGCATCCGCCAGTTGAACCAGCACAAT 
GCGGTGGTCAAGGCCATCCCGGTCCGGCGTGTGGAGAAGGGGCAGCTGCTGGAGTACATC 
CTGACCGATCTCCGTGTGCCCCACAGCTATGAGGTCCGCCTCACACCCTATACCACCTTC 
GGGGCTGGTGACATGGCCTCCCGCATCATCCACTACACAGAGCACAACACCTGCCACTTT 
GAGGATGAGAAGATCTGTGGCTATACCCAGGACCTGACAGACAACTTTGACTGGACGCGG 
CAGAATGCCCTCACCCAGAACCCCAAACGCTCCCCCAACACTGGTCCCCCCACCGACATA 
AGTGGCACCCCTGAGGGCTACTACATGTTCATCGAGACATCGAGGCCTCGGGAGCTGGGG 
GACCGTGCAAGGTTAGTGAGTCCCCTCTACAATGCCAGCGCCAAGTTCTACTGTGTCTCC 
TTCTTCTACCACATGTACGGGAAACACATCGGCTCCCTCAACCTCCTGGTGCGGTCCCGG 
AACAAAGGGGCTCTGGACACGCACGCCTGGTCTCTCAGTGGCAATAAGGGCAATGTGTGG 
CAGCAGGCCCATGTGCCCATCAGCCCCAGTGGGCCCTTCCAGATTATTTTTGAGGGGGTT 
CGAGGCCCGGGCTACCTGGGGGATATTGCCATAGATGACGTCACACTGAAGAAGGGGGAG 
TGTCCCCGGAAGCAGACGGATCCCAATAAAGTGGTGGTGATGCCGGGCAGTGGAGCCCCC 
TGCCAGTCCAGCCCACAGCTGTGGGGGCCCATGGCCATCTTCCTCTTGGCGTTGCAGAGA 
TGATGAGAGCTGTGTGGCCACCCCCCCAACCTTGCCCCCGGCACACCAAAGTGTCCACAT 
TGTACCAAAGACTGACCCCCGCCAGCTGGGGTGCCCAGGGGCAGGGCCGGCCCGCCAGGG 
AGGGGGCCTGCATTGGCTGCAAGGATGAGCAGAGAACAAGGACAGAGGCCAGGCACTGAG 
GCCCTGGAGACAGCTGTTCCACTTGCACACACGCACACACTCATGCTCACACACACAGAG 
ATATATTAAAGCACAAGTTTCTATCTGACCTGCCAGCACCTTCTTTACTGCAAAGACAGG 
GGACTTGCCTGAATGGCATCCGCCAACCCAGGGACCTCGGCGCAACATAGGCCTTGTCCT 
TGCTGCACTCGTGGTGTGCTTCTGACTTTACCCTGTCCCCTAAGTCAAGGCCGAACTCCA 
GCCTGGTGGCTTTGCCAGAAGGGAGCCAGAAGTGGGGCAGACATGGAGCCCCTCCCTTGG 
TCAGACTCTGGGACTCCTGAGATGGGAGAGGCAGGGATCAGAGGACGAACAGGTGGGACT 
TTGCGAGCTCTGTGACTGTCCCACGTCCAGGAGACAAGGAAGGTAGGGCACCTGCTGCAC 
ACGATTCTGTCCAGAGTGAGCACTGGATGGTGGAGACCATAGGTCACCCCAGATTCCTTG 
ACCTATTTCTGGGACACCATATTTCCCTCCTCAGTGTGCACCCTTTGAAGGGACCCAGCA 
CAGGGTCTTGGGCCTGGGCAGTCTGAAGACTGATAACTTCCCCACTCCACCCTACAAGCA 
GTGGGACTCCTGAGAACACGGTTCTCTCCTAGCCTCAGCCCCCAGCTGGGTCTCAGAGGA 
GCTGGGGGAGCGGTGGCCAGCCCATTTTCTGGGGTGAGGCTTGACTTGGAGAAAGGCAGA 
AGAGACGTCCCGCTTCTGTGATTTGGTGCCCCCATATCAGACAATGAATTTGGAAGTGGA 
GAGGGGCCTTCATTTCTTATCTACTTGGCATGAAAGGGTGCCCTGGATAGGAGGGTGTGT 
ACAGGGCAAAATGCCAAAAAGCACTGTCTAGTTGAAAGTTCCCTTCTCCACCCAGGGGCA 
GTGAAGGAGGAGGGGCTTATAGAGCTGGGATTGGTGGAGGGAGCAGGTGCCAGTCCCCTC 
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ACTCTCTGGGAGCTGTGAAAGGGATCCCTGTCCTTGGGTCCTGGGTTAGGCACCTGAGAT 
TGACATGATGGGATCTAGATCTTTCCTCCTTGACATCACCTGAGCCCCCACCTAGCCATC 
CATGGGAGAGAGAAGGCCCAGCCCCTTCTAGAATGACTCTTTAGGCATGCGTGCATATGT 
GTGTATGTGTTTGTGCCCGTCTGTGTCTAGGTACCACCGTGGGTACATTGTTGGGCAGGA 
GTGTGTGCAAACACAGGTCTGTGTGTGCAATCTCACATATCTGCCTGTGAGACTGGATTG 
AGACCCATTCGTTTCTATGAATGTCCGTGTACGTCAGCGTGTGTGTCCACCTTCCTGAGT 
GATGTGTTCGCTTGTAGGGTGCTGGCTGAATAGACTCTGTCCAGCCCTGTTCTGTAGTCT 
CAAGCTGCCTGCGATGGCCTGAAATTCCACCTTTCATCCCCTATGGATGACGGAGAGCTT 
ACAGATGACCCTATTGAATGCAAGCACCTTTGGTGAGGAGCATCACAGGGCTCCTTCTGG 
AGCATTTGGTGGGGACAGCTGCAGAGAAGAGGCCTGGAACTCGGGCAGCACTGCAGTGCC 
AGGAGGCAGGCGGGGAACCGAGGCAAAGGCTGCCCATCTCCCCCTGCCAGGCCTGTGTGA 
TCATTATCACCAACAGCTGGTGGGTGGCCGGGCCAGGATGCAGCGGGGCCTTCTGATGCC 
CAATCAGCACGGCTGCCTTCCTGACCCAGTCAAGGCCTCTGTCTGAAATGAGTCGCTCCA 
GGTTCTCAGCATACACTTCCATCGCGTCTGTCGGGTATTGTTCCTTAACTGTCCCATCTG 
TGCAGAGTCCATTGCCCCAACTAGACTGTGAGCTCCTCCTCTGAGCCTTCCAAGTCCCCC 
CTCCACCTTCGCCACCTCCCGCTCGTGCCCAGCACAAGTGAGCCTGGTGTGGAAACCACT 
CCATTGCCCGGTGGAATGGATTCTGTAATCAGTGGTTCCTGGCCTTGCCTGCAGAATAGA 
ACCACCAGAGTCCTTTAAAAAGTATTGCTGCTTGGTTCCCACCTCAGAGGTTCTGAGTTA 
ATTGGACTGGAGCGCAGTCGGACATCAAGAAATGTTGAAAAGCTCCTTGGGTTCTCCTGA 
CAGCAGGAACCACTGGCCTGGCACCACCTGGGTGCTTCCTCTGTGCCCTCGCTGGGGTAG 
GCATTGGAGCACCAGAGATGAATAGCCCCAAGTGCTCCCTCTTTGGGGTTCCCAAGGCAC 
CCTGTGCCTGCTTCCCTCAGAGGACCTTCCAATCCATTTGCCCCGCAACCCTGGCTGCTC 
CGACAGGGGAGACTTGTCTCCCTTGTTCCCCTCAGGATCCATAGAGTGGACAGTAAAGGT 
GCTCAGTACATGTTGGCTGAGCTGAACTGCATACATGTGGCCCCCAGGTTCCTGGTCTTT 
ATGGACGAAGGGCACAAGGTGGAGGGGGGATGGGGGGATGCTGCTGGAGGTCTCAGTGGG 
TGCAGACAGCCCTGCCTTGAGGATGGCTTGACCTGGGATTGACAAAATGTGTCTGCTGAA 
ATGCTGAGGTCCCCACGTGTGAATGGGTGAGGCTGATGTGGATGTCTGTGTGTGCCAGCA 
GGTGGGTGGGGGATGTGGGTGTCAGTGTATGCCAGTGGGCACTGTAAATGTCTAGGCATG 
TGCTGGTCTCTGTGTGTTTGTGTGTTCCTCAGCAGGAATGAGTGTCTTTGTGTATCACCT 
GGTGACTTGTCAGTGTCTGTGTCTGTGTGTGCCTGTGAGCCAGCATCTCTGTATCAGTGT 
TGCTCATGCTGTGTCTTTGTGCGCCATGGTGTGTCAGTGTCTGTGTGTTGATGGGTGGCC 
CATGAGTGACCCCCGCCAGGGGAGACCAGGCTGGCTGGATCCAGCACATCTCCCCAGTGG 
CAGCCTCGCCCTCTGGGTCAGGGTGACTGAGGCATTTTGTGGCCTTAAAACGGGGTGTTC 
AGGGTCAGCCCTCAGGGTGCTGGGGCCCTTCCATCCCTTGTCCCCTTCAGGTTGGTGAAA 
AGGACTCCGGGGGCCAGGTGCTGTATAGCAGCTTATGGAAGTCTCAGCTGGGCTATCCTG 
CCCTTGGGAGCACAGACAGGCTCCTAGGGTGCTGAGTGAAGCCTGAAGACCAAGCCCCCT 
CCTCCTGGAATGCTCCTTCCACCCCTACCTCTCAGAGATGGGCCTGACACCTCTTTCTCA 
TTCATTCTCCTTTTCCCTGTGCTCTGGGAAAGCCCCTGGCTCAGGCTGTCAGAGTGAGGA 
TGGACCTCAAAAGTTTGATCCCCTCGTGCAGATGAAGAAGCTGAAGCCCAGAGTGGGGAA 
GGGGAGTGGCCCAAGGTCACACAGCTAGTTTGAGTAGAGCCAGTCTTGGGAGAGCCAAGT 
ACTACAGCCCTGGGGGTGTCACACCGCTTGTCACTGCCCCTGAGGTCTCCTGCCAAACAA 
CTGCAGGGAGTTTGGCTAACAGTCCTGTGTCCAGGGTGCCGGTGGGGATGTTATAGATGT 
TGCTGGGATCCTGCCCTCGGCTCCAAATTCTGGCCTCTCATCCCAGGCTGCAGACCCTTC 
TGCCCCATGACAGGCCTGGGTGCCACACAGAGGTGGCCACCCTCCCACCACAGTGTCTGC 
AGCTGCTGCCCTTCTCCCAGGCCCCCAGACAGAAGAGACCCTGTTTCCCCTCCTCTCCCC 
TGTGACTTCACAAGAGCTTGGGCTAGGAGTGAAGGTCAGCATGTTCTCATGTGCTCATCC 
TCTTGGTTTCCCCAAAGACCGGGAGGGTCACGGATGGGGCGTGCAGAATCCTTGTGTTTT 
TTCTCGCTGGGCAGCTTGAGGGGCTGGGGAGTATTCCCAGGGTCTTTGCTCTGGAGAGTC 
CCTGCAGAGCCACTGGCTGAGGTTGGGTTCAGGGTTCAGCGGAGTCCTCCATGCTTCCAA 
AGGCCGGGAAGCACCCGCCTCTCTATCGAGTCAGTGCTGTGCGTGTGTGTCTGAGAATGT 
GTGTGATGTGTGGAGTGTGCGTGTGTTTGTGTGTGTGTGTGTGTGTGTTGGGGCAGAAGG 
ACCACTCTTTCCTGGGGATCCCTTGACCCTTATAACTAGAAGGGACCTTAGGGAGCATCT 
AAGCTGGTGCCCCCATTGTACAGGCGAGGTCCAGAGGGATGGCATCTGCCCACCCCACCC 
CTTGCCCTCTTGTTGCCTGCACTCATTTCCCAGGGACCCTCCTAGGATAGGACTGCCCTC 
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CTTCCTGGCCCCCTCCCGCCATCCTCCCAGCCACCCACATAATCACCATCTCAGCCCAAC 
TCTGGTGGCCCTCTAGGTCTCCATGCATTCTTCCTGCCCTAGAGTAGCCAGCTCACCAAG 
GCCTTTATCCCCAGCCCAGGAGAAGGGTCAGGGAGGGAAGGGGCTGCACCAGCCCTGAGA 
CCTCAAAGACTTGGGAGAAAAGCCAAAACTCCTCATGCCCAGGCCCACATGTCTGACCAC 
CCCAGCCCACCCCGCCACCAAGGTAAAAGCACAACAGGAGACCCCCTTATTAATGGGTGA 
AATGATTGGGGTTGTTTTTTTAGTCACACAGCCCCATCCTCACCCCTTTGCCTTGCTGTC 
TGTCTCCACCCCAGCCTCTGTTCCCCATTTGCCTCTCTTTCACCTCCAAGCCCCCAAATG 
TAACCTCTAGTTGCGGACGCGGTTGTTCTATCAATAAAGCTGCAGTGTTCTAGCGCTCAG 
CGT 

Gene 476. >ENST00000229875 cDNA sequence 

ATGGCCTCCCGCATCATCCACTACACAGAGCCCATCAACTCTCCGAACCTTTCAGACAAC 
ACCTGCCACTTTGAGGATGAGAAGATCTGTGGCTATACCCAGGACCTGACAGACAACTTT 
GACTGGACGCGGCAGAATGCCCTCACCCAGAACCCCAAACGCTCCCCCAACACTGGTCCC 
CCCACCGACATAAGTGGCACCCCTGAGGGCTACTACATGTTCATCGAGACATCGAGGCCT 
CGGGAGCTGGGGGACCGTGCAAGGTTAGTGAGTCCCCTCTACAATGCCAGCGCCAAGTTC 
TACTGTGTCTCCTTCTTCTACCACATGTACGGGAAACACATCGGCTCCCTCAACCTCCTG 
GTGCGGTCCCGGAACAAAGGGGCTCTGGACACGCACGCCTGGTCTCTCAGTGGCAATAAG 
GGCAATGTGTGGCAGCAGGCCCATGTGCCCATCAGCCCCAGTGGGCCCTTCCAGATTATT 
TTTGAGGGGGTTCGAGGCCCGGGCTACCTGGGGGATATTGCCATAGATGACGTCACACTG 
AAGAAGGGGGAGTGTCCCCGGAAGCAGACGGATCCCAATAAAGGTGCAAGACGGGAAGGA 
GGTGGGGGAGCTGAATCTGGAGGGAGCTGTGCGTGGCGGGGGTTCCTGTCTGTTGAGGGA 
GGGTGTTTGGGTCTGAATAGGGGTTCAGAATGTCTGAGTGATGGGAATCATGTGGCTCTG 
ACTGTGTGA 

Gene 477. >ENST00000248553 cDNA sequence 

CTCAAACACCGCCTGCTAAAAATACCCGACTGGAGGAGCATAAAAGCGCAGCCGAGCCCA 
GCGCCCCGCACTTTTCTGAGCAGACGTCCAGAGCAGAGTCAGCCAGCATGACCGAGCGCC 
GCGTCCCCTTCTCGCTCCTGCGGGGCCCCAGCTGGGACCCCTTCCGCGACTGGTACCCGC 
ATAGCCGCCTCTTCGACCAGGCCTTCGGGCTGCCCCGGCTGCCGGAGGAGTGGTCGCAGT 
GGTTAGGCGGCAGCAGCTGGCCAGGCTACGTGCGCCCCCTGCCCCCCGCCGCCATCGAGA 
GCCCCGCAGTGGCCGCGCCCGCCTACAGCCGCGCGCTCAGCCGGCAACTCAGCAGCGGGG 
TCTCGGAGATCCGGCACACTGCGGACCGCTGGCGCGTGTCCCTGGATGTCAACCACTTCG 
CCCCGGACGAGCTGACGGTCAAGACGAAGGATGGCGTGGTGGAGATCACCGGCAAGCACG 
AGGAGCGGCAGGACGAGCATGGCTACATCTCCCGGTGCTTCACGCGGAAATACACGCTGC 
CCCCCGGTGTGGACCCCACCCAAGTTTCCTCCTCCCTGTCCCCTGAGGGCACACTGACCG 
TGGAGGCCCCCATGCCCAAGCTAGCCACGCAGTCCAACGAGATCACCATCCCAGTCACCT 
TCGAGTCGCGGGCCCAGCTTGGGGGCCCAGAAGCTGCAAAATCCGATGAGACTGCCGCCA 
AGTAAAGCCTTAGCCCGGATGCCCACCCCTGCTGCCGCCACTGGCTGTGCCTCCCCCGCC 
ACCTGTGTGTTCTTTTGATACATTTATCTTCTGTTTTTCTCAAATAAAGTTCAAAGCAAC 
CACCTGT 

Gene 478. >ENST00000330572 cDNA sequence 

TCAGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGAGG 

GAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCT 

GAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGA 

CGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGAT 

CCTGTCATTAAAAGATTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAG 

Gene 479. >ENST00000327285 cDNA sequence 

GTGCGCCTCCCGTCGCCCAAGATGCCGAAAGGAAAGGAGGCCAAGGGGAAGAAGTTGGCT 
CTGGCCCCTGCTTTTGTGAAGAAGCAGGAGGCCAAGAAAGTGGTGAATCCCCTGTTTGAG 
AAAAGGCCTAAGAATTTTGGCATTGGACAGGACATCCAGCCCAAAAGAGACCTCACCTGC 
TTTGTGAAATGGCCCCGCTATATCAGGTTGCAATGGCAGAGATCCATACTCTATAAGCAG 
CTGAAAGTGCCTCCTGCGATTAACCAGTTCACCCAGGCCCTGGAAGGCCAAACAGCTACT 
CAGCTGCTTAAGCTGGCCCACAAATACAGACCAGAGACAAAGCAAGAGAAGAAGTGGAGG 
CTGTTGGCCCAGGCAGAGTTGGGCAAAGGGGACCTCCCCATGAAGAGACTACCTGTCTTT 
CGAGCAGGAGTTAACACCGTCACCACCTTTGTGGATAACAAGAAAGCTCCGCTGGTGGTG 
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ACTACACACGACATGGATCCCATTGAGCTGACTGTTTTCCTGCCTGTCCTGTGTCATAAA 

ATGGGGGCCACTTGCTGCATTATCAA.GGGGAAGGCAAGACTGGGATGTCTAGTTCACAGG 

AAGACCTACACCACTGTCGACTTCACACAGGTTAACTCAGAAGACAAAGGAGCTTTGGCT 

AAGCTGGTGGAAGCTATCGGGACCAATTACAATGCCAGATACGATGAGACCCACTGTCAC 

TGGGACGGCAATGTCCTGGGTCCCAAGTCTGTGGCTCACATTGCCAAGCTCGAAAAGGCA 

AAGGCTAAAGAACTTGCCACTAAACTGGGTTAA 

Gene 480. >ENST00000285792 cDNA sequence 

CAGCTCTACATCCTGTAGATTCTCACACCCAGGGCCTCCTTCGGCCTCTTCTCAGGGGAG 

TCTCAGAGCAGGAGCCTCTCTCCCTTGCCCAGTGAAAGTCATTCTCCCCTCTCCCATCCA 

CCTCACCCGCAGCCACAATCCTGAGACTTTCCCCCGGGAGGCACACTTCTCCTCGCTGCC 

CTGCTGCTCTCAGGGAAACCCTGTCCTGCTTCTCACACTGACATCTGCTCTCTAATCACA 

GAGGATCCTGTCATTAAAAGACTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAG 

TATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATAC 

CAACGCATTCATTTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGACGAG 

GCCCCCAAACAAAACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTG 

CTCAGTGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGC 

TCTCAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGG 

GCTTGGGTTTCCCTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTG 

TGGGCGCGAGATCGCGCCCACCTTTCCTAGAGCTCCAGGGACCGTGGAGGCCTGAGGTCA 

TCGGCCTGAGAGAAGAACACCGGACCCAGGGGAGATGTGGATTTTCAGCAGGAACTTTAT 

TCCAATGCTAATGGCAGACATCAGGAAGGAGGAGAGGAACCATTTGTGCAGATCATCTAG 

AAGAACCTGGACCATTCTTGATGGAGCTGAATACAGTGATCACGTTGTCCTCCAAGGAGC 

AGGGGTGGGGTGGGGTACTTCTAGGAGTCCTTGGAGAAAAGTAAGAAACCAGGAGTGTTT 

CCAGTTCCACCCTTTCCTGCGGCACCACCTCCCTTTTTATATTGCTGAATGCCAACCTCC 

CTGGGGCGGAACCTGGAGGTCCTGTTTCTTATGGACTTGGTTGCCACAGTCCAGGAGCAT 

TTGAAGGCACAGTGCAAGGGCTCAGATTGGCACAGAATTCTTTGTGAAATATGAGTGCCA 

CAGACTGTAACAGATAGCTTCATGCACACTATGCATTTTATTGGTTTGTTTGGAAAATGT 

TGGCCATTGAATTATTAATAGGTTTATTTCAAATAGTTTGGAAATTGTTGTACTTTTGAA 

AACATGCTGTTCCTGTAGAGTTTTTTGATGAGAGTTATAGTTGTTATATATACATAAAGA 

TAATTTTCTTTTCATTTTTAAGTGAGAATTCTTTTTATCCTAAATCTTTTATTATCTTTA 

AATTTTTTTCTGTATTATTATATGTGCTCCTGAAGCGAGCACTCTTTTTATCTATGATAC 

TTCCATAATAATCTCTTCTATTTATAGCTATTGGTAGTTCCCCACCAGAAAAAAACATAA 

TTCTGGTGATAGAAATTTTTATTTGCTGTTTAGGTTTGTGACTGAATTGTGAGAATTCAG 

TTGTGATTTTTAACATGTCTCAGATATATATACTAACACGTCTAATGTATACTATCTATT 

TTATTGGTTTATTTTGAAAAACATGGGTACAGAATTATTTAAATATTATTTTATTTATTG 

AAATATTTATTAAATATATTTATTTATTTAAATATTATTATTACTTTAAATATTATTTTA 

AATATTTTGGAAATACTGGTATTTTTGAATAGATGCTGTTTCTATAAAGCTGTGTGATGG 

GTGTTATAACTGTTGTATACACATACATATAATTTTGTTTTCCTTTTTAAGAGAGGATTC 

TTTTCATCCTAAATCTTTTACCTTTCAATCTTTGTATCTATTATTACACGTGCTGCTGAA 

GGGAGCATGGTTTTTATCTATGATACTTAGTTAACATATATATTACATTTATAGCTATGT 

GGTAGTTCCCCTAAATTCTTGTAAAAATAAATTTTTATTTG 

Gene 481. >ENST00000222553 cDNA sequence 

CGCGCGGCCCCTGTCCTCCGGCCCGAGATGAATCCTGCGGCAGAAGCCGAGTTCAACATC 
CTCCTGGCCACCGACTCCTACAAGGTTACTCACTATAAACAATATCCACCCAACACAAGC 
AAAGTTTATTCCTACTTTGAATGCCGTGAAAAGAAGACAGAAAACTCCAAATTAAGGAAG 
GTGAAATATGAGGAAACAGTATTTTATGGGTTGCAGTACATTCTTAATAAGTACTTAAAA 
GGTAAAGTAGTAACCAAAGAGAAAATCCAGGAAGCCAAAGATGTCTACAAAGAACATTTC 
CAAGATGATGTCTTTAATGAAAAGGGATGGAACTACATTCTTGAGAAGTATGATGGGCAT 
CTTCCAATAGAAATAAAAGCTGTTCCTGAGGGCTTTGTCATTCCCAGAGGAAATGTTCTC 
TTCACGGTGGAAAACACAGATCCAGAGTGTTACTGGCTTACAAATTGGATTGAGACTATT 
CTTGTTCAGTCCTGGTATCCAATCACAGTGGCCACAAATTCTAGAGAGCAGAAGAAAATA 
TTGGCCAAATATTTGTTAGAAACTTCTGGTAACTTAGATGGTCTGGAATACAAGTTACAT 
GATTTTGGCTACAGAGGAGTCTCTTCCCAAGAGACTGCTGGCATAGGAGCATCTGCTCAC 
TTGGTTAACTTCAAAGGAACAGATACAGTAGCAGGACTTGCTCTAATTAAAAAATATTAT 
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GGAACGAAAGATCCTGTTCCAGGCTATTCTGTTCCAGCAGCAGAACACAGTACCATAACA 

GCTTGGGGGAAAGACCATGAAAAAGATGCTTTTGAACATATTGTAACACAGTTTTCATCA 

GTGCCTGTATCTGTGGTCAGCGATAGCTATGACATTTATAATGCGTGTGAGAAAATATGG 

GGTGAAGATCTAAGACATTTAATAGTATCAAGAAGTACACAGGCACCACTAATAATCAGA 

CCTGATTCTGGAAACCCTCTTGACACTGTGTTAAAGGTTTTGGAGATTTTAGGTAAGAAG 

TTTCCTGTTACTGAGAACTCAAAGGGTTACAAGTTGCTGCCACCTTATCTTAGAGTTATT 

CAAGGGGATGGAGTAGATATTAATACCTTACAAGAGATTGTAGAAGGCATGAAACAAAAA 

ATGTGGAGTATTGAAAATATTGCCTTCGGTTCTGGTGGAGGTTTGCTACAGAAGTTGACA 

AGAGATCTCTTGAATTGTTCCTTCAAGTGTAGCTATGTTGTAACTAATGGCCTTGGGATT 

AACGTCTTCAAGGACCCAGTTGCTGATCCCAACAAAAGGTCCAAAAAGGGCCGATTATCT 

TTACATAGGACGCCAGCAGGGAATTTTGTTACACTGGAGGAAGGAAAAGGAGACCTTGAG 

GAATATGGTCAGGATCTTCTCCATACTGTCTTCAAGAATGGCAAGGTGACAAAAAGCTAT 

TCATTTGATGAAATAAGAAAAAATGCACAGCTGAATATTGAACTGGAAGCAGCACATCAT 

TAGGCTTTATGACTGGGTGTGTGTTGTGTGTATGTAATACATAATGTTTATTGTACAGAT 

GTGTGGGGTTTGTGTTTTATGATACATTACAGCCAAATTATTTGTTGGTTTATGGACATA 

CTGCCCTTTCATTTTTTTTCTTTTCCAGTGTTTAGGTGATCTCAAATTAGGAAATGCATT 

TAACCATGTAAAAGATGAGTGCTAAAGTAAGCTTTTTAGGGCCCTTTGCCAATAGGTAGT 

CATTCAATCTGGTATTGATCTTTTCACAAATAACAGAACTGAGAAACTTTTATATATAAC 

TGATGATCACATAAAACAGATTTGCATAAAATTACCATGATTGCTTTATGTTTATATTTA 

ACTTGTATTTTTGTACAAACAAGATTGTGTAAGATATATTTGAAGTTTCAGTGATTTAAC 

AGTCTTTCCAACTTTTCATGATTTTTATGAGCACAGACTTTCAAGAAAATACTTGAAAAT 

AAATTACATTGCCTTTTGTCCATTAATCAGCAAATAAAACATGGCCTTAACAAAGTTGTT 

TGTGTTATTGTACAATTTGAAAATTATGTCGGGACATACCCTATAGAATTACTAACCTTA 

CTGCCCCTTGTAGAATATGTATTAATCATTCTACATTAAAGAAAATAATGGTTCTTACTG 

GAATGTCTAGGCACTGTACAGTTATTATATATCTTGGTTGTTGTATTGTACCAGTGAAAT 

GCCAAATTTGAAAGGCCTGTACTGCAATTTTATATGTCAGAGATTGCCTGTGGCTCTAAT 

ATGCACCTCAAGATTTTAAGGAGATAATGTTTTTAGAGAGAATTTCTGCTTCCACTATAG 

AATATATACATAAATGTAAAATACTTACAAAAGTGG 

Gene 482. >ENST00000292634 cDNA sequence 

AGAGTCACATGGCTGGGACATGCCACGGTAATGGTGGAAATGGATGAGCTCATATTTCTC 
ACGGATCCCATCTTTAGCTCTCGTGCTTCACCATCGCAGTACATGGGTCCAAAGCGATTT 
CGTCGTTCCCCGTGCACAATAAGTGAACTCCCTCCAATAGATGCGGTCCTTATCAGTCAC 
AACCACTATGACCATCTGGACTACAATTCTGTCATTGCTTTGAATGAGCGATTTGGTAAT 
GAGTTGAGATGGTTTGTGCCTTTGGGTCTCCTTGACTGGATGCAAAAA.TGTGGCTGTGAG 
AATGTGATTGAGTTGGACTGGTGGGAGGAGAATTGTGTCCCCGGACATGATAAGGTCACT 
TTTGTCTTTACACCTTCCCAGCACTGGTGTAAAAGGACTCTAATGGATGACAACAAGGTG 
CTATGGGGCAGCTGGTCTGTCTTGGGGCCTTGGAATCGATTTTTTTTCGCAGGAGATACT 
GGTTATTGCCCTGCTTTTGAAGAGATAGGAAAAAGATTTGGACCTTTTGACCTTGCAGCT 
ATTCCCATCGGAGCTTATGAACCGAGGTGGTTTATGAAATACCAGCATGTAGACCCAGAA 
GAAGCTGTAAGGATTCACACTGATGTCCAAACAAAGAAATCTATGGCAATTCACTGGGGA 
ACTTTTGCCTTAGCAAATGAG 

Gene 483. >ENST00000328403 cDNA sequence 

GCCCAAGAGAGCAAACCTTGGTTTGCTGAAAATCAGCAGATAAGGCAATTGAAAGGGAAG 
AAGAACAACGACTATCGTCTATTCCACAAGATGAGTAACAGCCACCCTCTTCGCCCCTTT 
ACTGCAGTGGGGGAAATTGATCATGTGCACATTTTGTCTGAACATATTGGTGCCTTGTTG 
ATTGGGGAAGAATATGGCGACGTCACATTCGTGGTGGAAAAGAAACGTTTTCCTGCCCAC 
AGGGTAATTTTAGCAGCCAGGTGCCAATATTTTCGAGCATTATTATATGGTGGAATGCGA 
GAGTCTCAGCCTGAAGCAGAAATTCCTCTCCAAGACACCACTGCAGAAGCATTCACAATG 
CTACTCAAATATATCTACACTGGGCGGGCAACGCTGACAGATGAGAAGGAGGAGGTGCTG 
CTGGACTTTTTGAGCCTGGCTCATAAATATGGATTTCCAGAGCTAGAGGATTCTACCTCT 
GAGTATCTCTGCACCATACTTAACATTCAGAATGTCTGCATGACTTTTGATGTTGCCAGT 
CTCTACTCACTTCCCAAGTTAACTTGTATGTGCTGCATGTTTATGGATAGGAATGCTCAG 
GAAGTCCTCTCAAGTGAAGGTTTCCTCTCCCTTTCTAAGACAGCACTTTTAAACATCGTG 
TTAAGAGACTCATTTGCAGCTCCCGAAAAAGATATTTTCCTAGCCTTATTAAACTGGTGT 
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AAGCACAATTCAAAGGAGAATCATGCTGAAATCATGCAGGCTGTGCGTTTACCTCTCATG 
AGCCTCACAGAGCTTCTGAATGTTGTGAGGCCTTCAGGACTGCTGTCTCCTGATGCCATC 
CTGGATGCCATTAAAGTGCGATCTGAGAGCCGGGATATGGACCTCAATTATAGAGGCATG 
CTCATACCAGAAGAAAACATTGCAACTATGAAGTATGGAGCCCAAGTTGTAAAGGGGGAG 
CTGAAATCAGCCTTATTAGATGGTGATACTCAAAATTATGATTTGGATCATGGATTTTCA 
AGGCACCCAATTGATGATGACTGCCGTTCCGGCATCGAGATTAAGCTAGGTCAGCCATCC 
ATTATCAATCACATACGGATACTCTTGTGGGACCGAGATAGCCGGTCTTACTCATACTTC 
ATTGAAGTGTCAATGGATGAACTTGATTGGGTCAGAGTGATAGATCATTCACAATATCTG 
TGTCGTTCTTGGCAGAAATTATATTTTCCAGCCCGTGTCTGCAGGTATATTCGAATTGTT 
GGGACTCACAACACAGTGAACAAGATTTTTCACATTGTGGCTTTTGAATGTATGTTTACA 
AACAAAACCTTCACTCTTGAGAAGGGGCTGATAGTTCCCATGGAGAATGTTGCAACAATT 
GCTGATTGTGCCAGTGTGATTGAAGGAGTCAGTCGGAGCCGAAATGCCTTGCTGAATGGG 
GACACTAAGAATTATGACTGGGATTCTGGCTACACATGTCACCAGCTAGGAAGTGGTGCG 
ATTGTGGTTCAGTTGGCACAACCGTACATGATTGGGTCAATACGGTTACTACTTTGGGAT 
TGTGATGATCGAAGCTATAGCTACTACGTTGAGGTTTCTACCAACCAGCAACAGTGGACC 
ATGGTTGCTGACAGAACTAAAGTCTCCTGCAAGTCCTGGCAGTCAGTAACTTTTGAAAGG 
CAGCCTGCCTCCTTCATCCGTATCGTTGGGACACACAACACAGCAAATGAGGTGTTCCAC 
TGTGTCCACTTTGAGTGTCCAGAGCAGCAGAGCAGCCAGAAGGAGGAAAATAGTGAGGAA 
TCGGGGACAGGGGACACCAGCCTGGCCGGTCAGCAGCTCGACTCCCATGCGCTGCGGGCG 
CCTAGTGGCAGCTCACTACCCTCCAGCCCAGGCTCCAACTCACGCTCCCCCAACCGGCAG 
CACCAATAA 

Gene 484. >ENST00000297431 cDNA sequence 

ATGCCCCACTTGGAAAACGTGGTGCTTTGTCGCGAGTCTCAAGTGTCCATCTTGCAGTCC 

TTGTTTGGAGAGAGACATCATTTCAGCTTTCCATCCATTTTTATTTATGGACATACTGCT 

AGTGGAAAGACCTATGTAACACAAACGTTGTTGAAAACTTTAGAGCTCCCACATGTGTTT 

GTGAATTGTGTTGAATGCTTTACATTGAGGCTGCTTTTGGAACAAATTTTAAACAAATTG 

AATCATCTTAGTTCTTCAGAGGATGGATGTTCTACTGAAATAACCTGTGAAACATTTAAT 

GACTTTGTTCGCTTGTTTAAACAAGTAACCACAGCTGAAAATCTTAAAGATCAGACTGTA 

TATATTGTTCTAGATAAAGCAGAGTATCTAAGAGATATGGAAGCAAATCTTTTGCCTGGA 

TTTCTTAGATTACAAGAATTGGCTGACAGAAATGTGACTGTTCTCTTTCTCAGTGAAATT 

GTTTGGGAAAAGTTTCGTCCAAATACTGGATGCTTTGAGCCGTTTGTCTTATATTTCCCT 

GATTACAGCATAGGCAACCTTCAAAAGATCCTGTCCCATGATCATCCTCCAGAGTATTCA 

GCTGATTTCTATGCTGCCTACATTAACATTCTTCTTGGAGTTTTCTACACTGTTTGTCGA 

GATTTGAAAGAGCTCAGACATCTGGCAGTACTTAATTTTCCTAAATATTGTGAACCCGTG 

GTTAAAGGAGAAGCAAGTGAACGTGATACTCGCAAACTGTGGAGAAATATTGAACCTCAT 

TTGAAGAAAGCTATGCAGACTGTTTATCTCAGGGAAATATCAAGTTCCCAGTGGGAAAAG 

CTACAGAAAGATGACACAGATCCGGGGCAACTGAAAGGCCTCTCAGCGCATACTCATGTG 

GAACTTCCATATTACTCTAAGTTCATTCTAATTGCTGCATACCTTGCTTCATACAATCCA 

GCAAGAACTGACAAGAGGTTTTTTCTTAAGCATCATGGAAAAATCAAGAAAACCAACTTT 

CTAAAAAAACACGAAAAGACAAGCAATCATCTCCTTGGGCCAAAACCATTTCCACTAGAC 

AGATTATTAGCAATATTATATAGTATCGTGGACAGCAGAGTTGCTCCAACAGCAAATATT 

TTTTCCCAGATTACCTCTCTAGTGACCCTTCAGCTGTTAACCCTGGTTGGCCATGACGAT 

CAGCTTGATGGACCAAAATACAAATGCACAGTGTCTCTAGACTTCATCAGAGCTATTGCA 

AGGACGGTGAACTTTGACATAATAAAATACTTGTATGATTTCTTGTGA 

Gene 485. >ENST00000327597 cDNA sequence 

TTGAGTATGCTCAGGCTTCAGAAGAGGCTTGCCTCTAGTGTCCTCTGCTGTGGCAAGAAG 

AATATCTGGTTAGACCCCAATGAGACCAATGAAATCACCAATGCCAACTCCCGTCAGCAG 

ATCCGGAAGCTGATCAAAGATGGGCTGATCATCCGCAAGCCTGTGGGTCCATTCCCCCGC 

TTGATGCCGGAAAAACACGCCTGCCGGAAGGGCAGGCATATGGGCATAGGTAAGCGGAAG 

GGTACAGCCAATGCCCGAATGCCAGAGAAGGTCACGTGGATGAGGAGAATGAGGATTCTG 

CACCGGCTGCTCAGAAGATACCGTGAATCTAAGAAGATTGATCGCCGCATGTATCACAGC 

CTGTACCTGAAGGTGAAGAGGAATGTGTTAAAAAACAAGCAGATTCTC 

Gene 486. >ENST00000333351 cDNA sequence 

AAGAAGAGCGTCCCCAGGAGAAACAAGCTTGACCACTATGCTGTCACAGAGTTTCCTCTG 
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ACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAA.CACACTTGTGTTCACTGTGGAT 

GTTAAAGCCACCAAGCACCAGATCAAACAGGCTGTGAAGAAGCTCTATGACACTGATGTG 

GCCAAAGTCCATGCCCTGATTAGGCCTGATGCAGGAAGAAGGCATAAGCTCCTGGCTCCT 

GATTACAATGCTTTGGATATTGCCAACAAAATTGGGATC 

Gene 487. >ENST00000323716 cDNA sequence 

ACCGCCCCGCGCTCCGCTGCCAGGGGCGGGAGGGAGGAATGGTTGCTTCACGCCCCGGGG 

GAAGAGACGGGAAGCTCGGCTCTGGGTTGCGGGCCCCGGCGTCTCCGCGTGGGGCGCACC 

GTCCGACCCCCCCCTCCCGGTGTGCAGCGCCCCGCACCGCCCCGCCTCGCCTGGGAGAAG 

CCGCCGGGACGCGCCGGGCTGGAGTGGGCGGTTATAGGCTTTGAGCTAGGCCGTTTCCGG 

GAGGCGGAGCTCAGACCCCATTTCCTTTCTCCACATCCAGGTCAGGTGGCGTTTGCTGTG 

GCGGCTAGGCCCGCGTGCGCTGGAGACCTCCGCGCTGGCCCCCGCGAGCCTCCTGCCCTG 

GCCCGGCGCTGCGGCTCTGCCGCGGCGGCAGCATGGGTGGCCCCCGGGGCGCGGGCTGGG 

TGGCGGCGGGCCTGCTGCTCGGCGCGGGCGCCTGCTACTGCATTTACAGGCTGACCCGGG 

GTCGGCGGCGGGGCGACCGCGAGCTCGGGATACGCTCTTCGAAGTCCGCAGGTGCCCTGG 

AAGAAGGGACGTCAGAGGGTCAGTTGTGCGGGCGCTCGGCCCGGCCTCAGACGGGAGGTA 

CCTGGGAGTCACAGTGGTCCAAGACCTCGCAGCCTGAAGACTTAACTGATGGTTCATATG 

ATGATGTTCTAAATGCTGAACAACTTCAGAAACTCCTTTACCTGCTGGAGTCAACGGAGG 

ATCCTGTAATTATTGAAAGAGCTTTGATTACTTTGGGTAACAATGCAGCCTTTTCAGTTA 

ACCAAGCTATTATTCGTGAATTGGGTGGTATTCCAATTGTTGCAAACAAAATCAACCATT 

CCAACCAGAGTATTAAAGAGAAAGCTTTAAATGCACTAAATAACCTGAGTGTGAATGTTG 

AAAATCAAATCAAGATAAAGATATACATCAGTCAAGTATGTGAGGATGTCTTCTCTGGTC 

CTCTGAACTCTGCTGTGCAGCTGGCTGGACTGACATTGTTGACAAACATGACTGTTACCA 

ATGACCACCAGCACATGCTTCACAGTTACATTACAGACCTGTTCCAGGTGTTACTTACTG 

GAAATGGAAACACGAAGGTGCAAGTTTTGAAACTGCTTTTGAATTTGTCTGAAAATCCAG 

CCATGACAGAAGGACTTCTCCGTGCCCAAGTGGATTCATCATTCCTTTCCCTTTATGACA 

GCCACGTAGCAAAGGAGATTCTTCTTCGAGTACTTACGCTATTTCAGAATATAAAGAACT 

GCCTCAAAATAGAAGGCCATTTAGCTGTGCAGCCTACTTTCACTGAAGGTTCATTGTTTT 

TCCTGTTACATGGAGAAGAATGTGCCCAGAAAATAAGAGCTTTAGTTGATCACCATGATG 

CAGAGGTGAAGGAAAAGGTTGTAACAATAATACCCAAAATCTGATTGGTCATATTTTTCC 

AAAGAGTAATGCAGTCTGGATATAAACGTATTTTCTGTCTTCCTTATAAGGGGATTCTCC 

CAGCTGCTAAATTTAAACAGTAAATATCACATTTTGTCATTAACACAGCTATAACTTGCC 

GTGGTTCTCAGATTTATTTTGGACTATTTTGATGCCAAGTGAATATAAGAGCTTGTACTG 

AAACCATTTATTTCTTTCTATTTTGCTATTTGCAAATGCTTGTTATCTTCCCTACATGAA 

GTGGCAGTAACCTTTTTCACATTTAAGCTACCCTTCTACCTTTTGAAGTGATTTGCAGTT 

ACTCATCTGAGACAGCATCAGTATTTGACTAAATCATTGTTTCACAACTGAATAGTCTTG 

TTCTTTTAGTAGCAACGAAATCCTAAGCTCTTGAGGCCATTCACCTGCCAACCTGACCAT 

ACTGCTTTCAAAAGTCTTTTCTCATCAGTAGAATCTATTTTGGTCACTTCTAGTCAATGA 

AAAATGTAAACTTTTAGGAGAGAATGTTTCTTAGGACTCACCCACTCCATTCAATGTTAT 

ATATAAAATAGTGTGATCAATCACAATGTCCATCTTTAGACAGTTGGTTAAATAAATTAT 

CTGGTCTTTGAAAAGACCGTGCTGGGCGCGGTGGCTCTTGCCTGTAATCCCAGCACTTTG 

GGAGGCTGAGGCGGGCAGATCACCTGAGATCGGGAGTTTGAGACCAAGCCTGACCAATAT 

GGAGAAACCCTGTCTCTACTAAGAACACAAAATTAGCTGGGCATGGTGGTGCATGCCTGT 

AATCCCAGCTACTTGGGAGGCCGAGGCAGGAGAATTGCTTGAACCCGGGAGGCAGAGGTT 

GCAGTGAGCTGAGATAGCGCCATTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCTGTC 

TCAAAAAAAAAAAAAAATGATGGAGCTCCGAATGTGCTTAAGTGGAAAGATATCTATGAA 

ATATGGTGGTTTTTTAAAACACAAAAATTATAGAATATGGGATCCCGTGTGTGTGTGTGT 

GTGTTTGAATGAAAAATGCTTATGTATTGACAGAACACTTCTAGAATGATACCCAAACTC 

CTGGAGTGGGAGTGGGGAATGCCTTCTACGTACACACTGTTCTACTGTTTGAATTTTTTA 

ATATGAGCCCAAATTGTATAATCTTTTTTTAATAAAGGGGAGAAAAATC 

Gene 488. >ENST00000306450 cDNA sequence 

ACCGCCCCGCGCTCCGCTGCCAGGGGCGGGAGGGAGGAATGGTTGCTTCACGCCCCGGGG 
GAAGAGACGGGAAGCTCGGCTCTGGGTTGCGGGCCCCGGCGTCTCCGCGTGGGGCGCACC 
GTCCGACCCCCCCCTCCCGGTGTGCAGCGCCCCGCACCGCCCCGCCTCGCCTGGGAGAAG 
CCGCCGGGACGCGCCGGGCTGGAGTGGGCGGTTATAGGCTTTGAGCTAGGCCGTTTCCGG 
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GAGGCGGAGCTCAGACCCCATTTCCTTTCTCCACATCCAGGTCAGGTGGCGTTTGCTGTG 
GCGGCTAGGCCCGCGTGCGCTGGAGACCTCCGCGCTGGCCCCCGCGAGCCTCCTGCCCTG 
GCCCGGCGCTGCGGCTCTGCCGCGGCGGCAGCATGGGTGGCCCCCGGGGCGCGGGCTGGG 
TGGCGGCGGGCCTGCTGCTCGGCGCGGGCGCCTGCTACTGCATTTACAGGCTGACCCGGG 
GTCGGCGGCGGGGCGACCGCGAGCTCGGGATACGCTCTTCGAAGTCCGCAGAAGACTTAA 
CTGATGGTTCATATGATGATGTTCTAAATGCTGAACAACTTCAGAAACTCCTTTACCTGC 
TGGAGTCAACGGAGGATCCTGTAATTATTGAAAGAGCTTTGATTACTTTGGGTAACAATG 
CAGCCTTTTCAGTTAACCAAGCTATTATTCGTGAATTGGGTGGTATTCCAATTGTTGCAA 
ACAAAATCAACCATTCCAACCAGAGTATTAAAGAGAAAGCTTTAAATGCACTAAA.TAA.ee 
TGAGTGTGAATGTTGAAAATCAAATCAAGATAAAGATATACATCAGTCAAGTATGTGAGG 
ATGTCTTCTCTGGTCCTCTGAACTCTGCTGTGCAGCTGGCTGGACTGACATTGTTGACAA 
ACATGACTGTTACCAATGACCACCAGCACATGCTTCACAGTTACATTACAGACCTGTTCC 
AGGTGTTACTTACTGGAAATGGAAACACGAAGGTGCAAGTTTTGAAACTGCTTTTGAATT 
TGTCTGAAAATCCAGCCATGACAGAAGGACTTCTCCGTGCCCAAGTGGATTCATCATTCC 
TTTCCCTTTATGACAGCCACGTAGCAAAGGAGATTCTTCTTCGAGTACTTACGCTATTTC 
AGAATATAAAGAACTGCCTCAAAATAGAAGGCCATTTAGCTGTGCAGCCTACTTTCACTG 
AAGGTTCATTGTTTTTCCTGTTACATGGAGAAGAATGTGCCCAGAAAATAAGAGCTTTAG 
TTGATCACCATGATGCAGAGGTGAAGGAAAAGGTTGTAACAATAATACCCAAAATCTGAT 
TGGTCATATTTTTCCAAAGAGTAATGCAGTCTGGATATAAACGTATTTTCTGTCTTCCTT 
ATAAGGGGATTCTCCCAGCTGCTAAATTTAAACAGTAAATATCACATTTTGTCATTAACA 
CAGCTATAACTTGCCGTGGTTCTCAGATTTATTTTGGACTATTTTGATGCCAAGTGAATA 
TAAGAGCTTGTACTGAAACCATTTATTTCTTTCTATTTTGCTATTTGCAAATGCTTGTTA 
TCTTCCCTACATGAAGTGGCAGTAACCTTTTTCACATTTAAGCTACCCTTCTACCTTTTG 
AAGTGATTTGCAGTTACTCATCTGAGACAGCATCAGTATTTGACTAAATCATTGTTTCAC 
AACTGAATAGTCTTGTTCTTTTAGTAGCAACGAAATCCTAAGCTCTTGAGGCCATTCACC 
TGCCAACCTGACCATACTGCTTTCAAAAGTCTTTTCTCATCAGTAGAATCTATTTTGGTC 
ACTTCTAGTCAATGAAAAATGTAAACTTTTAGGAGAGAATGTTTCTTAGGACTCACCCAC 
TCCATTCAATGTTATATATAAAATAGTGTGATCAATCACAATGTCCATCTTTAGACAGTT 
GGTTAAATAAATTATCTGGTCTTTGAAAAGACCGTGCTGGGCGCGGTGGCTCTTGCCTGT 
AATCCCAGCACTTTGGGAGGCTGAGGCGGGCAGATCACCTGAGATCGGGAGTTTGAGACC 
AAGCCTGACCAATATGGAGAAACCCTGTCTCTACTAAGAACACAAAATTAGCTGGGCATG 
GTGGTGCATGCCTGTAATCCCAGCTACTTGGGAGGCCGAGGCAGGAGAATTGCTTGAACC 
CGGGAGGCAGAGGTTGCAGTGAGCTGAGATAGCGCCATTGCACTCCAGCCTGGGCAACAA 
GAGCAAAACTCTGTCTCAAAAAAAAAAAAAAATGATGGAGCTCCGAATGTGCTTAAGTGG 
AAAGATATCTATGAAATATGGTGGTTTTTTAAAACACAAAAATTATAGAATATGGGATCC 
CGTGTGTGTGTGTGTGTGTTTGAATGAAAAATGCTTATGTATTGACAGAACACTTCTAGA 
ATGATACCCAAACTCCTGGAGTGGGAGTGGGGAATGCCTTCTACGTACACACTGTTCTAC 
TGTTTGAATTTTTTAATATGAGCCCAAATTGTATAATCTTTTTTTAATAAAGGGGAGAAA 
AATC 

Gene 489. >ENST00000323735 cDNA sequence 

ACCGCCCCGCGCTCCGCTGCCAGGGGCGGGAGGGAGGAATGGTTGCTTCACGCCCCGGGG 
GAAGAGACGGGAAGCTCGGCTCTGGGTTGCGGGCCCCGGCGTCTCCGCGTGGGGCGCACC 
GTCCGACCCCCCCCTCCCGGTGTGCAGCGCCCCGCACCGCCCCGCCTCGCCTGGGAGAAG 
CCGCCGGGACGCGCCGGGCTGGAGTGGGCGGTTATAGGCTTTGAGCTAGGCCGTTTCCGG 
GAGGCGGAGCTCAGACCCCATTTCCTTTCTCCACATCCAGGTCAGGTGGCGTTTGCTGTG 
GCGGCTAGGCCCGCGTGCGCTGGAGACCTCCGCGCTGGCCCCCGCGAGCCTCCTGCCCTG 
GCCCGGCGCTGCGGCTCTGCCGCGGCGGCAGCATGGGTGGCCCCCGGGGCGCGGGCTGGG 
TGGCGGCGGGCCTGCTGCTCGGCGCGGGCGCCTGCTACTGCATTTACAGGCTGACCCGGG 
GTCGGCGGCGGGGCGACCGCGAGCTCGGGATACGCTCTTCGAAGTCCGCAGGTGCCCTGG 
AAGAAGGGACGTCAGAGGGTCAGTTGTGCGGGCGCTCGGCCCGGCCTCAGACGGGAGGTA 
CCTGGGAGTCACAGTGGTCCAAGACCTCGCAGCCTGAAGACTTAACTGATGGTTCATATG 
ATGATGTTCTAAATGCTGAACAACTTCAGAAACTCCTTTACCTGCTGGAGTCAACGGAGG 
ATCCTGTAATTATTGAAAGAGCTTTGATTACTTTGGGTAACAATGCAGCCTTTTCAGTTA 
ACCAAGCTATTATTCGTGAATTGGGTGGTATTCCAATTGTTGCAAACAAAATCAACCATT 
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CCAACCAGAGTATTAAAGAGAAAGCTTTAAATGCACTAAATAACCTGAGTGTGAATGTTG 
AAAATCAAATCAAGATAAAGGTGCAAGTTTTGAAACTGCTTTTGAA.TTTGTCTGAAAATC 
CAGCCATGACAGAAGGACTTCTCCGTGCCCAAGTGGATTCATCATTCCTTTCCCTTTATG 
ACAGCCACGTAGCAAAGGAGATTCTTCTTCGAGTACTTACGCTATTTCAGAATATAAAGA 
ACTGCCTCAAAATAGAAGGCCATTTAGCTGTGCAGCCTACTTTCACTGAAGGTTCATTGT 
TTTTCCTGTTACATGGAGAAGAATGTGCCCAGAAAATAAGAGCTTTAGTTGATCACCATG 
ATGCAGAGGTGAAGGAAAAGGTTGTAACAATAATACCCAAAATCTGATTGGTCATATTTT 
TCCAAAGAGTAATGCAGTCTGGATATAAACGTATTTTCTGTCTTCCTTATAAGGGGATTC 
TCCCAGCTGCTAAATTTAAACAGTAAATATCACATTTTGTCATTAACACAGCTATAACTT 
GCCGTGGTTCTCAGATTTATTTTGGACTATTTTGATGCCAAGTGAATATAAGAGCTTGTA 
CTGAAACCATTTATTTCTTTCTATTTTGCTATTTGCAAATGCTTGTTATCTTCCCTACAT 
GAAGTGGCAGTAACCTTTTTCACATTTAAGCTACCCTTCTACCTTTTGAAGTGATTTGCA 
GTTACTCATCTGAGACAGCATCAGTATTTGACTAAATCATTGTTTCACAACTGAATAGTC 
TTGTTCTTTTAGTAGCAACGAAATCCTAAGCTCTTGAGGCCATTCACCTGCCAACCTGAC 
CATACTGCTTTCAAAAGTCTTTTCTCATCAGTAGAATCTATTTTGGTCACTTCTAGTCAA 
TGAAAAATGTAAACTTTTAGGAGAGAATGTTTCTTAGGACTCACCCACTCCATTCAATGT 
TATATATAAAATAGTGTGATCAATCACAATGTCCATCTTTAGACAGTTGGTTAAATAAAT 
TATCTGGTCTTTGAAAAGACCGTGCTGGGCGCGGTGGCTCTTGCCTGTAATCCCAGCACT 
TTGGGAGGCTGAGGCGGGCAGATCACCTGAGATCGGGAGTTTGAGACCAAGCCTGACCAA 
TATGGAGAAACCCTGTCTCTACTAAGAACACAAAATTAGCTGGGCATGGTGGTGCATGCC 
TGTAATCCCAGCTACTTGGGAGGCCGAGGCAGGAGAATTGCTTGAACCCGGGAGGCAGAG 
GTTGCAGTGAGCTGAGATAGCGCCATTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCT 
GTCTCAAAAAAAAAAAAAAATGATGGAGCTCCGAATGTGCTTAAGTGGAAAGATATCTAT 
GAAATATGGTGGTTTTTTAAAACACAAAAATTATAGAATATGGGATCCCGTGTGTGTGTG 
TGTGTGTTTGAATGAAAAATGCTTATGTATTGACAGAACACTTCTAGAATGATACCCAAA 
CTCCTGGAGTGGGAGTGGGGAATGCCTTCTACGTACACACTGTTCTACTGTTTGAATTTT 

Gene 490. >ENST00000229866 cDNA sequence 

GATGGGGGAGCCCGGCTTCTTCGTCACAGGAGACCGCGCCGGTGGCCGGAGCTGGTGCCT 
GCGGCGGGTGGGGATGAGCGCCGGGTGGCTGCTGCTGGAAGATGGGTGCGAGGTGACTGT 
AGGACGAGGATTTGGTGTCACATACCAACTGGTATCAAAAATCTGCCCCCTGATGATTTC 
TCGAAACCACTGTGTTTTGAAGCAGAATCCTGAGGGCCAATGGACAATTATGGACAACAA 
GAGTCTAAATGGTGTTTGGCTGAACAGAGCGCGTCTGGAACCTTTAAGGGTCTATTCCAT 
TCATCAGGGAGACTACATCCAACTTGGAGTGCCTCTGGAAAATAAGGAGAATGCGGAGTA 
TGAATATGAAGTTACTGAAGAAGACTGGGAGACAATATATCCTTGTCTTTCCCCAAAGAA 
TGACCAAATGATAGAAAAAAATAAGGAATTGAGAACTAAAAGGAAATTCAGTTTGGATGA 
ATTAGCAGGTCCTGGAGCTGAAGGCCCCTCAAATTTGAAATCCAAAATAAATAAAGTGTC 
TTGTGAATCTGGTCAGCCAGTGAAATCACAGGGGAAAGGTGAAGTGGCCAGTACACCCTC 
TGACAATTTGGATCCTAAGTTGACTGCCCTTGAGCCAAGTAAGACCACAGGGGCTCCCAT 
TTACCCTGGCTTCCCCAAAGTCACAGAGGTTCATCATGAGCAGAAAGCCTCAAACTCTTC 
AGCATCTCAGAGAAGCTTACAGATGTTTAAGGTGACCATGTCCAGGATTCTGAGGCTCAA 
AATACAGATGCAGGAAAAACATGAAGCCGTTATGAATGTGAAAAAGCAGACCCAAAAGGG 
GAACTCAAAGAAAGTTGTGCAAATGGAGCAGGAACTTCAGGACTTACAGTCCCAGCTGTG 
TGCAGAGCAGGCTCAGCAGCAGGCAAGAGTGGAGCAACTAGAGAAGACTTTCCAGGAAGA 
GGAACAGCATCTTCAGGGTTTGGAGATAGCCCAAGGAGAAAAGGACCTGAAGCAACAGCT 
GGCCCAGGCTCTGCAGGAGCATTGGGCTCTAATGGAAGAGCTAAATCGCAGCAAGAAGGA 
CTTTGAAGCAATCATTCAAGCCAAGAACAAAGAATTAGAGCAGACCAAGGAAGAGAAGGA 
GAAGATGCAAGCACAGAAGGAAGAAGTTCTTAGCCACATGAATGATGTGCTAGAGAATGA 
GCTCCAATGTATTATTTGTTCAGAATACTTCATTGAGGCTGTCACCTTGAACTGTGCCCA 
CAGTTTCTGCTCCTACTGTATCAATGAATGGATGAAGCGGAAGATAGAATGCCCCATTTG 
TCGGAAGGACATTAAGTCCAAAACGTACTCTTTGGTTCTGGACAATTGCATTAATAAGAT 
GGTAAATAATCTGAGCTCAGAAGTGAAAGAACGACGAATTGTTCTCATTAGGGAACGAAA 
AGCAAAGAGATTGTTCTGAAGACCGTGCTCTAAGGGCATTTGAAAGACTGCCAGGTAGTG 
CGAGCCTGAGATGGTCTGGAGGATTCTCTCTAGCCGTGACTCCGCTGCTCTGAAGGTCAA 



335/1290 



FIGURE 1 (CONT'D) 



CTGAGAAGTCTTGTGGGACAGAGACTTGAGTTAGGAAGCCCTCAGTCACTTGCCTTCCAC 
GGTGGCCAGCCCTGCTGCCATCATTGGCTGAAGCACCACCAGGATTCACGGCACCCAACT 
GCTTCAGGGTACTTCGTAGACTCTGCCTCACTACATGTCGAAAGAGTTATTTGAGTTCTC 
TTCTGTTTTTTTTTAATTTGTTGTTGTTGTTACTGTTTTGATACCTCGGAAACACCTCCG 
TTGACAGTTGTTTTGGATAGGTTGGGTGTACCCCATGGCTGCCTCTGAAGGCAGTGTCTA 
TTTTGAGAGGATGGCTTACCTCTTCTTTGTGAAAATACTATCTCATTTCCTGGAAATAAA 
ATGTAAAACCTGTCAGTTGCTCAGCTGGGCTTTGGTGTATTTACCTTCCTTCCCTTCCTG 
CTCCCAGACAGTCTCACAAGTAAACACCAGCAGCTCATAGATTACAACCAAGAAAGTGAC 
TGTATCAGATGATAGACTTCAAGTGAATGTCAGCCTAAGAGGCCAAGCTGCAGATCGTGG 
CAACAGATGAGCTCTGTTAACCTCCTGACTGTCGTGTTTCCTTTTTATTACAGAGGTGGG 
TCACTGTTTACCTTGTTTCAGGGGTGGGAGAAACTCCTTTCCTTCAGCTGGCATTTGAAT 
GTTTCCAAATCTATTTTATCTGACGTCATGAACACACAGGCAATGATTTTATGACAACTT 
GATGTGCTTTTTTCTTTATTTTTCTTTTACATTAGAAGTTTTCTCTCTTTTCTCCACCTC 
TCCTTTATTTTTAATTTTAATTTTAATTTTTGAAACAAGATCTGACTCTGTTGCCCAAGC 
TGGAGTACAGTAGTGCAATCTCAGCTCACTGCAACCTCCACCTCCCAGACTCAAGCCATC 
CTCCCACCTCAACCTCCCAAGTAGCTGGGACTACAGGCATATGCCATCACACCCAGCTAA 
TTTTTGTTTTTCTGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAATTCCT 
GACCTTAAGTGATCCACCTGCCTAGGCCTCTAAAATGCTGGGATTACAGGCGTGAGCCAC 
CACGCCCAGCCTATACCCCATGTATTTTCATAAAGGGTTGGAAACTATTGATTGCCAACT 
TTTTAAGGATGGTAGGGATTTTTTCTTTGTTGAATATACTGTGAATTTTGGGATTCTGGA 
GTCCTTAGTCTTCATTTCCATTCTTCTGCCCATGATTACTGATCAAAATACTGGTAGAGT 
CATGGAGGAAGTAAGTTAAATGTGGAAAAAATGCTTTAAAAGTACTTACTATAACCACAT 
CATAAGAATTCTGGAAAAATAGAGAACAAAAGGAAAAGATTGTTACCACCTTGATTTAAT 
AACTTCTTGTTTCCCCATACATGTGTTTTGTTTATAGATTGCATGGGTATATGTCAATTT 
TTATATGTTCTGTGTTTAGTTTACATATTGTAATTCATTTTTAAGAGAGTACAGACATAC 
ACTTTTTGAGTAGGCAATATGTTCACATAGTTTGAAATTAAAGGTACAAAATGGCGTAGA 
ATGAAATGCCTCTCACCCTTTCCCCACAGCGACTACTTCCCACTCAGAGGCAACAAGTAT 
TACAGTTGCTTGTATATTCTTCCAGAGATCTCTGTCTATACAAGCAAAAACACATGTGGT 
CTTTTTCCTTGCTTTGCACAAATGGTAAACTGTACGCTATTCTGAACCTTGCTTTTTTCA 
GATATATGTTGGCAACAGTTCCATGTCAGTACATAGTTTCCTTTCTTTATTACAGCTGCC 
TGTTTTTTCATTGTGTATTTGCACCATCATTTACTTTTCTGGCTTACTTTTGATAGAAAT 
CTAGGTTGGTTCAAACCTTTTTACTCTTAAAACAATGCTGCAGTTAACACCCTTGTACAT 
ATATCTTTAGAGAGAAGATATTTTAAAAAGAAATACCTTTTTAAAAATTATTTTATTATT 
TTTTAATAGAGACTATGTTGCCTAGGCTGGTCTTGAAATTCTGGGCTAAAGCAATCCTAC 
CACCTTGGCCTCCCAAAGTGCTGAGATTACAGGCATGAGCCATTGCACCTGGCCAAGAAG 
AGACATCTTGACTTGAGCCTGAAGACTATGTACAGAGACTGACCTCACAGACTGACCATT 
CCATCCCACAGCTGCTGGACATAGAGTGATTTGCAGCCCCTCCTTTCAGAGTACCACATC 
CCTCTCAAGTGTTCCACAACATCTAGGAAAGTGAGCTCTTAAAGACAGACTAAAAAGAGT 
AATAAATCAATACAACAACATTAAAAGCCAGACTAGCGGAGTTTGAATCTTGGCCCTGCT 
GTTAGTAACTGTGTGAGCCTTGGGCAAGTTACTCAGCCTCCTTGTGTCTTGGTTTTGGTT 
TCTTCATCTCTAAGTAATTATATCTGTCATTATTGCCCTGATCACAAACAAAAGCCTGAA 
TGTACTATGTTTAAAAGACAAACCAAAAATTAACCCAAACTTGCATTATTTGTCTGAGCT 
ACAGAATGTTCTTTCCTTGGAGAGATATCTGATATTAAACATCATCTGCATTTTACTTGC 
CTAGAAAATACACGGTAACTTTTCTGCCTTGCAGCATCAAACTATAGTACAGCTGAGCCC 
CAGTGCTGTGCAGTCTGACTCTAATTAAAGGCACCTTCTTTACAGCAGGGCTCTGGGGAA 
CTGGAAAAGGGGGTTTGTTTCATTATCTGGTTTTATTAAGCAGATGAATGCAGCCAGCTA 
TATGAAGCACTTTGCAGTGAATGGCAGGTGTCCCATATCTGGTTATGTTAACCTAGAAAG 
GGCTCACTCTACCTCTAGGCATGTTTCATCCCAACAATCAGACTGTGCCAAAGCAGGGGA 
CTTTGTCCTTTGTGGATTGCATAGCTGGATACCCATCATCTGTTTCTCTGATTGGAAGCT 
GCTGTTGTACAGAAAGACCTGCATTTCCCCCTTGTCTCCAGTTCTCTCACTACTTTTTCC 
TCCTCTGTGAGTGACCATCCAGGCAGTCACCATAACTGCTGGAGTGTCTGGGATTGGTAG 
CTCTCTCCAACTGCCTGCTTGCTCTTTACAGCCTCTCTCTGTGACTGGAATCTCTCCACC 
TCATCGTATCTAAGGATAACCCAGAAACATGGGGTGTCCTAGGTATGTTTATCTCGACAC 
TGAACCCCCTAGGCTTCTGATGAATCCAGTGATTAGCTAAATTTGACATAGAAAGTAAGA 
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AGGAATGTCTACTTTGTATTGTGGTCCTAATCTAAGATCAGGAGAATCCTGGAATTGTTA 

TCTGTCTCTTGCTCTGAGATACAGACTTGTTCATAGGTGTGGGGCCTGATTGGAACAGGA 

TCTGCCATTGGTCACAATAGGTCAAGGGCTTGTTCTGAACCCTAGTTAGCTTCATTCAGA 

GAAAGAAACTTCCTACCTGGTCAGCTTTTTCAGCTTCTCCAACAAATGGGAGTTGAGGCA 

GTAGGAGTGTGGGGTTCTTGGGAAGACGATGGGGCCTTGTATTAAGGAGAAATAATGAAC 

TATCTTCTTGATTCTTCCATTGAGAAAAGCATATGAATCCTAGGAAAGGGCTCAGCCTGT 

GATAGGCATTCAATAAATACTCCAATGCTGTCATTCCTTTGTCTACAGCATCCCCAAACA 

ATGTACCAGTGATGGGCTACCTGAGCTCATCTAGTCGCCAAGCAGTATCTCCTGCTTGCT 

GCTGCTTTACTACATTCCAGATGCCCACCTCATCCAATTTCCAGAGCCACTATCTCTGCT 

GTCCACTTTCCTTCAGGCTCTGTGAATACTTCAACCTGCTGTGATTTGGGGCCGTTTGTA 

CTCTGCATGTATTCAATAAATTCAATTCAGCAATAGTT 

Gene 491. >ENST00000229492 cDNA sequence 

GGCTATCTCCCAGCAAACACTGAGAGGAGGAAGTTGACCCTGCAGCGGAAGCGGGAGGAA 
TATTTTGGCTTCATTGAACAGTATTATGACTCTCGAAACGAGGAACATCACCAGGATACC 
TACAGACAGATTCACATTGACATTCCAAGGACGAATCCTCTCATTCCGTTGTTCCAGCAA 
CCACTTGTACAGGAGATCTTTGAAAGAATTCTATTTATTTGGGCCATCCGCCACCCTGCC 
AGTGGGTATGTCCAGGGAATTAATGACCTGGTCACTCCATTCTTTGTCGTCTTCCTCTCA 
GAATATGTGGAAGAGGATGTGGAGAACTTTGACGTGACCAACTTGTCTCAAGACATGCTG 
CGAAGCATTGAGGCTGACAGCTTTTGGTGCATGAGCAAGCTGCTGGATGGAATCCAGGAT 
AACTACACCTTTGCACAACCAGGAATCCAGAAGAAGGTGAAGGCACTGGAAGAGCTTGTC 
AGCCGGATTGATGAGCAGGTACATAATCACTTCAGGAGGTACGAGGTAGAATACCTGCAG 
TTTGCCTTCCGCTGGATGAACAACCTGCTTATGCGGGAGCTTCCTCTTCGCTGCACCATC 
CGCCTGTGGGACACATATCAGTCTGAACCAGAAGGGTTCTCCCACTTTCATCTCTACGTG 
TGTGCAGCCTTCTTGATCAAGTGGAGGAAAGAGATCTTGGATGAGGAGGATTTTCAGGGT 
CTCCTCATGCTGCTACAGAACCTACCTACAATACACTGGGGCAACGAAGAAATTGGGCTG 
CTTCTCGCCGAGGCATACAGACTCAAGTACATGTTTGCCGATGCCCCAAATCACTACCGC 
CGATAGGTGCTGTCTCCTCCGGGGACCCAGACTGCCTTCATCTCTGATGGCAGTCTGATC 
ACTGTGGCCACTGTGCGAGCCGTGGACCCCGGCCAGGAACCACTCCTGTTGTACAAAGCT 
CACACCCACCGCCCAGGTCTTAACTTTCTGGCATCCACCACTCCATGTCTCTGGATGTGT 
CACTTGGACCACTGTCAGTATTCCATGCCGCGTGGATGGGCCCAGTTCTGGGAGAGGACA 
GAAAAGGTGGTACAGGGTTGTCTGCCCCTTTAAAAGAAACTGGACAAAGAAGGGGAAGGC 
TCAGGGTCTCACCTCACATTGTCCCTACAAGGACAGGCCCCAACTGATAACCGTTGCTTT 
TTTTTTTTTGTGAACATAGTTTGATTTGATCACAGGTCAAAAACGCCTTATATTTTCGAA 
AGACTCCTGGCCCCTCTTCCCTCTTCCTGGTTTCCTAGCCGTTCCCCTTCTGCCCCAGTC 
TGAGCCAGTGAGGGGTAGCTTTTTAAAACCATTATTCTAGATGGAGGAGGCACTGATGCT 
TGTAACTCTGGAAAGAGGCCTACACCCAAGGGCTAGGAATTTTATTTTTCCTTTTCTCAC 
CAGGTGTCTGCATGTGTGTGTGGGTGTGAATGTGTATACATGCCCATCAGCATTTAGTCA 
CATGTCTGAATTTCTGTGTCCAGACGAGCCCCATCAAACTAGTTGGGAAGGGCCCCAGTG 
ACCAAGTGTATAAGCATCCCTTGAAGAGGGATTGGGGCAGGGGAGGCAGAAGGGGCTCTC 
CAGACCCCTTTTCCATGATGACCCACTCCAAGATATTATGTGTAAATTGTGTTATTATGT 
ATATGGGTAAAGATGTACAAATATATGTCCTCTTTGTAGCAGATATGATTTTATATTTAT 
AATGTGCATCAACATGTGAAAGCAATCTAGGTCACTAGCACAGAGGAAGTTGCCAGGAAG 
GTGGCTTCAGCACCTCCAGGTTGGTTCTGGGTGTCCTGCTGTGAGGGGTAGAACGGGAGG 
CTGCTGAAGTGAGTAGCTGAGCAGCTGGAGCCATCCCAAGCATCAGTGTCTCAGAGTCCT 
CCTCGCCCCTTTCTTCACCCCGCCCCCCAACCCCCAGACTTTCCTGGAGCATCTGCCCTT 
TGCTCCTAGCAGCCTCCCCAGGAAGGGACTGCAGAGGCGGGCAAGCCCTCTCTATGTGTT 
TTTATCCCCACCTTCCCCGGAATCTGGGGAGGGCTTTTGTTTTTACGTTTTCAAGTTCAG 
CATTGTATTCGGACAGAAGCTGTGACTGAAGACTCAGTGCCAAGGAAAGGGGCTTCTTGT 
GTGTCCCTCGGGTTTGGGGCTCTTCTCAGAGAGCAGCACTCCATATCCCTTACTGTCACC 
TTCACTCCCCACACAGCTCATGAGATGTGTGACCCCTGTTTGAGTTTTGGTATTTGGTAG 
TGGAGGGTGGGGGGATGGGGGCCAGCAGCTGTCATCCTCCTGGGAAGCCGAGCAGTGTCC 
CTGGTGGGTAACACCCTCAAGTCTCTTTGCCAGTGAGGCCCCACCACATCGGTGTGAGTT 
AGGTTTCTCATCTGGAGCTGTTTCTCAGGCATTCTTCCCAACCCTCTTCCTTTTCCCCTT 
CGGTGTGCCTCAGTGGTCTCCTTCATAGAGTGAGAGGGCTTGAGACCCTCCCTCAACCGG 
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ACTAATTAAAGAAAGACACTTGTGTTCCCAAGTGGTGGTTTTATTTTTTTAGTTTTTATG 
TTTGTATGGGAAATTGTGGATAAAGTGAAAAGAATTGTAAATAAATGGTGTATTTCCTCC 
TCC 

Gene 492. >ENST00000287218 cDNA sequence 

ATGGGAGACGCTGGGAGCGAGCGCAGCAAAGCGCCCAGCCTGCCGCCTCGCTGTCCCTGC 
GGCTTCTGGGGGTCCAGCAAGACTATGAATCTCTGTTCCAAATGCTTTGCTGATTTTCAA 
AAGAAACAGCCAGACGATGATTCCGCTCCAAGTACAAGTAACAGCCAATCAGATTTGTTT 
TCCGAAGAGACCACCAGTGACAACAACAATACCTCGATAACCACGCCAACTCTTAGTCCC 
AGCCAGCAGCCGCTTCCGACAGAACTGAATGTAACTTCACCGAGTAAAGAGGAGTGTGGG 
CCATGCACAGACACAGCTCATGTCTCATTAATCACACCAACAAAAAGATCCTGTGGTACA 
GATTCACAGTCTGAGAATGAGGCTTCACCAGTAAAACGGCCACGACTACTTGAGAATACG 
GAACGGTCCGAGGAAACCAGTCGATCTAAACAGAAGAGTCGACGTCGGTGCTTCCAGTGC 
CAAACCAAACTGGAGCTGGTGCAGCAGGAATTGGGATCGTGTCGCTGCGGTTATGTGTTC 
TGTATGTTACATCGCCTCCCCGAGCAGCACGACTGCACATTCGACCACATGGGCCGTGGC 
CGGGAGGAAGCCATCATGAAAATGGTGAAGCTGGACCGGAAAGTGGGGCGCTCCTGCCAG 
CGCATCGGGGAGGGGTGCTCCTGA 

Gene 493. >ENST00000317631 cDNA sequence 

CGTCTGGCCGTGAGATGTTTCGGGAGCCGGGGTCTCTCCGCTGCAGACATGACGAAGGGC 

CTTGTTTTAGGAATCTATTCCAAAGAAAAAGAAGATGATGTGCCACAGTTCACAAGTGCA 

GGAGAGAATCTTGATAAATTGATAGCTGGAAAGCTGAGAGAGACTTTGAACATATCTGGA 

CCACCTCTGAAGGCAGGCAAGACTCGAAACTTTTATGGTCTGCATCAGGACTTCCCCAGC 

GTGGTGCTAGTTGGCCTCGGCAAAAAGGCAGCCAGAATCGACGAACAGGAAAACTGGCAG 

GAAGGCAAAGAAAACATCAGAGCTGCTGTTGCAGCAGGATGCAGGCAGATTCAAGACCTG 

GAGCTCTCTTCCGTGGAGGTGGATCCCTGTAGAGATGCTCAGGCTGCTGAGGAGGGCGCG 

GTGCTTGGTCTCTATGAATACGATGACCTAAAGCAAAAAAAGAAGATGGCTATGTCGGTG 

AAGCTCTATGGAACTGGGGATCAGGAGGCCTGGCAGAAAGGAGTCCTGTTTGCTTCTGGG 

CAGAACTTGGCAATGGAGACGCCAGCCAGCGAGATGATGCCAACCAGATTTGCCGAAATT 

ATTGAGAAGAATCTCAAAAGCGCTAGTAGTACCGAGTTTCATATCAGACCCAGGTCTTGG 

ATTGAGGAACAGGCAATGGGATCATTCCTCAGTGTGGCCAAAGGATCTGACGAGCCCTCA 

GTCTTCTTGGAAATTCACTACATAGGCAGCCCCAATGCAGACAAACCACCCCTTTTTGTT 

GGGAAAGGAATTACCTTTGACAGTGGTGGTATCTCCATCAAGGCTTCTGCAAATATGGAC 

CTCATGAGGGCCGACATGGGAGGAGCTACAACTATATGCTCAGCCATTGTGTCTGCTGCA 

AATCTCAGTTTGCCCATTAATATTATAGGTCTGCCCCTCTGTGAAAACATGCCCAGCGGC 

AAGGCCAACAAGCTGGGGGATGTTGTTAGAGCCAGGAACAGGAAGACCATCCAGGTTGGT 

AACACTGATGCTGAGGGGAGGCTCATACTGGCTGATGCGCTCTGTTACGTGCACACATTT 

AACCCGAAGGTCATCCTCAATGCCACCACCTTAACAGGTGTCATAGATGTAGCTTTGGGG 

TCAGGTGCCACTGGGGTCTTTACCAATTCATCCTGGCTCTGGAACAAGCTCTTCGAGGCC 

AGCATTGAAACAGGGGACCGTGTCTGGAGGATGCCTCTCTTCAAACATTGTACAAGACAG 

GTTGTAGATTGCCAGCTGGCTGATGTTAACAACATTGGAAAATATAGATCTGCGGGAGCA 

TGTACATCTGCGGCATTCCTGAAAGAATTCGTGACTCATCCTAAGTGGGCACATTTAGAC 

ATAGCAGGTGTGATGACCAACAAAGATGAGGTTCCCTATCTATGGAAAGGCATGACCGGG 

AGGCCCACAAGGACTCTCATAGAGTTCTTACTTCGTTTCAGTCAAGACAATGCTTAG 

Gene 494. >ENST00000314952 cDNA sequence 

ATGCTATTCATTGTCTATCAGTGTGGGGGCACAATATATTTTAGTTTAAGGTGCTTGATG 
AACACAATGATTACATGGACCCTCCATGTCAGCCTTGGAAGTTGTGATTCTGAGGCTGGG 
AAGCTGGACTATCTTTGGAAGCTAAATTTGGAAGTGAAAGGGGGATGTAGGATATGA 
Gene 495. >ENST00000301990 cDNA sequence 

ATGCAGAAGCATTACACGGTGGCCTGGTTTCTTTACTCAGCCCCTGGGGTAGATCCCAGC 
CCCCCATGTAGGTCCCTTGGCTGGAAAAGGAAGAGGGAGTGGTCAGATGAATCTGCGGAG 
GAGCCGGAGAAGGAGCTCGCCCCTGAGCCTGAGGAGACCTGGGTAGTGGAGATGCTGTGT 
GGGCTCAAGATGAAGCTGAAGCAACAGCGAGTGTCACCCATCCTCCCTGAGCACCACAAG 
GGCTTCAACAGTCAGCTTGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGC 
TGGAAAAGGAAGATGGAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGG 
AAGGTGCTCGCCCCTGAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAG 
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ATGAAGCTGAAGCGACGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAAC 
AGGCTGCTTGAGGATCCTGTCATTAAAAGATTCCTGGCCTGGGACAAAGATCTGAGGGTG 
TCGGACAAGTATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCTTCCCCTCC 
TGGCAATACCAACGCATTCATTTCTTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAG 
GACGACGAGGACTCCAAACAAAACATCTTCCACTTCCTGTATGGGAAGAACCGCTCTCGC 
ATACCCTTGCTCCGTAAGCGTTGGTTCCAGTTAGGCCGCCGTTCCATGAACCCGAGGGCC 
AGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTAGGCCGTTCC 
ATGAACCTGAGGGCCAGGAAGAACCGCTCTCAGATAGTCCTGTTCCAGAAACGTCGGTTC 
CAGTTCTTCTGTTCCATGAGCGGCAGGGCTTGGGTTTCCCCGGAGGAGTTGGAGGAGATC 
CAGGCTTATGACCCAGAGCACTGGGTGTGGGCGCGAGATCGCGCTCGCCTTTCCTAGAGC 
TCCAGGGACCGTGGAGGCCTGAGGTCATCGGCCTGAGAGAAGAACACCGGACCCAGGGGA 
GATGTGGATTTTCAGCAGGAACTTTATTCCAATGCTAATGGCAGACACCAGGAAGGAGGA 
GAGGAACCATTTGTGCAGATCATCTAGAAGAACCTGGACCATTCTTGATGGAGCTGAATA 
CAGTGATCACGTTGTCCTCCTAGGAGCAGGGGTGGGGGGAGGGGGGTGGGGTCCTTCTAG 
GAGTCCTTGGAGAAAAGTAAGAAACCAGGAGTGTTTCCAGTTCCACCCTTTCCTGCAGCA 
CCACCACCCTTTCTATATTGCTGAATTCCAACCTCCCTGGGGCGGAACCTGGAGGTGCTG 
TTTCTTATGGACTTGGTTACCACAGTCCAGAAGCATTTGAAGGCACAATGCAGGGGCTCA 
GATTGGCACAGATTTCTTCTGTGAAATATCAGTGCCACAGATTGTAACAGATAGCTTCAT 
GCACACTCTGCATTTTATTGGTTTGTTTGGAAAATGTTGGCCATTGAATTATTCATAGAT 
TTATTTCAAATAGTTTGGAAATTGTTGTACTTTTGAAAACATGCTGTTCCTGTAGTTTTT 
TGATGAGAGTTATAGTTGTTATATATACATAAAGATAATTTTCTTTTCATTTTTAAGAGA 
CAATTCTTTTTATCCTAAATATTTTATTATCTTTAAATTTCTTTCTGTATTATTATATGT 
GCTCCTGAAGCGAGCACTCTTTTTATCTATGATACTTCCATAATAATCTCTTCTATTTAT 
AGCTATTGGTAGTTCCCCACCACAAAAAAAACATAATTCTGGTGATAGAAATTTTTATTT 
GCTGTTTAGGTTTGTGACTGAATTGTGAGAATTCAGTTGTGATTTTTAACATGTCTCAGA 
TATATATACTAACACGTCTAATATATACTATCTATTTTATTGGTTTATTTTGAAAAACAT 
GGGTATAGAATTATTTAAATATTATTTTATTTATTGAAATATTTATTAAATATATTTATT 
TAAATATTATTACTTGAAATATTATTTTAAATATTTTTGAAATACTGCTATTTTTGAATA 
GATGCTGTTTCTATAAAGCTGTGTGATGGGTGTTATAACTGTTATATACACATACGTATA 
ATTTTGCTTTCCTTTTTAAGAGAGGATTCTTTTCATCCTAAATCTTTTACCTTTCAATCT 
TTGTATCTATTATTACACGTGTTGCTGAAGGGAGCATGGTTTTTATCTGTGATACTTAGT 
TAACATAT ATATTACATTTATAGCTATGTAGTAGTT C C C CT AAATTCTTGTAAAAATAAA 
TTTTTATTTG 

Gene 496. >ENST00000310324 cDNA sequence 

ATGACTCTTAACGAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCG 
CCCTTAATCCATTTAACCCTGAGTGGACACAGCACATGTTTCAGAGAGCACAGGGTTGGG 
GGTAAGGTCACAGATCAACAGGATCCCAAGGCAGAAGAATTTTTCTTAGTGCAGAACAAA 
ATGAAAAGTCTCCCATGTCTACTTCTTTCTACACAGACACGGCAACCATCCGATTTCTCA 
ATCTTTTCCCCACCTTTCCCGCCTTTCTATTCCACAAAGCCGCCATTGTCATCCTGGCCC 
GTTCTCAATGAGCTGTTGGGCACACCTCCCAGACGGGGTGGTGGCCGGGCAGAGGGGCTC 
CTCACTTCCCAGTAG 

Gene 497. >ENST00000315790 cDNA sequence 

TTTTTTTTTGAGACAGAGTCTTTCTCCGTCGCCCAAGCTGGAGTACAGTGGGGTTATCTC 

GGCTCACTGCAACCTCCCCTCCCGGGTTCAAGCGATTCTCCTGCCTGAGCCTCCGGAGTA 

GTTGGGGCTACAGGTGTACACCACCACGCTGGGCTAATTTTTGTATTTTTAGTAGAGATG 

GGGTTTCACCATGTTAGCCAGGCTGGTCATGAACTCCTGGCCTCAAGTGATCGGCCCGCC 

TCAGCCTCCCAGAGTGCTGGGATTACAGGCATGAGCCACCTTGCCTGG 

Gene 498. >ENST00000248600 cDNA sequence 

GCCACTTCCGGGAGTCGGAAAGGAAAGCTGTGGGACCATCCTGGCAACCCCGGTGTTTGG 
CTGGGTTCTAGCGTAGCCGTCTGTGTGGCCGGTGGGGGACCTGCGGTCGGAGTGGGAGGG 
CCAGTCTGCACCCAAGAGGTGGAAGAGGACGGGCTTTAGGCTGGAAGCGCCTTAGAGGAG 
CCATTTTTCCAGGTGGGGCCCCAGGCAGAGGCTCCGACAGGGAGCCTGGCCATAGTCGCG 
CAGCCGGGGAGGTGGAGCGCGTCCCAGACCCGAGCCCCCGACCTCAGCCAAACCCATTCC 
TTCTGCCCTTGGAGGCCAGAGGGGACTCTGAGCTCCGGAAAGGATGCCTGGTTTGCTTTT 
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ATGTGAACCAACAGAGCTTTACAACATCCTGAATCAGGCCACAAAACTCTCCAGATTAAC 

AGACCCCAACTATCTCTGTTTATTGGATGTCCGTTCCAAATGGGAGTATGACGAAAGCCA 

TGTGATCACTGCCCTTCGAGTGAAGAAGAAAAATAATGAATATCTTCTCCCGGAGTCTGT 

GGACCTGGAGTGTGTGAAGTACTGCGTGGTGTATGATAACAACAGCAGCACCCTGGAGAT 

ACTCTTAAAAGATGATGATGATGATTCAGACTCTGATGGTGATGGCAAAGATCTTGTGCC 

TCAAGCAGCCATTGAGTATGGCAGGATCCTGACCCGCCTCACCCACCACCCCGTCTACAT 

CCTGAAAGGGGGCTATGAGCGCTTCTCAGGCACGTACCACTTTCTCCGGACCCAGAAGAT 

CATCTGGATGCCTCAGGAACTGGATGCATTTCAGCCATACCCCATTGAAATCGTGCCAGG 

GAAGGTCTTCGTTGGCAATTTCAGTCAAGCCTGTGACCCCAAGATTCAGAAGGACTTGAA 

AATCAAAGCCCATGTCAATGTCTCCATGGATACAGGGCCCTTTTTTGCAGGCGATGCTGA 

CAAGCTTCTGCACATCCGGATAGAAGATTCCCCGGAAGCCCAGATTCTTCCCTTCTTACG 

CCACATGTGTCACTTCATTGAAATTCACCATCACCTTGGCTCTGTCATTCTGATCTTTTC 

CACCCAAGGTATCAGCCGCAGTTGTGCCGCCATCATAGCCTACCTCATGCATAGTAACGA 

GCAGACCTTGCAGAGGTCCTGGGCCTATGTCAAGAAGTGCAAAAACAACATGTGTCCAAA 

TCGGGGATTGGTGAGCCAGCTGCTGGAATGGGAGAAGACTATCCTTGGAGATTCCATCAC 

AAACATCATGGATCCGCTCTACTGATCTTCTCCGAGGCCCACCGAAGGGTACTGAAGAGC 

CTCACCTGGGGGCATTTTGTGGGTGGAGGGCCAGAGTGTGTATACCCAGGCTTGTCTGGA 

AGGAGAAGGCCTTTGCTGCCTGAAAGTCTCATGTT 

Gene 499. >ENST00000315758 cDNA sequence 

GGCGCTGGGCAGTGTGGAGGTCGTTGGAGTCACTTCCCCGTCACCAGCTCCTGTGCCTGC 

CAGTCGGTGCCCCTCCCGCTCCAGCCATGCTCTCCGCCCTCGCCCGGCCTGCCAGCGCTG 

CTCTCCGCCGCAGCTTCAGCACCTCGGCCCAGAACAATGCTAAAGTAGCTGTGCTAGGGG 

CCTCTGGAGGCATCGGGCAGCCACTTTCACTTCTCCTGAAGAACAGCCCCTTGGTGAGCC 

GCCTGACCCTCTATGATATCGCGCACACACCCGGAGTGGCCGCAGATCTGAGCCACATCG 

AGACCAAAGCCGCTGTGAAAGGCTACCTCGGACCTGAACAGCTGCCTGACTGCCTGAAAG 

GTTGTGATGTGGTAGTTATTCCGGCTGGAGTCCCCAGAAAGCCAGGCATGACCCGGGACG 

ACCTGTTCAACACCAATGCCACGATTGTGGCCACCCTGACCGCTGCCTGTGCCCAGCACT 

GCCCGGAAGCCATGATCTGCGTCATTGCCAATCCGGTTAATTCCACCATCCCCATCACAG 

CAGAAGTTTTCAAGAAGCATGGAGTGTACAACCCCAACAAAATCTTCGGCGTGACGACCC 

TGGACATCGTCAGAGCCAACACCTTTGTTGCAGAGCTGAAGGGTTTGGATCCAGCTCGAG 

TCAACGTCCCTGTCATTGGTGGCCATGCTGGGAAGACCATCATCCCCCTGATCTCTCAGT 

GCACCCCCAAGGTGGACTTTCCCCAGGACCAGCTGACAGCACTCACTGGGCGGATCCAGG 

AGGCCGGCACGGAGGTGGTCAAGGCTAAAGCCGGAGCAGGCTCTGCCACCCTCTCCATGG 

CGTATGCCGGCGCCCGCTTTGTCTTCTCCCTTGTGGATGCAATGAATGGAAAGGAAGGTG 

TTGTGGAATGTTCCTTCGTTAAGTCACAGGAAACGGAATGTACCTACTTCTCCACACCGC 

TGCTGCTTGGGAAAAAGGGCATCGAGAAGAACCTGGGCATCGGCAAAGTCTCCTCTTTTG 

AGGAGAAGATGATCTCGGATGCCATCCCCGAGCTGAAGGCCTCCATCAAGAAGGGGGAAG 

ATTTCGTGAAGACCCTGAAGTGAGCCGCTGTGACGGGTGGCCAGTTTCCTTAATTTATGA 

AGGCATCATGTCACTGCAAAGCCGTTGCAGATAAACTTTGTATTTTAATTTGCTTTGGTG 

ATGATTACTGTATTGACATCATCATGCCTTCCAAATTGTGGGTGGCTCTGTGGGCGCATC 

AATAAAAGCCGTCCTTGATTTTATTTTTCAAGGTCCCTTCTGT 

Gene 500. >ENST00000316266 cDNA sequence 

CACCAGGAGGAAATAATTCACAAGTTGGCCATGCAGCTGAGACACATTGGGGACAACATT 
GATCATAGGATGGTTCGAGAGGATCTTCAACAGGATGGCAGAGATGCACTAGATCATTTT 
GTCTTCTTTTTCTTTAGAAGAGTTCAGGTGTTGCTGCATTTTTTCTGGAACAACCATTTG 
CTGTAAAAGGAAAGTAAAGGTCAAGTGGTCAAGTTCTGTTTTCTTTTTACCCTCTGAGAA 
ACATGAATCCCACTGGGACAGATGGGAAGAACACCCTTCTCCGTCTCCCTCTTTTTGTAC 
CCATCACTGTTGGTCTACACCCAGTTTGTTGAAGAACTGCGGGTTCACGAGCCATTTGTC 
TCTTCGGAGGAGCTAGCTATGAGATGTCTGCGATCACATCACGGTAAAGCCCAAGGAGTA 
ATTAGGACCCCAGGAAGCCTTGCTGCCCAGAAAACACCAGCGCTGTGGATGGTCCCAGGG 
CTCCTTGTGAGGAAACCTTGAACATTTCCTTCCAGGAATGAAAGAGAACCTCGTCCTCAA 
ACTAAAGGCCACAGAAATGGGCACTACCTCCTGGCCCACTCCCTGGGCACCATGCCCTCT 
GGTGACCTGTTGGCTCCACTCTTGTCACTCATGTCCAGATCTGCAGTGCCAGCTTCTCCT 
TCTCGGTGACATGTCACCTCCCTGCCCCAATCCTGGCTCCAACCCTCTCTGGAAAATCGA 
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AGTGAAACATTTGTCTCTAATACTCAAATTCAACATATGGCTCATCTCATCTACCTTCCC 

ATTTCCATGCCTAGAGGCCCCACTACTACCACTAGCACC6TTGGGTGTTTCCTTCTCAGG 

CTCTGATTCTACAACATTTACGTTCTTTTCTCACCTTTGATCCCCTCACTCCTCTGTGAC 

CCCCTTCAAGTCTTCCTTCACCACTCCAGTGTTTTCCCATACCACTCGACCCTGCTCGAA 

GGTATCTTTCCCTGCTCTGTCATCCTCTTTTAGGCATGCCTGCTTAAAATCGGGAGTGCT 

TAGTCCTTGGCCAACAGTCCTGCCTTCTAGAAGAATGTAAGACCTGAAAGAGTTATGAAT 

CTATCACTAGGCAAAAACTTCTCTTTTCCTATTGCTGGATGGTTTTGCTATTATTGGTTG 

GTGGGCCCTTTGCCTGTGGAATGTATTTCACTCATTCTCTCCTGCACGCTGTTAGGCAGT 

TCTTTCACCTGCATGCTTCTTCTTTTACCTTTTTGTCTACCTCATAGTCCCTCTCTCCCC 

TCCTTTAAAAGAATTATAAATATTAGGAAAGCTTGTTGTTATAAATTAAAAGTTTACATA 

TGTATCTTGAGTTCTTCATAGGGGAAGTGTTATTTTAAAAAATTCTAAAAATGAAATAAA 

TATTGTTATTTTATTGAGCATGAAA 

Gene 501. >ENST00000301956 cDNA sequence 

ATGTGTCCTTGGCGGCCTAGACTAGGCCGTCGCTGTATGGTGAGCCCCAGGGAGGCGGAT 

CTGGGCCCCCAGAAGGACACCCGCCTGGATTTGCCCCGTCCGGCCCGGGCCCCTCGGGAG 

CAGAACAGCCTTGGTGAGGTGGACAGGAGGGGACCTCGCGAGCAGACGCGCGCGCCAGCG 

ACAGCAGCCCCGCCCCGGCCTCTCGGGAGCCGGGGGGCAGAGGCTGCGGAGCCCCAGGAG 

GGTCTATCAGCCACAGTCTCTGCATGTTTCCAAGAGCAACAGGAAATGAACACATTGCAG 

GGGCCAGTGTCATTCAAAGATGTGGCTGTGGATTTCACCCAGGAGGAGTGGCGGCAACTG 

GACCCTGATGAGAAGATAGCATACGGGGATGTGATGTTGGAGAACTACAGCCATCTAGTT 

TCTGTGGGGTATGATTATCACCAAGCCAAACATCATCATGGAGTGGAGGTGAAGGAAGTG 

GAGCAGGGAGAGGAGCCGTGGATAATGGAAGGTGAATTTCCATGTCAACATAGTCCAGAA 

CCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCA 

GTGGTACTGAGTCTAAGCACTGCAGTGAAGGAGTTAGTAGAAAACAGTCTGGATGCTGGT 

GCCACTAATATTGATCTAAAGCTTAAGGACTATGGAGTGGATCTCATTGAAGTTTCAGAC 

AATGGATGTGGGGTAGAAGAAGAAAACTTTGAAGGCTTAATCTCTTTCAGCTCTGAAACA 

TCACACATGTAAGATTCAAGAGTTTGCCGACCTAACTGAAGTTGAAACTTTCGGTTTTCA 

GGGGGAAGCTCTGAGCTCACTGTGTGCACTGAGCGATGTCACCATTTCTACCTGCCACGC 

GTCGGTGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGGAAAC 

CCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACC 

TGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAG 

Gene 502. >ENST00000248606 cDNA sequence 

CGAGCATCGCATAGCCTGCGGGGCTGGATGCTGACCGCCCGGGCCAGCACCTAGGCGGAC 
GCGGAGCTGTGCAGACCAGGGTTCGCGCGGGCCGGGTGGAGGCTCAAGCGGGGACCCCGG 
AGCGTGAGCCCCGGAGTCGGCGGCGCTGGGGCCAGAGGGGCCGGGAGGGAGTCGGCTGAG 
GTGGCGGCGGAGGCGAAGTGGCGGCGGAGGCGAAGGGGCGGCGGGACCCGGGCCTGGCCC 
GTATGTGTCCTTGGCGGCCTAGACTAGGCCGTCGCTGTATGGTGAGCCCCAGGGAGGCGG 
ATCTGGGCCCCCAGAAGGACACCCGCCTGGATTTGCCCCGTAGGCCCGGCCCGGGCCCCT 
CGGGAGCAGAACAGCCTTGGTGAGGTGGACAGGAGGGGACCTCGCGAGCAGACGCGCGCG 
CCAGCGACAGCAGCCCCGCCCCGGCCTCTCGGGAGCCGGGGGGCAGAGGCTGCGGAGCCC 
CAGGAGGGTCTATCAGCCACAGTCTCTGCATGTTTCCAAGAGCAACAGGAAATGAACACA 
TTGCAGGGGCCAGTGTCATTCAAAGATGTGGCTGTGGATTTCACCCAGGAGGAGTGGCGG 
CAACTGGACCCTGATGAGAAGATAGCATACGGGGATGTGATGTTGGAGAACTACAGCCAT 
CTAGTTTCTGTGGGGTATGATTATCACCAAGCCAAACATCATCATGGAGTGGAGGTGAAG 
GAAGTGGAGCAGGGAGAGGAGCCGTGGATAATGGAAGGTGAATTTCCATGTCAACATAGT 
CCAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTT 
GCTCTGGGCCAGTGGTACTGAGTCTAAGCACTGCAGTGAAGGAGTTAGTAGAAAACAGTC 
TGGATGCTGGTGCCACTAATATTGGATCTAAAGCTTAAGGACTATGGAGTGGATCTCATT 
GAAGTTTCAGACAATGGATGTGGGGTAGAAGAAGAAAACTTTGAAGGCTTAAGTCCTTAC 
TTTACAGTCTCTTTCAGCTCTGAAACATCACACATGTAAGATTCAAGAGTTTGCCGACCT 
AACTGAAGTTGAAACTTTCGGTTTTCAGGGGGAAGCTCTGAGCTCACTGTGTGCACTGAG 
GCGATGTCACCATTTCTACCTGCCACGCGTCGGTGAAGGTTGGGACTCGACTGGTGTTTG 
ATCACGATGGGAAAATCATCCAGGAAACCCCCTACCCCCACCCCAGAGGGACCACAGTCA 
GCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGAATTTCAAAGGAATATTA 
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AGAAGGACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGA 
Gene 503. >ENST00000320938 cDNA sequence 

ATGAAGCAGGTGCCCAACCCACTGCCCAAGGTGCTGAGCCGGCGCGGGGTCGGCGCTGGG 
CTGGAGGCGGCGGAGCGCGAGAGCTTCGAGCGGACTCAGACTGTCAGCATCAATAAGGCC 
ATTAATACGCAGGAAGTGGCTGTAAAGGAAAAACACGCCAGAAATATCCTTTTGGATAGC 
CCATCCGTTGTTTTCCATAACCCCCCCTCACCGTGCATACTGGGCACCCACCATGAGAAA 
GGGGCACAGACCTTCTGGTCTGTTGTCAACCGCCTGCCTCTGTCTAGCAACGCAGTGCTC 
TGCTGGAAGTTCTGCCATGTGTTCCACAAACTCCTCCGAGATGGACACCCGAACGTCCTG 
AAGGACTCTCTGAGATACAGAAATGAATTGAGTGACATGAGCAGGATGTGGGGCCACCTG 
AGCGAGGGGTATGGCCAGCTGTGCAGCATCTACCTGAAACTGCTAAGAACCAAGATGGAG 
TACCACACCAAAAATCCCAGGTTCCCAGGCAACCTGCAGATGAGTGACCGCCAGCTGGAC 
GAGGCTGGAGAAAGTGACGTGAACAACTTTTTCCAGTTAACAGTGGAGATGTTTGACTAC 
CTGGAGTGTGAACTCAACCTCTTCCAAACAGTATTCAACTCCCTGGACATGTCCCGCTCT 
GTGTCCGTGACGGCAGCAGGGCAGTGCCGCCTCGCCCCGCTGATCCAGGTCATCTTGGAC 
TGCAGCCACCTTTATGACTACACTGTCAAGCTTCTCTTCAAACTCCACTCCTGCCTCCCA 
GCTGACACCCTGCAAGGCCACCGGGACCGCTTCATGGAGCAGTTTACAAAGTTGAAAGAT 
CTGTTCTACCGCTCCAGCAACCTGCAGTACTTCAAGCGGCTCATTCAGATCCCCCAGCTG 
CCTGAGAACCCACCCAACTTCCTGCGAGCCTCAGCCCTGTCAGAACATATCAGCCCTGTG 
GTGGTGATCCCTGCAGAGGCCTCATCCCCCGACAGCGAGCCAGTCCTAGAGAAGGATGAC 
CTCATGGACATGGATGCCTCTCAGCAGAATTTATTTGACAACAAGTTTGATGACATCTTT 
GGCAGTTCATTCAGCAGTGATCCCTTCAATTTCAACAGTCAAAATGGTGTGAACAAGGAT 
GAGAAGGACCACTTAATTGAGCGACTATACAGAGAGATCAGTGGATTGAAGGCACAGCTA 
GAAAACATGAAGACTGAGAGCCAGCGGGTTGTGCTGCAGCTGAAGGGCCACGTCAGCGAG 
CTGGAAGCAGATCTGGCCGAGCAGCAGCACCTGCGGCAGCAGGCGGCCGACGACTGTGAA 
TTCCTGCGGGCAGAACTGGACGAGCTCAGGAGGCAGCGGGAGGACACCGAGAAGGCTCAG 
CGGAGCCTGTCTGAGATAGAAAGGAAAGCTCAAGCCAATGAACAGCGATATAGCAAGCTA 
AAGGAGAAGTACAGCGAGCTGGTTCAGAACCACGCTGACCTGCTGCGGAAGAATGCAGAG 
GTGACCAAACAGGTGTCCATGGCCAGACAAGCCCAGGTAGATTTGGAACGAGAGAAAAAA 
GAGCTGGAGGATTCGTTGGAGCGCATCAGTGACCAGGGCCAGCGGAAGACTCAAGAACAG 
CTGGAAGTTCTAGAGAGCTTGAAGCAGGAACTTGCCACAAGCCAACGGGAGCTTCAGGTT 
CTGCAAGGCAGCCTGGAAACTTCTGCCCAGTCAGAAGCAAACTGGGCAGCCGAGTTCGCC 
GAGCTAGAGAAGGAGCGGGACAGCCTGGTGAGTGGCGCAGCTCATAGGGAGGAGGAATTA 
TCTGCTCTTCGGAAAGAACTGCAGGACACTCAGCTCAAACTGGCCAGCACAGAGGCAAGA 
TCTATGTGCCAGCTTGCCAAAGACCAACGAAAAATGCTTCTGGTGGGGTCCAGGAAGGCT 
GCGGAGCAGGTGATACAAGACGCCCTGAACCAGCTTGAAGAACCTCCTCTCATCAGCTGC 
GCTGGGTCTGCAGATCACCTCCTCTCCACGGTCACATCCATTTCCAGCTGCATCGAGCAA 
CTGGAGAAAAGCTGGAGCCAGTATCTGGCCTGCCCAGAAGACATCAGTGGACTTCTCCAT 
TCCATAACCCTGCTGGCCCACTTGACCAGCGACGCCATTGCTCATGGTGCCACCACCTGC 
CTCAGAGCCCCACCTGAGCCTGCCGACTCACTGACCGAGGCCTGTAAGCAGTATGGCAGG 
GAAACCCTCGCCTACCTGGCCTCCCTGGAGGAAGAGGGAAGCCTTGAGAATGCCGACAGC 
ACAGCCATGAGGAACTGCCTGAGCAAGATCAAGGCCATCGGCGAGGAGCTCCTGCCCAGG 
GGACTGGACATCAAGCAGGAGGAGCTGGGGGACCTGGTGGACAAGGAGATGGCGGCCACT 
TCAGCTGCTATTGAAACTGCCACGGCCAGAATAGAGGAGATGCTCAGCAAATCCCGAGCA 
GGAGACACAGGAGTCAAATTGGAGGTGAATGAAAGGATCCTTGGTTGCTGTACCAGCCTC 
ATGCAAGCTATTCAGGTGCTCATCGTGGCCTCTAAGGACCTCCAGAGAGAGATTGTGGAG 
AGCGGCAGGGGTACAGCATCCCCTAAAGAGTTTTATGCCAAGAACTCTCGATGGACAGAA 
GGACTTATCTCAGCCTCCAAGGCTGTGGGCTGGGGAGCCACTGTCATGGTGGATGCAGCT 
GATCTGGTGGTACAAGGCAGAGGGAAATTTGAGGAGCTAATGGTGTGTTCTCATGAAATT 
GCTGCTAGCACAGCCCAGCTTGTGGCTGCATCCAAGGTGAAAGCTGATAAGGACAGCCCC 
AACCTAGCCCAGCTGCAGCAGGCCTCTCGGGGAGTGAACCAGGCCACTGCCGGCGTTGTG 
GCCTCAACCATTTCCGGCAAATCACAGATCGAAGAGACAGACAACATGGACTTCTCAAGC 
ATGACGCTGACACAGATCAAACGCCAAGAGATGGATTCTCAGGTTAGGGTGCTAGAGCTA 
GAAAATGAATTGCAGAAGGAGCGTCAAAAACTGGGAGAGCTTCGGAAAAAGCACTACGAG 
CTTGCTGGTGTTGCTGAGGGCTGGGAAGAAGGAACAGAGGCATCTCCACCTACACTGCAA 
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GAAGTGGTAACCGAAAAAGAATAG 

Gene 504. >ENST00000229784 cDNA sequence 

GGAACCGCCGCCGGTATCCGCGTCCGCAGCGCCGCCAGCCAGGCGAGAGCCGTGTGGGAT 
CCCAGCGCCCGCACTCCCGCCCCCGCCAAGGAGCCAGGAATGGCACAACTAGAGAGGAGC 
GCCATCTCTGGCTTCAGCTCTAAGTCCAGGCGAAACTCATTCGCATATGATGTTAAGCGT 
GAAGTATACAATGAGGAGACCTTTCAACAGGAACACAAAAGGAAGGCCTCCTCTTCTGGG 
AACATGAACATCAACATCACCACCTTCAGACACCACGTCCAGTGCCGCTGCTCATGGCAC 
AGGTTCCTACGATGCGTGCTTACAATCTTTCCCTTCCTAGAATGGATGTGTATGTATCGA 
TTAAAGGATTGGCTTCTGGGAGACTTACTTGCTGGTATAAGTGTTGGCCTTGTGCAAGTT 
CCCCAAGGCCTGACACTTAGTTTGCTGGCAAGGCAACTGATTCCTCCTCTCAACATCGCT 
TATGCAGCTTTCTGTTCTTCGGTAATCTATGTAATTTTTGGATCGTGTCATCAAATGTCC 
ATTGGTTCCTTCTTCCTGGTGAGTGCTCTGCTGATCAACGTTCTGAAAGTGAGCCCATTC 
AACAACGGTCAACTGGTCATGGGATCTTTCGTCAAGAATGAGTTTTCGGCCCCCTCCTAC 
CTTATGGGCTATAATAAATCCTTGAGTGTGGTGGCAACCACAACTTTTCTGACTGGGATT 
ATTCAGCTAATAATGGGCGTATTGGGTTTGGGCTTCATTGCCACTTACCTTCCGGAGTCT 
GCAATGAGTGCTTACCTGGCTGCTGTGGCACTTCATATCATGCTGTCCCAGCTGACTTTC 
ATCTTTGGGATTATGATTAGTTTCCATGCCGGTCCCATCTCCTTCTTCTATGACATAATT 
AATTACTGTGTAGCTCTCCCAAAAGCGAATTCCACCAGCATTCTAGTATTTCTAACTGTT 
GTTGTTGCTCTGCGAATCAACAAATGTATCAGAATTTCTTTCAATCAGTATCCCATTGAG 
TTTCCCATGGAATTATTTCTGATTATTGGCTTCACTGTGATTGCAAACAAGATAAGCATG 
GCCACAGAAACCAGCCAGACGCTTATTGACATGATTCCTTATAGCTTTCTGCTTCCTGTA 
ACACCAGATTTCAGCCTTCTTCCCAAGATAATTTTACAAGCCTTCTCCTTATCTTTGGTG 
AGCTCCTTTCTGCTCATATTTCTGGGCAAGAAGATTGCCAGTCTTCACAATTACAGTGTC 
AATTCCAACCAGGATTTAATAGCCATCGGCCTTTGCAATGTCGTCAGTTCATTTTTCAGA 
TCTTGTGTGTTTACTGGTGCTATTGCTAGGACTATTATCCAGGATAAATCTGGAGGAAGA 
CAACAGTTTGCATCTCTGGTAGGCGCAGGTGTGATGCTGCTCCTGATGGTGAAGATGGGA 
CACTTTTTCTACACACTGCCAAATGCTGTGCTGGCTGGTATTATTCTGAGCAACGTCATT 
CCCTACCTTGAAACCATTTCTAACCTACCCAGCCTGTGGAGGCAGGACCAATATGACTGT 
GCTCTTTGGATGATGACATTCTCATCTTCAATTTTCCTGGGACTGGACATTGGACTAATT 
ATCTCAGTAGTTTCTGCTTTCTTCATCACCACTGTTCGTTCACACAGAGCTAAGATTCTT 
CTCCTGGGTCAAATCCCTAACACCAACATTTATAGAAGCATCAATGATTATCGGGAGATC 
ATCACCATTCCTGGGGTGAAAATCTTCCAGTGCTGCAGCTCAATTACATTTGTAAATGTT 
TACTACCTAAAGCATAAGCTGTTAAAAGAGGTTGATATGGTAAAGGTGCCTCTTAAAGAA 
GAAGAAATTTTCAGCTTGTTTAATTCAAGTGACACCAATCTACAAGGAGGAAAGATTTGC 
AGGTGTTTCTGCAACTGTGATGATCTGGAGCCGCTGCCCAGGATTCTTTACACAGAGCGA 
TTTGAAAATAAACTGGATCCCGAAGCATCCTCCATTAACCTGATTCACTGCTCACATTTT 
GAGAGCATGAACACAAGCCAAACTGCATCCGAAGACCAAGTGCCATACACAGTATCGTCC 
GTGTCTCAGAAAAATCAAGGGCAACAGTATGAGGAGGTGGAGGAAGTTTGGCTTCCTAAT 
AACTCATCAAGAAACAGCTCACCAGGACTGCCTGATGTGGCGGAAAGCCAGGGGAGGAGA 
TCACTCATCCCTTACTCAGATGCGTCTCTACTGCCCAGTGTCCACACCATCATCCTGGAT 
TTCTCCATGGTACACTACGTGGATTCACGGGGGTTAGTCGTATTAAGACAGATATGCAAT 
GCCTTTCAAAACGCCAACATTTTGATACTCATTGCAGGGTGTCACTCTTCCATAGTCAGG 
GCATTTGAGAGGAATGATTTCTTTGACGCTGGCATCACCAAGACCCAGCTGTTCCTCAGC 
GTTCACGACGCCGTGCTGTTTGCCTTGTCAAGGAAGGTCATAGGCTCCTCTGAGTTAAGC 
ATCGATGAATCCGAGACAGTGATACGGGAAACCTACTCAGAAACAGACAAGAATGACAAT 
TCAAGATATAAAATGAGCAGCAGTTTTCTAGGAAGCCAAAAAAATGTAAGTCCAGGCTTC 
ATCAAGATCCAACAGCCTGTAGAAGAGGAGTCGGAGTTGGATTTGGAGCTGGAATCAGAA 
CAAGAGGCTGGGCTGGGTCTGGACCTAGACCTGGATCGGGAGCTGGAGCCTGAAATGGAG 
CCCAAGGCTGAGACCGAGACCAAGACCCAGACCGAGATGGAGCCCCAGCCTGAGACTGAG 
CCTGAGATGGAGCCCAACCCCAAATCTAGGCCAAGAGCTCACACTTTTCCTCAGCAGCGT 
TACTGGCCTATGTATCATCCGTCTATGGCTTCCACCCAGTCTCAGACTCAGACTCGGACA 
TGGTCAGTGGAGAGGAGACGCCATCCTATGGATTCATACTCACCAGAGGGCAACAGCAAT 
GAAGATGTCTAGGAGATGAACTAGAAATAAGGGGTCAGATAATGCTGGCAAATCCTCCTA 
CCCAAAAAGGGGTCAATTGTCCAGAGACCTAGACTGGATACGAACTAGCAGTACTTCCTT 
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CCTGACTGTGACTCCTACTACCTGCCAGCCTTCTTCCTTGCTCTGCGCTGGGATCATACT 

CCCAAATCACATTACTAAATGCCAACAATTATCTCTGAATTCCCTATCCAGGCTCCCCTC 

ATTTCACCTTCAGCATATATTCTAGTCATGAATTTCCTTCTTCACACACCCCACATCTCT 

GGGCTTTGTGCCAGACCATCTCTAACTTAATCCTCTCATCCCTGTTCCCCTTTCTCCAAA 

GAGATGAAGCTCAAATAAAATGTATAACTCTAGT 

Gene 505. >ENST000003 10888 cDNA sequence 

GCTGGGAGACGCCTGGGCGCCGGGGGCTGCAGGTCCCAGGGCGGGGGCTGCGTCCGTCAC 
CGGCAGGTACCCAGGTATGCCGCAGAGCCAGGCACGCCGTGGGCACTCAGTCAGTATCTG 
TGGAATGAATGAATGATGGTCGTCCCTGGGAGCTTATCTCTGAGGAATGGCACAACTAGA 
GAGGAGCGCCATCTCTGGCTTCAGCTCTAAGTCCAGGCGAAACTCATTCGCATATGATGT 
TAAGCGTGAAGTATACAATGAGGAGACCTTTCAACAGGAACACAAAAGGAAGGCCTCCTC 
TTCTGGGAACATGAACATCAACATCACCACCTTCAGACACCACGTCCAGTGCCGCTGCTC 
ATGGCACAGGTTCCTACGATGCGTGCTTACAATCTTTCCCTTCCTAGAATGGATGTGTAT 
GTATCGATTAAAGGATTGGCTTCTGGGAGACTTACTTGCTGGTATAAGTGTTGGCCTTGT 
GCAAGTTCCCCAAGGCCTGACACTTAGTTTGCTGGCAAGGCAACTGATTCCTCCTCTCAA 
CATCGCTTATGCAGCTTTCTGTTCTTCGGTAATCTATGTAATTTTTGGATCGTGTCATCA 
AATGTCCATTGGTTCCTTCTTCCTGGTGAGTGCTCTGCTGATCAACGTTCTGAAAGTGAG 
CCCATTCAACAACGGTCAACTGGTCATGGGATCTTTCGTCAAGAATGAGTTTTCGGCCCC 
CTCCTACCTTATGGGCTATAATAAATCCTTGAGTGTGGTGGCAACCACAACTTTTCTGAC 
TGGGATTATTCAGATTATTGGCTTCACTGTGATTGCAAACAAGATAAGCATGGCCACAGA 
AACCAGCCAGACGCTTATTGACATGATTCCTTATAGCTTTCTGCTTCCTGTAACACCAGA 
TTTCAGCCTTCTTCCCAAGATAATTTTACAAGCCTTCTCCTTATCTTTGGTGAGCTCCTT 
TCTGCTCATATTTCTGGGCAAGAAGATTGCCAGTCTTCACAATTACAGTGTCAATTCCAA 
CCAGGATTTAATAGCCATCGGCCTTTGCAATGTCGTCAGTTCATTTTTCAGATCTTGTGT 
GTTTACTGGTGCTATTGCTAGGACTATTATCCAGGATAAATCTGGAGGAAGACAACAGTT 
TGCATCTCTGGTAGGCGCAGGTGTGATGCTGCTCCTGATGGTGAAGATGGGACACTTTTT 
CTACACACTGCCAAATGCTGTGCTGGCTGGTATTATTCTGAGCAACGTCATTCCCTACCT 
TGAAACCATTTCTAACCTACCCAGCCTGTGGAGGCAGGACCAATATGACTGTGCTCTTTG 
GATGATGACATTCTCATCTTCAATTTTCCTGGGACTGGACATTGGACTAATTATCTCAGT 
AGTTTCTGCTTTCTTCATCACCACTGTTCGTTCACACAGAGCTAAGATTCTTCTCCTGGG 
TCAAATCCCTAACACCAACATTTATAGAAGCATCAATGATTATCGGGAGATCATCACCAT 
TCCTGGGGTGAAAATCTTCCAGTGCTGCAGCTCAATTACATTTGTAAATGTTTACTACCT 
AAAGCATAAGCTGTTAAAAGAGGTTGATATGGTAAAGGTGCCTCTTAAAGAAGAAGAAAT 
TTTCAGCTTGTTTAATTCAAGTGACACCAATCTACAAGGAGGAAAGATTTGCAGGTGTTT 
CTGCAACTGTGATGATCTGGAGCCGCTGCCCAGGATTCTTTACACAGAGCGATTTGAAAA 
TAAACTGGATCCCGAAGCATCCTCCATTAACCTGATTCACTGCTCACATTTTGAGAGCAT 
GAACACAAGCCAAACTGCATCCGAAGACCAAGTGCCATACACAGTATCGTCCGTGTCTCA 
GAAAAATCAAGGGCAACAGTATGAGGAGGTGGAGGAAGTTTGGCTTCCTAATAACTCATC 
AAGAAACAGCTCACCAGGACTGCCTGATGTGGCGGAAAGCCAGGGGAGGAGATCACTCAT 
CCCTTACTCAGATGCGTCTCTACTGCCCAGTGTCCACACCATCATCCTGGATTTCTCCAT 
GGTACACTACGTGGATTCACGGGGGTTAGTCGTATTAAGACAGATATGCAATGCCTTTCA 
AAACGCCAACATTTTGATACTCATTGCAGGGTGTCACTCTTCCATAGTCAGGGCATTTGA 
GAGGAATGATTTCTTTGACGCTGGCATCACCAAGACCCAGCTGTTCCTCAGCGTTCACGA 
CGCCGTGCTGTTTGCCTTGTCAAGGAAGGTCATAGGCTCCTCTGAGTTAAGCATCGATGA 
ATCCGAGACAGTGATACGGGAAACCTACTCAGAAACAGACAAGAATGACAATTCAAGATA 
TAAAATGAGCAGCAGTTTTCTAGGAAGCCAAAAAAATGTAAGTCCAGGCTTCATCAAGAT 
CCAACAGCCTGTAGAAGAGGAGTCGGAGTTGGATTTGGAGCTGGAATCAGAACAAGAGGC 
TGGGCTGGGTCTGGACCTAGACCTGGATCGGGAGCTGGAGCCTGAAATGGAGCCCAAGGC 
TGAGACCGAGACCAAGACCCAGACCGAGATGGAGCCCCAGCCTGAGACTGAGCCTGAGAT 
GGAGCCCAACCCCAAATCTAGGCCAAGAGCTCACACTTTTCCTCAGCAGCGTTACTGGCC 
TATGTATCATCCGTCTATGGCTTCCACCCAGTCTCAGACTCAGACTCGGACATGGTCAGT 
GGAGAGGAGACGCCATCCTATGGATTCATACTCACCAGAGGGCAACAGCAATGAAGATGT 
CTAGGAGATGAACTAGAAATAAGGGGTCAGATAATGCTGGCAAATCCTCCTACCCAAAAA 
GGGGTCAATTGTCCAGAGACCTAGACTGGATACGAACTAGCAGTACTTCCTTCCTGACTG 



344/1290 



FIGURE 1 (CONT'D) 



TGACTCCTACTACCTGCCAGCCTTCTTCCTTGCTCTGCGCTGGGATCATACTCCCAAATC 
ACATTACTAAATGCCAACAATTATCTCTGAATTCCCTATCCAGGCTCCCCTCATTTCACC 
TTCAGCATATATTCTAGTCATGAATTTCCTTCTTCACACACCCCACATCTCTGGGCTTTG 
TGCCAGACCATCTCTAACTTAATCCTCTCATCCCTGTTCCCCTTTCTCCAAAGAGATGAA 
GCTCAAATAAAATGTATAACTCT 

Gene 506. >ENST00000244759 cDNA sequence 

ATGTACCGACCGCGAGCCCGGGCGGCTCCCGAGGGCAGGGTCCGGGGCTGCGCGGTGCCC 

AGCACCGTGCTCCTGCTGCTCGCCTACCTGGCTTACCTGGCGCTGGGCACCGGCGTGTTC 

TGGACGCTGGAGGGCCGCGCGGCGCAGGACTCCAGCCGCAGCTTCCAGCGCGACAAGTGG 

GAGCTGTTGCAGAACTTCACGTGTCTGGACCGCCCGGCGCTGGACTCGCTGATCCGGGAT 

GTCGTCCAAGCATACAAAAACGGAGCCAGCCTCCTCAGCAACACCACCAGCATGGGGCGC 

TGGGAGCTCGTGGGCTCCTTCTTCTTTTCTGTGTCCACCATCACCACCATTGGCTATGGC 

AACCTGAGCCCCAACACGATGGCTGCCCGCCTCTTCTGCATCTTCTTTGCCCTTGTGGGG 

ATCCCACTCAACCTCGTGGTGCTCAACCGACTGGGGCATCTCATGCAGCAGGGAGTAAAC 

CACTGGGCCAGCAGGCTGGGGGGCACCTGGCAGGATCCTGACAAGGCGCGGTGGCTGGCG 

GGCTCTGGCGCCCTCCTCTCGGGCCTCCTGCTCTTCCTGCTGCTGCCACCGCTGCTCTTC 

TCCCACATGGAGGGCTGGAGCTACACAGAGGGCTTCTACTTCGCCTTCATCACCCTCAGC 

ACCGTGGGCTTCGGCGACTACGTGATTGGAATGAACCCCTCCCAGAGGTACCCACTGTGG 

TACAAGAACATGGTGTCCCTGTGGATCCTCTTTGGGATGGCATGGCTGGCCTTGATCATC 

AAACTCATCCTCTCCCAGCTGGAGACGCCAGGGAGGGTATGTTCCTGCTGCCACCACAGC 

TCTAAGGAAGACTTCAAGTCCCAAAGCTGGAGACAGGGACCTGACCGGGAGCCAGAGTCC 

CACTCCCCACAGCAAGGATGCTATCCAGAGGGACCCATGGGAATCATACAGCATCTGGAA 

CCTTCTGCTCACGCTGCAGGCTGTGGCAAGGACAGCTAG 

Gene 507. >ENST00000211196 cDNA sequence 

ATGCCCAGTGCTGGGCTCTGCAGCTGCTGGGGTGGCCGGGTGCTGCCCCTGCTGCTGGCC 

TATGTCTGCTACCTGCTGCTCGGTGCCACTATCTTCCAGCTGCTAGAGAGGCAGGCGGAG 

GCTCAGTCCAGGGACCAGTTTCAGTTGGAGAAGCTGCGCTTCCTGGAGAACTACACCTGC 

CTGGACCAGTGGGCCATGGAGCAGTTTGTGCAGGTCATCATGGAAGCCTGGGTGAAAGGT 

GTGAACCCCAAAGGCAACTCTACCAACCCCAGCAACTGGGACTTTGGCAGCAGTTTCTTC 

TTTGCAGGCACAGTCGTCACTACCATAGGATATGGGAACCTGGCACCCAGCACAGAGGCA 

GGTCAGGTCTTCTGTGTCTTCTATGCCCTGTTGGGCATCCCGCTTAACGTGATCTTCCTC 

AACCACCTGGGCACAGGGCTGCGTGCCCATCTGGCCGCCATTGAAAGATGGGAGGACCGT 

CCCAGGCGCTCCCAGGTACTGCAAGTCCTGGGCCTGGCTCTGTTCCTGACCCTGGGGACG 

CTGGTCATTCTCATCTTCCCACCCATGGTCTTCAGCCATGTGGAGGGCTGGAGCTTCAGC 

GAGGGCTTCTACTTTGCTTTCATCACTCTCAGCACCATTGGCTTTGGGGACTATGTTGTT 

GGCACAGACCCCAGCAAGCATTATATCTCAGTGTATCGGAGCCTGGCAGCCATCTGGATC 

CTCCTGGGCCTGGCGTGGCTGGCGCTGATCCTCCCACTGGGCCCCCTGCTTCTGCACAGA 

TGCTGCCAGCTCTGGCTGCTCAGTCTGAGGCAAGGCTGTGGAGCCAAGGCGGCTCCAGGC 

AGGAGACCCAGGAGAGGCTCTACAGCAGCAAGAGGAGTCCAAGTCACACCCCAGGACTTC 

CCCATATCCAAGAAAGGACTGGGAAGCTGA 

Gene 508. >ENST00000248594 cDNA sequence 

GGGGAGAGGCGGCTGCGGCTGCGGCTGCGGCTGCTGGCGGGGGGTGGGGGGGAGGAGGAA 
CCGGGAAGGGGGGGCAGGGCGAGCGGAGAGCTAGCTGTGTTCCTGAGGCGGCGCCGCCGC 
CTAGGGCGGTGGGGAGGAGGAGGGAGCCGCGGGGCTTGGCGGGGTCGGGAGGGAGGGACG 
TGCTGGGGGAACGAGCTGGGGAAGACGGAGCGGGCTCTGTGCCGGGCGGGCGGGCGGCGG 
GGGGGCCAGCGACCGCAGCCGGGGGGACGCGGGAGGATGGAGCAAGTGGAGATCCTGAGG 
AAATTCATCCAGAGGGTCCAGGCCATGAAGAGTCCTGACCACAATGGGGAGGACAACTTC 
GCCCGGGACTTCATGCGGTTAAGAAGATTGTCTACCAAATATAGAACAGAAAAGATATAT 
CCCACAGCCACTGGAGAAAAAGAAGAAAATGTTAAAAAGAACAGATACAAGGACATACTG 
CCATTTGATCACAGCCGAGTTAAATTGACATTAAAGACTCCTTCACAAGATTCAGACTAT 
ATCAATGCAAATTTTATAAAGGGCGTCTATGGGCCAAAAGCATATGTAGCAACTCAAGGA 
CCTTTAGCAAATACAGTAATAGATTTTTGGAGGATGATATGGGAGTATAATGTTGTGATC 
ATTGTAATGGCCTGCCGAGAATTTGAGATGGGAAGGAAAAAATGTGAGCGCTATTGGCCT 
TTGTATGGAGAAGACCCCATAACGTTTGCACCATTTAAAATTTCTTGTGAGGATGAACAA 
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GCAAGAACAGACTACTTCATCAGGACACTCTTACTTGAATTTCAAAATGAATCTCGTAGG 

CTGTATCAGTTTCATTATGTGAACTGGCCAGACCATGATGTTCCTTCATCATTTGATTCT 

ATTCTGGACATGATAAGCTTAATGAGGAAATATCAAGAACATGAAGATGTTCCTATTTGT 

ATTCATTGCAGTGCAGGCTGTGGAAGAACAGGTGCCATTTGTGCCATAGATTATACGTGG 

AATTTACTAAAAGCTGGGAAAATACCAGAGGAATTTAATGTATTTAATTTAATACAAGAA 

ATGAGAACACAAAGGCATTCTGCAGTACAAACAAAGGAGCAATATGAACTTGTTCATAGA 

GCTATTGCCCAACTGTTTGAAAAACAGCTACAACTATATGAAATTCATGGAGCTCAGAAA 

ATTGCTGATGGAGTGAATGAAATTAACACTGAAAACATGGTCAGCTCCATAGAGCCTGAA 

AAACAAGATTCTCCTCCTCCAAAACCACCAAGGACCCGCAGTTGCCTTGTTGAAGGGGAT 

GCTAAAGAAGAAATACTGCAGCCACCGGAACCTCATCCAGTGCCACCCATCTTGACACCT 

TCTCCCCCTTCAGCTTTTCCAACAGTCACTACTGTGTGGCAGGACAATGATAGATACCAT 

CCAAAGCCAGTGTTGCATATGGTTTCATCAGAACAACATTCAGCAGACCTCAACAGAAAC 

TATAGTAAATCAA.CAGAACTTCCAGGGAAAAATGAATCAACAA.TTGAACAGATAGATAAA 

AAATTGGAACGAAATTTAAGTTTTGAGATTAAGAAGGTCCCTCTCCAAGAGGGACCAAAA 

AGTTTTGATGGGAACACACTTTTGAATAGGGGACATGCAATTAAAATTAAATCTGCTTCA 

CCTTGTATAGCTGATAAAATCTCTAAGCCACAGGAATTAAGTTCAGATCTAAATGTCGGT 

GATACTTCCCAGAATTCTTGTGTGGACTGCAGTGTAACACAATCAAACAAAGTTTCAGTT 

ACTCCACCAGAAGAATCCCAGAATTCAGACACACCTCCAAGGCCAGACCGCTTGCCTCTT 

GATGAGAAAGGACATGTAACGTGGTCATTTCATGGACCTGAAAATGCCATACCCATACCT 

GATTTATCTGAAGGCAATTCCTCAGATATCAACTATCAAACTAGGAAAACTGTGAGTTTA 

ACACCAAGTCCTACAACACAAGTTGAAACACCTGATCTTGTGGATCATGATAACACTTCA 

CCACTCTTCAGAACACCCCTCAGTTTTACTAATCCACTTCACTCTGATGACTCAGACTCA 

GATGAAAGAAACTCTGATGGTGCTGTGACCCAGAATAAAACTAATATTTCAACAGCAAGT 

GCCACAGTTTCTGCTGCCACTAGTACTGAAAGCATTTCTACTAGGAAAGTATTGCCAATG 

TCCATTGCTAGACATAATATAGCAGGAACAACACATTCAGGTGCTGAAAAAGATGTTGAT 

GTTAGTGAAGATTCACCTCCTCCCCTACCTGAAAGAACTCCTGAATCGTTTGTGTTAGCA 

AGTGAACATAATACACCTGTAAGATCGGAATGGAGTGAACTTCAAAGTCAGGAACGATCT 

GAACAAAAAAAGTCTGAAGGCTTGATAACCTCTGAAAATGAGAAATGTGATCATCCAGCG 

GGAGGTATTCACTATGAAATGTGCATAGAATGTCCACCTACTTTCAGTGACAAGAGAGAA 

CAAATATCAGAAAATCCAACAGAAGCCACAGATATTGGTTTTGGTAATCGATGTGGAAAA 

CCCAAAGGACCAAGAGATCCACCTTCAGAATGGACATGATTCAGGGAGCTAGAAGACACT 

TTAAGTTATACTGGAAAATTCAGGTGCCACTGAAAGCCAGATTTATAGTATTCCATCTTT 

AATATGTGGGACTAACAGCAGTGTAGATTGTTACCTTAATATTTTTTGCTGGGACCATCT 

ACCTGCCTTATACTACACTTAGGAAAAAGTATTACATATGGTTTATTTTGAAACTTCAAG 

TATTATTGCCTTAATGTCTCTTAACCCTGTTACACGCTGCTTGTAGACATGTTAATATAG 

TAATACCTTTATGATATATTGAGTTTAAGGACTACTCTTTTTCTGTTTTATCATGTATGC 

ATTATTTTGTATATGTACAGGGCAAGTAGGTATATAATTTGATAAAGTTGCAATTGAAAT 

ATTATTAACAGAAGATGTAAGAAATTTCTGCATGGTCTAAATCTTTGTGTACTTTATTTG 

TAAATTATTTGCCCTGGAGTTTTAGAAAATAGTTTCTGAATTTTAAACTTGCTGGATTCA 

TGCAGCCAGCTTTGCAGGTTATCAGAGATCAAAGATTGTAATAATAATTTTGTAAATTGT 

AAGCAAAAAGTTATTTTTATATTATATACAGTCTAATTGTTCATCCTAATTGTTCCTGTT 

TTCATCTAGTCAGAGATTCAGTAAGTGCCTTGGAACAATATTGAATTCTCTTAGCTTGTG 

TGTGTTTCTTTAATATTTGAACTCAAGTGGGATTAGAAGACTATCAAAATACATGTATGT 

TTCAGGATATTTGACCTGTCATTAAAAAAAACAAACAGTTTTACAGTGCC 

Gene 509. >ENST00000320648 cDNA sequence 

ATGGCGTCCTATATCGATGAACACGACTGTGAGCCGTTGGACCCTCAAGAGACTCGAACC 

AACATGGTGCTGGAGCTCGTAAGGTCACTTTTGAATAGGATGGACTTTGAAGACTTGGGG 

TTGGTAGTAGATTGGGACCACCACCTGCCTCCACCGGCTGCCAAGATTGTGGTTGAGAAC 

CTCTCCAGGACAGTCATCGCTCTCAAGGCTGAGCTCAAGTGCCCCGTGTATCTTTTGGAA 

TCTGAGGAGGAGACTGCCATTGAGATGTCCCAACACCTTTTTCATTCCAGTTGCATTCTG 

CCCTGGCTAAGCAAGACAAATTCCTGTCCCTTGTGCCGCCATGAGCTGCCCACTGATGAC 

TACACTTATGAGGAACACAGACGAGATAAGGCTCGAAAACAGCAGCAGCAGCAGAACCGA 

CTGGAGAACCTCCATGGAGCCATGTACACGTGA 

Gene 510. >ENST00000327788 cDNA sequence 
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AGCAGCAGGGAGCTCCAAGCCGCGGAGTATTTGGAAAAGCATCAGATCAAGGAGGTGGTT 

AGCTACCTCACCAGCGCCCTCCTTTTCTTTCGGCCGGAAAAACCAAAAGAATATTTAATA 

TCTCTATTGGAACGACTGAGAATTGCAAAAGTAACAGGCGTGGCGTTTCCTTTCTTTATG 

GATAACTCTAACATTGTGGCTATGTTTGAGATGATGGACTCCTCAGGCAGAGGCACCATA 

TCATTTGTGCAGTATAAAGAAGCCCTAAAAA.CCCTGGGTCTATGCACTGAAGATGAAGAT 

TTACAAGATGATGGACATAAAATAACTTTGGATAAATTCAAGGAGGAAGTGAACAAGAGG 

ATGAAGGAAATATGGTCAGCATTTTAA 

Gene 511. >ENST00000257700 cDNA sequence 

GAAACCAGTGAGACATCGAGAGGAAGTCGCTGTGGCACTCAGTCCTACGGCCTCCGAGGC 
TGGGTAGTGAGTGTGTCGCTGGCCTTAGCCAGACTCCACAGGCCACGCTGGCTGCGAATG 
GAGCCGAGGACTCGCGCGGAGGCGAGATGCTACCAGCCGGCGAGATCGGCGCCTCTCCTG 
CAGCCCCGTGCTGCTCTGAAAGTGGTGACGAAAGGAAGAACCTCGAGGAGAAAAGTGACA 
TAAA.TGTTACAGTTCTTATTGGAAGTAAACAAGTCAGTGAAGGTACAGATAATGGTGATC 
TCCCTTCTTATGTGTCTGCATTCATAGAAAAGGAAGTTGGAAATGACCTTAAATCTTTAA 
AGAAACTTGATAAACTCATAGAACAGAGGACAGTAAGTAAAATGCAGTTAGAAGAACAGG 
TACTTACAATTTCATCAGAAATTCCTAAAAGAATTCGAAGTGCCTTAAAAAATGCAGAAG 
AATCAAAGCAATTTCTTAATCAGTTTCTGGAGCAGGAAACTCATCTCTTCAGCGCCATTA 
ACAGCCATTTGCTGACTGCGCAACCTTGGATGGACGATCTTGGAACCATGATTAGCCAGA 
TTGAAGAGATCGAACGTCATCTTGCTTACCTTAAATGGATTTCACAAATTGAAGAACTAA 
GTGATAACATTCAGCAATATCTGATGACCAATAATGTACCGGAGGCAGCCTCCACTCTAG 
TGTCTATGGCAGAACTTGACATTAAACTTCAGGAATCATCTTGTACTCATCTTCTTGGTT 
TCATGAGAGCCACAGTTAAATTCTGGCATAAAATTCTCAAGGACAAGCTTACAAGTGATT 
TTGAGGAAATTTTAGCACAGCTTCATTGGCCATTCATCGCACCCCCTCAATCACAAACTG 
TTGGCTTAAGTCGACCTGCCAGTGCCCCGGAGATATACAGTTACCTGGAGACACTGTTTT 
GTCAGCTTTTGAAACTACAAACCTCAGATGAATTACTTACTGAGCCAAAGCAACTCCCAG 
AAAAATACTCTCTTCCTGCCTCCCCTTCTGTCATCCTGCCCATCCAGGTTATGCTGACTC 
CTCTTCAGAAGAGGTTCAGGTATCACTTCAGAGGGAACCGGCAGACTAATGTGTTAA.GCA 
AGCCAGAATGGTACTTGGCTCAAGTACTTATGTGGATTGGAAACCATACTGAATTTCTGG 
ATGAGAAGATTCAGCCAATATTAGACAAAGTAGGCTCTTTGGTAAACGCAAGGCTTGAAT 
TTTCTCGGGGCCTTATGATGCTGGTTCTTGAGAAGTTAGCCACTGATATTCCTTGTCTGC 
TATATGATGACAATCTCTTCTGTCATTTGGTGGATGAAGTACTCTTGTTTGAAAGGGAGC 
TACACAGTGTTCATGGCTATCCTGGCACTTTTGCTAGTTGTATGCATATTCTATCAGAGG 
AAACCTGTTTTCAGAGATGGTTGACGGTGGAGAGAAAATTTGCTCTTCAAAAAATGGACT 
CAATGCTTTCCTCAGAAGCTGCCTGGGTATCGCAATATAAGGATATCACTGACGTGGATG 
AAATGAAAGTTCCAGATTGTGCAGAAACTTTTATGACTCTACTCTTGGTTATAACTGACA 
GGTATAAAAATCTTCCCACAGCTTCCCGAAAGCTTCAGTTCCTGGAGTTACAGAAGGACT 
TAGTAGATGATTTTAGGATACGATTAACACAAGTGATGAAAGAAGAGACTAGAGCTTCCC 
TTGGCTTTCGATACTGTGCAATTCTTAATGCTGTGAACTACATCTCAACAGTACTAGCAG 
ATTGGGCTGACAATGTTTTCTTTCTACAACTTCAACAGGCTGCACTGGAGGTGTTTGCAG 
AGAATAATACTCTGAGTAAATTGCAGCTAGGACAGCTAGCCTCTATGGAGAGCTCTGTCT 
TTGATGACATGATTAACCTCTTAGAACGTTTAAAGCATGATATGTTGACCCGTCAAGTAG 
ACCACGTTTTTAGAGAAGTTAAAGATGCTGCAAAATTGTATAAAAAAGAAAGATGGTTGT 
CCTTGCCATCTCAGTCAGAGCAGGCAGTGATGTCCCTGTCCAGTTCGGCTTGCCCGTTGC 
TGCTGACGTTACGAGACCATTTACTTCAGTTGGAGCAGCAGCTTTGTTTCTCCTTATTTA 
AAATTTTCTGGCAAATGCTTGTAGAGAAGCTGGATGTATACATCTACCAAGAAATAATTC 
TTGCTAATCACTTCAATGAAGGAGGAGCAGCCCAGCTGCAGTTTGATATGACTCGGAATC 
TTTTCCCTTTGTTTTCTCACTATTGCAAGAGACCAGAAAATTATTTTAAACATATAAAAG 
AAGCCTGTATTGTTTTGAATTTGAACGTCGGTTCTGCACTACTGCTGAAAGATGTACTGC 
AGTCAGCTTCAGGGCAGCTTCCTGCCACAGCAGCATTAAATGAAGTTGGAATTTACAAAC 
TGGCTCAACAAGATGTTGAGATTCTACTTAATTTGAGGACAAATTGGCCTAATACTGGAA 
AATAATGTCTTTCAGAAAAAGGTTTCTTTGGTTTTTGTTTCTAAGAAAGAGGAAGCCAA.T 
TGGATTTCAAGTTATATGATGAAATTCTGAATTAATGAAACTGGAAAACTTTATAGAATT 
ACTTATTATCTTGGATTTATGGTGTTATTAAAATGCTGACCATATTTCCTTCATCCTCTT 
GTTCCTAAGGAAACAAAAACAGAAAACGAAACAATGAAAACTCAATTCTATTTACAAGTA 
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TAAATGCTGAGTATGTCTGTTGAAGACGAGCAGAGATATTAAATTATAACCAACTTTCAA 
TTTCCTGTGCTAATTAAGGGAAATTCTGTTGTGGATAATCAAACATAGCCAATAAATTTT 
TTTAAAACTC 

Gene 512. >ENST00000332220 cDNA sequence 

GACACCAAGCCCGGCACTACGGGCAGCTGCGCAGGGAGCGGTGGTCCGGGCGGCCTCACA 

TCGGCGGCGCCTGCCAGCGTGGACAAGAAGGTCATCGCAGTGAAGGTTTTGGGAACAGTA 

AAATGGTTCAATGTAAGGAACGGATATGGTTTCATCAACAGGAATGACACCAAGGAAGAT 

GTATTTGTACACCAGACTGCCATAAAGAATAACCCCAGGAAGTACCTTCGCAGTGTAGGA 

GATGAAGAGACTGTGGAGTTTGATGTTGTTGAAGGAGAAGAGGGTGCGGAGGCAGCAAAT 

GTTACAGATCCTGGTGGTGTTCGAGTTCAAGGCGGTAAATATGCAGCAGATCGTAACCAT 

TATAGACGCTATCCACGTCATAGGGGTCCTCCACGCAATTACCAGCAAAATTACCAGAAC 

AGTGAGAGTGGGGAAAAGACCGAGGGATCGGAGAATGCTCCCGAAGGCCAGGCCCAACAA 

TGCCGGCCCTACCGCAGGCAAAGGTTCCCACCTTACTACATGCGGAGACCCTATGGGTGT 

CGACCACAGTATTCCAGCCCTCCTGTGCAGGGAGAAGTGATGGAGGGTGCTGACAACCAG 

GGTGCAGGAGAACAAGGTAGACCAGTGAGGCAGAATATGTATCGGGGATATAGACCACGA 

TTCCGCAGGGGCCCTCCTTGCCAAAGACAGCCTAGAGAGTACGGCAATGAAGAAGATAAT 

CAAGGAGATGAGACCCAGGGTCAGCAGCCACCTCAACGTCGGTACCGCAGCAACTTCAAT 

TACCAACGCAGATGCCCAGAAAACCCTAAATCA.CAAGATGGCAAAGAGACAAAATCAGCC 

AATCCACCAGCTGAGAATTCGTCTGCTCCCGAGGCTGAGCAGGGCGGGGCTGAGTAA 

Gene 513. >ENST00000310149 cDNA sequence 

CCGGGCGGCCTCACATCGGCGGCGCCTGCCAGCGTGGACAAGAAGGTCATCGCAGTGAAG 
GTTTTGGGAACAGTAAAATGGTTCAATGTAAGGAACGGATATGGTTTCATCAACAGGAAT 
GACACCAAGGAAGATGTATTTGTACACCAGACTGCCATAAAGAATAACCCCAGGAAGTAC 
CTTCGCAGTGTAGGAGATGAAGAGACTGTGGAGTTTGATGTTGTTGAAGGAGAAGAGGGT 
GCGGAGGCAGCAAATGTTACAGATCCTGGTGGTGTTCGAGTTCAAGGCGGTAAATATGCA 
GCAGATCGTAACCATTATAGACGCTATCCACGTCATAGGGGTCCTCCACGCAATTACCAG 
CAAAATTACCAGAACAGTGAGAGTGGGGAAAAGACCGAGGGATCGGAGAATGCTCCCGAA 
GGCCAGGCCCAACAATGCCGGCCCTACCGCAGGCAAAGGTTCCCACCTTACTACATGCGG 
AGACCCTATGGGTGTCGACCACAGTATTCCAGCCCTCCTGTGCAGGGAGAAGTGATGGAG 
GGTGCTGACAACCAGGGTGCAGGAGAACAAGGTAGACCAGTGAGGCAGTGTATCGGGGAT 
ATAGACCACGATTCCGCAGGGGCCCTCCTTGCCAGACAGCCTAGAGAGTACGGCAATGAA 
GAAGATAATCAAGGAGATGAGACCCAGGGTCAGCAGCCACCTCAACGTCGGTACCGCAGC 
AACTTCAATTACCAACGCAGATGCCCAGAAAACCCTAAATCACAAGATGGCAAAGAGACA 
AAATCAGCCAATCCACCAGCTGAGAATTCGTCTGCTCCCGAGGCTGAGCAGGGCGGGGCT 
GAGTAA 

Gene 514. >ENST00000329090 cDNA sequence 

CAGCGTGGACAAGAAGGTCATCGCAGTGAAGGTTTTGGGAACAGTAAAATGAATGTAAGG 

AACGGATATGGTTTCATCAACAGGAATGACACCAAGGAAGATGTATTTGTACACCAGACT 

GCCATAAAGAATAACCCCAGGAAGTACCTTCGCAGTGTAGGAGATGAAGAGACTGTGGAG 

TTTGATGTTGTTGAAGGAGAAGAGGGTGCGGAGGCAGCAAATGTTACAGATCCTGGTGGT 

GTTCGAGTTCAAGGCGGTAAATATGCAGCAGATCGTAACCATTATAGACGCTATCCACGT 

CATAGGGGTCCTCCACGCAATTACCAGCAAAATTACCAGAACAGTGAGAGTGGGGAAAAG 

ACCGAGGGATCGGAGAATGCTCCCGAAGGCCAGGCCCAACAATGCCGGCCCTACCGCAGG 

CAAAGGTTCCCACCTTACTACATGCGGAGACCCTATGGGTGTCGACCACAGTATTCCAGC 

CCTCCTGTGCAGGGAGAAGTGATGGAGGGTGCTGACAACCAGGGTGCAGGAGAACAAGGT 

AGACCAGTGAGGCAGAATATGTATCGGGGATATAGACCACGATTCCGCAGGGGCCCTCCT 

TGCCAAAGACAGCCTAGAGAGTACGGCAATGAAGAAGATAATCAAGGAGATGAGACCCAG 

GGTCAGCAGCCACCTCAACGTCGGTACCGCAGCAACTTCAATTACCAACGCAGATGCCCA 

GAAAACCCTAAATCACAAGATGGCAAAGAGACAAAATCAGCCAATCCACCAGCTGAGAAT 

TCGTCTGCTCCCGAGGCTGAGCAGGGGCTGAGTAAATGCCGGCTTACCATCTCTACCATC 

AT C CGGTTT AGT CAT C C AACAAGAAGAAAT ATGAAATTCCAGCAATAA 

Gene 515. >ENST00000274867 cDNA sequence 

AGGAAAGGGGTCCCCGGACTCTGGGGCTCTCAGCACCTGCGGTCGCAAACCAACCTCATG 
CCCTGACTTTACCAGGCGTCGGGACTCTGACTTAACCGGGGAATGAGGGACTTGGTCTGG 



348/1290 



FIGURE 1 (CONT'D) 



CGGCAGATCACAATGAGGACCTAGGGCATCTGTCTGCTGACGCCCCCTGGCCTGCAGTGA 
CCATGGCCCCCCGCAAGAGGAGCCACCATGGCCTGGGCTTCCTGTGCTGCTTCGGGGGCA 
GTGACATCCCCGAAATCAACCTCCGGGACAACCACCCTCTGCAGTTCATGGAGTTCTCCA 
GCCCCATCCCGAACGCAGAGGAGCTCAACATCCGCTTTGCAGAGCTGGTGGATGAATTGG 
ATCTCACTGACAAAAACCGAGAGGCTATGTTTGCACTGCCCCCTGAGAAGAAATGGCAGA 
TCTACTGCAGCAAGAAGAAGGAGCAGGAGGACCCCAACAAGCTGGCAACCAGCTGGCCTG 
ACTATTACATCGACCGCATCAATTCCATGGCTGCGATGCAGAGTCTGTACGCGTTTGATG 
AGGAGGAGACGGAGATGAGGAACCAAGTCGTGGAAGACCTGAAGACAGCCCTCCGGACAC 
AGCCTATGAGGTTTGTGACCCGCTTCATTGAGCTGGAGGGCTTGACCTGTCTGCTAAATT 
TCCTCCGGAGCATGGACCACGCCACCTGTGAGAGCCGCATCCACACCTCACTCATTGGCT 
GCATCAAAGCATTGATGAACAACTCCCAGGGGCGGGCACATGTGCTGGCACAGCCTGAGG 
CCATTAGTACCATAGCCCAGAGCCTACGCACAGAGAACAGCAAGACCAAGGTGGCTGTGC 
TGGAGATCCTGGGTGCTGTGTGCCTCGTGCCTGGTGGCCACAAGAAGGTGCTGCAGGCCA 
TGCTGCACTACCAGGTGTATGCAGCAGAGCGAACCCGCTTCCAGACCCTGCTGAACGAGC 
TAGACCGAAGTCTGGGCCGGTACCGGGATGAAGTGAATCTGAAAACAGCCATCATGTCCT 
TCATCAATGCTGTCCTCAATGCTGGAGCTGGAGAGGATAATCTGGAGTTCCGCCTACATC 
TACGGTATGAATTCCTGATGCTGGGTATACAGCCTGTGATTGACAAGCTCCGGCAACATG 
AAAATGCCATCCTGGACAAACATTTAGACTTCTTCGAGATGGTGCGGAATGAGGATGACC 
TGGAGCTAGCCAGGAGGTTTGACATGGTCCACATCGACACCAAGAGTGCTTCCCAGATGT 
TTGAGTTGATCCACAAGAAGCTGAAGTACACGGAGGCCTACCCCTGCCTGCTCTCTGTGC 
TGCACCACTGCCTGCAGATGCCCTACAAACGGAACGGTGGCTACTTCCAGCAGTGGCAGC 
TCCTGGACCGCATCCTCCAGCAGATTGTCCTCCAGGATGAGCGGGGTGTGGACCCTGACC 
TGGCTCCCTTGGAGAACTTCAATGTCAAGAACATCGTCAACATGCTCATCAACGAGAATG 
AAGTGAAACAGTGGCGAGACCAGGCAGAGAAGTTCCGGAAAGAACACATGGAGCTTGTGA 
GCCGTCTGGAGAGGAAGGAGCGGGAATGCGAGACAAAGACATTGGAGAAGGAAGAGATGA 
TGCGGACGCTGAACAAAATGAAGGACAAGCTGGCCCGGGAGTCCCAGGAGCTGCGCCAGG 
CTCGGGGACAAGTGGCAGAGCTGGTAGCCCAGCTCAGTGAACTCTCAACAGGCCCTGTAT 
CTTCCCCACCACCCCCTGGGGGCCCACTCACCTTGTCTTCCTCAATGACAACCAATGACC 
TGCCTCCACCCCCTCCTCCTCTGCCCTTTGCCTGTTGTCCCCCTCCCCCACCACCACCCC 
TTCCTCCCGGGGGACCCCCGACTCCCCCAGGTGCCCCACCTTGCCTCGGCATGGGCCTGC 
CCCTCCCTCAGGACCCCTACCCCAGCAGTGACGTCCCACTCAGGAAAAAGCGTGTCCCCC 
AGCCTTCTCACCCACTGAAGTCCTTCAACTGGGTGAAGCTGAATGAGGAGCGTGTCCCTG 
GCACCGTATGGAATGAGATTGATGACATGCAGGTATTTCGGATCCTGGACCTAGAGGATT 
TTGAAAAGATGTTTTCAGCCTACCAGAGGCACCAGAAAGAGCTGGGCTCCACTGAAGACA 
TCTACCTGGCTTCCCGCAAGGTCAAAGAGCTGTCGGTCATTGATGGCCGGAGGGCCCAAA 
ACTGCATCATCCTTCTTTCCAAGTTGAAGCTTTCTAACGAGGAGATCCGGCAGGCCATCT 
TGAAGATGGATGAGCAGGAGGACCTTGCTAAGGACATGCTGGAGCAGCTCCTCAAGTTCA 
TCCCAGAGAAGAGTGACATTGACCTCCTGGAGGAGCACAAGCATGAAATTGAGCGGATGG 
CCCGTGCTGACCGCTTCCTCTATGAAATGAGCAGGATTGACCACTACCAGCAGCGACTGC 
AAGCCCTCTTCTTCAAGAAGAAATTCCAGGAGCGGCTGGCTGAGGCAAAGCCCAAAGTGG 
AAGCCATCCTGTTGGCCTCCCGGGAGCTGGTCCGCAGCAAGCGTCTTAGACAGATGCTAG 
AGGTCATCCTAGCCATAGGCAACTTCATGAACAAAGGGCAGCGTGGGGGCGCCTACGGGT 
TCCGGGTGGCCAGCCTCAACAAGATCGCTGACACCAAGTCCAGCATCGACAGAAACATCT 
CTCTGCTCCATTACCTGATCATGATCCTGGAGAAGCATTTTCCTGATATTCTAAACATGC 
CTTCAGAGCTGCAACATCTTCCAGAAGCTGCCAAAGTCAACCTAGCAGAACTGGAGAAGG 
AGGTGGGCAACCTCAGGAGGGGCCTGAGAGCGGTGGAGGTGGAGCTGGAGTATCAGAGGC 
GCCAGGTACGGGAGCCCAGTGACAAGTTTGTCCCTGTCATGAGCGACTTCATCACGGTGT 
CCAGCTTCAGCTTCTCCGAGCTGGAGGACCAGCTAAATGAGGCCAGGGACAAGTTCGCCA 
AGGCCTTGATGCACTTCGGGGAGCATGACAGCAAGATGCAGCCAGACGAATTCTTTGGCA 
TCTTTGATACCTTCTTGCAGGCCTTCTCAGAGGCCCGGCAGGATCTAGAGGCCATGAGGA 
GGAGGAAGGAGGAGGAGGAGCGGCGGGCGCGCATGGAAGCCATGCTGAAGGAGCAGAGGG 
AACGTGAGCGGTGGCAGCGGCAGCGGAAGGTCCTGGCTGCAGGCAGCTCGCTGGAGGAGG 
GAGGAGAGTTCGATGACCTGGTGTCGGCCCTGCGCTCTGGGGAGGTCTTCGACAAGGACT 
TATGCAAGCTCAAGCGCAGCCGCAAGCGATCAGGGAGCCAGGCCCTGGAAGTTACCCGGG 
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AGCGGGCAATAAAGCGGCTAAATTATTGACCTGGGGAACTAGCCACACAGGAGGCCGGGA 

GACAGGGACTGGTGAGAATGGGGCTGAGTGGAGGAGGTGGTGATATTTAAACCATTTGGT 

GCTTGGTTTAGAGCCTTGGGCTGGGTCCTGGGATGGGGGGCTGTGTGTGGCTGGACCAGG 

TGTCTCCCCACGCTTACCTTAAGGGGCTCCTCTTATCTCCCCTTCACATGATTCCTTCTG 

TGCCCTGGCCCCAGGTATTATTCTGAGGCTGCCTTGGATGGCCTCAGGCCAGGTAACCCC 

AGGCTGAAGGGGCCCTGCTCCCCATCCCCTACCATGGGCACCCATGTGCTGGCACAGAAC 

AGTTCCAGATCTAGACTGGAGAGGTCCACAGCCTTGTCCAGAGTTCCTGTGTAGCACGGG 

GAGCAATGATGGAGGGAGCCCCTGAGAGGGAATCTGGTGAGGGAATCCAGACTCCCTTCT 

CTCAAGGGGAGGCTCAACAGAACATTGACCTGGGGGCAAACTTTCCTCTTGAATGGGAAC 

AGAGGAGGCATTATATATTCTAGTTAGATCAGCTCTGGTAGGTTCCAGAGAACAGTCAAT 

GTTGGAAGGATGATGCAGGGACCAAAGCCATCAGGACAGAGTAGCAGTGTCTGTTTCCCA 

TGTCACAAGTCCTCTGGCCTCTCCCTGCATGTCTTAAGTATCTTTCCCTTCCTTCTCTAC 

CCTCACCTCCATCCTGTCTACTAATCCACAGTCCTAGAAGACTCACCTTGGGTTTCCACA 

GCTATGGCTCACTACCAGGTGCTTGATGAATCTGGCGAGGGGCTCAAGACAGACCTCATG 

CATCACCACACCTCATGCCTTTTGGGCATCTCCCATGTCCCCATCTCCTGGACACCTGGC 

CATTGTTGTGAAGCCAGACAGTGACCTCAAATGTTGCCTTGGAGTCCCCTACAGCCCCTC 

AGCAGAGGGCAGCACTTGAATGCTTAGCTCCATCCCATAGTTCTCTACTTCATATAAATT 

GCTCAGGCCCTCCCACCCCTTCTCTAACACTAGCTTCAAGGCAGAAGCCACAGCAGCCTC 

TGTCCAGCCTGCAGGTGGCCACTTGGAACCATGTGTCCACTGGCGTTGGGGAGTTGGTTC 

CTGAGAGGTCTGAGGGCCAGAGCTGCCCTCTACATTAACATGCTGTCTCTAAGGGTGGCC 

CCTCCTCTCAGGCGTTCAGATGGTGCGAACAGCAGAGCAGGCAAGGGAAACTGGGGAGAT 

GGGGATGGAGGAGGAAGGCTGATATCCTCTGGGGAGCACATCACCTGAAGGTGCCAAGGA 

GGAAGGCTGAGAGGGGGGCCACCCCATTTCTGGTACCCAATTTGGTTCTTCAGCCCAACT 

TGCAAGGGGTTCCTTCTGGTCCTCCCATCCACTGCCACCTTCCATTTTGTCCATCTCATG 

CTGGCCTTGGTGGATGGGATGGCTGTATCTAGACAAAATTTTTCTAAAACTCCATCAAGG 

CTCTTATTCAATACCACGTTCCGAGTTGGCCTTTCATCTTCTTTGAGACTGGCCCTGCCT 

AACCTCTACCATCAATGAGCTCTTGGCCCTTCTGCCCTTCCCTGTGTTTCTCACTTTCCA 

ACCTAATCCCTGGCTCAGGGTTATTGCCAGTGGAGACTGGTGAGCTGGGCCTACTCTCAG 

CTGCCTATCTTCTGCCTTTCACTTGCATCCAACTCCTGGGGCTGGGACCGTAGTAGCTGC 

GGGGGGGAAGAAACACAGGGTCGGTGAGCCCAGCATGTGCGTTGGTTTGAGGGGGCGGGC 

GGTGTGTGTGTGTTCTGGTGGGAGGGATCTGAGCAAGTGCAAGCCTGGCTGACACAGGTG 

TGAAGAGGCCATCCTGGAACCCAGGTGAGGGCAAGATGAAGGCTTCCAGGCAGAACAGCT 

GCAGAGAGTTTGGCTATATGCATCTGCAGCCCCAAGAGCTCCCACTGCAAGACAAGTGTT 

GGGGAAGATGGGAGGTTGTGGGTGAGGCCTCTAAAGGTCCTCTCCCAAACTGACCAGGCT 

GATGTCAACCTAACCCCCTCAGGGGCAGGGAACAGGGGAGGGCTCCACAAGCGTGTCTGG 

CATTCCCACCCACCATGGAAGACTGGATACGCACCTGGAAACAAAAGGACTATGGAAGCT 

GTTCAAGATACATTTGATCTTCAGAAAAGCAGAATTTGGTTCAACTGTTGACAGAGGACA 

CAAATACGTTGTTCCAGAGCTCAGCCTTCTCACTCTAAAAGAAAGATATTTTTCTATTTA 

TTTTCTACATCTGGCCAGTGGCTCTGGTGCTAGATGCCACTGTAGCCAGATCTCCAACAG 

TGCCTTGGACCATGGACTCATACTCAACTGAGTAAGAAGGGGCTGGTGCCCAGTCGGGGT 

GGCTGAGCTGGTCCTTAATAGGTTGTTTCTTGGTCTTGCTTTCTTCATGCCCTCCCCACT 

GCTCCTGCCACCTTTAGATAAGTTTCTCTAGCTAATTTTGTGGCCAATGTAAAATTCGTC 

ATCAACCTAACAAACACAACCTTCTCAGCAGCATTTCTCCCCTGTGATGGAAATAAAGTG 

TTTAGGGCAGTGGGAGGAGAAAATTCTCCAGGTGAATGGGGAAGGGTCTGTTCCAGCCTC 

TCCCTACTCCCATCCCATTTCCACCAACTGGGGAACTGTGACTATCTATCTCCCCCGACT 

TCTACCAGGGATGCCTTCACGCCAAGGCTGTTCTCACCAGCTGCCTCAGATGACAAATGA 

GGCTAATGGACATAATCTACAGTGTCCTTTTTCACTTGCACCTTTTTTATAAGAATATAT 

TGTAATACTAAAAAATATTAAATTCATACCATCCCTACCCAGTC 

Gene 516. >ENST00000257687 cDNA sequence 

GTGCGAGCCCGGCCGCCGGTGAGTCGGCTGGAGCGCATCTGGTCCTCCGCGCGGAAAGCG 
CTGCTTTTGCCTGGCCGCCCTAGCCGCTGGCTCATCCAAGTGGCCTTCGCCGCTCTCTTG 
CGTCCCAACCAGAGCGCTGGCCACCTCGCCGCCCAGCTCACGCCGCGCCCGCGCTCCCAG 
GCTCCGGGTTTTCTTAAATGTTTTCTTGGAGCCTTAAAGATGGAGATGACAGAAATGACT 
GGTGTGTCGCTGAAACGTGGGGCACTGGTTGTCGAAGATAATGACAGTGGAGTCCCAGTT 
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GAAGAGACAAAAAAACAGAAGCTGTCGGAATGCAGTCTAACCAAAGGTCAAGATGGGCTA 

CAGAATGACTTTCTGTCCATCAGTGAAGACGTGCCTCGGCCTCCTGACACTGTCAGTACT 

GGGAAAGGTGGAAAGAATTCTGAGGCTCAGTTGGAAGATGAGGAAGAAGAGGAGGAAGAT 

GGACTTTCAGAGGAGTGCGAGGAGGAGGAATCAGAGAGTTTTGCAGACATGATGAAGCAT 

GGACTCACTGAGGCTGACGTAGGCATCACCAAGTTTGTGAGTTCTCATCAAGGGTTCTCG 

GGAATCTTAAAAGAAAGATACTCCGACTTCGTTGTTCATGAAATAGGAAAAGATGGACGG 

ATCAGCCATTTGAATGACTTGTCCATTCCAGTGGATGAGGAGGACCCTTCAGAAGACATA 

TTTACAGTTTTGACAGCTGAAGAAAAGCAGCGATTGGAAGAGCTCCAGCTGTTCAAAAAT 

AAGGAAACCAGTGTTGCCATTGAGGTTATCGAGGACACCAAAGAGAAAAGAACCATCATC 

CATCAGGCTATCAAATCTCTGTTTCCAGGATTAGAGACAAAAACAGAGGATAGGGAGGGG 

AAGAAATACATTGTAGCCTACCACGCAGCTGGGAAAAAGGCTTTGGCAAATCCAAGAAAA 

CATTCTTGGCCAAAATCTAGGGGAAGTTACTGCCACTTCGTACTATATAAGGAAAACAAA 

GACACCATGGATGCTATTAATGTACTCTCCAAATACTTAAGAGTCAAGCCAAATATATTC 

TCCTACATGGGAA.CCAAAGATAAAAGGGCTATAACAGTTCAAGAAATTGCTGTTCTCAAA 

ATAACTGCACAAAGACTTGCCCACCTGAATAAGTGCTTGATGAACTTTAAGCTAGGGAAT 

TTCAGCTATCAAAAAAACCCACTGAAATTGGGAGAGCTTCAAGGAAACCACTTCACTGTT 

GTTCTCAGAAATATAACAGGAACTGATGACCAAGTACAGCAAGCTATGAACTCTCTCAAG 

GAGATTGGATTTATTT^ACTACTATGGAATGCAAAGATTTGGAACCACAGCTGTCCCTACG 

TATCAGGTTGGAAGAGCTATACTACAAAATTCCTGGACAGAAGTCATGGATTTAATATTG 

AAACCCCGCTCTGGAGCTGAAAAGGGCTACTTGGTTAAATGCAGAGAAGAATGGGCAAAG 

ACCAAAGACCCAACTGCTGCCCTCAGAAAACTACCTGTCAAAAGGTGTGTGGAAGGGCAG 

CTGCTTCGAGGACTTTCAAAATATGGAATGAAGAATATAGTCTCTGCATTTGGCATAATA 

CCCAGAAATAATCGCTTAATGTATATTCATAGCTACCAAAGCTATGTGTGGAATAACATG 

GTAAGCAAGAGGATAGAAGACTATGGACTAAAACCTGTTCCAGGGGACCTCGTTCTCAAA 

GGAGCCACAGCCACCTATATTGAGGAAGATGATGTTAATAATTACTCTATCCATGATGTG 

GTAATGCCCTTGCCTGGTTTCGATGTTATCTACCCAAAGCATAAAATTCAAGAAGCCTAC 

AGGGAAATGCTCACAGCTGACAATCTTGATATTGACAACATGAGACACAAAATTCGAGAT 

TATTCCTTGTCAGGGGCCTACCGAAAGATCATTATTCGTCCTCAGAATGTTAGCTGGGAA 

GTCGTTGCATATGATGATCCCAAAATTCCACTTTTCAACACAGATGTGGACAACCTAGAA 

GGGAAGACACCACCAGTTTTTGCTTCTGAAGGCAAATACAGGGCTCTGAAAATGGATTTT 

TCTCTACCCCCTTCTACTTACGCCACCATGGCCATTCGAGAAGTGCTAAAAATGGATACC 

AGTATCAAGAACCAGACGCAGCTGAATACAACCTGGCTTCGCTGAGCAGTACCTTGTCCA 

CAGATTAGAAAACGTACAGGCGCGCACCACCACGCCTAGCTGATTTTTGTATTTTTTTGT 

AGAGACGGGGGTTTGGCCATGTTGCCGAGGCTAACTCCTGGGATTACAGGCATGAGCTGT 

GCTGGCCGGGTTTTTTTTTCTTGATGTAAACGTGTACAGCTGTTTTATTAGTTAAGGTCT 

AATTTTTACTCTAGGTGCCTTTTATGTTCAGAACTCTTTCCACTGGACTGGTATTTGCTC 

AAAAATAAATAATGGTAGAGAAGAAAACTATAAAAATGGACAAGGCTTTCTTCTATCAGT 

AGCGTTTACCCTTTGTCACCAGTGGCTTTGGTATTTCCATGTCTGGCATTGCATAAACTT 

CTCTGGTGTGAAAGGATAAATATGCCTTTCTAAAGTTGTATATCAAAATTGTATCAATTT 

TTATTTTCTATGATTTCTAGAAACAAATGTAATAAATATTTTTAAAATCTC 

Gene 517. >ENST00000314157 cDNA sequence 

GTGCGCCTCCCGTCGCCCAAGATGCCGAAAGGAAAGGAGGCCAAGGGGAAGAAGTTGGCT 
CTGGCCCCTGCTTTTGTGAAGAAGCAGGAGGCCAAGAAAGTGGTGAATCCCCTGTTTGAG 
AAAAGGCCTAAGAATTTTGGCATTGGACAGGACATCCAGCCCAAAAGAGACCTCACCTGC 
TTTGTGAAATGGCCCCGCTATATCAGGTTGCAATGGCAGAGATCCATACTCTATAAGCAG 
CTGAAAGTGCCTCCTGCGATTAACCAGTTCACCCAGGCCCTGGAAGGCCAAACAGCTACT 
CAGCTGCTTAAGCTGGCCCACAAATACAGACCAGAGACAAAGCAAGAGAAGAAGCGGAGG 
CTGTTGGCCCAGGCAGAGTTGTGGGCAAAGGGGACCTCCCCAAAGAGACCACCTGTCTTT 
CGAGCAGGAGTTAACACCATCACCACCTTTGTGGATAACAAGAAAGCTCTGCTGGTGGTG 
ACTGCACACGACATGGATCCCATTGAGCTGACTGTTTTCCTGCCTGTCCTGTGTCATAAA 
ATGGGAGCCACTTGCTGCATTATCAAGGGGAAGGCAAGACTGGGATGTCTAGTTCACAGG 
AAGACCTACACCACTGTCGACTTCACACAGGTTAACTCAGAAGACAAAGGAGCTTTGGCT 
AAGCTGATGGAAGCTATCGGGACCAATTACAATGCCAGATACGATGAGACCCACTGTCAC 
TGGGACGGCAATGTCCTGGGTCCCAAGTCTGTGGCTCACATTGCCAAGCTCGAAAAGGCA 
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AAGGCTAAAGAACTTGCCACTAAACTGGGTTAA 

Gene 518. >ENST00000312917 cDNA sequence 

ATGGTGCAGATGATGAGGCAGTTTCTGTACCGGGTCCTGCCCGAGGACTCCTACAAGGTC 

ACCACGGGGAAGCTCCATGTGAGCCTCACCCGCTTAACGGACGGGGAGAATGTGGTGGTT 

TCAGAGTTCACGTCCAAGGAGGAGCTCATTGAGGCAGCCCTATACTGCAGCTGCTTCGTC 

CCGGTGTACTGTGGCCTCATCCCCCCGACTTACCGCGGTGTGAGGTACATCGATGGGGGC 

TTCACGGGCATGCAGCCCTGTGCCTTCTGGACCGACGCCATCACCATCTCCACCTTCAGT 

GGGCAGCAGGACATCTGTCCCCGGGACTGCCCGGCCATCTTCCACGACTTCCGCATGTTC 

AACTGCTCCTTCCAGTTCTCCCTGGAGAACATCGCCAGGATGACCCACGCATTGTTCCCC 

CCGGACCTGGTGATCCTGCACGATTACTACTACCGAGGGTACGAGGATGCAGTTTTGTAC 

TTGAGGCGGCTGAATGCTGTTTATCTTAATTCTTCCTCCAAGAGAGTGATTTTCCCCCGG 

GTGGAAGTGTACTGCCAGATAGAACTCGCCCTTGGCAATGAGTGCCCTGAACGCAGTCAA 

CCAAGCCTTCGAGCACGGCAGGCCAGTCTGGAAGGAGCCACACAACCTCACAAGGAGTGG 

GTTCCCAAAGGGGATGGAAGGGGCAGCCATGGTCCGCCTGTGTCCCAACCTGTGCAGACA 

CTTGAATTCACATGCGAGTCACCTGTTTCAGCACCAGTCTCTCCACTTGAGCAGCCACCT 

GCACAGCCACTGGCCTCTTCAACTCCACTTTCTCTAAGTGGCATGCCACCTGTATCATTC 

CCAGCTGTGCACAAGCCACCCAGCTCCACACCTGGTTCATCACTGCCCACCCCACCACCT 

GGACTGTCACCTCTGTCACCTCAGCAGCAGGTACAACCGTCTGGATCACCAGCCAGATCC 

CTACACTCTCAGGCACCCACTTCACCCAGGCCATCCCTGGGGCCTTCAACTGTGGGGGCA 

CCTCAAACACTGCCCCGAAGTTCTCTTTCAGCCTTCCCTGCTCAGCCACCTGTGGAGGAA 

CTAGGCCAAGAACAGCCCCAAGCTGTAGCTCTTCTTGTCTCTTCAAAACCAAAAAGCGCC 

GTGCCTCTGGTTCATGTGAAGGAAACCGTCAGCAAGCCTTATGTAACGGAGAGCCCTGCT 

GAAGACTCAAACTGGGTGAATAAGGTCTTCAAGAAGAACAAGCAAAAGACAAGTGGCACC 

AGAAAAGGCTTCCCAAGACATTCGGGATCCAAAAAACCAAGCAGCAAAGTGCAGTGAGCA 

TGTCTAATGTTCCTTAAATCCCACGGAGAGGAGCAGCTTTGGGAACTGTGTTCAGAGAGA 

TTCCGAGGAATAGAGGAGAGTGTAAGGGAGTAGGGGGTGCAGTGGGAGATTGGGCTTTGG 

AACAGACACATCCGACATAAAATTCCTGCTCTGCCACAGCTCCACTCAGGGATCATGGTT 

GGGACACTTGCTCTCCCTGAGCCTCCATTTCCTGTAAAATGGGGATGATACCACTTCATA 

AAGTTGTGAGAGTTAAATGTGATCGATGATGTAAATTGCTTCATAGAATGCAGAATGTGT 

AATAGCTCACAATAAGTAGGTATTATGTTTACATATTATGTTTGTATTTATGCTACTTAA 

ATACAAAACTGGACAGGCCAGGCATGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAG 

GCTGAGGTAGGTGGAAAACCTGAGGTCAGGAGTTCAAGAACAGCCTGACCAACATGGTGA 

AACTCCATCTCTACTAAAAATACAAAAATTAACCAGGCTTGATGGTGTGCACCTGTAATC 

TCAGCTACTCGGGAGGCTGAGGCAAGAGAATCGCTTGAACCCAGGAGGCAGAGGTTGCAG 

TGCACCAAGACTGCGCCATTGCACTCCAGCCCGGGCAACAAGAGCGAAACCCCATCTCGA 

AAAAAAACAAAACAAAACTAGACAAGTGAGTGCCTACGTGACACTCAAATGTTGCCAGCA 

TACAGTTAAGGGCCCTAGTCAATGTAGGCCTGCTTCTTATAGCTTTTTGACTATATTATG 

CTGTCTTTGACTTAGTCAGTCAACACTTATTGAGCACCTACTAAGTGCCAAACACTCTCC 

TGGACTCTGGCAAAATAAAAAATGAATTAAAACTCT 

Gene 519. >ENST00000229480 cDNA sequence 

GTTTCCCGGAAGGATAGCGATTACCGGAGCGCCTCGCGCGCCTGCCCGCCTGCGGAGGAC 
CCGGGCGCACACGCCTTGGCGCTTCTCGAAAGAGATTTCCTCCCACGCGACCTTCCAGTT 
CTCGGAGCCAGGTTAGGGGTTTGGCGGAGGAGGACTGCGGGGCGCGGGCCTAGGGCCCCA 
GCAGCCACAGCCAGGGGAGCGCTCAAGACAGAAAGCCGGTGGCTTCCTCACCTCCACCTG 
TAATGCAGGAGGGAGAATTGGCTATTTCTCCTATAAGCCCTGTGGCAGCCATGCCTCCCC 
TAGGCACCCACGTGCAAGCCAGATGTGAAGCTCAAATTAACCTGCTGGGTGAAGGGGGGA 
TCTGCAAGCTGCCAGGAAGACTCCGCATCCAGCCCGCACTGTGGAGCAGGGAGGACGTGC 
TGCACTGGCTGCGCTGGGCAGAGCAGGAGTACTCTCTGCCATGCACCGCGGAGCACGGGT 
TCGAGATGAACGGACGCGCCCTCTGCATCCTCACCAAGGACGACTTCCGGCACCGTGCGC 
CCAGCTCAGGTGACGTCCTGTATGAGCTGCTCCAGTACATCAAGACCCAGCGGCGAGCCC 
TGGTGTGTGGGCCCTTTTTTGGAGGGATCTTCAGGCTGAAGACGCCCACCCAGCACTCTC 
CAGTCCCCCCGGAAGAGGTGACTGGCCCCTCTCAGATGGACACCCGAAGGGGCCACCTGC 
TGCAGCCACCAGACCCAGGGCTTACCAGCAACTTCGGCCACCTGGATGACCCTGGCCTGG 
CAAGGTGGACCCCTGGCAAGGAGGAGTCCCTCAACTTATGTCACTGTGCAGAGCTCGGCT 
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GCAGGACCCAGGGGGTCTGTTCCTTCCCCGCGATGCCGCAGGCCCCCATTGACGGCAGGA 

TCGCTGACTGCCGCCTGCTGTGGGATTACGTGTATCAGCTGCTCCTTGATACCCGATATG 

AGCCCTACATCAAGTGGGAAGACAAGGACGCCAAGATCTTCCGAGTTGTGGATCCAAATG 

GGCTCGCCAGACTCTGGGGAAATCACAAGAACCGGGTGAACATGACCTACGAGAAGATGT 

CTCGTGCCCTGCGCCACTATTATAAGCTTAATATCATTAAGAAGGAACCGGGGCAGAAAC 

TCCTGTTCAGATTTCTAAAGACTCCGGGAAAGATGGTCCAGGACAAGCACAGCCACCTGG 

AGCCGCTGGAGAGCCAGGAGCAGGACAGAATAGAGTTCAAGGACAAGAGGCCAGAAATCT 

CTCCGTGAGGGGCAGGTGGACTCCAGGCACCCGGTACCGATGGGGCAGGGACCGAGTCTC 

CCATGAAGGCAGACTCCTCCTCCCAGCAGAGCAGCAGGATCCCCAGCCAGACTCTGTACC 

CACAGGATTACAGCCATTGCTTGGGAAGGCTGGGAGGCCTCCCATCCAGGACACTGGGGG 

CAGGAGTGTCATCTTTTGGGCAGGGCAATCCTGGGGCTAAATGAGGTACAGGGGAATGGA 

CTCTCCCCTACTGCACCCCTGGGAGAGGAAGCCAGGCACCGATAGAGCACCCAGCCCCAC 

CCCTGTAAATGGAATTTACCAGATGAAGGGAATGAAGTCCCTCACTGAGCCTCAGATTTC 

CTCACCTGTGAAATGGGCTGAGGCAGGAAATGGGAAAAAGTGTTAGTGCTTCCAGGCGGC 

ACTGACAGCCTCAGTAACAATAAAAACAATGGTAGCTG 

Gene 520. >ENST00000322766 cDNA sequence 

ATTCCCCCTCCTCCCCCGGGAGCGGCGGCGGCGGCCGGGCCGGGGCCCCAGCGCGGGCCG 
GGAGGGGGCACGGCGGAGGCCACGGAGGCAGGCGCGGGAGAAGACCGCGCTCCGCTTCCC 
GGGCCGCGCCGACCTGCTCGGCGGCCTGCCCGCCCGCGCCCAGGGGCCCCGAACGGTGGG 
GCCGGGCAGGCGGCTGAGGGCCTGTCCCCTCAGTTCCCAGGTGCCATGAGGAAGCCTCGT 
CGGAAGTCCCGGCAGAATGCCGAGGGCCGGCGTTCCCCGTCCCCCTACAGTCTCAAGTGC 
TCACCCACCCGGGAGACCCTGACATATGCCCAGGCCCAGCGGATTGTCGAGGTAGACATT 
GATGGACGCCTGCATCGTATCAGCATCTATGACCCACTCAAAATCATTACTGAAGATGAG 
CTAACTGCCCAGGATATCACCGAATGCAATAGTAACAAGGAAAACAGTGAACAGCCTCAG 
TTCCCTGGCAAGTCCAAGAAACCCTCATCCAAGGGCAAAAAGAAGGAATCCTGCTCCAAG 
CATGCATCTGGTACTTCCTTCCACCTCCCACAGCCCAGCTTCCGTATGGTGGACTCAGGC 
ATCCAGCCAGAAGCACCCCCGCTGCCTGCTGCCTACTACCGCTACATTGAGAAGCCACCT 
GAAGACCTGGATGCAGAGGTAGAGTATGACATGGATGAGGAGGACCTTGCCTGGCTGGAC 
ATGGTGAATGAAAAACGGCGAGTAGATGGGCACAGTTTGGTGTCTGCAGATACCTTTGAG 
CTGCTGGTAGACCGGCTTGAGAAAGAGTCATACTTGGAGAGTCGCAGCAGTGGGGCCCAA 
CAGTCACTCATCGATGAAGACGCTTTCTGCTGTGTGTGCCTGGATGATGAATGTCACAAT 
AGCAATGTTATTCTCTTCTGTGACATCTGCAACCTGGCTGTACACCAGGAGTGCTATGGC 
GTCCCATACATCCCTGAGGGCCAGTGGCTATGCCGCTGCTGCCTGCAGTCTCCCTCCCGG 
CCTGTGGATTGCATCCTTTGCCCCAATAAGGGTGGCGCCTTCAAACAGACCAGTGATGGG 
CACTGGGCCCATGTGGTGTGTGCCATCTGGATCCCTGAAGTCTGCTTTGCTAACACCGTG 
TTCTTGGAACCTATTGAGGGCATTGACAATATCCCGCCTGCCCGCTGGAAACTAACCTGC 
TATATCTGCAAGCAGAAAGGGCTAGGTGCAGCCATCCAGTGCCATAAGGTGAACTGCTAC 
ACAGCATTCCATGTGACATGTGCACAGCGGGCTGGGCTCTTCATGAAGATTGAGCCCATG 
CGCGAAACCAGCCTCAATGGCACCATCTTTACAGTGCGCAAGACTGCCTACTGTGAGGCC 
CACTCGCCACCAGGTGCGGCCACTGCTAGGAGGAAGGGCGACTCCCCTAGAAGCATCAGT 
GAGACTGGCGATGAGGAAGGGCTGAAGGAGGGTGATGGAGAGGAGGAAGAAGAGGAAGAG 
GTGGAGGAAGAAGAGCAGGAAGCTCAAGGCGGGGTGAGTGGCTCCCTCAAGGGAGTGCCC 
AAGAAAAGCAAGATGAGTTTGAAGCAGAAGATCAAGAAGGAGCCAGAGGAAGCAGGCCAA 
GACACACCCTCCACTCTCCCCATGCTTGCTGTCCCACAGATACCCTCTTACAGGTTGAAC 
AAGATCTGTAGTGGTCTCTCCTTTCAGAGGAAAAACCAGTTTATGCAGCGGCTTCACAAT 
TATTGGCTGTTGAAGCGGCAGGCACGGAATGGTGTCCCTCTTATCCGGCGCTTGCACTCC 
CATCTGCAGTCCCAAAGAAACGCTGAGCAGCGAGAGCAGGATGAGAAGACAAGTGCAGTG 
AAGGAGGAGCTGAAGTATTGGCAGAAGCTCCGGCATGACTTGGAGCGGGCGCGGCTGCTG 
ATTGAGCTGATTCGGAAGAGAGAGAAGCTCAAACGAGAGCAGGTCAAAGTCCAGCAGGCT 
GCCATGGAGCTGGAGCTGATGCCATTCAATGTTCTGTTGAGGACAACACTGGACCTGCTG 
CAGGAGAAGGATCCTGCACACATCTTCGCAGAACCAGTCAACTTGAGTGAGGCAAATTAC 
CTGGAATTCATATCCAAGCCAATGGATTTTTCTACTATGAGGCGGAAGCTGGAGTCCCAC 
CTGTACCGCACCTTGGAGGAGTTTGAGGAGGACTTTAACCTTATAGTTACCAACTGCATG 
AAGTATAATGCTAAAGACACAATTTTCCACCGAGCAGCTGTCCGCCTGCGGGACCTGGGA 
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GGGGCCATCCTACGGCACGCCCGGCGGCAGGCAGAGAACATCGGCTATGACCCCGAGAGG 
GGCACTCACCTGCCCGAGTCACCCAAATTGGAAGACTTTTACCGCTTCTCCTGGGAAGAC 
GTGGACAACATCCTCATCCCAGAGAACCGGGCCCATTTGTCCCCAGAGGTGCAGCTGAAG 
GAGCTGCTGGAGAAACTGGACCTGGTGAGCGCCATGCGGTCCAGTGGGGCCCGCACCCGT 
CGTGTCCGCCTGCTACGCCGGGAGATCAATGCCCTTCGGCAGAAGCTGGCACAGCCACCA 
CCACCACAGCCACCATCACTCAACAAGACAGTATCCAATGGGGAGCTGCCAGCAGGGCCC 
CAGGGGGATGCAGCTGTGCTGGAGCAGGCCTTGCAGGAGGAGCCAGAAGACGATGGGGAC 
AGAGATGACTCCAAACTGCCTCCTCCGCCAACCCTGGAGCCCACTGGGCCTGCACCTTCC 
TTGTCTGAGCAAGAATCCCCCCCGGAGCCCCCTACTCTGAAACCCATTAATGATAGCAAA 
CCTCCAAGCAGGTTCCTAAAGCCCAGAAAGGTGGAAGAAGATGAGCTCTTGGAAAAATCA 
CCACTGCAGCTAGGGAATGAGCCTTTGCAACGCTTGCTCAGTGACAATGGCATCAACAGA 
CTATCCCTCATGGCCCCTGACACCCCGGCCGGTACCCCACTTAGTGGTGTGGGTCGCCGC 
ACATCAGTCCTCTTCAAGAAGGCCAAGAATGGGGTTAAGCTACAGAGAAGCCCAGACAGG 
GTCCTGGAGAATGGCGAGGACCATGGTGTGGCAGGCTCTCCTGCCTCTCCAGCCAGCATC 
GAGGAAGAGCGCCACTCCCGGAAGCGGCCAAGGAGCAGGAGCTGTAGTGAGAGCGAAGGG 
GAGAGGTCCCCCCAGCAGGAGGAAGAGACAGGCATGACCAACGGCTTTGGAAAACACA.ee 
GAAAGCGGGTCTGACTCTGAATGTAGTTTGGGTCTCAGTGGTGGACTGGCATTTGAAGCT 
TGCAGTGGTCTGACGCCCCCCAAACGCAGCCGTGGGAAGCCAGCCCTGTCTCGAGTGCCC 
TTCCTGGAAGGTGTGAACGGAGACTCTGACTACAATGGCTCAGGCAGAAGCCTCCTGCTG 
CCCTTTGAAGACCGCGGAGACCTGGAGCCCTTGGAGCTGGTGTGGGCCAAGTGCCGAGGC 
TACCCCTCCTACCCTGCCTTGATCATCGATCCCAAGATGCCCCGGGAGGGCCTCCTGCAC 
AATGGCGTTCCCATCCCTGTCCCCCCGCTGGACGTGCTGAAGCTGGGAGAGCAGAAACAG 
GCAGAGGCTGGAGAGAAGCTCTTCCTTGTCCTCTTCTTTGACAACAAGCGCACCTGGCAG 
TGGCTTCCAAGGGACAAAGTCCTGCCCTTGGGTGTGGAAGACACCGTGGACAAGCTCAAG 
ATGCTGGAAGGCCGCAAGACCAGCATCCGCAAGTCAGTGCAGGTGGCCTATGACCGTGCG 
ATGATCCACCTGAGCAGAGTCCGGGGGCCCCACTCCTTCGTCACTTCCAGCTACCTGTAA 
GGGCAGGGCTGGGCCTGCATCCGCTTGCCCTGCCTCCATCCCGCAGGGCACAGAGAAGCC 
TCTTCTGCCCCTGCCAGATGTATGGCCGGCAGCTTCCCCCTCTCATGGTAGGCCAGGGAC 
TGGGCTTTCTCCCCACTAAGGGCAAGGCCCCAGTTTTGACCAATCGCATGGTTCTCCTGG 
CAGGCCTGCTGTGTGCCAAAAACTCCCACCCAAGGTCCCTCAGGGGATATTTCACTGAAG 
AACCAGTTAGAAGTAGAAACAGCTGTGGGGCTTGGGCCCAGCTTAGGAGATTGCCCAGAT 
GGCAAGAGGTCCTGGGCTCCTTCTTGAGGGGCTGCCTGGCCCGCTCCATCCTACTCCCAC 
TAACTACACCTCAGGGCGGGTGAGGTTCCGACACTGATCCCAGAGATGCCGTGGATACGC 
CAGGGTCCCAGGGGGAATCTCCCCAAGCTCACACTCTCTCCCGCTTATCGCCTATTCTCA 
CACCTCTTCTCGGTCCCATCTTCTGCACCCATTGCCCAGTCTTGCTTTCTCTTTCCCATA 
TTCCTTTTCTTTTTCTCTTGTGCCAAACTGACAGAAACCGTCACCACACTGGTCTTTTTC 
TTTAATGTCTCATTCCCCTTGAGGCCAGCTGCTATGCCAGGTGGTGTCTCTGCCAGGCTC 
CTCAGGCCCAGACAGAGGCCAGCCCACAACCTATGACCCCCTCCCCCAGGACACCACCTC 
CCACCCACAGACCTTCCCTTTAGCTGTTGACACAACTTCCCAGCTCTGCAAGTGTGCCCC 
CTGGATCAAGGCGGGTCCCCTCTTGTTTTTTTCTTTGCTGCCACGAGGTGGTCCAAGCCT 
TCAGGGTGGGCTCCTATCAGGCTGGGTGTGCGAGTGTCCATCTGTCCACATGGATGTCGA 
GGGTGGTTTGTGTGGAGCTGTGCTCGTCAGCTGGGTCTGCCCTCTTCCCCCTTTTCTCCT 
TCTTCTCTCCTCATGGACTTTTTCTGCAATTGCAGTCTTAAGCTTCACTCTCCACCACCT 
GGATGGCATGGCGCCTGCCACCAAACATCTTCCTGGCCTGCGCTCTGCCCTGCCCTGCCT 
AGCCTCTGCTACTCCCACTTCCCAACTCCAGGGAATGCATTACTTTTATTTCAAACCCTC 
TGCCTCCTTCCTTCTTTCTCTTCAACCCCCTCCCCACCTTCACCTTCTCAAAAATGGAAG 
GAAAAAAAAACTGTGAATGGGGAATGCTGACTGACAAACCAACACAACTTTCAGAGGCTT 
CAGTGTCTGTTCTCTGGACATTTCTTTTCACCTCCTGAGCACCAAAGTCGCAGGGCCAGT 
TGCAGGCCGCTGATTGCCATGTTGATTTTTAACCTGATATTCTTTTTAATTGTTTTAAAT 
TTTTCATAGGGGAGTTTTGGACAAAACAGTCACTGGGGAGATCACTGCCATTTTTACACA 
CTTGACTTTTTAAAAATACAACCAACCAACCACCACAACTTCTTATACATTTGGGACATG 
AGCCAGAGTTTAAAAGGGAACCAACAAAACACTATAACTTAAAAGGATGGGGTTTTGGAT 
TTTGTATAATAATAAAAACAATACAGCATATGGCTAGGGAAGGACATGGTGTATATAATT 
GTAAAATACTGTTCTAAATTATTCAGGCCTATAGTTTCCATTACTGGAGTCCTCCATTGT 
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GTGGCCACACAGTGTCGTTGATTTAAAGGAGCCAGTGCTTCCCCTCTCCCCAGGTAGTTG 
GTCAGCTGTGGACTCTGTGACCTTTGTCTAAACCTGTGTTGTAAGATCTTGGGACTTCCT 
CTCTTTCTATGTCTATCTCTTCCCCCCAACACTTTCTCTTCTTAGTCTCTCTCTTTATTT 
TTCAATCTCTGAATATTTTAGTCTCTCTCTGAGTCTCATTTTTTAAAATGCTCTTTTAGA 
ACGGGAAACGGCTCAGATCCTGCTGTGGCACGGGGCCTATGTGTCTCTGTCGCGTCTGCT 
GTGAAGCACATGATGCTCTATTTATTGTAGAGAGTGACTTTATTTGCTTTCTAGAATTGT 
TTATAACAGATGGTATAAGAGAGGTAATAAACAGAGAAAAATCTATGCTTGTAAAGAATA 
CAAAAGTTAATTTTACCTACTATAATATGACTGTCTGAAACTTATTTTCTCTCTGAGAAA 
TAAATGTTCTAATGGGC 

Gene 521. >ENST00000211291 cDNA sequence 

CCGGGAGACCCTGACATATGCCCAGGCCCAGCGGATTGTCGAGGTAGACATTGATGGACG 
CCTGCATCGTATCAGCATCTATGACCCACTCAAAATCATTACTGAAGATGAGCTAACTGC 
CCAGGATATCACCGAATGCAATAGTAACAAGGAAAACAGTGAACAGCCTCAGTTCCCTGG 
CAAGTCCAAGAAACCCTCATCCAAGGGCAAAAAGAAGGAATCCTGCTCCAAGCATGCATC 
TGGTACTTCCTTCCACCTCCCACAGCCCAGCTTCCGTATGGTGGACTCAGGCATCCAGCC 
AGAAGCACCCCCGCTGCCTGCTGCCTACTACCGCTACATTGAGAAGCCACCTGAAGACCT 
GGATGCAGAGGTAGAGTATGACATGGATGAGGAGGACCTTGCCTGGCTGGACATGGTGAA 
TGAAAAACGGCGAGTAGATGGGCACAGTTTGGTGTCTGCAGATACCTTTGAGCTGCTGGT 
AGACCGGCTTGAGAAAGAGTCATACTTGGAGAGTCGCAGCAGTGGGGCCCAACAGTCACT 
CATCGATGAAGACGCTTTCTGCTGTGTGTGCCTGGATGATGAATGTCACAATAGCAATGT 
TATTCTCTTCTGTGACATCTGCAACCTGGCTGTACACCAGGAGTGCTATGGCGTCCCATA 
CATCCCTGAGGGCCAGTGGCTATGCCGCTGCTGCCTGCAGTCTCCCTCCCGGCCTGTGGA 
TTGCATCCTTTGCCCCAATAAGGGTGGCGCCTTCAAACAGACCAGTGATGGGCACTGGGC 
CCATGTGGTGTGTGCCATCTGGATCCCTGAAGTCTGCTTTGCTAACACCGTGTTCTTGGA 
ACCTATTGAGGGCATTGACAATATCCCGCCTGCCCGCTGGAAACTAACCTGCTATATCTG 
CAAGCAGAAAGGGCTAGGTGCAGCCATCCAGTGCCATAAGGTGAACTGCTACACAGCATT 
CCATGTGACATGTGCACAGCGGGCTGGGCTCTTCATGAAGATTGAGCCCATGCGCGAAAC 
CAGCCTCAATGGCACCATCTTTACAGTGCGCAAGACTGCCTACTGTGAGGCCCACTCGCC 
ACCAGGTGCGGCCACTGCTAGGAGGAAGGGCGACTCCCCTAGAAGCATCAGTGAGACTGG 
CGATGAGGAAGGGCTGAAGGAGGGTGATGGAGAGGAGGAAGAAGAGGAAGAGGTGGAGGA 
AGAAGAGCAGGAAGCTCAAGGCGGGGTGAGTGGCTCCCTCAAGGGAGTGCCCAAGAAAAG 
CAAGATGAGTTTGAAGCAGAAGATCAAGAAGGAGCCAGAGGAAGCAGGCCAAGACACACC 
CTCCACTCTCCCCATGCTTGCTGTCCCACAGATACCCTCTTACAGGTTGAACAAGATCTG 
TAGTGGTCTCTCCTTTCAGAGGAAAAACCAGTTTATGCAGCGGCTTCACAATTATTGGCT 
GTTGAAGCGGCAGGCACGGAATGGTGTCCCTCTTATCCGGCGCTTGCACTCCCATCTGCA 
GTCCCAAAGAAACGCTGAGCAGCGAGAGCAGGATGAGAAGACAAGTGCAGTGAAGGAGGA 
GCTGAAGTATTGGCAGAAGCTCCGGCATGACTTGGAGCGGGCGCGGCTGCTGATTGAGCT 
GATTCGGAAGAGAGAGAAGCTCAAACGAGAGCAGGTCAAAGTCCAGCAGGCTGCCATGGA 
GCTGGAGCTGATGCCATTCAATGTTCTGTTGAGGACAACACTGGACCTGCTGCAGGAGAA 
GGATCCTGCACACATCTTCGCAGAACCAGTCAACTTGAGTGAGGTTTTATATGTTTAGGT 
TCCAGATTACCTGGAATTCATATCCAAGCCAATGGATTTTTCTACTATGAGGCGGAAGCT 
GGAGTCCCACCTGTACCGCACCTTGGAGGAGTTTGAGGAGGACTTTAACCTTATAGTTAC 
CAACTGCATGAAGTATAATGCTAAAGACACAATTTTCCACCGAGCAGCTGTCCGCCTGCG 
GGACCTGGGAGGGGCCATCCTACGGCACGCCCGGCGGCAGGCAGAGAACATCGGCTATGA 
CCCCGAGAGGGGCACTCACCTGCCCGAGTCACCCAAATTGGAAGACTTTTACCGCTTCTC 
CTGGGAAGACGTGGACAACATCCTCATCCCAGAGAACCGGGCCCATTTGTCCCCAGAGGT 
GCAGCTGAAGGAGCTGCTGGAGAAACTGGACCTGGTGAGCGCCATGCGGTCCAGTGGGGC 
CCGCACCCGTCGTGTCCGCCTGCTACGCCGGGAGATCAATGCCCTTCGGCAGAAGCTGGC 
ACAGCCACCACCACCACAGCCACCATCACTCAACAAGACAGTATCCAATGGGGAGCTGCC 
AGCAGGGCCCCAGGGGGATGCAGCTGTGCTGGAGCAGGCCTTGCAGGAGGAGCCAGAAGA 
CGATGGGGACAGAGATGACTCCAAACTGCCTCCTCCGCCAACCCTGGAGCCCACTGGGCC 
TGCACCTTCCTTGTCTGAGCAAGAATCCCCCCCGGAGCCCCCTACTCTGAAACCCATTAA 
TGATAGCAAACCTCCAAGCAGGTTCCTAAAGCCCAGAAAGGTGGAAGAAGATGAGCTCTT 
GGAAAAATCACCACTGCAGCTAGGGAATGAGCCTTTGCAACGCTTGCTCAGGCAGGGCTG 
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GGCCTGCATCCGCTTGCCCTGCCTCCATCCCGCAGGGCACAGAGAAGCCTCTTCTGCCCC 

TGCCAGATGTATGGCCGGCAGCTTCCCCCTCTCATGGTAG 

Gene 522. >ENST00000310390 cDNA sequence 

ATGGAGCCCAATGCTACGTTCACCACGCAGCTCACGGCCACACCTGAGCGACTGCTCCGA 

CTCATCTCTGCTGGGGTCTGTGGCCTCATCCTGCTGGTGGGGCTGTCAGCTAATGGGCTC 

ATGCTGCTGGTGGTGGGCCGGGGCCCGGGCTCCCCCCACCCGCTCCACTCCCTGACCCAC 

AGCCTCATGATGAACATCACGCCATCTGACCTGCTCTTCCTGGCCTGCGTGGTGCCTGTG 

CTGCTGCTGAGCTTCCTGCAGCACAACTGGTGGCTGGGCCCTGCCATCTGCACCATTAGC 

CAGGCCACCAACACAGCCACCACGTTCTGCATCTTCTATAGCATGGTGGCCACAGCTCTC 

CTGCGCCATGTGGCTGTGGCCCGGCCTGACCTGGCCTTCCCAGCCGGCTGGGGCACCCTC 

TTGCTGCTCTGTGGGGCCATGTGGGCCCTGGGCCTTACAGAATCCCTGCCCAACTGGCTG 

TTCCAGAGGGTGGCAGTGGAGGAGGAGACAGCGGGGGCTCCCAAGACCCAGGCCTGCCTC 

TTGCTCCTGAGCCCTGCTGGGACCTCCTGCTACATCAGCCTGCTGGGAGCCCTGGCCTTC 

CTGCCATGCACGCTGGGGCTGGGCTGCTCTTTCAGCCACGTGGGCTGGCTCCTGTGGACC 

CAGCCCCAAGGTCCCATGGGAGAGAGCATCCAGGAGCATTAA 

Gene 523. >ENST00000244437 cDNA sequence 

GAGAGAGTTGGTTGGTGTTGGGCCGGAGGAAAGCGGGAAGACTCATCGGAGCGTGTGGAT 
TTGAGCCGCCGCATTTTTTAACCCTAGATCTCGAAATGCATCGTGATTCCTGTCCATTGG 
ACTGTAAGGTTTATGTAGGCAATCTTGGAAACAATGGCAACAAGACGGAATTGGAACGGG 
CTTTTGGCTACTATGGACCACTCCGAAGTGTGTGGGTTGCTAGAAACCCACCCGGCTTTG 
CTTTTGTTGAATTTGAAGATCCCCGAGATGCAGCTGATGCAGTCCGAGAGCTAGATGGAA 
GAACACTATGTGGCTGCCGTGTAAGAGTGGAACTGTCGAATGGTGAAAAAAGAAGTAGAA 
ATCGTGGCCCACCTCCCTCTTGGGGTCGTCGCCCTCGAGATGATTATCGTAGGAGGAGTC 
CTCCACCTCGTCGCAGATCTCCAAGAAGGAGAAGCTTCTCTCGCAGCCGGAGCAGGTCCC 
TTTCTAGAGATAGGAGAAGAGAGAGATCGCTGTCTCGGGAGAGAAATCACAAGCCGTCCC 
GATCCTTCTCTAGGTCTCGTAGTCGATCTAGGTCAAATGAAAGGAAATAGAAGACAGTTT 
GCAAGAGAAGTGGTGTACAGGAAATTACTTCATTTGACAGGAGTATGTACAGAAAATTCA 
AGTTTTGTTTGAGACTTCATAAGCTTGGTGCATTTTTAAGATGTTTTAGCTGTTCAAATC 
TGTTTGTCTCTTGAAACAGTGACACAAAGGTGTAATTCTCTATGGTTTGAAATGGATCAT 
ACGAGGCATGTAATACCAAGAATTGTTACTTTACAATGTTCCCTTAAGCAAAATTGAATT 
TGCTTTGAACTTTTAGTTATGCACAGACTGATAATAAACCTCTAAACCTGCCCAGCGGAA 

TTTTTTTTCCATAGCTGGGATATAGGCTGCAGCTATAGTTGAACAAGCAGTCTTTAAAAA 
CTGCTGTGAAACACAGGCCATCAGGGAAAACGAAATGCTGCACTATTAAATTAGAGGTTT 
TTGAAAAATCCAACTCTCATCCTGGGCAGAGGTTGCCTAGTTGGTATAGAATGTTAAGTT 
TCAAGAAAGTTTACCTTTGCTTTAGGTCATAAGTTCCTTATTTGATTGCTGTATATGGAT 
ACATGGCTGTTCGTGACATTCTTTATGTGCAAATTTGTGATTTCAAAAATGTCCTGCCAG 

GTCATTTGTAATATGTTTTGTGAGAATCCTTGGGATTAAAGTTTTGGTTACAAATTGTTC 

TTTAACTTGAAAGCCTGTTTTTCCTTGCAAACTCAAATCTGTGAGCTTGGTACCAAGTCC 

AGGTATAACATTCCTATTGGAAGCCATACTTATATTTTCTTGTAAAGTGCTTTTGAATTA 

ATAAAATATTAGCATAATTGTGTATAGTCAGTTGAACCCACTGTTACCATTGTTCTTATC 

CCATGGGAAGCAGTTGGTTACACGATTCTTATTTTATAAGAAACAGCTGAGAGGCACTAT 

GGATTAGTCTTCTGAAGTGAAGGAAATATAGATGTCACCTAAGTGATAGTTAACCGATTT 

TTTTTTTTTTTAGGCATAGAAGCCAGTTCAGGGTCCATAATATTTAGTGACCAACATTTT 

AAAGTATAGCAGCAACCTGGTTCTTAAACACAAAGTAAGTTGCCCATTAACAAATGGCTT 

TTATCTTTAGCATGAAAACTTTCCACAGGTCTAAAAATTGCTTCCATTTTATAATTTGAG 

GTGTTGCATGGGAATTCTAAGCTGATCCATCATGATGTAAAAGTTCACAATATGGTTCAA 

ATGTAACAGTGCAGAATTGAATATGGAGGCATGCATAACCTTCCTCTTAGAAAATGGCAG 

GTGTTGTAATTTCAAATTTTTGTGCAATTAGATTAAATCATAATGCAACAGTC 

Gene 524. >ENST00000244741 cDNA sequence 

AGCTGAGGTGTGAGCAGCTGCCGAAGTCAGTTCCTTGTGGAGCCGGAGCTGGGCGCGGAT 
TCGCCGAGGCACCGAGGCACTCAGAGGAGGTGAGAGAGCGGCGGCAGACAACAGGGGACC 
CCGGGCCGGCGGCCCAGAGCCGAGCCAAGCGTGCCCGCGTGTGTCCCTGCGTGTCCGCGA 
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GGATGCGTGTTCGCGGGTGTGTGCTGCGTTCACAGGTGTTTCTGCTGCAGGCGCCATGTC 

AGAACCGGCTGGGGATGTCCGTCAGAACCCATGCGGCAGCAAGGCCTGCCGCCGCCTCTT 

CGGCCCAGTGGACAGCGAGCAGCTGAGCCGCGACTGTGATGCGCTAATGGCGGGCTGCAT 

CCA.GGAGGCCCGTGAGCGATGGAACTTCGACTTTGTCACCGAGACACCACTGGAGGGTGA 

CTTCGCCTGGGAGCGTGTGCGGGGCCTTGGCCTGCCCAAGCTCTACCTTCCCACGGGGCC 

CCGGCGAGGCCGGGATGAGTTGGGAGGAGGCAGGCGGCCTGGCACCTCACCTGCTCTGCT 

GCAGGGGACAGCAGAGGAAGACCATGTGGACCTGTCACTGTCTTGTACCCTTGTGCCTCG 

CTCAGGGGAGCA.GGCTGAAGGGTCCCCAGGTGGACCTGGAGACTCTCAGGGTCGAAAACG 

GCGGCAGACCAGCATGACAGATTTCTACCACTCCAAACGCCGGCTGATCTTCTCCAAGAG 

GAAGCCCTAATCCGCCCACAGGAAGCCTGCAGTCCTGGAAGCGCGAGGGCCTCAAAGGCC 

CGCTCTACATCTTCTGCCTTAGTCTCAGTTTGTGTGTCTTAATTATTATTTGTGTTTTAA 

TTTAAACACCTCCTCATGTACATACCCTGGCCGCCCCCTGCCCCCCAGCCTCTGGCATTA 

GAATTATTTAAACAAAAACTAGGCGGTTGAATGAGAGGTTCCTAAGAGTGCTGGGCATTT 

TTATTTTATGAAATACTATTTAAAGCCTCCTCATCCCGTGTTCTCCTTTTCCTCTCTCCC 

GGAGGTTGGGTGGGCCGGCTTCATGCCAGCTACTTCCTCCTCCCCACTTGTCCGCTGGGT 

GGTACCCTCTGGAGGGGTGTGGCTCCTTCCCATCGCTGTCACAGGCGGTTATGAAATTCA 

CCCCCTTTCCTGGACACTCAGACCTGAATTCTTTTTCATTTGAGAAGTAAACAGATGGCA 

CTTTGAAGGGGCCTCACCGAGTGGGGGCATCATCAAAAACTTTGGAGTCCCCTCACCTCC 

TCTAAGGTTGGGCAGGGTGACCCTGAAGTGAGCACAGCCTAGGGCTGAGCTGGGGACCTG 

GTACCCTCCTGGCTCTTGATACCCCCCTCTGTCTTGTGAAGGCAGGGGGAAGGTGGGGTC 

CTGGAGCAGACCACCCCGCCTGCCCTCATGGCCCCTCTGACCTGCACTGGGGAGCCCGTC 

TCAGTGTTGAGCCTTTTCCCTCTTTGGCTCCCCTGTACCTTTTGAGGAGCCCCAGCTACC 

CTTTTTCTCCAGCTGGGCTCTGCAATTCCCCTCTGCTGCTGTCCCTCCCCCTTGTCCTTT 

CCCTTCAGTACCCTCTCAGCTCCAGGTGGCTCTGAGGTGCCTGTCCCACCCCCACCCCCA 

GCTCAATGGACTGGAAGGGGAAGGGACACACAAGAAGAAGGGCACCCTAGTTCTACCTCA 

GGCAGCTCAAGCAGCGACCGCCCCCTCCTCTAGCTGTGGGGGTGAGGGTCCCATGTGGTG 

GCACAGGCCCCCTTGAGTGGGGTTATCTCTGTGTTAGGGGTATATGATGGGGGAGTAGAT 

CTTTCTAGGAGGGAGACACTGGCCCCTCAAATCGTCCAGCGACCTTCCTCATCCACCCCA 

TCCCTCCCCAGTTCATTGCACTTTGATTAGCAGCGGAACAAGGAGTCAGACATTTTAAGA 

TGGTGGCAGTAGAGGCTATGGACAGGGCATGCCACGTGGGCTCATATGGGGCTGGGAGTA 

GTTGTCTTTCCTGGCACTAACGTTGAGCCCCTGGAGGCACTGAAGTGCTTAGTGTACTTG 

GAGTATTGGGGTCTGACCCCAAACACCTTCCAGCTCCTGTAACATACTGGCCTGGACTGT 

TTTCTCTCGGCTCCCCATGTGTCCTGGTTCCCGTTTCTCCACCTAGACTGTAAACCTCTC 

GAGGGCAGGGACCACACCCTGTACTGTTCTGTGTCTTTCACAGCTCCTCCCACAATGCTG 

AATATACAGCAGGTGCTCAATAAATGATTCTTAGTGACTTT 

Gene 525. >ENST00000265344 cDNA sequence 

TAACTTTTCCGTCTGCAACCTTTAATAATTGAGAGGGTATGCGCAACTCAGAAAAGTGCG 
CCCGCTGAGGTTGGGTGCAGAGTGGACTGGAGGAAAGGCGACACCCATTTACGGTGCGGC 
CCCGGACGGGGTCCCCAGACACGGCCTTCCCGGCGTGCCACGCGCGGAGGGGACTCTTAA 
CGTGAAGCGCTGGGTGACTCAGCCGCGTGGCCGCGCGGTCCGGGGCGGGGGGCGCGCGCC 
GCTGCGGCACAGCCGGTCCCGGCTGCGGCTTCTGGCTGCGCGGCCTGCGCGCGCCTCCCG 
GGCGGATTCCAGCCCCGAGCGGGACAGCGCGGCGGGGAGCGACGAGATTTCTCTCTGATC 
AAACGGACAGTTCAGGACTCAGAATCTAAGGATGAATGTTCACCGTGGCAGTGACAGTGA 
CAGGTTATTGCGGCAGGAGGCCAGCTGCTTAGTGGATGATACTTTAGCTGTAGCCCAAGA 
AAAAGAAGCAAACAGCCTGGCTTCATCTGGTCCTCATAATCTTACTTATCCTCTAGGTCC 
CAGGAATGAAGGTGCTTTACTCCATGAACTGTCTAATGACGGTGCTCATAAGCAGTTTGA 
TCACTACCTCGAAGAGCTCATCTTGCCCATCATGGTGGGCTGTGCCAAGAAAGGAGAACG 
AGAGTGCCACATTGTTGTGCTGACGGATGAGGATTCTGTGGACTGGGATGAAGACCACCC 
TCCACCAATGGGGGAGGAATATTCCCAAATTCTTTATAGCTCCAAGCTCTACAGATTCTT 
CAAATATATTGAGAATAGGGATGTTGCAAAAACAGTGTTAAAGGAACGGGGCCTAAAAAA 
CATTCGCATTGGAATTGAAGGTTACCCTACCTGTAAAGAAAAAATTAAGAGAAGGCCTGG 
CGGCCGGTCTGAAGTCATCTATAATTATGTACAACGCCCCTTCATCCAGATGTCATGGGA 
AAAGGAAGAAGGGAAGAGTCGCCATGTGGATTTCCAGTGTGTTCGAAGCAAATCCCTCAC 
GAATCTGGTAGCTGCTGGAGATGATGTCTTGGAGGACCAGGAGATATTAATGCATCACCC 
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ACCCCAAGTGGATGAACTTGACCGGCTAAATGCCCCACTTTCTCAGATGGCTTCTAACGA 
CTTTCAGGATTAGGGCCAGCTGTGGGTCTACTCCTTGTTGGAGCCCATCTCACCTGGGAT 
GCCTGCAGCCAGCCCTCCCTCGTGATTTGTCTCACCTTGAGTAGGAGACATGCTTCTCCC 
CTAACCTTTTCCTTTCTGCCATAATTAACATATGTCCTTTTCAGTAAGTCCATGCCTCTG 
GCAGGGGATGAAGAAGTACTCACTGGTAATTAGCTACCATCTTTGCAGCAGCCCTGGTAA 
CTTGAAAAATTTGGGTCTGGTGCTGTTCATTGAGTCTTTGTGTAACTGCAAAAGCAGGAA 
AGGAAGTCAAGACTCCTGTTGCCTCGTGCTTAGCAAAGCAGTCCTTATCCTTTATACTCT 
GTTCTTGGGTTTTGTTTTTGTCTTGTTTTATACCAGGCAAATTGCTTAGTAGCAAAGGGA 
CCAAACTGAAAAGGTGACAATCTCTAACTTCTAAAAGCAGACACCAATCGGATGCTCATT 
AGAGGTTAA.TGAAGATGCCATTCTTGGTGGCCTCTGCACCCAAATTGCATCTGGAAAGAA 
CTAGGGTCTCATTCAGAATGTCCAAAAGGAAATTCTTAAGAGCTTAAATTCAGATTTGTG 
TCTCATTAATGCAGTGAACAATTCAAAACCACACAGATTCCTTGGCAGGAAGGATAATGG 
AATAACAGTGTTGATGAGACCTTTTTAGCTTCAAGGTTTCGGAGTCTAAACAAATGGATG 
ATTCATTTGGAATGAAACTCACAATGCAAGTAGAAGGACCTCTCCAAATCAGGCCAGTTG 
GGTTATCCTGGCTTGGAATCTGGTGTGAAACCATAGGTCTTAACACTCTGGAGCAGCACA 
TTGCTGTGGATATGTCCAGGAGACCTTAGATATGGCTTAAAGGCTTTCAAGATGAGGACA 
GAAATTGCTTACAATTGCTCAGTTTCTCAACAGAAAGACTCATAAGAGTGCCAGCATGGG 
GTACATGGAGTGAAGCTGGGTGGGAAGCATCATCTGCACAGTCCCTGTCCTAGTGCAGGA 
CTTTTCTCTGTATGTTTTCATACCATGGGATTTTTGGATATCAGTGTATTTTGGTTCTTG 
AAATAGCCTAATAGCTGCTCACACATTGGGTAGGAATATTATACCAATGTCATCCCCAAA 
GGAAGGGTGAGCTGAATGGAAATTAAGCCCAGTCATTTTATTTGATCTATTAGCTCTGTT 
ATCAGTGCATGATCACCCAGATCACCCTCCTCAGCCCACACAGTGCTGAACCATCTTCCC 
TCCTGTTCTCCATGGCTATTAATAGTATAGCTAAATTTAGAGTGCAGAGCCAGATATAAG 
TATTTTGGAATTATCTCCCAGTTTGTGGTAGAAGCTGACTGGAATACAGGTTGAGTATCT 
CTTATCCAAAATGCTAGGGACCAGAAAGGTTTCAGATTTTTTCAGATTTTGGAATACTTA 
ACAGTTGAGCACCCCAAATCTGAAAGGCTTCTGAACGTCATGTCAGCACTCAAAAAAGTG 
GATTTTGGAGCACTTCAAATTTCGGATTTTTGGATTTGGGATGCTCATCCTGTGTAGGAG 
AGGCTACTCGATTCCATTTAATGACTGTCCTAGTCATAATCATCCAAAGATAAAAGCCAG 
GTAGATGTTGAAAGCTCTTTCCAGGGCTGAAAAAGTGTTCTTACGTTCTCTGCATGTGAC 
TAGCATCACTGTGGAAATTAATGCTCTGTTCTTCACTAGAATGTAGTAAGTGGTTAAACT 
GAGCTATCCCCCACCTGATGACTATTGGCATCCATTTGCAAGGCCAATGGCCTGGATTAA 
GGGTTAGGATTATTTGTAGCTAGAAGGTAATTTTATTTCTGTGAAACTAATTGGCTCATA 
TTTGAGGTTAGGTGTGGCCTTGACCTTACCAGTACATTTATACCCACTACCAGTTGACTA 
GCCCAGATAATTGTTAAATGGTGCTTCTTTTCTGCTTCTCAGTAGACTTCCATGCCATTA 
CAAAGGAAATTTGAATTACCTAGTGTTTGTATATTCCATGATAACTATGTATAACTTCTG 
TTACACAGCTTATGTATTGTTAACATTTAAGTGTAAACCATGCCACAGCTAACACTTAAA 
AATGAAAACTAATTAGTTCTTGCTTAGGGAAAATGCCAGGTATGAAGTATGGCATATACT 
TGACACTGTCCTGTGTAACCCTTTACTTTGCTCAGGCTTTCAAGATTGAGTCTTTTTTCC 
CCCAAATTAGGTTAACATGCATTTGACCCCAACCTGTGGGGTTTGAGTAAGCTGGAAATC 
TGTGACGGTAGGCTTTCTAGTGTCACGAGGTGGTGGTGACTGAAGGAAAAGCTGGGATCA 
CAGGTTCCTTCTGATGGAGAGGAAGGTTTATTTCTATGCCCCTCCCACCACCCTCCACCT 
AGAGCTCACCCAAGCCTGCTCCAGTCCCAGGGGCAGGCCATTCTGCAAAAGCAGGACCTC 
ACAGAAACAAGGGCTGGGTTGAGGTCACCCCCTTCAGAGTTGGTTCCTGGCCAGATGGGT 
AAGAGGCATTTGTAATTTTAAAAATGTGAAACTTGGGTTTGGTGTTTTCTTCTAAGTGCC 
TAAATAAGCAAGCCAGGCTGTTGATATTTTAGCCAGAGAAATCGGCAAGCCAAGATTAAC 
CCGAATCTGAAGTTTAGAATCTTGAGTTTGCATCTGCATCATATCATGCTGTTTTGATGA 
GGAAACATTTGCCACTGAGGAGTTGGAGGGAGGGCAAGACGACAGTGTTAAGTCAGATCA 
TTTAATGGTTTCCCCTAAGCCCTGGAAAAATATTTGAAAGAATGGCAGCAAAAAGGTTAA 
GAAAGCAAGCCAGATTTACTGCACAATATGCAGTACCCAGTACTACTTTAAATCCCAAGA 
GAACAGTGTGATGTCTAATATATACAGGTCTATGAAAATACTGTGGAATAAGCCCAGGAA 
GGTTAGATGTGTTTGCAAATAAGTTGCCCAAAGGGTCCCCCTCTAAGTAAAACAAATATT 
CAGACCACAGGCTTTAATGTAAACTGTCAAAAAGTGGGATGTGGAGGATTTTTGTTAAGT 
GTCAATCGAAGTTAAAAAGCAAGGGTTTTTGGCCAGGCGTGGTGGCTCACGCCTGTAATC 
CCAGCACTTTGGGAGGCCGAGGCCGGCAAATCACCTAAGGTCAGGAGTTCGAGACCAGCC 
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TGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAATTAGCCCGGTGTGGT 
GGCAAGTGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAACTGCTTGAACCCG 
GGAGGTAGAGGTTGCAGTGAGCCACGATCATGCCACTGCACTCCAGCCTGGGCAACAGAG 
CAAGACTCCATCTC 

Gene 526. >ENST00000229812 cDNA sequence 

CTCGGCCCCGGGCTGCCGCGCCAGCCCGTCTCCGCGGCGGGGGACCGGGCTGCCTTGGCC 
CCTCAGCGCTCGCGTCTTTTCCGGCAGTTGGAACGCTTCCTGTTGTCCTCACCCGTAACC 
GCCTGTTGCCCCCTGTCTCAGAGTCCCTCACGCGTCCCCTCCCGTCTTTGGCTCGTTGGC 
TGCCGCCGCCGGGGCTTCGCCAGCCTTCAAGTCGAGACTACTGGCCGAAGGGGCGTCTGC 
GGCTCTCCGCCGTCCCCAGCCCTGCCTCTCCCTGGGCTCTGCAGCCATGGCAATGACAGG 
CTCAACACCTTGCTCATCCATGAGTAACCACACAAAGGAAAGGGTGACAATGACCAAAGT 
GACACTGGAGAATTTTTATAGCAACCTTATCGCTCAACATGAAGAACGAGAAATGAGACA 
AAAGAAGTTAGAAAAGGTGATGGAAGAAGAAGGCCTAAAAGATGAGGAGAAACGACTCCG 
GAGATCAGCACATGCTCGGAAGGAAACAGAGTTTCTTCGTTTGAAGAGAACAAGACTTGG 
ATTGGAAGATTTTGAGTCCTTAAAAGTAATAGGCAGAGGAGCATTTGGTGAGGTACGGCT 
TGTTCAGAAGAAAGATACGGGACATGTGTATGCAATGAAAATACTCCGTAAAGCAGATAT 
GCTTGAAAAAGAGCAGGTTGGCCACATTCGTGCGGAGCGTGACATTCTAGTGGAGGCAGA 
CAGTTTGTGGGTTGTGAAAATGTTCTATAGTTTTCAGGATAAGCTAAACCTCTACCTAAT 
CATGGAGTTCCTGCCTGGAGGGGACATGATGACCTTGTTGATGAAAAAAGACACTCTGAC 
AGAAGAGGAGACTCAGTTTTATATAGCAGAAACAGTATTAGCCATAGACTCTATTCACCA 
ACTTGGATTCATCCACAGAGACATCAAACCAGACAACCTTCTTTTGGACAGCAAGGGCCA 
TGTGAAACTTTCTGACTTTGGTCTTTGCACAGGACTGAAAAAAGCACATAGGACAGAATT 
TTATAGGAATCTGAACCACAGCCTCCCCAGTGATTTCACTTTCCAGAACATGAATTCCAA 
AAGGAAAGCAGAAACCTGGAAAAGAAATAGACGTCAGCTAGCCTTCTCCACAGTAGGCAC 
TCCTGACTACATTGCTCCTGAGGTGTTCATGCAGACCGGGTACAACAAGCTCTGTGATTG 
GTGGTCGCTTGGGGTGATCATGTATGAGATGCTCATCGGCTACCCACCTTTCTGTTCTGA 
GACCCCTCAAGAGACATATAAGAAGGTGATGAACTGGAAAGAAACTTTGACTTTTCCTCC 
AGAAGTTCCCATCTCTGAGAAAGCCAAGGATCTAATTTTGAGGTTCTGCTGTGAATGGGA 
ACATAGAATTGGAGCTCCTGGAGTTGAGGAAATAAAAAGTAACTCTTTTTTTGAAGGCGT 
TGACTGGGAACATATCAGAGAGAGACCTGCTGCAATATCTATTGAAATCAAAAGCATTGA 
TGATACCTCAAACTTCGATGAGTTTCCAGAATCTGATATTCTTAAGCCAACAGTGGCCAC 
AAGTAATCATCCTGAGACTGACTACAAGAACAAAGACTGGGTCTTCATCAATTAGACGTA 
CAAGCGCTTTGAGGGCCTGACTGCAAGGGGGGCAATACCTTCCTACATGAAAGCAGCAAA 
ATAGTACTCTTGCCACGGAATCCTATGTGGAGCAGAGTTCTTTGTATAACATCATGCTTT 
TCCTCTCACACTCTTGAAGAGCTTCCAAGAAGTTGATGGAACCC7VCCAATATGTCATAGT 
AAAGTCTCCTGAAATGTGGTAGTAAGAGGATTTTCTTCCATAATGCATCTGAAAAACTGT 
AAACAAAGACAACCATTTCTACTACGTCGGCCATAAACAGCTATCCTGCTTTGGAAGAGA 
AGCATCATGAGCCAATTTGATAGGTGTTTTAAAAATAACTTGAGTTTTCCTAAGTTCATC 
AGAATGAAGGGGAAAAACAGCCATCATCCAACATTATTGAGATTGTCGTGTATAGTCATC 
GAATATCAGCCAGTTCCTGTAATTTTGTGACACGCTCTCTGCCAAGCCCACCAAGTATTT 
CCTTTATAGCTAAAAGTTCCATAGTACTAAGGAAATAAAGCAATAAAGACAGTCTCAGCA 
GCCAGGATTCTGGCTGAAGGAAATGATCCGCCACCCTGAGGGTGGTGATGGTAGTTTCTA 
CCCATACCTCAGCCTCAGGCGAGTGGCTTATAGCCTCCATTCATGGTGCACTTTATTTAT 
GGTACTAAGATAAAGACTGTCAATCCATTGATTTATCTCCTCCTGTCCCCCATCTAAAAT 
ACCCATGCTGCTTTTCTGAGTGTTGATGGGGGTTACCAGCTTGATCCACTGTTGCTCTTA 
GAAGGCCCAGAAAGTCTTTGGGCATTGCCAAGAAATCCCGGATTATGTGGAAAACCCTCA 
CTTTCTCTTCACGGCTGTACCAGAAAATCCCTAAGACAGATCTTGCCGTGGACTAGCAAT 
ACCTGCAAGTGCTGCCAATGGGAACTCAATTTATTCCTGGGAACCTAACGAGGAGAGCCC 
AGGCCTAGGCAGGAGGCCTGGAACCCTCTTGGCTAAGGTGCTGTTCCTGTTCCTGCAAGG 
TCTCCAGAACCCCTTTGGAAATGGTGAAGGAACCAGCCCAATAGAAGTACAGAGCCAGCT 
GACAAGTCCTTGTAAAGCTCACTCCTCAGTCCTTGGCACAGCCATGTTTTGTCTTCTCTC 
TTGGTATTTCTTCTCTCCCAACTTTAGCCATTTTGCCTTGGAATCATGATTACAATTTTT 
TCCTTTGCAGATGCCTTCCTGGGGGATACTCCTCCCCACCCTAAAGGGTCGCCTGCAACT 
TAGGCGGATTGGGTCTCTCTGCTGTGGCGTTCTCTCTTGAGAGACCCTCTGAATTTTAGC 
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ACAAAGTGCCTTCTGTTTCACAGCTGCCACCACCTTTAGAGGAATTTCGTCAGAAAAATG 

TGGAGGCTCCATATTAATGCATTATTTTTTAAAAAGTTTTGATAACTCTTAAAGCATCAT 

TTGCACCTATGTGGGAACTTTGCCTGTTGCAAAGTATTGTGGCCGAGCTGCAGCTGGGAG 

CCTGCTTTCTGCCAGTCTTGAGGTTCTGAAGATCAGCTTTGAAAGGAAAGTATGTCCTAG 

CTTAGCCATTCAGAAGAGAAAAATGGAATATCAGAGTTACAGTTGTCAGTGAAACTACTT 

TGGATTTTAACCTCTTAGAGGAAGAAAAAAGGTTAGGGAAGTGTCAACTCTGGATGAAGG 

TGATGTGTTTGCCTCTCAGTCTTTCATTCATAGCCTGCTAGTGAAAAGGAAGTAAATGAG 

ATTCTTTTGTGTGACTTTGTAGTCTCTTTGTATTACCAAATAGTTGGGGTGTTGACTCCT 

GTGTGTTTTGCAAGAATGTGTGGTAAGCCTGGGTAAAGAGAAGGAACTGCGGTGTTGGGA 

GAGTCTTTGTGTTGGGGAGTGGCAGGGGATGATTTGTTTCAGGGGAAAATGCCCACATTT 

TAACTTTTAAACTTCTGAATAAACTGTGT 

Gene 527. >ENST00000244751 cDNA sequence 

GGGCAGATTTGATTTTCCCGCAGCCCGGGCGCCCCGGAGCCGAAGCCCGAGCCGAGGAGG 
TGGCGCTCGCAGCCGCGTCTCAGCCCCGTCGCCGCCGGCGCCAAGACCCAGGGAGAGGCG 
GCGCAGCCCGGGCGCTCGGGCTCCGCGCTGCCGGCGCCCCGCCACCCCCGCCGCCAGCGC 
CCCATCCGGCGCCTCCCGCTCCTCACGCCCCTCTCCCTGTCTTCTGCATCCCCTCTACCT 
CTGCCCACAGACGCGCGTCCCTCTCCTGGTGCCCCTCTCCACGACTCCGCGTTTCCCTCC 
CGGTGCCCTCTCCCCGAGCCCCTCTCCCCGCGCCCCTCTCTGCCTTCCCCGCTGTGCCCC 
CGCTCCCTGGGCTCCTTGCCCTTCCCCACTGGGCCCCTAGCCTCCTCGCGGCGTCACCCG 
AGCCCCCTCCTCGATCCGCGGCCCCCGCTCCCTCCGCCCTCTTCCCTCTCTCACTTCCCA 
CGCCCCCTCTTCGCGCTCCTCTCTCCTCCCCTTGCCGCCCAGCCCAGGCTCTGGAGTTGG 
GGGAGAGCCCAGGGCTCCAGTCGCTCCGGAGGAGGCGTGAATCGCGCAGGGATTGACTAA 
TTTGGGGTGGGGGGTGCGGTGGGCGATGGAGCAGCCTGAGGACATGGCGTCGCTGAGCGA 
GTTCGACTCCTTGGCGGGCAGCATCCCGGCCACCAAGGTGGAGATCACCGTGTCCTGCAG 
GAACCTCCTGGACAAAGACATGTTTTCCAAGTCCGACCCACTGTGCGTCATGTATACCCA 
AGGGATGGAGAACAAGCAGTGGCGGGAGTTTGGGCGCACCGAAGTCATCGACAACACGCT 
CAATCCTGACTTCGTGCGCAAGTTCATTGTGGATTACTTTTTCGAGGAGAAGCAGAACCT 
CCGTTTTGATCTATACGACGTTGACTCTAAGAGTCCTGATTTATCCAAACACGATTTCCT 
GGGCCAGGCCTTCTGCACCCTTGGAGAGATTGTGGGGTCCCCTGGGAGCCGCCTGGAAAA 
GCCCCTCACGATAGGCGCATTCAGCCTGAATTCCAGGACGGGCAAACCCATGCCAGCTGT 
GTCCAACGGTGGTGTCCCAGGAAAGAAATGTGGCACCATCATCCTGTCCGCTGAGGAGCT 
CAGCAACTGTAGGGATGTCGCCACCATGCAGTTCTGTGCCAACAAGCTGGACAAGAAAGA 
TTTCTTTGGGAAATCTGACCCCTTCTTGGTATTCTACAGAAGCAACGAGGATGGAACGTT 
CACCATTTGCCACAAGACCGAGGTCATGAAGAACACCCTAAATCCAGTCTGGCAAACTTT 
CTCCATTCCCGTGAGAGCCCTCTGCAACGGCGACTACGATCGGACCATCAAGGTGGAGGT 
GTACGACTGGGATCGGGACGGCAGCCATGACTTCATTGGGGAGTTCACCACCAGTTACCG 
GGAGCTGGCCCGTGGGCAGAGCCAATTCAACATCTATGAGGTGGTAAACCCGAAAAAGAA 
AATGAAGAAAAAGAAATACGTGAATTCTGGCACAGTCACCCTGCTTTCCTTTGCTGTGGA 
GTCAGAGTGCACCTTCCTTGACTACATCAAAGGAGGGACCCAGATCAACTTCACTGTGGC 
CATTGATTTCACTGCCTCCAATGGGAACCCCTCACAGTCCACATCCCTGCACTACATGAG 
CCCCTACCAGCTGAACGCCTACGCGCTGGCGCTGACTGCCGTCGGAGAGATCATCCAGCA 
CTACGACAGTGACAAGATGTTCCCTGCCCTGGGCTTCGGGGCCAAGCTGCCCCCGGATGG 
CAGAGTGTCCCACGAGTTCCCACTGAATGGCAACCAGGAGAACCCCTCATGCTGTGGCAT 
CGACGGCATCCTGGAGGCCTACCACCGCAGCCTGCGCACTGTGCAGCTGTACGGCCCCAC 
CAACTTTGCCCCCGTGGTCACCCACGTGGCCAGGAATGCAGCGGCCGTGCAGGATGGCTC 
CCAGTACTCGGTGCTGCTCATCATTACTGATGGGGTCATCTCGGACATGGCGCAGACCAA 
GGAGGCCATTGTCAACGCTGCCAAGCTCCCCATGTCCATCATTATCGTCGGCGTGGGCCA 
GGCAGAGTTCGACGCCATGGTGGAGCTGGATGGCGACGACGTGCGGATCTCCTCCCGGGG 
GAAGCTGGCTGAACGCGACATCGTCCAGTTTGTACCCTTCCGGGACTACGTGGACCGCAC 
AGGCAACCACGTGCTGAGCATGGCCCGCCTGGCCCGAGACGTGCTGGCAGAGATCCCTGA 
CCAACTGGTGTCCTACATGAAGGCACAGGGCATTCGCCCGCGTCCCCCACCCGCAGCACC 
AACCCACTCGCCCTCGCAGTCCCCAGCCCGCACGCCCCCTGCGTCCCCCCTGCACACGCA 
CATCTGAACCTGGTCTCAGCAGGCAGGTGGCTGGGGCCTGGGAGAGGCCAGGTGAATGGG 
AGGCCAGGGCCCCAGACTCCCCGAAGTTGGCCTGCCCGGCCTTTGGGACATCTGTGTGCC 
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TGGGAGGCTGCCAGGGGGTGGGGCTTCTGAAGACCCCTCCTCAATTTCTTGGCCTCACTT 

ATTGCCCAAACCCAGGGAGTTAGGGGGGTACGGGTGAAAGAGGGGTACACAGGGACCCAG 

CCCTTCTCTTCTTCCCCAATACCTGGCTCTAACCCAGCCAGGAAGGTGTAAACAATAAGG 

GTGATTGGGGTCCCTGTCGCCCACCCCCGGCAATCCTATTTGCTTACCTGTCACCCTGAA 

GCCTGGGCTTGGCCTCCTCCAGCCCCCCATCTCCGTCCCATCCTCCCATGGTGTCTACTC 

CTGTCCCTGAGCCCCGCCCTGTGGTCTATCCTGTGCCCGATTTCCAGTGAACCCCATGAA 

GCTGATGGGTTTGCAGGAAGGCCTGAACATGTGCACCCTCCCAGGGACACTGGATGCGCT 

GGGAGCCCCGGGGACCCCATGGGGTGCTGTAATCATGGACCGTAGGCCATGTGATGGGCC 

TGAAGTGGAGGCTGCTCAGCACAGAGCCCTTTCTGGTGCCTCTCGAACTCAGTACGATGC 

AAGTTCTAGACACACAGATGGCCTGTGGAGGCCTCTCCCTGGTGTGGGCCCACAGGTACT 

TCCATGGTTGACTCCTGGCTTCAGGAATCCCTTCCTCCCTCCAGAGGCTTCCCAGGGCCC 

TCGGTGCCCACGCCTCTGCCCATCTGGAGGCCTGAGTAAGGAGTGGCTCAGCCCCACGTT 

CCCACACTGCTCCTGCTCTTTGCCCTGTATCCCATGAGGCTAGGAGACAGGAGTCCTGGG 

TTTGAGCCCTGCCTCCCCCCACTGCCTAATGTGGGAACCCAAGCAAGGCCCTTCTACCTT 

TTGGGCCTCAGTTTCCATGTCTGTACCACAAGAGGGTTGACCAGATGGCCCCAGGTTTTC 

CTTTAGGTCTGACATCCTGAGGGTCATTCATCCCATGCCCAGTTCCCCCCATCCTACTCC 

TAACAGATGTGACCCTACTTGAGGCCGCCTTGGCTTTTGGGTCACCCTGTCTCATCCCAT 

CACCCCAAACATACCCTAGTCCTTCAGCCTGGGGCTCTGGCATCTGAGCCCGAGCTCCTG 

CCCCTGCTGTGGGAAAGGTGGGGAAGAAGGGGATCTCCCTCCCGGGCCCACCCAGCTGCC 

CAGCCTTTGCCCACTCGGGGAGCAGATCATGCATGCCAATCCCTGTTGCCGCATGGAGCT 

CCTCAGCCCACTGACCTCTCCGTGCCTGGTGCAGGCCAGGCCCCCGTCTTCCGCCTGCCT 

CTGCTTCCCCGTCATGCATGGTGGTGGTGTTTCTACGGTGTCTGGTTCTGTGCCCGTCTC 

TGAGACAGTCTCTGTGTGGAATTTGCCTTAAACTGAAGTAAATTTGGTTCTTTTAGT 

Gene 528. >ENST00000244367 cDNA sequence 

AAGTTTGCATTTTCCTCTGTTCTTGAGCCCAGCTTCTTCTCGTCTCCCACCCCAGCTTCC 
CGGCATTGGAAGAAGGGACCGTCCTCTTCCTTGTCTTGGCCACCCAAATCCTGGTATCGA 
AAGGGTTGAACGGACCGGAAGTGTGCAGCAGCGACGGGTCCCCAGCTAATCGACGCCGGA 
AGTAGCAATTACTAGACAAGCATTCCGCCGCCGGCTTCGCTATGGCGGCAATTCCCCCAG 
ATTCCTGGCAGCCACCCAACGTTTACTTGGAGACCAGCATGGGAATCATTGTGCTGGAGC 
TGTACTGGAAGCATGCTCCAAAGACCTGTAAGAACTTTGCTGAGTTGGCTCGTCGAGGTT 
ACTACAATGGCACAAAATTCCACAGAATTATCAAAGACTTCATGATCCAAGGAGGTGACC 
CAACAGGGACAGGTCGAGGTGGTGCATCTATCTATGGCAAACAGTTTGAAGATGAACTTC 
ATCCAGACTTGAAATTCACGGGGGCTGGAATTCTCGCAATGGCCAATGCGGGGCCAGATA 
CCAATGGCAGCCAGTTCTTTGTGACCCTCGCCCCCACCCAGTGGCTTGACGGCAAACACA 
CCATTTTTGGCCGAGTGTGTCAGGGCATAGGAATGGTGAATCGCGTGGGAATGGTAGAAA 
CAAACTCCCAGGACCGCCCTGTGGACGACGTGAAGATCATTAAGGCATACCCTTCTGGGT 
AGACTTGCTACCCTCTTGAGCAGCTCTTCTGAGATGGCCCCAGTGAACCAGCTTCTAGAT 
GACATAGAATGACATGTAATGCTAAATTCATTTTGGCTTTGCAAGTCATGAAGCTTAGGA 
GGCCTGGCATCTTGGGTGAGTTAGAGATGGAAGTACATTTTAATAGGATGCTTCTTTTCT 
CTTCCCCCAGTGCCTAGGTTGCCAGAGCATTTGCACAAATGCCCCTGTTTATCAATAGGT 
GACTACTTACTACACATGAACCATAATGCTGCTTCTTGTGCATGTCTGCTCTGATATACG 
TCGAACAATGTAGCAGCCACTGTCATTTCTCAGTGGTTTTGCCTAACCAAACTTCTTCCT 
AAGGAGATTTATATTCTGGCCTACACAGCAGTCCTTGATGGCTGACAGCCACAGAATTCC 
AAACCAAGTAGTGTCTGTCAGCCCTCTTAACTCTGTGCACGCCCTATTTCAGTCTTTTAC 
ATTTGTTCTTCTAGGGAATGTATGCATCTCTATATATATTTTCCCTCTCAAAACCAGAAC 
ATCAACAGTGCTGTTTCTGACACTTCAGACATCCCACGCAAAGCCACATTGAATTTTTGC 
CAAATGAAAAACACATCCAACAATCAAGTTTCTAAGAAGGTGTCAAGTGGGGAATAATAA 
TAATGTATAATAATCAAGAAATTAGTTTATTAAAAGGAAGCAGAAGCATTGACCATTTTT 
TCCCAGAGAAGAGGAGAAATCTGTAGTGAGCAAAGGACAGACCATGAATCCTCCTTGAGA 
AGTAGTACTCTCAGAAAGGAGAAGCGCCACTCAAGTTCTTTTAACCCAAGACTTTAGAGA 
AATTAGGTCCAAGATTTTTATATGTTCAGTTGTTTATGTATAAAAATAACTTTCTGGATT 
TTGTGGGGAGGAGCAGGAGAGGAAGGAAGTTAATACCTATGTAATACATAGAAACTTCCA 
CAATAAAATGCCATTGATGGTTG 

Gene 529. >ENST00000229824 cDNA sequence 
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GATTACCTCTTCCATGTCATCTTTCTGGGAGACTCCAACGTGGGCAAAACATCCTTCCTG 
CACCTGCTGCACCAGAATTCTTTCGCCACCGGATTGACAGCTACCGTGGGAGTAGATTTT 
CGGGTCAAAACCTTGCTGGTGGACAACAAGTGCTTTGTGCTGCAGCTCTGGGACACAGCT 
GGCCAAGAGAGGTACCACAGTATGACGCGACAGCTGCTCCGCAAGGCTGACGGGGTGGTG 
CTCATGTACGACATCACCTCCCAGGAGAGCTTTGCCCACGTGCGCTACTGGCTAGACTGT 
CTCCAGGATGCAGGGTCGGATGGGGTGGTCATCCTTCTCCTGGGAAACAAGATGGACTGT 
GAGGAGGAACGGCAAGTGTCCGTGGAAGCTGGGCAGCAACTGGCCCAGGAACTGGGGGTC 
TATTTTGGGGAGTGCAGTGCCGCCTTGGGTCACAACATCCTGGAGCCTGTAGTAAACCTG 
GCCAGGTAA 

Gene 530. >ENST00000211287 cDNA sequence 

GCGGCGCGGGGCGGGCGCAGCGGGGGTCGGGGCGCTGGGAGCCCGTTGGGCCGCGAACGC 

AGCCGCCACGCTGGGGCCGCCGAGATCGGGTGCCCGGGATGAGCCTCATCCGGAAAAAGG 

GCTTCTACAAGCAGGACGTCAACAAGACAGCCTGGGAGCTGCCCAAGACCTACGTGTCCC 

CGACGCACGTCGGCAGCGGGGCCTATGGCTCCGTGTGCTCGGCCATCGACAAGCGGTCAG 

GGGAGAAGGTGGCCATCAAGAAGCTGAGCCGACCCTTTCAGTCCGAGATCTTCGCCAAGC 

GCGCCTACCGGGAGCTGCTGCTGCTGAAGCACATGCAGCATGAGAACGTCATTGGGCTCC 

TGGATGTCTTCACCCCAGCCTCCTCCCTGCGCAACTTCTATGACTTCTACCTGGTGATGC 

CCTTCATGCAGACGGATCTGCAGAAGATCATGGGGATGGAGTTCAGTGAGGAGAAGATCC 

AGTACCTGGTGTATCAGATGCTCAAAGGCCTTAAGTACATCCACTCTGCTGGGGTCGTGC 

ACAGGGACCTGAAGCCAGGCAACCTGGCTGTGAATGAGGACTGTGAACTGAAGATTCTGG 

ATTTTGGGCTGGCGCGACATGCAGACGCCGAGATGACTGGCTACGTGGTGACCCGCTGGT 

ACCGAGCCCCCGAGGTGATCCTCAGCTGGATGCACTACAACCAGACAGTGGACATCTGGT 

CTGTGGGCTGTATCATGGCAGAGATGCTGACAGGGAAAACTCTGTTCAAGGGGAAAGATT 

ACCTGGACCAGCTGACCCAGATCCTGAAAGTGACCGGGGTGCCTGGCACGGAGTTTGTGC 

AGAAGCTGAACGACAAAGCGGCCAAATCCTACATCCAGTCCCTGCCACAGACCCCCAGGA 

AGGATTTCACTCAGCTGTTCCCACGGGCCAGCCCCCAGGCTGCGGACCTGCTGGAGAAGA 

TGCTGGAGCTAGACGTGGACAAGCGCCTGACGGCCGCGCAGGCCCTCACCCATCCCTTCT 

TTGAACCCTTCCGGGACCCTGAGGAAGAGACGGAGGCCCAGCAGCCGTTTGATGATTCCT 

TAGAACACGAGAAACTCACAGTGGATGAATGGAAGCAGCACATCTACAAGGAGATTGTGA 

ACTTCAGCCCCATTGCCCGGAAGGACTCACGGCGCCGGAGTGGCATGAAGCTGTAGGGAC 

TCATCTTGCATGGCACCGCCGGCCAGACACTGCCCAAGGACCAGTATTTGTCACTACCAA 

ACTCAGCCCTTCTTGGAATACAGCCTTTCAAGCAGAGGACAGAAGGGTCCTTCTCCTTAT 

GTGGGAAATGGGCCTAGTAGATGCAGAATTCAAAGATGTCGGTTGGGAGAAACTAGCTCT 

GATCCTAACAGGCCACGTTAAACTGCCCATCTGGAGAATCGCCTGCAGGTGGGGCCCTTT 

CCTTCCCGCCAGAGTGGGGCTGAGTGGGCGCTGAGCCAGGCCGGGGGCCTATGGCAGTGA 

TGCTGTGTTGGTTTCCTAGGGATGCTCTAACGAATTACCACAAACCTGGTGGATTGAAAC 

AGCAGAACTTGATTCCCTTACAGTTCTGGAGGCTGGAAATCTGGGATGGAGGTGTTGGCA 

GGGCTGTGGTCCCTTTGAAGGCTCTGGGGAAGAATCCTTCCTTGGCTCTTTTTAGCTTGT 

GGCGGCAGTGGGCAGTCCGTGGCATTCCCCAGCTTATTGCTGCATCACTCCAGTCTCTGT 

CTCTTCTGTTCTCTCCTCTTTTAACAACAGTCATTGGATTTAGGGCCCACCCTAATCCTG 

TGTGATCTTATCTTGATCCTTATTAATTAAACCTGCAAATACTCTAGTTCCAAATAAAGT 

CACATTCTCAGGTTCCAGGTGGACATGA 

Gene 531. >ENST00000229795 cDNA sequence 

GGAACCGCGACCACTGGAGCCTTAGCGGGCGCAGCAGCTGGAACGGGAGTACTGCGACGC 
AGCCCGGAGTCGGCCTTGTAGGGGCGAAGGTGCAGGGAGATCGCGGCGGGCGCAGTCTTG 
AGCGCCGGAGCGCGTCCCTGCCCTTAGCGGGGCTTGCCCCAGTCGCAGGGGCACATCCAG 
CCGCTGCGGCTGACAGCAGCCGCGCGCGCGGGAGTCTGCGGGGTCGCGGCAGCCGCACCT 
GCGCGGGCGACCAGCGCAAGGTCCCCGCCCGGCTGGGCGGGCAGCAAGGGCCGGGGAGAG 
GGTGCGGGTGCAGGCGGGGGCCCCACAGGGCCACCTTCTTGCCCGGCGGCTGCCGCTGGA 
AAATGTCTCAGGAGAGGCCCACGTTCTACCGGCAGGAGCTGAACAAGACAATCTGGGAGG 
TGCCCGAGCGTTACCAGAACCTGTCTCCAGTGGGCTCTGGCGCCTATGGCTCTGTGTGTG 
CTGCTTTTGACACAAAAACGGGGTTACGTGTGGCAGTGAAGAAGCTCTCCAGACCATTTC 
AGTCCATCATTCATGCGAAAAGAACCTACAGAGAACTGCGGTTACTTAAACATATGAAAC 
ATGAAAATGTGATTGGTCTGTTGGACGTTTTTACACCTGCAAGGTCTCTGGAGGAATTCA 
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ATGATGTGTATCTGGTGACCCATCTCATGGGGGCAGATCTGAACAACATTGTGAAATGTC 

AGAAGCTTACAGATGACCATGTTCAGTTCCTTATCTACCAAATTCTCCGAGGTCTAAAGT 

ATATACATTCAGCTGACATAATTCACAGGGACCTAAAACCTAGTAATCTAGCTGTGAATG 

AAGACTGTGAGCTGAAGATTCTGGATTTTGGACTGGCTCGGCACACAGATGATGAAATGA 

CAGGCTACGTGGCCACTAGGTGGTACAGGGCTCCTGAGATCATGCTGAACTGGATGCATT 

ACAACCAGACAGTTGATATTTGGTCAGTGGGATGCATAATGGCCGAGCTGTTGACTGGAA 

GAACATTGTTTCCTGGTACAGACCATATTAACCAGCTTCAGCAGATTATGCGTCTGACAG 

GAACACCCCCCGCTTATCTCATTAACAGGATGCCAAGCCATGAGGCAAGAAACTATATTC 

AGTCTTTGACTCAGATGCCGAAGATGAACTTTGCGAATGTATTTATTGGTGCCAATCCCC 

TGGCTGTCGACTTGCTGGAGAAGATGCTTGTATTGGACTCAGATAAGAGAATTACAGCGG 

CCCAAGCCCTTGCACATGCCTACTTTGCTCAGTACCACGATCCTGATGATGAACCAGTGG 

CCGATCCTTATGATCAGTCCTTTGAAAGCAGGGACCTCCTTATAGATGAGTGGAAAAGCC 

TGACCTATGATGAAGTCATCAGCTTTGTGCCACCACCCCTTGACCAAGAAGAGATGGAGT 

CCTGAGCACCTGGTTTCTGTTCTGTTGATCCCACTTCACTGTGAGGGGAAGGCCTTTTCA 

CGGGAACTCTCCAAATATTATTCAAGTGCCTCTTGTTGCAGAGATTTCCTCCATGGTGGA 

AGGGGGTGTGCGTGCGTGTGCGTGCGTGTTAGTGTGTGTGCATGTGTGTGTCTGTCTTTG 

TGGGAGGGTAAGACAATATGAACAAACTATGATCACAGTGACTTTACAGGAGGTTGTGGA 

TGCTCCAGGGCAGCCTCCACCTTGCTCTTCTTTCTGAGAGTTGGCTCAGGCAGACAAGAG 

CTGCTGTCCTTTTAGGAATATGTTCAATGCAAAGTAAAAAAATATGAATTGTCCCCAATC 

CCGGTCATGCTTTTGCCACTTTGGCTTCTCCTGTGACCCCACCTTGACGGTGGGGCGTAG 

ACTTGACAACATCCCACAGTGGCACGGAGAGAAGGCCCATACCTTCTGGTTGCTTCAGAC 

CTGACACCGTCCCTCAGTGATACGTACAGCCAAAAAGGACCAACTGGCTTCTGTGCACTA 

GCCTGTGATTAACTTGCTTAGTATGGTTCTCAGATCTTGACAGTATATTTGAAACTGTAA 

ATATGTTTGTGCCTTAAAAGGAGAGAAGAAAGTGTAGATAGTTAAAAGACTGCAGCTGCT 

GAAGTTCTGAGCCGGGCAAGTCGAGAGGGCTGTTGGACAGCTGCTTGTGGGCCCGGAGTA 

ATCAGGCAGCCTTCATAGGCGGTCATGTGTGCATGTGAGCACATGCGTATATGTGCGTCT 

CTCTTTCTCCCTCACCCCCAGGTGTTGCCATTTCTCTGCTTACCCTTCACCTTTGGTGGA 

GAGGTTTCTTGAATATCTGCCCCAGTAGTCAGAAGCAGGTTCTTGATGTCATGTACTTCC 

TGTGTACTCTTTATTTCTAGCAGAGTGAGGATGTGTTTTGCACGTCTTGCTATTTGAGCA 

TGCACAGCTGCTTGTCCTGCTCTCTTCAGGAGGCCCTGGTGTCAGGCAGGTTTGCCAGTG 

AAGACTTCTTGGGTAGTTTAGATCCCATGTCACCTCAGCTGATATTATGGCAAGTGATAT 

CACCTCTCTTCAGCCCCTAGTGCTATTCTGTGTTGAACACAATTGATACTTCAGGTGCTT 

TTGATGTGAAAATCATGAAAAGAGGAACAGGTGGATGTATAGCATTTTTATTCATGCCAT 

CTGTTTTCAACCAACTATTTTTGAGGAATTATCATGGGAAAAGACCAGGGCTTTTCCCAG 

GAATATCCCAAACTTCGGAAACAAGTTATTCTCTTCACTCCCAATAACTAATGCTAAGAA 

ATGCTGAAAATCAAAGTAAAAAATTAAAGCCCATAAGGCCAGAAACTCCTTTTGCTGTCT 

TTCTCTAAATATGATTACTTTAAAATAAAAAAGTAACAAGGTGTCTTTTCCACTCCTATG 

GAAAAGGGTCTTCTTGGCAGCTTAACATTGACTTCTTGGTTTGGGGAGAAATAAATTTTG 

TTTCAGAATTTTGTATATTGTAGGAATCCTTTGAGAATGTGATTCCTTTTGATGGGGAGA 

AAGGGCAAATTATTTTAATATTTTGTATTTTCAACTTTATAAAGATAAAATATCCTCAGG 

GGTGGAGAAGTGTCGTTTTCATAACTTGCTGAATTTCAGGCATTTTGTTCTACATGAGGA 

CTCATATATTTAAGCCTTTTGTGTAATAAGAAAGTATAAAGTCACTTCCAGTGTTGGCTG 

TGTGACAGAATCTTGTATTTGGGCCAAGGTGTTTCCATTTCTCAATCAGTGCAGTGATAC 

ATGTACTCCAGAGGGACAGGGTGGACCCCCTGAGTCAACTGGAGCAAGAAGGAAGGAGGC 

AGACTGATGGCGATTCCCTCTCACCCGGGACTCTCCCCCTTTCAAGGAAAGTGAACCTTT 

AAAGTAAAGGCCTCATCTCCTTTATTGCAGTTCAAATCCTCACCATCCACAGCAAGATGA 

ATTTTATCAGCCATGTTTGGTTGTAAATGCTCGTGTGATTTCCTACAGAAATACTGCTCT 

GAATATTTTGTAATAAAGGTCTTTGCACATGTGACCACATACGTGTTAGGAGGCTGCATG 

CTCTGGAAGCCTGGACTCTAAGCTGGAGCTCTTGGAAGAGCTCTTCGGTTTCTGAGCATA 

ATGCTCCCATCTCCTGATTTCTCTGAACAGAAAACAAAAGAGAGAATGAGGGAAATTGCT 

ATTTTATTTGTATTCATGAACTTGGCTGTAATCAGTTATGCCGTATAGGATGTCAGACAA 

TACCACTGGTTAAAATAAAGCCTATTTTTCAAATTT 

Gene 532. >ENST00000310795 cDNA sequence 

GGAACCGCGACCACTGGAGCCTTAGCGGGCGCAGCAGCTGGAACGGGAGTACTGCGACGC 
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AGCCCGGAGTCGGCCTTGTAGGGGCGAAGGTGCAGGGAGATCGCGGCGGGCGCAGTCTTG 
AGCGCCGGAGCGCGTCCCTGCCCTTAGCGGGGCTTGCCCCAGTCGCAGGGGCACATCCAG 
CCGCTGCGGCTGACAGCAGCCGCGCGCGCGGGAGTCTGCGGGGTCGCGGCAGCCGCACCT 
GCGCGGGCGACCAGCGCAAGGTCCCCGCCCGGCTGGGCGGGCAGCAAGGGCCGGGGAGAG 
GGTGCGGGTGCAGGCGGGGGCCCCACAGGGCCACCTTCTTGCCCGGCGGCTGCCGCTGGA 
AAATGTCTCAGGAGAGGCCCACGTTCTACCGGCAGGAGCTGAACAAGACAATCTGGGAGG 
TGCCCGAGCGTTACCAGAACCTGTCTCCAGTGGGCTCTGGCGCCTATGGCTCTGTGTGTG 
CTGCTTTTGACACAAAAACGGGGTTACGTGTGGCAGTGAAGAAGCTCTCCAGACCATTTC 
AGT C CAT CATT CATGCGAAAAGAAC CT ACAGAGAACTGCGGTT ACTTAAACAT ATGAAAC 
ATGAAAATGTGATTGGTCTGTTGGACGTTTTTACACCTGCAAGGTCTCTGGAGGAATTCA 
ATGATGTGTATCTGGTGACCCATCTCATGGGGGCAGATCTGAACAACATTGTGAAATGTC 
AGAAGCTTACAGATGACCATGTTCAGTTCCTTATCTACCAAATTCTCCGAGGTCTAAAGT 
ATATACATTCAGCTGACATAATTCACAGGGACCTAAAACCTAGTAATCTAGCTGTGAATG 
AAGACTGTGAGCTGAAGATTCTGGATTTTGGACTGGCTCGGCACACAGATGATGAAATGA 
CAGGCTACGTGGCCACTAGGTGGTACAGGGCTCCTGAGATCATGCTGAACTGGATGCATT 
ACAACCAGACAGTTGATATTTGGTCAGTGGGATGCATAATGGCCGAGCTGTTGACTGGAA 
GAACATTGTTTCCTGGTACAGACCATATTGATCAGTTGAAGCTCATTTTAAGACTCGTTG 
GAACCCCAGGGGCTGAGCTTTTGAAGAAAATCTCCTCAGAGTCTGCAAGAAACTATATTC 
AGTCTTTGACTCAGATGCCGAAGATGAACTTTGCGAATGTATTTATTGGTGCCAATCCCC 
TGGCTGTCGACTTGCTGGAGAAGATGCTTGTATTGGACTCAGATAAGAGAATTACAGCGG 
CCCAAGCCCTTGCACATGCCTACTTTGCTCAGTACCACGATCCTGATGATGAACCAGTGG 
CCGATCCTTATGATCAGTCCTTTGAAAGCAGGGACCTCCTTATAGATGAGTGGAAAAGCC 
TGACCTATGATGAAGTCATCAGCTTTGTGCCACCACCCCTTGACCAAGAAGAGATGGAGT 
CCTGAGCACCTGGTTTCTGTTCTGTTGATCCCACTTCACTGTGAGGGGAAGGCCTTTTCA 
CGGGAACTCTCCAAATATTATTCAAGTGCCTCTTGTTGCAGAGATTTCCTCCATGGTGGA 
AGGGGGTGTGCGTGCGTGTGCGTGCGTGTTAGTGTGTGTGCATGTGTGTGTCTGTCTTTG 
TGGGAGGGTAAGACAATATGAACAAACTATGATCACAGTGACTTTACAGGAGGTTGTGGA 
TGCTCCAGGGCAGCCTCCACCTTGCTCTTCTTTCTGAGAGTTGGCTCAGGCAGACAAGAG 
CTGCTGTCCTTTTAGGAATATGTTCAATGCAAAGTAAAAAAATATGAATTGTCCCCAATC 
CCGGTCATGCTTTTGCCACTTTGGCTTCTCCTGTGACCCCACCTTGACGGTGGGGCGTAG 
ACTTGACAACATCCCACAGTGGCACGGAGAGAAGGCCCATACCTTCTGGTTGCTTCAGAC 
CTGACACCGTCCCTCAGTGATACGTACAGCCAAAAAGGACCAACTGGCTTCTGTGCACTA 
GCCTGTGATTAACTTGCTTAGTATGGTTCTCAGATCTTGACAGTATATTTGAAACTGTAA 
ATATGTTTGTGCCTTAAAAGGAGAGAAGAAAGTGTAGATAGTTAAAAGACTGCAGCTGCT 
GAAGTTCTGAGCCGGGCAAGTCGAGAGGGCTGTTGGACAGCTGCTTGTGGGCCCGGAGTA 
ATCAGGCAGCCTTCATAGGCGGTCATGTGTGCATGTGAGCACATGCGTATATGTGCGTCT 
CTCTTTCTCCCTCACCCCCAGGTGTTGCCATTTCTCTGCTTACCCTTCACCTTTGGTGCA 
GAGGTTTCTTGAATATCTGCCCCAGTAGTCAGAAGCAGGTTCTTGATGTCATGTACTTCC 
TGTGTACTCTTTATTTCTAGCAGAGTGAGGATGTGTTTTGCACGTCTTGCTATTTGAGCA 
TGCACAGCTGCTTGTCCTGCTCTCTTCAGGAGGCCCTGGTGTCAGGCAGGTTTGCCAGTG 
AAGACTTCTTGGGTAGTTTAGATCCCATGTCACCTCAGCTGATATTATGGCAAGTGATAT 
CACCTCTCTTCAGCCCCTAGTGCTATTCTGTGTTGAACACAATTGATACTTCAGGTGCTT 
TTGATGTGAAAATCATGAAAAGAGGAACAGGTGGATGTATAGCATTTTTATTCATGCCAT 
CTGTTTTCAACCAACTATTTTTGAGGAATTATCATGGGAAAAGACCAGGGCTTTTCCCAG 
GAATATCCCAAACTTCGGAAACAAGTTATTCTCTTCACTCCCAATAACTAATGCTAAGAA 
ATGCTGAAAATCAAAGTAAAAAATTAAAGCCCATAAGGCCAGAAACTCCTTTTGCTGTCT 
TTCTCTAAATATGATTACTTTAAAATAAAAAAGTAACAAGGTGTCTTTTCCACTCCTATG 
GAAAAGGGTCTTCTTGGCAGCTTAACATTGACTTCTTGGTTTGGGGAGAAATAAATTTTG 
TTTCAGAATTTTGTATATTGTAGGAATCCTTTGAGAATGTGATTCCTTTTGATGGGGAGA 
AAGGGCAAATTATTTTAATATTTTGTATTTTCAACTTTATAAAGATAAAATATCCTCAGG 
GGTGGAGAAGTGTCGTTTTCATAACTTGCTGAATTTCAGGCATTTTGTTCTACATGAGGA 
CTCATATATTTAAGCCTTTTGTGTAATAAGAAAGTATAAAGTCACTTCCAGTGTTGGCTG 
TGTGACAGAATCTTGTATTTGGGCCAAGGTGTTTCCATTTCTCAATCAGTGCAGTGATAC 
ATGTACTCCAGAGGGACAGGGTGGACCCCCTGAGTCAACTGGAGCAAGAAGGAAGGAGGC 
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AGACTGATGGCGATTCCCTCTCACCCGGGACTCTCCCCCTTTCAAGGAAAGTGAACCTTT 

AAAGTAAAGGCCTCATCTCCTTTATTGCAGTTCAAATCCTCACCATCCACAGCAAGATGA 

ATTTTATCAGCCATGTTTGGTTGTAAATGCTCGTGTGATTTCCTACAGAAATACTGCTCT 

GAATATTTTGTAATAAAGGTCTTTGCACATGTGACCACATACGTGTTAGGAGGCTGCATG 

CTCTGGAAGCCTGGACTCTAAGCTGGAGCTCTTGGAAGAGCTCTTCGGTTTCTGAGCATA 

ATGCTCCCATCTCCTGATTTCTCTGAACAGAAAACAAAAGAGAGAATGAGGGAAATTGCT 

ATTTTATTTGTATTCATGAACTTGGCTGTAATCAGTTATGCCGTATAGGATGTCAGACAA 

TACCACTGGTTAAAATAAAGCCTATTTTTCAAATTT 

Gene 533. >ENST00000229794 cDNA sequence 

GGAACCGCGACCACTGGAGCCTTAGCGGGCGCAGCAGCTGGAACGGGAGTACTGCGACGC 
AGCCCGGAGTCGGCCTTGTAGGGGCGAAGGTGCAGGGAGATCGCGGCGGGCGCAGTCTTG 
AGCGCCGGAGCGCGTCCCTGCCCTTAGCGGGGCTTGCCCCAGTCGCAGGGGCACATCCAG 
CCGCTGCGGCTGACAGCAGCCGCGCGCGCGGGAGTCTGCGGGGTCGCGGCAGCCGCACCT 
GCGCGGGCGACCAGCGCAAGGTCCCCGCCCGGCTGGGCGGGCAGCAAGGGCCGGGGAGAG 
GGTGCGGGTGCAGGCGGGGGCCCCACAGGGCCACCTTCTTGCCCGGCGGCTGCCGCTGGA 
AAATGTCTCAGGAGAGGCCCACGTTCTACCGGCAGGAGCTGAACAAGACAATCTGGGAGG 
TGCCCGAGCGTTACCAGAACCTGTCTCCAGTGGGCTCTGGCGCCTATGGCTCTGTGTGTG 
CTGCTTTTGACACAAAAACGGGGTTACGTGTGGCAGTGAAGAAGCTCTCCAGACCATTTC 
AGTCCATCATTCATGCGAAAAGAACCTACAGAGAACTGCGGTTACTTAAACATATGAAAC 
ATGAAAATGTGATTGGTCTGTTGGACGTTTTTACACCTGCAAGGTCTCTGGAGGAATTCA 
ATGATGTGTATCTGGTGACCCATCTCATGGGGGCAGATCTGAACAACATTGTGAAATGTC 
AGAAGCTTACAGATGACCATGTTCAGTTCCTTATCTACCAAATTCTCCGAGGTCTAAAGT 
ATATACATTCAGCTGACATAATTCACAGGGACCTAAAACCTAGTAATCTAGCTGTGAATG 
AAGACTGTGAGCTGAAGATTCTGGATTTTGGACTGGCTCGGCACAGAGATGATGAAATGA 
CAGGCTACGTGGCCACTAGGTGGTACAGGGCTCCTGAGATCATGCTGAACTGGATGCATT 
ACAACCAGACAGTTGATATTTGGTCAGTGGGATGCATAATGGCCGAGCTGTTGACTGGAA 
GAACATTGTTTCCTGGTACAGACCATATTGATCAGTTGAAGCTCATTTTAAGACTCGTTG 
GAACCCCAGGGGCTGAGCTTTTGAAGAAAATCTCCTCAGAGTCTCTGTCGACTTGCTGGA 
GAAGATGCTTGTATTGGACTCAGATAAGAGAATTACAGCGGCCCAAGCCCTTGCACATGC 
CTACTTTGCTCAGTACCACGATCCTGATGATGAACCAGTGGCCGATCCTTATGATCAGTC 
CTTTGAAAGCAGGGACCTCCTTATAGATGAGTGGAAAAGCCTGACCTATGATGAAGTCAT 
CAGCTTTGTGCCACCACCCCTTGACCAAGAAGAGATGGAGTCCTGAGCACCTGGTTTCTG 
TTCTGTTGATCCCACTTCACTGTGAGGGGAAGGCCTTTTCACGGGAACTCTCCAAATATT 
ATTCAAGTGCCTCTTGTTGCAGAGATTTCCTCCATGGTGGAAGGGGGTGTGCGTGCGTGT 
GCGTGCGTGTTAGTGTGTGTGCATGTGTGTGTCTGTCTTTGTGGGAGGGTAAGACAATAT 
GAACAAACTATGATCACAGTGACTTTACAGGAGGTTGTGGATGCTCCAGGGCAGCCTCCA 
CCTTGCTCTTCTTTCTGAGAGTTGGCTCAGGCAGACAAGAGCTGCTGTCCTTTTAGGAAT 
ATGTTCAATGCAAAGTAAAAAAATATGAATTGTCCCCAATCCCGGTCATGCTTTTGCCAC 
TTTGGCTTCTCCTGTGACCCCACCTTGACGGTGGGGCGTAGACTTGACAACATCCCACAG 
TGGCACGGAGAGAAGGCCCATACCTTCTGGTTGCTTCAGACCTGACACCGTCCCTCAGTG 
ATACGTACAGCCAAAAAGGACCAACTGGCTTCTGTGCACTAGCCTGTGATTAACTTGCTT 
AGTATGGTTCTCAGATCTTGACAGTATATTTGAAACTGTAAATATGTTTGTGCCTTAAAA 
GGAGAGAAGAAAGTGTAGATAGTTAAAAGACTGCAGCTGCTGAAGTTCTGAGCCGGGCAA 
GTCGAGAGGGCTGTTGGACAGCTGCTTGTGGGCCCGGAGTAATCAGGCAGCCTTCATAGG 
CGGTCATGTGTGCATGTGAGCACATGCGTATATGTGCGTCTCTCTTTCTCCCTCACCCCC 
AGGTGTTGCCATTTCTCTGCTTACCCTTCACCTTTGGTGCAGAGGTTTCTTGAATATCTG 
CCCCAGTAGTCAGAAGCAGGTTCTTGATGTCATGTACTTCCTGTGTACTCTTTATTTCTA 
GCAGAGTGAGGATGTGTTTTGCACGTCTTGCTATTTGAGCATGCACAGCTGCTTGTCCTG 
CTCTCTTCAGGAGGCCCTGGTGTCAGGCAGGTTTGCCAGTGAAGACTTCTTGGGTAGTTT 
AGATCCCATGTCACCTCAGCTGATATTATGGCAAGTGATATCACCTCTCTTCAGCCCCTA 
GTGCTATTCTGTGTTGAACACAATTGATACTTCAGGTGCTTTTGATGTGAAAATCATGAA 
AAGAGGAACAGGTGGATGTATAGCATTTTTATTCATGCCATCTGTTTTCAACCAACTATT 
TTTGAGGAATTATCATGGGAAAAGACCAGGGCTTTTCCCAGGAATATCCCAAACTTCGGA 
AACAAGTTATTCTCTTCACTCCCAATAACTAATGCTAAGAAATGCTGAAAATCAAAGTAA 



365/1290 



FIGURE 1 (CONT'D) 



AAAATTAAAGCCCATAAGGCCAGAAACTCCTTTTGCTGTCTTTCTCTAAATATGATTACT 
TTAAAATAAAAAAGTAACAAGGTGTCTTTTCCACTCCTATGGAAAAGGGTCTTCTTGGCA 
GCTTAACATTGACTTCTTGGTTTGGGGAGAAATAAATTTTGTTTCAGAATTTTGTATATT 
GTAGGAATCCTTTGAGAATGTGATTCCTTTTGATGGGGAGAAAGGGCAAATTATTTTAAT 
ATTTTGTATTTTCAACTTTATAAAGATAAAATATCCTCAGGGGTGGAGAAGTGTCGTTTT 
CATAACTTGCTGAATTTCAGGCATTTTGTTCTACATGAGGACTCATATATTTAAGCCTTT 
TGTGTAATAAGAAAGTATAAAGTCACTTCCAGTGTTGGCTGTGTGACAGAATCTTGTATT 
TGGGCCAAGGTGTTTCCATTTCTCAATCAGTGCA.GTGATACATGTACTCCAGAGGGACAG 
GGTGGACCCCCTGAGTCAACTGGAGCAAGAAGGAAGGAGGCAGACTGATGGCGATTCCCT 
CTCACCCGGGACTCTCCCCCTTTCAAGGAAAGTGAACCTTTAAAGTAAAGGCCTCATCTC 
CTTTATTGCAGTTCAAATCCTCACCATCCACAGCAAGATGAATTTTATCAGCCATGTTTG 
GTTGTAAATGCTCGTGTGATTTCCTACAGAAATACTGCTCTGAATATTTTGTAATAAAGG 
TCTTTGCACATGTGACCACATACGTGTTAGGAGGCTGCATGCTCTGGAAGCCTGGACTCT 
AAGCTGGAGCTCTTGGAAGAGCTCTTCGGTTTCTGAGCATAATGCTCCCATCTCCTGATT 
TCTCTGAACAGAAAACAAAAGAGAGAATGAGGGAAATTGCTATTTTATTTGTATTCATGA 
ACTTGGCTGTAATCAGTTATGCCGTATAGGATGTCAGACAATACCACTGGTTAAAATAAA 
GCCTATTTTTCAAATTT 

Gene 534. >ENST00000326284 cDNA sequence 

AGGGCCAAGGAGCGGCCCCCGCGCGCGCGGCCCGCCAGCACCTCTCCGTCCCCGGGCGCG 

CACGGCCGGCGCGGCGGCCCAGAAGGGAAGAGCTCGTCGCGCAGCCCCGGCCCGCACCCC 

CGCTCCTGGAGCTCCAGCCGCTCGCCCTCCAAATCTCGCTCGCGCTCTGCGGAGAAGCGG 

CCCCACAGCCCCAGCCGCTCGCCGTCGCCCAAGAAGCCCCTCAGCCGGGACAAGGACGGC 

GAGGGCCGCGCAAGGCACTCTGAGGCCGAGGCCACCCGCGCCCGGCGCCGCTCCCGCAGC 

TACTCGCCCATCCGCAAGCGGCGCCGGGACTCGCCAAGCTTCATGGAGCCGCGGCGCATC 

ACCAGCGCCGCAAGCGTCCTATTCCATACTACCGGCCCAGCCCCTCTTCCTCCTCCAGCT 

GCTTGAGCAGCGACTACTCGACCCGGAGCCACAGCCGCAGCCCCAGCCCCGGCCACAGCC 

ACGGGAGCTACAGCAGTCGCAGCCATGGGACCCGCAGCCGGACACGCAGCCCCTCGAGGA 

CCCCCAGTCCCAGCTACCACAGCCGGAGCAGCTCTGAGAGCGGGGGCTTCTGAGCCCAGA 

CAGACTCAGCTTGGTGCCCCCCTGGCACTGGGAGAGGCGAGGGGCGGGCCCCAGGACCCC 

AGTGGGGAGGGGGCTATATCTCCTTGCCCCCAAGGCTACAAAGAGGTCTCAGGGCCAGTG 

CACGGGCAGATGGGACCGGGGAAGACTTTGAGGGTGGGCATCCAGTGGACAAGGAGAAGC 

CAGATGTGCTGCTTCTACGGGTGTCCTCTCCCACCTCCTGTCCACCCACTGTGCCCGGGG 

AACAAAGAGCCGTTACGAACACAGGAATCTCCCCATCCCCCTTCCTGCTGATGCCAACTC 

ACCAGGCTTGGGACTGCTGCCGGTGGATGGTACCAGAGTCCATGATCTGCTCTGTCACTT 

CACCTTAGCTCAGTGCAGCCAGGGACACCTTGCAAGGTGCCAGCCCTGGGAGCCCCTCTT 

CCGCACTACACAGCTCCCTCCACTCCTCTCTTATCACTGGGCAGACGAGGAGGTGGTACA 

GCACATGGGTTTGGAGCTAGACAGAAGGAAGAACAGCCTAACCCTTGGTGCACCCCCATC 

CAAGCTGGGGAGCTGCATCCTTTTGAGCTGGCTGCAGGAGGACCCTGGCTGAGGGCTGGT 

GGCTGGCCCCACAGCCTCCCCCAAGCTCCTCCACTGACCCAGGAGTGCCCAGACGGGTGG 

CCCCCAAAATCCCAGCCTGGGGAGCTAGGCACCTCACTCTTGGTCTGACCTCTCCAGGCC 

AGGCTCTCCTCACCCCATGCCCTGGGCCAAGGTCCTACCAGCCATGACTACTGCATGACA 

AGAGGTGGGGGGT AC AGAC CT CAGGT ACATTTGAC CCTGAGGTT AAAAGGGGTT CAGGT C 

AAGAGGTGGGAGAGGAAAGGGGTAGATGGGAGGTGGAATCTGTAGGAAAGAGAAAAAGCA 

AAGTCGTTCACTGACTGAGTAGCCCCCAGGGAGTGGAGACGGGTCCCTGGGGAGGGAGCA 

GCTGACAGGTCAGCAGTGCCCCCAGCCCCACCCAAGAGGAGGGCAGCGTGTGCCTGTGGT 

CTGGGACGTGGGCTGGATGGCAGCCCAGGGTCACAGGCATAGGATAACATGTGCTTTGGA 

CCTGACAAGGGAGTACCTTGGGGGTCTGATGGGGTCATGGCCAGCCGAGCCTCTGTAGAG 

ATGGAGGCTACAGCCCTCAGAAGGGAGGGGAGGAAAGAGACTGAGGGCCCTGGCCTGGGG 

CGTCGATGGGGAAGCGGTGGCCCCCAGTCCTCTTCTGCTGCTCCCAGCCCCCTCCTCCTG 

GGGCCCTCAGGGATCTCATGAAGTCTTCCTTGGCCCAACCAGGCAGATGCCCCGGGCTCC 

AGTGGGGGGAGGGGTCTGGGGTCTGGTCCGGGTTCCCCGCTTTCTCTATGTCCCCCCTCC 

CTCTTTCTCCGCAGTGCGGATAAAAATTGGACTCGAATAAAACCCTTGGTGCCCGG 

Gene 535. >ENST00000332057 cDNA sequence 

GCGGCTCCATGCGTGAGGCTGGTGCCACGCGGTCTCCCGGTGTTGGCATTGTCTCAGGCC 
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TTCTCCTCAGTTCTGCACACAGCTACAAAACAAAAGAA.CAGTTGCCAGCACTTGGAAGAG 

GATGTGCAAACCAAATGGAGGACAGATACTCCCTCTATGGACAAGATACTCATGGAAGAA 

GTCAAGTTAGAAGAGCAGCTGAAGGAGGCTGTGGAAGAAGATAAGCAAGCACTGGCAGAT 

ACTGAGGGCTCAGAGCAGAGCAGCCAAAAATTGGTGGAGGAGGGAAATATGTATAGCATT 

CAGGGCTTCTGCAAGGACTCGTTAGAGGTTGCAGATGTTTTGGAGAAGGCAACACAGTGT 

GTTCCAGAAGAAGAAATTAAAGACAATAACCCTCACCTGAAGAACCTCTCTAGACTCACA 

ATGAGTGAAGTCCAGATTCAGGAAGTGTTCAGCAAGCACTGCCAAGATGAACTCTGTCAC 

AGCAAGTTCCACCCTTATGAGCGTGAGGGTCTTTTT 

Gene 536. >ENST00000326382 cDNA sequence 

GATGTCCTCCACCGTGAACAACGGGGCGGCCAGCATGCAGTCCACACCCGACGCCGCGAA 
CGGCTTCCCGCAGCCCAGCTCCTCCTCGGGGACCTGGCCGCGGGCGGAAGAGGAGCTGCG 
CGCCGCGGAGCCGGGCCTGGTGAAGCGCGCGCACCGCGAGATCCTGGACCACGAGCGCAA 
GCGGCGGGTGGAGCTCAAGTGCATGGAGCTGCAGGAGATGATGTATTCGGAGGAGGAGAT 
TCGGCAGAAAGTGGGGACATTCCGGCAGATGCTGATGGAGAAGGAGGGAGTGCTCACCAG 
GGAGGACCGGCCTGGGGGCCACATTGTGGCGGAGACCCCGCGGCTGACCGAGGGCGCTGA 
GCCGGGCCTGGAGTACGCGCCCTTTGACGATGACGACGGCCCAGTGGACTGTGACTGCCC 
GGCCTCCTGCTACCGCGGCCACCGCGGGTACAGGACCAAGCATTGGTCTAGCAGCTCGGC 
ATCGCCCCCTCCCAAGAAAAAGAAGAAAAAGAAAGGCGGCCACCGGAGAAGCCGCAAAAA 
GAGGAGACTGGAGTCCGAATGCAGCTGTGGGAGCTCCTCACCCCTCCGCAAGAAGAAGAA 
GAGTGTGAAGAAGCATCGCCGAGACAGGTCTGATTCTGGGTCCCGGAGGAAGAGACGGCA 
CAGATCTCGAAGCTCCAAGTGCAAAAGAAAAGAGAAGAACAAAGAGAAGAAGAGGCCTCA 
CACAGAGTCCCCAGGCCGGAGGTCTCATCGCCATAGCAGTGGCAGCTCCCACAGCCCCTC 
CCTCTCCTCCCACTACAGTGATTCCAGATCTCCCAGCAGGCTGAGCCCCAAGCACCGAGA 
CGAAGGGCGAAAGACGGGCAGCCAGCGGTCCAGCGGAAGCCGGTCGCCTTCCCCGTCGGG 
CGGCAGCGGATGGGGGTCGCCCCAGCGGAACGGCGGCAGCGGGCAGCGGAGCGGAGCGCA 
CGGGGGCCGCCCCGGCTCGGCGCACAGCCCGCCCGATAAGCCCAGCTCGCCCTCGCCCAG 
GGTCCGTGACAAGGCGGCGGCCGC 

Gene 537. >ENST00000314526 cDNA sequence 

ATGCTTGCCCCCTGCTCAGGTTGGGAGCTTGGCTGCTTCCGTCTCTGTCTCCGTCAGGTC 
CGACTGTGGGCTGGCGCTGGGCGCTGGGCTTGCTGGGCTTGCCAAGCCAGGCCGTACAGC 
TCAGGTGGGAGCGAGCGCTGGCCCGGATCGGAGACTGAGGTCCCTCCGCCTGGCCCGGCG 
CGCCGAACTCTGAAGGAGTGGACACTGCAGGTGAGCCCGTTTGGTCGGCTGCGGGCGCGG 
CTCCCGTGCCACCTGGCCGTGAGGCCCCTGGACCCCCTCACCTACCCGGATGGCGACCGC 
GTGCTGGTCGCGGTGTGCGGCGTGGAGGGCGGCGTGCGGGGCCTGGACGGCCTGCAGGTG 
AAGTACGACGAGGATCTGGAGGAGATGGCCATTGTGTCTGATACTATCCACCCCCAGGCG 
TCCGTGGAGGTG 

Gene 538. >ENST00000335370 cDNA sequence 

CTGCCTCGTGTTGTCTGTTGGCACACTCTCAAGAGTTTGAACGGATACAAGAATCTTTCA 
TCTGGTGCCGAAACCCGGGAGGGGCTCCGGTCTTCGTCCCCCGTGGACCTACCCCTCCGC 
CCCAGAAAGCAGGCCACAGCAGCCGGACAAAGGAAGCTCCTCAGCCTCCAGTTGCTTCTC 
TGTGCATGCACATCAGTCACTGATCTCACCTACTGGGGCCCTGCAGGCCATGGGGCCACA 
GCTCCACACAGAAGCCTCCTAGCAATCCACCTCCACCTGGTGCCTGCTTCAAGTGCGGCA 
ATGAAGGCCACTGGCCCACACAATGCCCAAACCCAGGTAAACCCACGAGGCCATGCCCCC 
TCTGCGGAGGACCCCACTGGAAGTTGGACTGTGAGCGGCCCCTGCAAGGACCACCCCCAT 
CCCTTCCTGAGCCAATCAAACCCTCCTACTCGGATCTCGTCAGCCTTGCCGCTGAAGACT 
GATAGTGCCTTGGAACAGACACCCCAGCAACTACCATCGCTTCATCTGAGCCAAGGGTAA 
Gene 539. >ENST00000289473 cDNA sequence 

AAGCGACTTCCTCTTTCCAGTGCATTTAAGGCGCAGCCTGGAAGTGCCAGGGAGCACTGG 
AGGCCACCCAGTCATGGGGGACACCTTCATCCGTCACATCGCCCTGCTGGGCTTTGAGAA 
GCGCTTCGTACCCAGCCAGCACTATGTGTACATGTTCCTGGTGAAATGGCAGGACCTGTC 
GGAGAAGGTGGTCTACCGGCGCTTCACCGAGATCTACGAGTTCCATAAAACCTTAAAAGA 
AATGTTCCCTATTGAGGCAGGGGCGATCAATCCAGAGAACAGGATCATCCCCCACCTCCC 
AGCTCCCAAGTGGTTTGACGGGCAGCGGGCCGCCGAGAACCGCCAGGGCACACTTACCGA 
GTACTGCGGCACGCTCATGAGCCTGCCCACCAAGATCTCCCGCTGTCCCCACCTCCTCGA 
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CTTCTTCAAGGTGCGCCCTGATGACCTCAAGCTCCCCACGGACAACCAGACAAAAAAGCC 
AGAGACATACTTGATGCCCAAAGATGGCAAGAGTACCGCGACAGACATCACCGGCCCCAT 
CATCCTGCAGACGTACCGCGCCATTGCCAACTACGAGAAGACCTCGGGCTCCGAGATGGC 
TCTGTCCACGGGGGACGTGGTGGAGGTCGTAGAGAAGAGCGAGAGCGGTTGGTGGTTCTG 
TCAGATGAAAGCAAAGCGAGGCTGGATCCCAGCGTCCTTCCTCGAGCCCCTGGACAGTCC 
TGACGAGACGGAAGACCCTGAGCCCAACTATGCAGGTGAGCCATACGTCGCCATCAAGGC 
CTACACTGCTGTGGAGGGGGACGAGGTGTCCCTGCTCGAGGGTGAAGCTGTTGAGGTCAT 
TCACAAGCTCCTGGACGGCTGGTGGGTCATCAGGAAAGACGACGTCACAGGCTACTTCCC 
GTCCATGTACCTGCAAAAGTCAGGGCAAGACGTGTCCCAGGCCCAACGCCAGATCAAGCG 
GGGGGCGCCGCCCCGCAGGTCGTCCATCCGCAACGCGCACAGCATCCACCAGCGGTCGCG 
GAAGCGCCTCAGCCAGGACGCCTATCGCCGCAACAGCGTCCGTTTTCTGCAGCAGCGACG 
CCGCCAGGCGCGGCCGGGACCGCAGAGCCCCGGGAGCCCGCTCGAGGAGGAGCGGCAGAC 
GCAGCGCTCTAAACCGCAGCCGGCGGTGCCCCCGCGGCCGAGCGCCGACCTCATCCTGAA 
CCGCTGCAGCGAGAGCACCAAGCGGAAGCTGGCGTCTGCCGTCTGAGGCTGGAGCGCAGT 
CCCCAGCTAGCGTCTCGGCCCTTGCCGCCCCGTGCCTGTACATACGTGTTCTATAGAGCC 
TGGCGTCTGGACGCCGAGGGCAGCCCCGACCCCTGTCCAGCGCGGCTCCCGCCACCCTCA 
ATAAATGTTGCTTGGAGTG 

Gene 540. >ENST00000324896 cDNA sequence 

AGGAGGAGGAGGGTGAGAGAGAAGCTGGGAGAGCAGAGAAAAGGGGCCACCGGTCGCCCC 
CCCGCTTCCCCGCACGCGCTCTCCAGCCGCGGCCGCCCGCCTGCCGCGGTCACCCCGGCC 
TCTGCCTCTGTCCCCCAGTGATCGGATCAAGGCGCTGAGCGAGGCCCTGCCTGCGGGGCG 
GCCATGCGGCGGTGACAGGAGCGCGACCGACACGCACGGGCCCCTCGCCCCCTCTCGCCT 
CCCGTCCGCTCGCCAGCTCCCCTCAGCCGAGGCTGCTCCGCGGCGGCCGCAGCCCGCGCG 
CGGCCCACACTCGCCTCCCCTCGGCACCCCCGGCCCCGGAGCTGCCTGGAGGCGGCCGCA 
CTCGGGGATCATGGCCCAAGTTGCAATGTCCACCCTCCCCGTTGAAGATGAGGAGTCCTC 
GGAGAGCAGGATGGTGGTGACATTCCTCATGTCAGCTCTCGAGTCCATGTGTAAAGAACT 
GGCCAAGTCCAAAGCCGAAGTGGCCTGCATTGCAGTGTATGAAACAGACGTGTTTGTCGT 
CGGAACTGAAAGAGGACGTGCTTTTGTCAATACCAGAAAGGATTTTCAAAAAGATTTTGT 
AAAATATTGTGTTGAAGAAGAAGAAAAAGCTGCAGAGATGCATAAAATGAAATCTACAAC 
CCAGGCAAATCGGATGAGTGTAGATGCTGTAGAAATTGAAACACTCAGAAAAACAGTTGA 
GGACTATTTCTGCTTTTGCTATGGGAAAGCTTTAGGCAAATCCACAGTGGTACCTGTACC 
ATATGAGAAGATGCTGCGAGACCAGTCGGCTGTGGTAGTGCAGGGGCTTCCGGAAGGTGT 
TGCCTTTAAACACCCCGAGAACTATGATCTTGCAACCCTGAAATGGATTTTGGAGAACAA 
AGCAGGGATTTCATTCATCATTAAGAGACCTTTTTTAGAGCCAAAGAAGCATGTAGGTGG 
TCGTGTGATGGTAACAGATGCTGACAGGTCAATACTATCTCCAGGTGGAAGTTGTGGCCC 
CATCAAAGTGAAAACTGAACCCACAGAAGATTCTGGCATTTCCCTGGAAATGGCAGCTGT 
GACAGTAAAGGAAGAATCAGAAGATCCTGATTATTATCAATATAACATTCAAGCAGGCCC 
TTCTGAAACTGATGATGTTGATGAAAAACAGCCCCTATCGAAGCCTTTGCAAGGAAGCCA 
CCATTCTTCAGAGGGCAATGAAGGCACAGAAATGGAAGTACCAGCAGAAGATTCTACTCA 
ACATGTCCCTTCAGAAACAAGTGAGGACCCTGAAGTTGAGGTGACTATTGAAGATGATGA 
TTATTCTCCACCGTCTAAGAGACCAAAGGCCAATGAGCTACCGCAGCCACCAGTCCCGGA 
ACCCGCCAATGCTGGGAAGCGGAAAGTGAGGGAGTTCAACTTCGAGAAATGGAATGCTCG 
CATCACTGATCTACGTAAACAAGTTGAAGAATTGTTTGAAAGGAAATATGCTCAAGCCAT 
AAAAGCCAAAGGTCCGGTGACGATCCCGTACCCTCTTTTCCAGTCTCATGTTGAAGATCT 
TTATGTAGAAGGACTTCCTGAAGGAATTCCTTTTAGAAGGCCATCTACTTACGGAATTCC 
TCGCCTGGAGAGGATATTACTTGCAAAGGAAAGGATTCGTTTTGTGATTAAGAAACATGA 
GCTTCTGAATTCAACACGTGAAGATTTACAGCTTGATAAGCCAGCTTCAGGAGTAAAGGA 
AGAATGGTATGCCAGAATCACTAAATTAAGAAAGATGGTGGATCAGCTTTTCTGCAAAAA 
ATTTGCGGAAGCCTTGGGGAGCACTGAAGCCAAGGCTGTACCGTACCAAAAATTTGAGGC 
ACACCCGAATGATCTGTACGTGGAAGGACTGCCAGAAAACATTCCTTTCCGAAGTCCCTC 
ATGGTATGGAATCCCAAGGCTGGAAAAAATCATTCAAGTGGGCAATCGAATTAAATTTGT 
TATTAAAAGACCAGAACTTCTGACTCACAGTACCACTGAAGTTACTCAGCCAAGAACGAA 
TACACCAGTCAAAGAAGATTGGAATGTCAGAATTACCAAGCTACGGAAGCAAGTGGAAGA 
GATTTTTAATTTGAAATTTGCTCAAGCTCTTGGACTCACCGAGGCAGTAAAAGTACCATA 
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TCCTGTGTTTGAATCAAACCCGGAGTTCTTGTATGTGGAAGGCTTGCCAGAGGGGATTCC 

CTTCCGAAGCCCTACCTGGTTTGGAATTCCACGACTTGAAAGGATCGTCCGCGGGAGTAA 

TAAAATCAAGTTCGTTGTTAAAAAACCTGAACTAGTTATTTCCTACTTGCCTCCTGGGAT 

GGCTAGTAAAATAAACACTAAAGCTTTGCAGTCCCCCAAAAGACCACGAAGTCCTGGGAG 

TAATTCAAAGGTTCCTGAAATTGAGGTCACCGTGGAAGGCCCTAATAACAACAATCCTCA 

AACCTCAGCTGTTCGAACCCCGACCCAGACTAACGGTTCTAACGTTCCCTTCAAGCCACG 

AGGGAGAGAGTTTTCCTTTGAGGCCTGGAATGCCAAAATCACGGACCTAAAACAGAAAGT 

TGAAAATCTCTTCAATGAGAAATGTGGGGAAGCTCTTGGCCTTAAACAAGCTGTGAAGGT 

GCCGTTCGCGTTATTTGAGTCTTTCCCGGAAGACTTTTATGTGGAAGGCTTACCTGAGGG 

TGTGCCATTCCGAAGACCATCGACTTTTGGCATTCCGAGGCTGGAGAAGATACTCAGAAA 

CAAAGCCAAAATTAAGTTCATCATTAAAAAGCCCGAAATGTTTGAGACGGCGATTAAGGA 

GAGCACCTCCTCTAAGAGCCCTCCCAGAAAAATAAATTCATCACCCAATGTTAATACTAC 

TGCATCAGGTGTTGAAGACCTTAACATCATTCAGGTGACAATTCCAGATGATGATAATGA 

AAGACTCTCGAAAGTTGAAAAAGCTAGACAGCTAAGAGAACAAGTGAATGACCTCTTTAG 

TCGGAAATTTGGTGAAGCTATTGGTATGGGTTTTCCTGTGAAAGTTCCCTACAGGAAAAT 

CACAATTAACCCTGGCTGTGTGGTGGTTGATGGCATGCCCCCGGGGGTGTCCTTCAAAGC 

CCCCAGCTACCTGGAAATCAGCTCCATGAGAAGGATCTTAGACTCTGCCGAGTTTATCAA 

ATTCACGGTCATTAGACCATTTCCAGGACTTGTGATTAATAACCAGCTGGTTGATCAGAG 

TGAGTCAGAAGGCCCCGTGATACAAGAATCAGCTGAACCAAGCCAGTTGGAAGTTCCAGC 

CACAGAAGAAATAAAAGAGACTGATGGAAGCTCTCAGATCAAGCAAGAACCAGACCCCAC 

GTGGTAGACCTCTTCCCTCCTAGGCTTAAAGTATCAGTGGTTGAGAAGAGCTTTTCGGAC 

CTGTTACTACCCCAAGCTGTGTAATATACTTGTATAACAGAAATACCTTCTATACAAACC 

TTTTTTTCTACTTTTAGATAGAAATGTCTACTTTTTCAGCAGTTCTGTGAATTAAAGAGC 

AGAGTGACTGTGGGTCTGGAATGGCTGGTGTACTTGGGAATGTACTATCAGGATTTTACA 

GCAATGCTGGGAAATGACAGGGAAAATGACAGGAATGAATCTCACCAGATTTTTTATGTA 

CTCAGCAGAGCCTTGAGTTACGGTGTTTATTTTCCAATCAAGTGAAGATATCTCCTACTT 

CTCCTACTGGAACATCTCAGCTTCTGCAGTGAAGAAAAATTCCTGTGATAGTTCAGTTCT 

TTAGTTTTTCTATTTGAAAAAAAAAAATCATTTAAATGATCCTTTGTTCACGGCTCTCCT 

TAATGACTGAGTGAACAGTTCCTATCTGTATATTTGACTAAACCTTTTCCTAAGCTATCT 

CTCATGGTTCCTATGTTTTTTTATCATAATTAAAAGCAAAACCATCTGGATCACCTAACA 

GTCAGAGGTCAGTATCTCAGCGTGTGAATTATAGAGGAAATACAGAGAGAACCTCTTCCA 

CTTTTACTTTTCGTCCAAATAAAATGCATGGTGTACCAGAAGTTGAAGATCGGGTTGAGG 

ATTGGGGCTAGCTCGATGACACTAAGGCCCCAACATCGCGGGACCTGCTGTGGCGCGGAT 

TCTTAGGAACGCTGTTCTAGCCGGCCCCCTCTCCAGGGGTCGCCGTGGCCGGCATTATTT 

CCTAGTTCTTCTTGTAACCCTGAGGTGCCAGCGCGGGGAGTGAGGAGGGGTCAGGGGGCT 

AAGGATGCAACCTCTGACGTTCTGCGCCTTCCTAGGAGAGTCTTACATGTGTTGAGATTT 

CACAAGCAATGCGAGTTGTAAAATACCAGCTCTACAAGAAGCTAGGCTCTGTGACGGCAT 

AGTTTTCAGTAGCTTTATCACAATATTCACAATGGAGAATTATATGACATGGTAGCAGAA 

ATAGGCCCTTTTATGTGTTGCTTCTATTTTACCTCAAATTGTAGATATAGGGTAATCAAT 

AAAATCCATCCATGCCTTTCACACACTAA 

Gene 541. >ENST00000324924 cDNA sequence 

AGGAGGAGGAGGGTGAGAGAGAAGCTGGGAGAGCAGAGAAAAGGGGCCACCGGTCGCCCC 
CCCGCTTCCCCGCACGCGCTCTCCAGCCGCGGCCGCCCGCCTGCCGCGGTCACCCCGGCC 
TCTGCCTCTGTCCCCCAGTGATCGGATCAAGGCGCTGAGCGAGGCCCTGCCTGCGGGGCG 
GCCATGCGGCGGTGACAGGAGCGCGACCGACACGCACGGGCCCCTCGCCCCCTCTCGCCT 
CCCGTCCGCTCGCCAGCTCCCCTCAGCCGAGGCTGCTCCGCGGCGGCCGCAGCCCGCGCG 
CGGCCCACACTCGCCTCCCCTCGGCACCCCCGGCCCCGGAGCTGCCTGGAGGCGGCCGCA 
CTCGGGGATCATGGCCCAAGTTGCAATGTCCACCCTCCCCGTTGAAGATGAGGAGTCCTC 
GGAGAGCAGGATGGTGGTGACATTCCTCATGTCAGCTCTCGAGTCCATGTGTAAAGAACT 
GGCCAAGTCCAAAGCCGAAGTGGCCTGCATTGCAGTGTATGAAACAGACGTGTTTGTCGT 
CGGAACTGAAAGAGGACGTGCTTTTGTCAATACCAGAAAGGATTTTCAAAAAGATTTTGT 
AAAATATTGTGTTGAAGAAGAAGAAAAAGCTGCAGAGATGCATAAAATGAAATCTACAAC 
CCAGGCAAATCGGATGAGTGTAGATGCTGTAGAAATTGAAACACTCAGAAAAACAGTTGA 
GGACTATTTCTGCTTTTGCTATGGGAAAGCTTTAGGCT^AATCCACAGTGGTACCTGTACC 
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ATATGAGAAGATGCTGCGAGACCAGTCGGCTGTGGTAGTGCAGGGGCTTCCGGAAGGTGT 
TGCCTTTAAACACCCCGAGAACTATGATCTTGCAACCCTGAAATGGATTTTGGAGAACAA 
AGCAGGGATTTCATTCATCATTAAGAGACCTTTTTTAGAGCCAAAGAAGCATGTAGGTGG 
TCGTGTGATGGTAACAGATGCTGACAGGTCAATACTATCTCCAGGTGGAAGTTGTGGCCC 
CATCAAAGTGAAAACTGAACCCACAGAAGATTCTGGCATTTCCCTGGAAATGGCAGCTGT 
GACAGTAAAGGAAGAATCAGAAGATCCTGATTATTATCAATATAACATTCAAGGAAGCCA 
CCATTCTTCAGAGGGCAATGAAGGCACAGAAATGGAAGTACCAGCAGAAGATTCTACTCA 
ACATGTCCCTTCAGAAACAAGTGAGGACCCTGAAGTTGAGGTGACTATTGAAGATGATGA 
TTATTCTCCACCGTCTAAGAGACCAAAGGCCAATGAGCTACCGCAGCCACCAGTCCCGGA 
ACCCGCCAATGCTGGGAAGCGGAAAGTGAGGGAGTTCAACTTCGAGAAATGGAATGCTCG 
CATCACTGATCTACGTAAACAAGTTGAAGAATTGTTTGAAAGGAAATATGCTCAAGCCAT 
AAAAGCCAAAGGTCCGGTGACGATCCCGTACCCTCTTTTCCAGTCTCATGTTGAAGATCT 
TTATGTAGAAGGACTTCCTGAAGGAATTCCTTTTAGAAGGCCATCTACTTACGGAATTCC 
TCGCCTGGAGAGGATATTACTTGCAAAGGAAAGGATTCGTTTTGTGATTAAGAAACATGA 
GCTTCTGAATTCAACACGTGAAGATTTACAGCTTGATAAGCCAGCTTCAGGAGTAAAGGA 
AGAATGGTATGCCAGAATCACTAAATTAAGAAAGATGGTGGATCAGCTTTTCTGCAAAAA 
ATTTGCGGAAGCCTTGGGGAGCACTGAAGCCAAGGCTGTACCGTACCAAAAATTTGAGGC 
ACACCCGAATGATCTGTACGTGGAAGGACTGCCAGAAAACATTCCTTTCCGAAGTCCCTC 
ATGGTATGGAATCCCAAGGCTGGAAAAAATCATTCAAGTGGGCAATCGAATTAAATTTGT 
TATTAAAAGACCAGAACTTCTGACTCACAGTACCACTGAAGTTACTCAGCCAAGAACGAA 
TACACCAGTCAAAGAAGATTGGAATGTCAGAATTACCAAGCTACGGAAGCAAGTGGAAGA 
GATTTTTAATTTGAAATTTGCTCAAGCTCTTGGACTCACCGAGGCAGTAAAAGTACCATA 
TCCTGTGTTTGAATCAAACCCGGAGTTCTTGTATGTGGAAGGCTTGCCAGAGGGGATTCC 
CTTCCGAAGCCCTACCTGGTTTGGAATTCCACGACTTGAAAGGATCGTCCGCGGGAGTAA 
TAAAATCAAGTTCGTTGTTAAAAAACCTGAACTAGTTATTTCCTACTTGCCTCCTGGGAT 
GGCTAGTAAAATAAACACTAAAGCTTTGCAGTCCCCCAAAAGACCACGAAGTCCTGGGAG 
TAATTCAAAGGTTCCTGAAATTGAGGTCACCGTGGAAGGCCCTAATAACAACAATCCTCA 
AACCTCAGCTGTTCGAACCCCGACCCAGACTAACGGTTCTAACGTTCCCTTCAAGCCACG 
AGGGAGAGAGTTTTCCTTTGAGGCCTGGAATGCCAAAATCACGGACCTAAAACAGAAAGT 
TGAAAATCTCTTCAATGAGAAATGTGGGGAAGCTCTTGGCCTTAAACAAGCTGTGAAGGT 
GCCGTTCGCGTTATTTGAGTCTTTCCCGGAAGACTTTTATGTGGAAGGCTTACCTGAGGG 
TGTGCCATTCCGAAGACCATCGACTTTTGGCATTCCGAGGCTGGAGAAGATACTCAGAAA 
CAAAGCCAAAATTAAGTTCATCATTAAAAAGCCCGAAATGTTTGAGACGGCGATTAAGGA 
GAGCACCTCCTCTAAGAGCCCTCCCAGAAAAATAAATTCATCACCCAATGTTAATACTAC 
TGCATCAGGTGTTGAAGACCTTAACATCATTCAGGTGACAATTCCAGATGATGATAATGA 
AAGACTCTCGAAAGTTGAAAAAGCTAGACAGCTAAGAGAACAAGTGAATGACCTCTTTAG 
TCGGAAATTTGGTGAAGCTATTGGTATGGGTTTTCCTGTGAAAGTTCCCTACAGGAAAAT 
CACAATTAACCCTGGCTGTGTGGTGGTTGATGGCATGCCCCCGGGGGTGTCCTTCAAAGC 
CCCCAGCTACCTGGAAATCAGCTCCATGAGAAGGATCTTAGACTCTGCCGAGTTTATCAA 
ATTCACGGTCATTAGACCATTTCCAGGACTTGTGATTAATAACCAGCTGGTTGATCAGAG 
TGAGTCAGAAGGCCCCGTGATACAAGAATCAGCTGAACCAAGCCAGTTGGAAGTTCCAGC 
CACAGAAGAAATAAAAGAGACTGATGGAAGCTCTCAGATCAAGCAAGAACCAGACCCCAC 
GTGGTAGACCTCTTCCCTCCTAGGCTTAAAGTATCAGTGGTTGAGAAGAGCTTTTCGGAC 
CTGTTACTACCCCAAGCTGTGTAATATACTTGTATAACAGAAATACCTTCTATACAAACC 
TTTTTTTCTACTTTTAGATAGAAATGTCTACTTTTTCAGCAGTTCTGTGAATTAAAGAGC 
AGAGTGACTGTGGGTCTGGAATGGCTGGTGTACTTGGGAATGTACTATCAGGATTTTACA 
GCAATGCTGGGAAATGACAGGGAAAATGACAGGAATGAATCTCACCAGATTTTTTATGTA 
CTCAGCAGAGCCTTGAGTTACGGTGTTTATTTTCCAATCAAGTGAAGATATCTCCTACTT 
CTCCTACTGGAACATCTCAGCTTCTGCAGTGAAGAAAAATTCCTGTGATAGTTCAGTTCT 
TTAGTTTTTCTATTTGAAAAAAAAAAATCATTTAAATGATCCTTTGTTCACGGCTCTCCT 
TAATGACTGAGTGAACAGTTCCTATCTGTATATTTGACTAAACCTTTTCCTAAGCTATCT 
CTCATGGTTCCTATGTTTTTTTATCATAATTAAAAGCAAAACCATCTGGATCACCTAACA 
GTCAGAGGTCAGTATCTCAGCGTGTGAATTATAGAGGAAATACAGAGAGAACCTCTTCCA 
CTTTTACTTTTCGTCCAAATAAAATGCATGGTGTACCAGAAGTTGAAGATCGGGTTGAGG 
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ATTGGGGCTAGCTCGATGACACTAAGGCCCCAACATCGCGGGACCTGCTGTGGCGCGGAT 

TCTTAGGAACGCTGTTCTAGCCGGCCCCCTCTCCAGGGGTCGCCGTGGCCGGCATTATTT 

CCTAGTTCTTCTTGTAACCCTGAGGTGCCAGCGCGGGGAGTGAGGAGGGGTCAGGGGGCT 

AAGGATGCAACCTCTGACGTTCTGCGCCTTCCTAGGAGAGTCTTACATGTGTTGAGATTT 

CACAAGCAATGCGAGTTGTAAAATACCAGCTCTACAAGAAGCTAGGCTCTGTGACGGCAT 

AGTTTTCAGTAGCTTTATCACAATATTCACAATGGAGAATTATATGACATGGTAGCAGAA 

ATAGGCCCTTTTATGTGTTGCTTCTATTTTACCTCAAATTGTAGATATAGGGTAATCAAT 

AAAATCCATCCATGCCTTTCACACACTAA 

Gene 542. >ENST00000324906 cDNA sequence 

AGGAGGAGGAGGGTGAGAGAGAAGCTGGGAGAGCAGAGAAAAGGGGCCACCGGTCGCCCC 
CCCGCTTCCCCGCACGCGCTCTCCAGCCGCGGCCGCCCGCCTGCCGCGGTCACCCCGGCC 
TCTGCCTCTGTCCCCCAGTGATCGGATCAAGGCGCTGAGCGAGGCCCTGCCTGCGGGGCG 
GCCATGCGGCGGTGACAGGAGCGCGACCGACACGCACGGGCCCCTCGCCCCCTCTCGCCT 
CCCGTCCGCTCGCCAGCTCCCCTCAGCCGAGGCTGCTCCGCGGCGGCCGCAGCCCGCGCG 
CGGCCCACACTCGCCTCCCCTCGGCACCCCCGGCCCCGGAGCTGCCTGGAGGCGGCCGCA 
CTCGGGGATCATGGCCCAAGTTGCAATGTCCACCCTCCCCGTTGAAGATGAGGAGTCCTC 
GGAGAGCAGGATGGTGGTGACATTCCTCATGTCAGCTCTCGAGTCCATGTGTAAAGAACT 
GGCCAAGTCCAAAGCCGAAGTGGCCTGCATTGCAGTGTATGAAACAGACGTGTTTGTCGT 
CGGAACTGAAAGAGGACGTGCTTTTGTCAATACCAGAAAGGATTTTCAAAAAGATTTTGT 
AAAATATTGTGTTGAAGAAGAAGAAAAAGCTGCAGAGATGCATAAAATGAAATCTACAAC 
CCAGGCAAATCGGATGAGTGTAGATGCTGTAGAAATTGAAACACTCAGAAAAACAGTTGA 
GGACTATTTCTGCTTTTGCTATGGGAAAGCTTTAGGCAAATCCACAGTGGTACCTGTACC 
ATATGAGAAGATGCTGCGAGACCAGTCGGCTGTGGTAGTGCAGGGGCTTCCGGAAGGTGT 
TGCCTTTAAACACCCCGAGAACTATGATCTTGCAACCCTGAAATGGATTTTGGAGAACAA 

TCGTGTGATGGTAACAGATGCTGACAGGTCAATACTATCTCCAGGTGGAAGTTGTGGCCC 
CATCAAAGTGAAAACTGAACCCACAGAAGATTCTGGCATTTCCCTGGAAATGGCAGCTGT 
GACAGTAAAGGAAGAATCAGAAGATCCTGATTATTATCAATATAACATTCAAGCAGGCCC 
TTCTGAAACTGATGATGTTGATGAAAAACAGCCCCTATCGAAGCCTTTGCAAGGAAGCCA 
CCATTCTTCAGAGGGCAATGAAGGCACAGAAATGGAAGTACCAGCAGAAGATGATGATTA 
TTCTCCACCGTCTAAGAGACCAAAGGCCAATGAGCTACCGCAGCGACCAGTCCCGGAACC 
CGCCAATGCTGGGAAGCGGAAAGTGAGGGAGTTCAACTTCGAGAAATGGAATGCTCGCAT 
CACTGATCTACGTAAACAAGTTGAAGAATTGTTTGAAAGGAAATATGCTCAAGCCATAAA 
AGCCAAAGGTCCGGTGACGATCCCGTACCCTCTTTTCCAGTCTCATGTTGAAGATCTTTA 
TGTAGAAGGACTTCCTGAAGGAATTCCTTTTAGAAGGCCATCTACTTACGGAATTCCTCG 
CCTGGAGAGGATATTACTTGCAAAGGAAAGGATTCGTTTTGTGATTAAGAAACATGAGCT 
TCTGAATTCAACACGTGAAGATTTACAGCTTGATAAGCCAGCTTCAGGAGTAAAGGAAGA 
ATGGTATGCCAGAATCACTAAATTAAGAAAGATGGTGGATCAGCTTTTCTGCAAAAAATT 
TGCGGAAGCCTTGGGGAGCACTGAAGCCAAGGCTGTACCGTACCAAAAATTTGAGGCACA 
CCCGAATGATCTGTACGTGGAAGGACTGCCAGAAAACATTCCTTTCCGAAGTCCCTCATG 
GTATGGAATCCCAAGGCTGGAAAAAATCATTCAAGTGGGCAATCGAATTAAATTTGTTAT 
TAAAAGACCAGAACTTCTGACTCACAGTACCACTGAAGTTACTCAGCCAAGAACGAATAC 
ACCAGTCAAAGAAGATTGGAATGTCAGAATTACCAAGCTACGGAAGCAAGTGGAAGAGAT 
TTTTAATTTGAAATTTGCTCAAGCTCTTGGACTCACCGAGGCAGTAAAAGTACCATATCC 
TGTGTTTGAATCAAACCCGGAGTTCTTGTATGTGGAAGGCTTGCCAGAGGGGATTCCCTT 
CCGAAGCCCTACCTGGTTTGGAATTCCACGACTTGAAAGGATCGTCCGCGGGAGTAATAA 
AATCAAGTTCGTTGTTAAAAAACCTGAACTAGTTATTTCCTACTTGCCTCCTGGGATGGC 
TAGTAAAATAAACACTAAAGCTTTGCAGTCCCCCAAAAGACCACGAAGTCCTGGGAGTAA 
TTCAAAGGTTCCTGAAATTGAGGTCACCGTGGAAGGCCCTAATAACAACAATCCTCAAAC 
CTCAGCTGTTCGAACCCCGACCCAGACTAACGGTTCTAACGTTCCCTTCAAGCCACGAGG 
GAGAGAGTTTTCCTTTGAGGCCTGGAATGCCAAAATCACGGACCTAAAACAGAAAGTTGA 
AAATCTCTTCAATGAGAAATGTGGGGAAGCTCTTGGCCTTAAACAAGCTGTGAAGGTGCC 
GTTCGCGTTATTTGAGTCTTTCCCGGAAGACTTTTATGTGGAAGGCTTACCTGAGGGTGT 
GCCATTCCGAAGACCATCGACTTTTGGCATTCCGAGGCTGGAGAAGATACTCAGAAACAA 
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AGCCAAAATTAAGTTCATCATTAAAAAGCCCGAAATGTTTGAGACGGCGATTAAGGAGAG 

CACCTCCTCTAAGAGCCCTCCCAGAAAAATAAATTCATCACCCAATGTTAATACTACTGC 

ATCAGGTGTTGAAGACCTTAACATCATTCAGGTGACAATTCCAGATGATGATAATGAAAG 

ACTCTCGAAAGTTGAAAAAGCTAGACAGCTAAGAGAACAAGTGAATGACCTCTTTAGTCG 

GAAATTTGGTGAAGCTATTGGTATGGGTTTTCCTGTGAAAGTTCCCTACAGGAAAATCAC 

AATTAACCCTGGCTGTGTGGTGGTTGATGGCATGCCCCCGGGGGTGTCCTTCAAAGCCCC 

CAGCTACCTGGAAATCAGCTCCATGAGAAGGATCTTAGACTCTGCCGAGTTTATCAAATT 

CACGGTCATTAGACCATTTCCAGGACTTGTGATTAATAACCAGCTGGTTGATCAGAGTGA 

GTCAGAAGGCCCCGTGATACAAGAATCAGCTGAACCAAGCCAGTTGGAAGTTCCAGCCAC 

AGAAGAAATAAAAGAGACTGATGGAAGCTCTCAGATCAAGCAAGAACCAGACCCCACGTG 

GTAGACCTCTTCCCTCCTAGGCTTAAAGTATCAGTGGTTGAGAAGAGCTTTTCGGACCTG 

TTACTACCCCAAGCTGTGTAATATACTTGTATAACAGAAATACCTTCTATACAAACCTTT 

TTTTCTACTTTTAGATAGAAATGTCTACTTTTTCAGCAGTTCTGTGAATTAAAGAGCAGA 

GTGACTGTGGGTCTGGAATGGCTGGTGTACTTGGGAATGTACTATCAGGATTTTACAGCA 

ATGCTGGGAAATGACAGGGAAAATGACAGGAATGAATCTCACCAGATTTTTTATGTACTC 

AGCAGAGCCTTGAGTTACGGTGTTTATTTTCCAATCAAGTGAAGATATCTCCTACTTCTC 

CTACTGGAACATCTCAGCTTCTGCAGTGAAGAAAAATTCCTGTGATAGTTCAGTTCTTTA 

GTTTTTCTATTTGAAAAAAAAAAATCATTTAAATGATCCTTTGTTCACGGCTCTCCTTAA 

TGACTGAGTGAACAGTTCCTATCTGTATATTTGACTAAACCTTTTCCTAAGCTATCTCTC 

ATGGTTCCTATGTTTTTTTATCATAATTAAAAGCAAAACCATCTGGATCACCTAACAGTC 

AGAGGTCAGTATCTCAGCGTGTGAATTATAGAGGAAATACAGAGAGAACCTCTTCCACTT 

TTACTTTTCGTCCAAATAAAATGCATGGTGTACCAGAAGTTGAAGATCGGGTTGAGGATT 

GGGGCTAGCTCGATGACACTAAGGCCCCAACATCGCGGGACCTGCTGTGGCGCGGATTCT 

TAGGAACGCTGTTCTAGCCGGCCCCCTCTCCAGGGGTCGCCGTGGCCGGCATTATTTCCT 

AGTTCTTCTTGTAACCCTGAGGTGCCAGCGCGGGGAGTGAGGAGGGGTCAGGGGGCTAAG 

GATGCAACCTCTGACGTTCTGCGCCTTCCTAGGAGAGTCTTACATGTGTTGAGATTTCAC 

AAGCAATGCGAGTTGTAAAATACCAGCTCTACAAGAAGCTAGGCTCTGTGACGGCATAGT 

TTTCAGTAGCTTTATCACAATATTCACAATGGAGAATTATATGACATGGTAGCAGAAATA 

GGCCCTTTTATGTGTTGCTTCTATTTTACCTCAAATTGTAGATATAGGGTAATCAATAAA 

ATCCATCCATGCCTTTCACACACTAA 

Gene 543. >ENST00000324842 cDNA sequence 

ATGGCAGCCATGCGCTGGCGATGGTGGCAGCGGCTGTTACCTTGGAGGTTGCTGCAGGCC 
CGTGGCTTTCCACAAAATTCTGCACCCAGCCTGGGCCTAGGAGCGAGGACTTATTCCCAG 
GGCGACTGCTCGTATTCGCGCACGGCGCTGTATGATCTGCTCGGCGTCCCCTCCACAGCC 
ACGCAGGCCCAAATCAAGGCGGCTTACTACCGTCAGTGCTTTCTCTACCACCCGGACCGC 
AACTCCGGGAGCGCGGAGGCCGCCGAGCGCTTCACGCGCATCTCCCAGGCCTACGTGGTG 
CTGGGCAGTGCCACCCTCCGTCGCAAGTATGATCGCGGCCTACTCAGCGACGAGGACCTG 
CGCGGACCTGGCGTCCGGCCCTCCAGGACGCCCGCACCCGACCCCGGCTCGCCGCGTACC 
CCGCCGCCCACCTCTCGGACCCACGACGGTTCTCGGGCCTCCCCCGGCGCCAACCGCACG 
ATGTTCAACTTTGACGCCTTCTACCAGGCCCACTACGGGGAACAACTGGAGCGGGAACGG 
CGCCTGAGGGCCCGGCGGGAGGCCCTTCGCAAACGGCAGGAGTATCGGTCCATGAAAGGC 
CTCCGCTGGGAGGATACCCGAGACACGGCTGCCATTTTCCTCATCTTTTCAATCTTCATC 
ATCATCGGCTTTTATATTTAA 

Gene 544. >ENST00000222812 cDNA sequence 

CATGAAGGACCGAACCCAGGAGCTCCGCACGGCCAAGGACAGCGATGATGATGATGATGT 
CGCTGTCACCGTGGACCGAGACCGCTTCATGGATGAGTTCTTTGAGCAGGTGGAGGAGAT 
TCGAGGCTTCATTGACAAGATCGCAGAGAACGTGGAGGAGGTGAAGCGGAAGCACAGTGC 
CATCCTGGCATCCCCCAACCCCGATGAGAAGACGAAGGAGGAGCTGGAAGAACTCATGTC 
CGACATAAAGAAGACAGCAAACAAAGTTCGTTCCAAGTTAAAGAGCATCGAGCAGTCCAT 
CGAGCAAGAGGAAGGCCTGAACCGCTCCTCCGCTGACCTGAGGATCCGGAAGACACAGCA 
CTCCACGCTGTCCAGAAAGTTTGTGGAGGTCATGTCGGAGTACAACGCCACGCAGTCCGA 
CTACCGCGAGCGCTGCAAAGGCCGCATCCAGAGGCAGCTGGAGATCACCGGCAGGACCAC 
GACCAGTGAGGAGCTGGAGGACATGCTGGAGAGTGGGAACCCCGCCATCTTTGCCTCTGG 
GATCATCATGGACTCCAGCATCTCGAAGCAGGCTCTGAGCGAGATTGAGACGCGGCACAG 
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TGAGATCATCAAGCTGGAGAACAGCATCCGTGAGCTACACGACATGTTCATGGACATGGC 

CATGCTCGTGGAGAGCCAGGGAGAGATGATTGACAGGATCGAGTACAATGTGGAACACGC 

GGTAGACTATGTGGAGAGGGCCGTGTCTGACACCAAGAAGGCCGTCAAGTACCAGAGCAA 

GGCGCGCCGGAAGAAAATCATGATCATCATCTGCTGTGTGATCCTGGGCATCGTCATCGC 

CTCCACTGTTGGGGGCATCTTCGCCTAGAAGCCACCCAAACTGCCACTCCACTCCAGGTG 

GGCCACTCCAAGGAGGCCCTGGCTGCTGCCACCTGGCTGGGCTGCCCTCCCAACCCCCGC 

CTCTGGCTCAGAGCACCCTCCCTCCCGGCCCCCATGCTCCCTTCTCTGCCATGGGCCCTC 

CGTCCCCGCCCCGTGTCGTGTGCATGATCTCTGTGAGTGTGCGTCTGTACGGGAAGAGGC 

AGAGGGAGGCAGCCAGCGGGGCGTGATGCAGTGTGCACAGCGAGGAGCAGACCCAGGCAG 

GGCCGCCAGGGTGACACAGGCCACCCTTCCTTGCCTTCAGTAACTCGGTGGGCCCAGGTT 

CTGCTCTTCCCTGGGGACCCTAACCTCGCCTCCAGCTGACCTGCCCTGTCCTCTCCAGCT 

GTCCCCACAAGCAGAGCCCTGAGGGGTGGGGACCAGCTGGCCACATGGTGCTGCTTTTCA 

GGTTAGGGGAGAGGTGGCCCTGAGGGACAGCCCAGCTCTGAGTCTCAGTCGCTGATCACT 

GCCAGGGAGGCTCAGGCTGCCATGGCTCCAGGCTCCCTCCCCTGCCTAGGGGCAAAGTCC 

ATCGGGTCCTGGGCCTCAGCTTCCCTTCCCACATTCCTCCGGCCCCAGGAGCAACCCCTT 

GGGCTAGGTCTGACCCCAGGTGTCCCTCTGGAAGGGGCTGGCTGGTGCCCTATTTCCAGC 

CACCCCAGCAGCTAGGGAGGCAAAGCAGGCTGCAGTCAGTCCCTCAAGCCAGCGTTGCAT 

GTTTGGGATGGTGGCTCCTGTTGTCTTGCGCTCTGGGAAGTCAGATGTCATTTCAGGCCT 

GCAGTCTCATCCTGCCCTTGCCATCCTCCCATCGATGTGCCACGTGGGTGTCACGTGTCC 

CAGATGCAGTATTCGGCAGCCAGCCGGGGAGGGCTACCTCCTCCTCCTCACCACCTTGGG 

GCTTCTCATGGGAAATGTGCCCCCGCCCCAGGACCCTCTCCCTTGTGGACAGGCAGGGAG 

ATGCATGCGAGTGCATGCAGCAGGGGATGGGGCCGTGTCCGTGTGCCCCACCCTCCCTCG 

GCTTTACTCCTGCCCAGTGACTGTGACCACTGTCCGTGTTGCCTTCTTGAACAGCGATTC 

CCCCCAACCCCTTCACCAAAGGTCTTGGTACAACCAGCTGCCCATTTTGTGAAATTTTTA 

TGTAGAATAAACATTTGTATCTGTA 

Gene 545. >ENST00000222800 cDNA sequence 

GGGCGGGGCTGCGAGCTAGGGCGGGAGAAGGA6CGCGGGGAGGACGTACCTTGTGAGATG 

CGAGCCGGCCAACAGCTTGCAAGCATGCTCCGCTGGACCCGAGCCTGGAGGCTCCCGCGT 

GAGGGACTCGGCCCCCACGGCCCTAGCTTCGCGAGGGTGCCTGTCGCACCCAGCAGCAGC 

AGCGGCGGCCGAGGGGGCGCCGAGCCGAGGCCGCTTCCGCTTTCCTACAGGCTTCTGGAC 

GGGGAGGCAGCCCTCCCGGCCGTCGTCTTTTTGCACGGGCTCTTCGGCAGCAAAACTAAC 

TTCAACTCCATCGCCAAGATCTTGGCCCAGCAGACAGGCCGTAGGGTGCTGACGGTGGAT 

GCTCGTAACCACGGTGACAGCCCCCACAGCCCAGACATGAGCTACGAGATCATGAGCCAG 

GACCTGCAGGACCTTCTGCCCCAGCTGGGCCTGGTGCCCTGCGTCGTCGTTGGCCACAGC 

ATGGGAGGAAAGACAGCCATGCTGCTGGCACTACAGAGGCCAGAGCTGGTGGAACGTCTC 

ATTGCTGTAGATATCAGCCCAGTGGAAAGCACAGGTGTCTCCCACTTTGCAACCTATGTG 

GCAGCCATGAGGGCCATCAACATCGCAGATGAGCTGCCCCGCTCCCGTGCCCGAAAACTG 

GCGGATGAACAGCTCAGTTCTGTCATCCAGGACATGGCCGTGCGGCAGCACCTGCTCACT 

AACCTGGTAGAGGTAGACGGGCGCTTCGTGTGGAGGGTGAACTTGGATGCCCTGACCCAG 

CACCTAGACAAGATCTTGGCTTTCCCACAGAGGCAGGAGTCCTACCTCGGGCCAACACTC 

TTTCTCCTTGGTGGAAACTCCCAGTTCGTGCATCCCAGCCACCACCCTGAGATTATGCGG 

CTCTTCCCTCGGGCCCAGATGCAGACGGTGCCGAACGCTGGCCACTGGATCCACGCTGAC 

CGCCCACAGGACTTCATAGCTGCCATCCGAGGCTTCCTGGTCTAAGAGTTGCTGGCAAGA 

AGATGGCCGGGCGTGGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCTAAGGCGGG 

AGGATGACTTGAGGCCAGGAGTTGGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTC 

TACTAAAAATACAAAAATTAGCCTGGCGTGGTGGTGCACACCTGTAATCCCAGCTACTCT 

GGAGGCTGAGGCAGGAGAATCACTTGAACCCTGGAGGCAGAGGTTGCAATGAGCCGAGAT 

CACACCACTACACTCCAGCCTAGGCAACAGAGCAAGACTCTGTCTCAAAAAAAACAAAAC 

AAAAAGGAGGCACAAAACCCCAGGCTTCAAGTCTCTGCAGCCTGCTCCACATTTGGGCAC 

AGAAGGACTCAGACAGGCACTGTGTGGGCACGAGGTTTTACAGGGGTGGTCAGACCTCAG 

GCTTTAATGAATAAAGACACTACTCCC 

Gene 546. >ENST00000322862 cDNA sequence 

GGGCGGGGCTGCGAGCTAGGGCGGGAGAAGGAGCGCGGGGAGGACGTACCTTGTGAGATG 
CGAGCCGGCCAACAGCTTGCAAGCATGCTCCGCTGGACCCGAGCCTGGAGGCTCCCGCGT 
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GAGGGACTCGGCCCCCACGGCCCTAGCTTCGCGAGGGTGCCTGTCGCACCCAGCAGCAGC 

AGCGGCGGCCGAGGGGGCGCCGAGCCGAGGCTTCTGGACGGGGAGGCAGCCCTCCCGGCC 

GTCGTCTTTTTGCACGGGCTCTTCGGCAGCAAAACTAACTTCAACTCCATCGCCAAGATC 

TTGGCCCAGCAGACAGGCCGTAGGGTGCTGACGGTGGATGCTCGTAACCACGGTGACAGC 

CCCCACAGCCCAGACATGAGCTACGAGATCATGAGCCAGGACCTGCAGGACCTTCTGCCC 

CAGCTGGGCCTGCCTGCTCCACATTTGGGCACAGAAGGACTCAGACAGGCACTGTGTGGG 

CACGAGGTTTTACAGGGGTGGTCAGACCTCAGGCTTTAA 

Gene 547. >ENST00000324941 cDNA sequence 

GGCCGGAGCCGGAGCGGATCCTGGAGCCGGAGCGGAGCGGAGCGGAGCGGAGCCGGGGCG 

GAGCGGGCCGAGCGGGCCGAGCCAGCAGCCGAGCTGGGGGCGCGGGCGGGCGGCATGTAC 

CGGGCCCGGGCGGCGCGGGCGGGGCCGGAGCCCGGCAGCCCGGGGCGCTTTGGGATCCTC 

AGCACCGGGCAGCTCCGGGACCTGCTTCAGGATGAGCCCAAGCTGGACCGGATCGTGCGG 

CTCAGCAGGAAGTTCCAGGGCCTGCAGCTGGAGCGTGAGGCCTGCCTGGCCTCCAACTAC 

GCGCTGGCCAAGGAGAACCTGGCCCTGCGGCCCCGCCTGGAGATGGGCCGGGCTGCCCTG 

GCCATCAAATACCAGGAGCTTCGTGAGGTGGCCGAGAACTGCGCGGACAAGCTGCAGCGA 

CTGGAGGAAAGCATGCATCGCTGGAGTCCCCACTGCGCGCTGGGCTGGCTGCAGGCTGAG 

CTAGAAGAGGCGGAGCAGGAGGCAGAGGAGCAGATGGAGCAGCTGCTGCTCGGGGAGCAA 

AGCCTGGAGGCCTTCCTGCCTGCCTTCCAGCGTGGCCGCGCCCTGGCCCACCTGAGGCGG 

ACGCAGGCAGAGAAGCTGCAGGAGCTGCTGCGGCGTCGGGAGCGTTCTGCCCAGCCGGCC 

CCCACCTCGGCTGCTGATCCCCCCAAATCCTTCCCGGCTGCAGCTGTCCTGCCCACTGGG 

GCCGCCCGGGGGCCACCAGCAGTGCCCCGGAGCCTGCCCCCCTTGGACTCCCGCCCAGTG 

CCCCCACTGAAGGGCTCCCCCGGGTGCCCCCTCGGCCCGGCCCCCCTGCTGAGCCCTCGG 

CCCTCGCAGCCAGAGCCCCCCCACCGGTAGGATCCACGGTGCGGCCCCCCAGTTGGGGGG 

CCTAGACAAACTTGATGCGTGGCTCCTCCTCCTCCCCCACTGCCTGGGTGGGGGGAGGGG 

CAGGCCCCTCCCCCTGGCCTCAGGCAGGCCCTGGCCCTGGAGGCTGAGCTGGGGAGGAGG 

GTCCCCTGGAAGAGGCCCGAGAGGGGGCTGGGGGTGGGTGGGCAGGGCTTTATGCCTCTG 

GCGCTGAAGACACCCTGCCTTTTTTGTTTCCGTGCCCCGGGGCCTCTAGGGTGATGGACC 

AGCCCCGTTAAAGAACTTGACTCAACTACAGGGGCCTGGGAAGATGCCTGGGTCCCCTAG 

GGGCCTTGCCAAGGGGACCTGTCGCACCCCACCACTCCACTGGGCTCGCACAACGCCAAG 

GCCGCCAGGAGTGTTTTACATCATGTCCTGAGCCTACCTTTCCCCCAAATTCTGGGGCCC 

ACAGCCTAGGAGCCAGGTGATCAGGCCTCGGCTGTGGGGCCAGGGACACCATGGCCCTGG 

GGCTACTACGTGTCCACACATGCTCCAGACCCTGGGGCAAGGTAGGCCAGGGGCTTCTGA 

CCTGTGCAGGTGAGAGTGGGCCATACCCAGGAAAGACCATTCTGTATTTTTCTGTCCCTG 

TCTCCTTAGAATGGAAGCTTTTTGAGGGCAGGTCCTTGTCTTTGTACGTTCTGTCCCCAG 

CCCCGCCTCTTAGGGGCCGTCAATAAATGTGATGATGAGGATG 

Gene 548. >ENST00000265758 cDNA sequence 

GACATAAAAACCGGGTGCCGGCAGGCGCCAGTCGCAGGTGTGCTGCTGAGGCGTGAGAAT 
GGCGTCCCGCGGCCGGCGTCCGGAGCATGGCGGACCCCCAGAGCTGTTTTATGACGAGAC 
AGAAGCCCGGAAATACGTTCGCAACTCACGGATGATTGATATCCAGACCAGGATGGCTGG 
GCGAGCATTGGAGCTTCTTTATCTGCCAGAGAATAAGCCCTGTTACCTGCTGGATATTGG 
CTGTGGCACTGGGCTGAGTGGAAGTTATCTGTCAGATGAAGGGCACTATTGGGTGGGCCT 
GGATATCAGCCCTGCCATGCTGGATGAGGCTGTGGACCGAGAGATAGAGGGAGACCTGCT 
GCTGGGGGATATGGGCCAGGGCATCCCATTCAAGCCAGGCACATTTGATGGTTGCATCAG 
CATTTCTGCTGTGCAGTGGCTCTGTAATGCTAACAAGAAGTCTGAAAACCCTGCCAAGCG 
CCTGTACTGCTTTTTTGCTTCTCTTTTTTCTGTTCTCGTCCGGGGATCCCGAGCTGTCCT 
GCAGCTGTACCCTGAGAACTCAGAGCAGTTGGAGCTGATCACAACCCAGGCCACAAAGGC 
AGGCTTCTCCGGTGGCATGGTGGTAGACTACCCTAACAGTGCCAAAGCAAAGAAATTCTA 
CCTCTGCTTGTTTTCTGGGCCTTCGACCTTTATACCAGAGGGGCTGAGTGAAAATCAGGA 
TGAACjTTGAACCCAGGGAGTCTGTGTTCACCAATGAGAGGTTCCCATTAAGGATGTCGAG 
GCGGGGAATGGTGAGGAAGAGTCGGGCATGGGTGCTGGAGAAGAAGGAGCGGCACAGGCG 
CCAGGGCAGGGAAGTCAGACCTGACACCCAGTACACCGGCCGCAAGCGCAAGCCCCGCTT 
CTAAGTCACCACGCGGTTCTGGAAAGGCACTTGCCTCTGCACTTTTCTATATTGTTCAGC 
TGACAAAGTAGTATTTTAGAAAAGTTCTAAAGTTATAAAAATGTTTTCTGCAGTAAAAAA 
AAAGTTCTCTGGGCCGGGCGTGGTGGCTCACACCTGTAATCCCAGCACCTTGGGAGGCTG 
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AGGTGGGAGGATCATTTGAGGCCAGGAGTTTGAGACCTGCCTGGGCAACATAATGAAACT 

TCCTTTCCAGGGAGGAAAAAAAAAAAAAAAAAAAGCTCTGAGAGCATCTTATTTTGTTTA 

AAGGCAAGAAATAAAATTTCCTTTTGTGG 

Gene 549. >ENST00000330383 cDNA sequence 

ATGGCGGCCTCAGCAAAAAAGAAGAATAAGAAGGGGAAGACTATCTCCCTAACAGACTTT 

CTGGCTGAGGATGGGGGTACTGGTGGAGGAAGCACCTATGTTTCCAAACCAGTCAGCTGG 

GCTGATGAAACGGATGACCTGGAAGGAGATGTTTCTACAACTTGGCACAGTAACGATGAC 

GATGTGTACAGGGCGCCTCCAATTGACCGTTCCATCCTTCCCACTGCTCCACGGGCTGCT 

CGGGAACCCAATATCGACCGGAGCCGTCTTCCCAAATCGCCACCCTACACTGCTTTTCTA 

GGAAACCTACCCTATGATGTTACAGAAGAGTCAATTAAGGAATTCTTTCGAGGATTAAAT 

ATCAGTGCAGTGCGTTTACCACGTGAACCCAGCAATCCAGAGAGGCTGAAAGGTTTTGGT 

TATGCTGAATTTGAGGACCTGGATTCCCTGCTCAGTGCCCTGAGTCTCAATGAAGAGTCT 

CTAAGTAACAGGAGAATTCGAGTGGACGTTGCTGATCAAGCACTGGATAAAGACAGGGAT 

GATCCTCCTTTTGGCCGTGATAGAAATCGGGATTCTGACAAAACAGATACAGACTGGAGG 

GCTCACCGGTATCGGGATGGGTATCGGGATGGCCCACGCCGGGATATGGATCGATATGGT 

GGCCGGGATCGCTATGATGACCGAGGCAGCAGAGACTATGATAGAGGCTATGATTCCCGG 

ATAGGCAGTGGCAGAAGAGCATTTGGCAGTGGGTATCGCAGGGATGATGACTACAGAGAA 

GGCAGGGACTGCTATGAAGACCAATATGACAGACGGGATGATCGGTCCCCCCCCCCCCAA 

AGACCCAAACTGAATCTAAAGCCTCGGAGTACTCCTAAGGAAGATGATTCCTCTGCTAGT 

AACTCCCAGTCCACTCGAGCTGCTTCTATCTTTGGAGGGGCAAAGCCTGTTGACACAGCT 

GCTAGAGAAAGAGAAGTAGAAGAACGGCTA 

Gene 550. >ENST00000327475 cDNA sequence 

CCCGGGGCAGCGCAACCGCTGGGGCCGGCCTCAGTGGGCTGAGTGGTCGGGGCATCGGGG 

CCCAGAGAGCGGCTGGTTTCGAAGTATAAAGCATTCCGCACGACGGGGGATGGAGAAGGA 

TGCTGAAGATGGCGCCCCTTCTGAGGGAGCAGAGGCTCCTCCCTCTACGGAAGAGGCTGC 

CCCTCCCCGTTCAGAAGAGGAAGAGGCCCCGCGCCCTCCGACAGTGGAGGCCCCGGCAGA 

AGATGGTTTCTCTCCTTCCGCAGAAGATGCTGTTTCTTCTGTGGTGGATTATCGGGATCT 

CATTCCTTCTGAAGAAGGGATAGTTCTTCCAGATGATCATGAAGCGGATCTGAATAGAGT 

TCGACAGAGGCTTGCACCGCGACCGGTTCAGTCAGTGATTTCGGAAGTGCTGTCCTTGCC 

GTCTTCCCGGAGGTCCTCCAGATACCGCCGGAGTATGAGTGGCCTTCCCAATCTACAGGA 

AACATTAAAAGAGAGACAGGCAAGATTTAGAGAGGCAAGGGAAAGCCGAAGACTGAAAAT 

TGACCCTTCATACAAATATATATTTGAAATTCTAGCAGAAAATCTTGGCCTGGACATAGT 

AACTGTTGAAGAATTAATTTTGGATTGCCCATCTCTGGAAGCATTTACTAATTTTTTTGC 

GAAAGATGGTTGTAAGACACTGAAATTTTTGTACCAAGAAGGAGATGTACCTGGTATTGA 

ATGTGGTCGAACTATTGCTGGAGCAACTAAAGGGGCAAAA 

Gene 551. >ENST00000244746 cDNA sequence 

CTAGTTAAGGCGGCACAGGGCCGAGGCGTAGTGTGGGTGACTCCTCCGTTCCTTGGGTCC 
CGTCGTCTGTGATACTGCAGCGCAGCCATGGCAGAACCGCAGCCCCCGTCCGGCGGCCTC 
ACGGACGAGGCCGCCCTCAGTTGCTGCTCCGACGCGGACCCCAGTACCAAGGATTTTCTA 
TTGCAGCAGACCATGCTACGAGTGAAGGATCCTAAGAAGTCACTGGATTTTTATACTAGA 
GTTCTTGGAATGACGCTAATCCAAAAATGTGATTTTCCCATTATGAAGTTTTCACTCTAC 
TTCTTGGCTTATGAGGATAAAAATGACATCCCTAAAGAAAAAGATGAAAAAATAGCCTGG 
GCGCTCTCCAGAAAAGCTACACTTGAGCTGACACACAATTGGGGCACTGAAGATGATGAG 
ACCCAGAGTTACCACAATGGCAATTCAGACCCTCGAGGATTCGGTCATATTGGAATTGCT 
GTTCCTGATGTATACAGTGCTTGTAAAAGGTTTGAAGAACTGGGAGTCAAATTTGTGAAG 
AAACCTGATGATGGTAAAATGAAAGGCCTGGCATTTATTCAAGATCCTGATGGCTACTGG 
ATTGAAATTTTGAATCCTAACAAAATGGCAACCTTAATGTAGTGCTGTGAGAATTCTCCT 
TTGAGATTTCAGAAGAAAGGAAACAATGTGATTCAAGATATTTACATACCAGAAGCATCT 
AGGACTGATGGATCACTGTCCCGATTCAAATTATTCTTCAGTCCATTTCCCCTTCCTATT 
TCAGCTGTTCCTTTTCACCTAACTGTTCAGTCATTCTGGTTTTCAAGCAGTGCTTTATCT 
CATGTCCTTGAATATAGTTGTGTAACTTTATTTTTTAGGTAATAATTAGAACAGTTCCCT 
TCAGAGGCTGCATTTGCCTTCTTCTGCCACCTAAATATTACTTCCCTTCAAATCTGCCTT 
TGAATCATCATTTTTAAAAAAAAATTAACATGTTTTTGTTGTAGTTATCTTCTGGGGTTT 
CAATTCCTCAGAAACAACTTTTTTCACAACGGAAAGGAAAGAACACTAGTGTTCTTTCAG 



375/1290 



FIGURE 1 (CONT'D) 



TAAAGTACAAAGTGTTTATTTTACAAAAGAGTAGGTACTCTTGAGAGCAATTCAAATCAT 
GCTGACAAGGATACTGATAGAAAAAGTGATTTCTTCTTATTATAAAGTACATTTAAAGTT 
CAAGGACTAACCTTATTTATTTGGGAAAGGGGAGGAGGAAGGAAATGATATGGTACCCAG 
ACACTGGGCTAGGCTGCAACTTTATCTCATTTAATACTCCCAGCTGTCATGTGAGAAAGA 
AAGCAGGCTAGGCATGTGAAATCACTTTCATGGATTATTAATGGATTTAAGAGGGCATCA 
ATCAGCTCAACTCAAGATTTCATAATCATTTTTAGTATTTAGATTGTGCCTCAAAGTTGT 
AGTACCTCACAATACCTCCACTGGTTTCCTGTTGTAAAAACCTTCAGTGAGTTTGACCAT 
TGTGCTCTTGGCTCTTGGGCTGGAGTACCGTGGTGAGGGAGTAAACACTAGAAGTCTTTA 
GTACAAAACTGCTCTAGGGACACCTGGTGATTCCTACACAAGTGATGTTTATATTTCTCA 
TAAAGAGTCTTCCCTATCCCAAGGTCTTCATGATGCCAGTAGCCATATATGATAAATTAT 
GTTCAGTGATAACTTAGTTATCAGAAATCAGCTCAGTGGTCTTCCCCGCCATGATTCACA 
TTTGATGAGTTTTTAAAAATCAAAGTGATTTTGAAAATCTCTAATGGCTCAGAAAATAAA 
AACATCCAGTTTGTGGATGACTATATTTAGATTTCTCTAGACTCTAGTGGAAGACCTTTG 
GAAAGGCCATGCCAACCGTGCTTGTACTGCTAGAAGCACTTTATGTTTCCTTTTTGGGTG 
AAATGGATTTATGTGAGTGCTTTAAACAAATAGCAATACTTATAGACTGAAATAAAATGA 
AACTTCAAATAAG 

Gene 552. >ENST00000335506 cDNA sequence 

CAGCTCTACATCCTGTAGATTCTCACACCCAGGGCCTCCTTCGGCCTCTTCTCAGGGGAG 

TCTCAGAGCAGGAGCCTCTCTCCCTTGCCCAGTGAAAGTCATTCTCCCCTCTCTCATCCA 

CCTCACCCGCGGCCACAATCCTGAGACTTTCCCCCGGGAGGCACACTTCTCCTCGCTGCC 

CTGCTGCTCTCACGGAAACCCTGTCCTGCTTCTCACACTGACATCTGCTCTCTAATCACA 

GAGGATCCTGTCATTAAAAGACTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAG 

TATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATAC 

CAACGCATTCATTTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGACGAG 

GCCCCCAAACAAAACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTG 

CTCAGTGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGC 

TCTCAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGG 

GCTTGGGTTTCCCTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTG 

TGGGCGCGAGATCGCGCCCACCTTTCCTAGAGCTCCAGGGACCGTGGAGGCCTGAGGTCA 

TCGGCCTGAGAGAAGAACACCGGACCCAGGGGAGATGTGGATTTTCAGCAGGAACTTTAT 

TCCAATGCTAATGGCAGACATCAGGAAGGAGGAGAGGAACCATTTGTGCAGATCATCTAG 

AAGAACCTGGACCATTCTTGACAGAGCTGAATACAGTGATCACGTTGTCCTCCAAGGAGC 

AGGGGTGGGGTGGGGTACTTCTAGGAGTCCTTGGAGAAAAGTAAGAAACCAGGAGTGTTT 

CCAGTTCCACCCTTTCCTGCGGCACCACCTCCCTTTTTATATTGCTGAATGCCAACCTCC 

CTGGGGCGGAACCTGGAGGTCCTGTTTCTTATGGACTTGGTTGTCACAGTCCAGGAGCAT 

TTGAAGGCACAGTGCAGGGGCTCAGATTGGCACAGAATTCTTTGTGAAATATGAGTGCCA 

CAGACTGTAACAGATAGCTTCATGCACACTATGCATTTTATTGGTTTGTTTGGAAAATGT 

TGGCCATTGAATTATTAATAGGTTTATTTCAAATAGTTTGGAAATTGTTGTACTTTTGAA 

AACATGCTGTTCCTGTAGAGTTTTTTGATGAGAGTTATAGTTGTTATATATACCTAAAGA 

TAATTTTCTTTTCATTTTTAAGTGAGAATTCTTTTTATCCTAAATCTTTTATTATCTTTA 

ATTTTTTTTCTGTATTATTATATGTGCTCCTGAAGCGAGCACTCTTTTTATCTATGATAC 

TTCCATAATAATCTCTTCTATTTATAGCTATTGGTAGTTCCCCACCAGAAAAAAACATAA 

TTCTGGTGATAGAAATTTTTATTTGCTGTTTAGGTTTGTGACTGACTTGTGAGAATTCAG 

TTGTGATTTTTAACATGTCTCAGATATATATACTAACACGTCTAATATATACTATCTATT 

TTATTGGTTTATTTTGAAAAACATGGGTATAGAATTATTTAAATATTATTTTATTTACTG 

AAATATTTATTAAATATATTTATTTATTTAAATATTATTATTACTTTAAATATTATTTTA 

AATATTTTGGAAATACTGGTATTTTTGAATAGATGCTGTTTCTATAAAGCTGTGTGATGG 

GTATTATAACTGTTGTATACACATACATATAATTTTGTTTTCCTTTTTAAGAGAGGATTC 

TTTTCATCCTAAATCTTTTACCTTTCAATCTTTGTATCTATTATTACACGTGCTGCTGAA 

GGGAGCATGGTTTTTATCTATGATACTTAGTTAACATATATATTACATTTATAGCTATGT 

GGTAGTTCCCCTAAATTCTTGTAAAAATAAATTTTTATTTG 

Gene 553. >ENST00000330925 cDNA sequence 

ATGGGGGACACCTTCATCCGTCACATCGCCCTGCTGGGCTTTGAGAAGCGCTTCGTACCC 
AGCCAGCACTATGTGAGTAGCTGGTACATGTTCCTGGTGAAATGGCAGGACCTGTCGGAG 
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AAGGTGGTCTACCGGCGCTTCACCGAGATCTACGAGTTCCATAAAACCTTAAAAGAAATG 
TTCCCTATTGAGGCAGGGGCGATCAATCCAGAGAACAGGATCATCCCCCACCTCCCAGCT 
CCCAAGTGGTTTGACGGGCAGCGGGCCGCCGAGAACCACCAGGGCACACTTACCGAGTAC 
TGCGGCACGCTCATGAGCCTGCCCACCAAGATCTCCCGCTGTCCCCACCTCCTTGACTTC 
TTCAAGGTGCGCCCTGATGACCTCAAGCTCCCCACGGACAACCAGACAAAAAAGCCAGAG 
ACATACTTGATGCCCAAAGATGGCAAGAGTACCGCGACAGACATCACCGGCCCCATCATC 
CTGCAGACGTACCGCGCCATTGCCAACTACGAGAAGACCTCGGGCTCCGAGATGGCTCTG 
TCCACGGGGGACGTGGTGGAGGTCGTGGAGAAGAGCGAGAGCGGTTGGTGGTTCTGTCAG 
ATGAAAGCAAAGCGAGGCTGGATCCCAGCATCCTTCCTCGAGCCCCTGGACAGTCCTGAC 
GAGACGGAAGACCCTGAGCCCAACTATGCAGGTGAGCCATACGTCGCCATCAAGGCCTAC 
ACTGCTGTGGAGGGGGACGAGGTGTCCCTGCTCGAGGGTGAAGCTGTTGAGGTAATTCAC 
AAGCTCCTGGACGGCTGGTGGGTCATCAGGAAAGACGACGTCACAGGCTACTTCCCGTCC 
ATGTACCTGCAAAAGTCAGGGCAAGACGTGTCCCAGGCCCAACGCCAGATCAAGCGGGGG 
GCGCCGCCCCGCAGGTCGTCCATCCGCAACGTGCACAGCATCCACCAGCGGTCGCGGAAG 
CGCCTCAGCCAGGACGCCTATCGCCGCAACAGCGTCCGTTTTCTGCAGCAGCGACGCCGC 
CAGGCGCGGCCGGGACCGCAGAGCCCCGGGAGCCCGCTCGAGGAGGAGCGGCAGACGCAG 
CGCTCTAAACCGCAGCCGGCGGTGCCCCCGCGGCCGAGCGCCGACCTCATCCTGAACCGC 
TGCAGCGAGAGCACCAAGCGGAAGCTGGCGTCTGCCGTCTGAGGCTGGAGCGCAGTCCCC 
AGCTAGCGTCTCGGCCCTTGCCGCCCCGTGCCTGTATATACGTGTTCTATAGAGCCTGGC 
GTCTGGACGCCGAGGGCAGCCCCGACCCCTGTCCAGCGCGGCTCCCGCCACCCTCAATAA 
ATGTTGCTTGGAGTGGA 

Gene 554. >ENST00000297906 cDNA sequence 

ATGTCTGTGTCCAAAGAATATAACCTAAGACGCCACTATCAAACCAATCACAGCAAGCAT 

TATGACCAGTATACGGAAAGAATGCGTGACGAGAAGCTTCACGAGCTGAAAAAAGGGCTC 

AGGAAGTATCTCTTAGGCTCGTCAGACACCGAGTGTCCCGAGCAAAAACAAGTGTTTGCA 

AAC C CAAGT C CAAC C CAGAAAT C CC C CGTGCAGCCTGTAGAGGACCTAGCTGGGAACTTA 

TGGGAGAAGTTACGTGAAAAAATCAGGTCTTTTGTGGCATATTCTATCGCAATCGATGAG 

ATCACCGATATAAATAATACCACCCAGTTGGCCATATTCATCCGTGGTGTCGATGAGAAT 

TTCGATGTGTCCGAAGAACTTCTGGATACGGTGCCCACGACGGGTACAAAATCTGGAAAC 

GAGATCTTTTCGCGTGTTGAGAAGAGCCTGAAAAAGTTCTGTATCGACTGGTCGAAATTA 

GTAAGCGTGGCCTCCACTGGCACCCCAGCGATGGTGGATGCCAATAACGGGCTTGTTACA 

AAACTGAAGTCCAGGGTGGCGACGTTCTGCAAGGGTGCGGAACTGAAGTCCATCTGTTGT 

ATAATTCATCCGAAATCACTCTGTGCTCAGAAGTTGAAGATGGACGACGTCATGGACGTG 

GTAGTGAAGTCCGTGAACTGGATATGCTCCCGGGGACTGAACCACAGCGAGTTCACAACC 

TTGCTCTATGAGCTGGACAGCCAGTATGGTAGCCTCCTGTACTACACGGAGATTAAGTGG 

CTCAGTCGCGGGCTCGTGCTAAAGAGATTTTTCGAATCCTTGGAAGAAATCGACTCCTTC 

ATGTCATCCAGAGGGAAACCCCTGCCTCAACTGAGCTCCATAGATTGGATCCGAGACCTG 

GCCTTCTTGGTTGACATGACGATGCATCTGAACACTTTGAACATCTCTCTCCAAGGACAC 

TCCCAAATCGTCACGCAGATGTATGACCTGATCCGGGTGTTCCTAGCAAAACTGTGCCTC 

TGGGAGACTCACTTGACGAGGAATAATCTGGCCCACTTTCCCACCCTGAAATTGGTTTCC 

AGAAATGAAAGCGATGGCCTGAACTACATTCCCAAAATCGCGGAACTCAAGACCGAATTC 

CAGAAAAGGCTGTCTGATTTCAAACTCTACGAAAGCGAACTGACTCTGTTCAGCTCCCCG 

TTCTCCACGAAGATCGACAGTGTGCACGAGGAGCTCCAGATGGAGGTTATCGACCTGCAA 

TGCAACGCGGTCCTGAAGACGAAATACGACAAGGTGGGAATACCAGAATTCTACAAGTAC 

CTCTGGGGTAGCTACCCGAAATACAAGCACCATTGCGCAAAGATTCTTTCCATGTTCGGG 

AGCACCTACATCTGCGAACAGCTGTTCTCCATTATGAAACTGAGCAAAACAAAATACTGC 

TCCCAGTTAAAGGATTCCCAGTGGGATTCTGTACTCCACATCGCAACG 

Gene 555. >ENST00000334824 cDNA sequence 

CAGCTCTACATCCTGTAGATTCTCACACCCAGGGCCTCCTTCGGCCTCTTCTCAGGGGAG 
TCTCAGAGCAGGAGCCTCTCTCCCTTGCCCAGTGAAAGTCATTCTCCCCTCTCTCATCCA 
CCTCACCCGCGGCCACAATCCTGAGACTTTCCCCCGGGAGGCACACTTCTCCTCGCTGCC 
CTGCTGCTCTCACGGAAACCCTGTCCTGCTTCTCACACTGACATCTGCTCTCTAATCACA 
GAGGATCCTGTCATTAAAAGACTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAG 
TATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATAC 
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CAACGCATTCATTTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGACGAG 

GCCCCCAAACAAAACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTG 

CTCAGTGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGC 

TCTCAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGG 

GCTTGGGTTTCCCTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTG 

TGGGCGCGAGATCGCGCCCACCTTTCCTAGAGCTCCAGGGACCGTGGAGGCCTGAGGTCA 

TCGGCCTGAGAGAAGAACACCGGACCCAGGGGAGATGTGGATTTTCAGCAGGAACTTTAT 

TCCAATGCTAATGGCAGACATCAGGAAGGAGGAGAGGAACCATTTGTGCAGATCATCTAG 

AAGAACCTGGACCATTCTTGACAGAGCTGAATACAGTGATCACGTTGTCCTCCAAGGAGC 

AGGGGTGGGGTGGGGTACTTCTAGGAGTCCTTGGAGAAAAGTAAGAAACCAGGAGTGTTT 

CCAGTTCCACCCTTTCCTGCGGCACCACCTCCCTTTTTATATTGCTGAATGCCAACCTCC 

CTGGGGCGGAACCTGGAGGTCCTGTTTCTTATGGACTTGGTTGCCACAGTCCAGGAGCAT 

TTGAAGGCACAGTGCAGGGGCTCAGATTGGCACAGAATTCTTTGTGAAATATGAGTGCCA 

CAGACTGTAACAGATAGCTTCATGCACACTATGCATTTTATTGGTTTGTTTGGAAAATGT 

TGGCCATTGAATTATTAATAGGTTTATTTCAAATAGTTTGGAAATTGTTGTACTTTTGAA 

AACATGCTGTTCCTGTAGAGTTTTTTGATGAGAGTTATAGTTGTTATATATACCTAAAGA 

TAATTTTCTTTTCATTTTTAAGTGAGAATTCTTTTTATCCTAAATCTTTTATTATCTTTA 

AATTTTTTTCTGTATTATTATATGTGCTCCTGAAGCGAGCACTCTTTTTATCTATGATAC 

TTCCATAATAATCTCTTCTATTTATAGCTATTGGTAGTTCCCCACCAGAAAAAAACATAA 

TTCTGGTGATAGAAATTTTTATTTGCTGTTTAGGTTTGTGACTGACTTGTGAGAATTCAG 

TTGTGATTTTTAACATGTCTCAGATATATATACTAACACGTCTAATATATACTATCTATT 

TTATTGGTTTATTTTGAAAAACATGGGTATAGAATTATTTAAATATTTTATTTACTGAAA 

TATTTATTAAATATATTTATTTATTTAAATATTATTATTACTTTAAATATTATTTTAAAT 

ATTTTGGAAATACTGGTATTTTTGAATAGATGCTGTTTCTATAAAGCTGTGTGATGGGTA 

TTATAACTGTTGTATACACATACATATAATTTTGTTTTCCTTTTTAAGAGAGGATTCTTT 

TCATCCTAAATCTTTTACCTTTCAATCTTTGTATCTATTATTACACGTGCTGCTGAAGGG 

AGCATGGTTTTTATCTATGATACTTAGTTAACATATATATTACATTTATAGCTATGTGGT 

AGTTCCCCTAAATTCTTGTAAAAATAAATTTTTATTTG 

Gene 556. >ENST00000333149 cDNA sequence 

AGAGCATGATGGGGCACGCGCGGTAGCGCGAGGCGGGGCATGTAACCATAGCGTGCGGGT 
CATGATGAGGCACGGACGTGGGGGGTTAGGTGGGGCACGTAATTGGAGCTCGCGGGGCAG 
GATGGGGCATCTAACTGGAGCGACAGAGAGCACGATGGGGCACTTACAGGGGCCGGAGGC 
TGGCCCGGGCAGTGAGTGTGGATGGCTTGGCAGGTGAGCCTGCTGGAGCTGGAGGACTGG 
CTTCAGTGTCCCATCTGCCTGGAGGTCTTCAAGGAGCCCCTGATGCTGCAGTGTGGCGAC 
TCTTACTGCAAGGGCTGCCTGGTTTCCCTGTCCTGCCACCTGGATGCCGAGCTGCGCTGC 
CCCGTGTGCCGGCAGGCGGTGGACGGCAGCAGCTCCCTGCCCAACGTCTCCCTGGCCAGG 
GTGATCGAAGCCCTGAGGCTCCCTGGGGACCCGGAGCCCAAGGTCTGCGTGCACCACCGG 
AACCCGCTCAGCCTTTTCTGCGAGAAGGACCAGGAGCTCATCTGTGGCCTCTGCGGTCTG 
CTGGGCTCCCACCAACACCACCCGGTCACGCCCGTCTCCACCGTCTACAGCCGCATGAAG 
GAGGAGCTCGCAGCCCTCATCTCTGAGCTGAAGCAGGAGCAGAAAAAGGTGGATGAGCTC 
ATCGCCAAACTGGTGAACAACCGGACCCGAATCGTCAATGAGTCGGATGTCTTCAGCTGG 
GTGATCCGCCGCGAGTTCCAGGAGCTGCACCACCTGGTGGATGAGGAGAAGGCCCGCTGC 
CTGGAGGGGATAGGGGGTCACACCCGTGGCCTGGTGGCCTCCCTGGACATGCAGCTGGAG 
CAGGCCCAGGGAACCCGGGAGCGGCTGGCCCAAGCCGAGTGTGTGCTGGAACAGTTCGGC 
AATGAGGACCACCACAAGTTCATCCGGAAGTTCCACTCCATGGCCTCCAGAGCAGAGATG 
CCGCAGGCCCGGCCCTTAGAAGGCGCATTCAGCCCCATCTCCTTCAAGCCAGGCCTCCAC 
CAGGCTGACATCAAGCTGACCGTGTGGAAAAGGCTCTTCCGGAAAGTTTTGCCAGCCCCG 
GAGCCTCTCAAGTTGGACCCTGCCACTGCCCACCCACTCCTGGAGCTCTCCAAGGGCAAC 
ACGGTGGTGCAGTGCGGGCTTCTGGCCCAGCGGCGAGCCAGCCAGCCTGAGCGCTTCGAC 
TACAGCACCTGCGTCCTGGCCAGCCGCGGCTTCTCCTGCGGCCGCCACTACTGGGAGGTG 
GTGGTGGGCAGCAAGAGCGACTGGCGCCTGGGGGTCATCAAGGGCACAGCCAGCCGTAAG 
GGCAAGCTGAACAGGTCCCCCGAGCACGGCGTGTGGCTGATCGGCCTGAAGGAGGGCCGG 
GTGTACGAAGCCTTTGCCTGCCCCCGGGTACCCCTGCCCGTGGCCGGCCACCCCCACCGC 
ATCGGGCTCTACCTGCACTATGAGCAGGGCGAACTCACCTTCTTCGATGCCGACCGCCCC 
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GATGACCTGCGGCCGCTCTACACCTTCCAGGCCGACTTCCAGGGCAAGCTCTACCCCATC 
CTGGACACCTGCTGGCACGAGAGGGGCAGCAACTCGCTGCCCATGGTGCTGCCCCCGCCC 
AGCGGGCCTGGCCCCCTCAGCCCCGAGCAGCCCACCAAGCTGTAGGGCCGCCCGGAGTCC 
TGCCGGCCCACAGGCCCATCCCGGCGGGGCACCGGGGACTCGCGGGCTTCTGCTGGGTCC 
CGCCTGAGGTGATATCGTCACTGTTTAGGAAGGTCTTCAGGCCTGTGTGTCCCTGGAACA 
TGTAATGATAGGGAACAGGACCCCAGTCCCTTTCCCCTCAGCCAAGGGTGTATTTGTAAA 
CTTCGGCCCCCAGGCCTTGGCAGCCAGGGACACACTGAAATCCCCATGGTTCCTGCCACT 
TGCTAACCATGCTATCTGCGCAGACGCTTCCGAGGGCAGAAATAGTCCCATGTATACCTT 
TTCCATATTACTGTGAACTTTCAACTACTATCAAGGATAATAAATTTGACATTATTTCTT 
TCTCTTT 

Gene 557. >ENST00000308082 cDNA sequence 

CTGTGGAAGAGAAATGGCCCCAGTTCATCACCCTTCTCTAGCCCAGCCTCATCCCGCTCC 
CAGACACCGGAGAGGCCAGCAAAGAAAATAAGAGAAGAAGAGATGTGTCATCATTCCAGT 
TCTTCAACTCCATTGG CAGCAGACAAGGAGTCCCAGGGAGAAAA.GGCTGCAGATACAACC 
CCAAGGAAGAAACAAAACTCGAATTCTCAGTCTACACCTGGCAGCTCTGGGCAGCGTAAG 
CGGAAAGTTCAGCTGCTGCCTTCTCGGCGAGGGGAACAGCTGACCTTGCCTCCACCTCCC 
CAGCTTGGCTATTCGATCACTGCCGAGGACCTAGACTTAGAGAAGAAGGCTTCATTACAG 
TGGTTCAACCAGGCCTTGGAGGACAAGAGCGATGCTGCCTCGAACTCTGTCACTGAGACC 
CCACCTATCACTCAGCCTTCATTTACCTTTACCCTGCCTGCTGCTGCACCTGCCTCCCCA 
CCCACCTCCCTCCTGGCCCCAAGCACCAACCCACTGTTAGAGAGCTTGAAGAAGATGCAG 
ACTCCCCCGAGCCTGCCACCCTGCCCAGAATCTGCTGGAGCAGCAACCACTGAGGCCCTC 
TCACCTCCAAAGACACCCAACCTCCTACCCCCGCTGGGTTTATCACAGTCAGGGCCGCCA 
GGGCTGCTCCCCAGCCCCTCCTTTGACTCCAACCCCCCGACCACTTTGCTGGGGCTGATC 
CCTGCTCCATCCATGGTACCAGCCACTGACACCAAGGCACCTCCAACCCTTCAGGCAGAG 
ACGACTACCAAACCCCAAGCCACATCTGCCCCGTCCCCCGCCCCCAAGCAAAGCTTCCTG 
TTTGGAACACAGAACACCTCACCTTCCAGCCCTGCCGCCCCTGCTGCATCTTCAGCATCT 
CCCATGTTCAAGCCCATTTTCACGGCTCCACCCAAGAGTGAGAAGGAAGGCCCCACACCG 
CCTGGCCCTTCAGTCTCAGCCACAGCGCCCTCCAGCTCCTCCCTCCCCACGACCACCAGC 
ACCACAGCCCCGACCTTCCAGCCTGTCTTTAGCAGCATGGGGCCACCTGCATCTGTGCCC 
TTGCCTGCTCCCTTCTTC^GCAGACAACTACTCCCGCCACTGCTCCCACCACAACTGCC 
CCGCTCTTCACTGGCCTGGCCAGCGCCACCTCTGCTGTGGCTCCCATCACCTCTGCCAGT 
CCATCCACAGACTCTGCTTCGAAGCCTGCGTTTGGCTTTGGCATAAACAGTGTGAGCAGC 
AGCAGTGTGAGTACCACGACCAGCACCGCCACTGCCGCCTCACAGCCTTTCCTCTTCGGG 
GCGCCCCAGGCCTCTGCTGCCAGCTTCACCCCGGCCATGGGCTCCATATTCCAGTTTGGC 
AAACCTCCTGCCTTGCC<^CAACCACCACAGTCACCACCTTCAGCCAGTCCCTGCCCACT 
GCCGTGCCAACGGCCACCAGCAGCAGCGCTGCCGACTTTAGTGGTTTTGGCAGCACCCTC 
GCCACCTCCGCCCCGGCCACCAGCAGCCAGCCCACTCTGACGTTCAGTAACACGAGCACC 
CCCACGTTCAACATTCCCTTTGGCTCAAGCGCCAAGTCCCCGCTCCCATCATATCCGGGA 
GCCAACCCCCAGCCCGCATTTGGGGCCGCTGAGGGGCAGCCACCGGGGGCCGCCAAGCCA 
GCCCTTACCCCCAGCTTTGGCAGCTCTTTCACTTTTGGAAACTCTGCAGCCCCGGCTGCT 
GCACCCACACCTGCACCTCCGTCCATGATCAAGATCGTGCCTGCGCACGTGCCTACGCCC 
ATCCAGCCTACCTTTGGCGGTGCCACGCACTCGGCGTTTGGGTTGAAAGCCACGGCTTCG 
GCCTTCGGCGCTCCCGCCAGCTCACAGCCCGCCTTTGGCGGCTCCACTGCTGTCTTCTCC 
TTCGGTGCAGCCACCAGCTCTGGCTTTGGAGCCACCACCCAGACCGCCAGCAGCGGGAGC 
AGCAGCTCGGTGTTTGGCAGCACAACACCATCACCCTTCACGTTTGGGGGTTCGGCAGCC 
CCCGCTGGCAGTGGGAGCTTTGGGATCAACGTGGCCACCCCAGGCTCCAGCGCCACCACC 
GGAGCTTTCAGCTTTGGAGCAGGACAGAGTGGGAGCACAGCCACCTCCACCCCCTTCGCA 
GGGGGCTTAGGTCAGAACGCCCTGGGCACCACCGGCCAGAGCACACCGTTTGCCTTCAAC 
GTGGGCAGCACAACTGAGAGCAAACCTGTGTTTGGAGGCACCGCCACCCCCACCTTTGGT 
CTGAACACCCCTGCGCCTGGAGTGGGCACATCAGGCAGCAGCCTCTCCTTTGGGGCATCC 
TCAGCACCCGCCCAAGGCTTTGTTGGTGTTGCACCTTTCGGATCGGCGGCCCCTTCATTT 
TCCATTGGTGCGGGATCCAAGACCCTAGGGGCTCGACAGCGACTGCAGGCCCGAAGGCAG 
CACACCCGCAAAAAGTAGCCTTTGTCCCCTGTCCCTGTTCCCCCCACCCCTTCCCTAAAT 
CTGGACCTTGGCACGTGCTAGAAAGAGCCTTGGACCCTTCCAGCTGCGTAAAGCAAACCT 
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ACCCCGGATCTCTGGCTTCAGCCGCCAGGGGGCAGTGGCAGCCCTGGGGCCCTTTCCCTT 

CTGGAGGAAGCACAAGCCTCAGGGAAGGGGAAGCAGGATGCGGAGGGCCAAAGCCCGGGA 

CCTCTACTTGAACAGTTCCACTGGGGAGGCTGGAGAACTAAGGAAACACCTGTACATAGT 

GTCCGCTGCCCTGACTCCCGCTTAGCGCACCCTTAGGCAGGCGCCCCTTCCACCTTTCCC 

CGAGAGCCGTCGTCGCTGGAGGGGGCAGGGTCCAGCCCGCCTGGATCGGTGGTGTGCACC 

TGATGGGATTTGGGAAATGGGCTATCCGTAAAGCTTTATCTTGCTTGGCTTAGCTGTGAG 

AAGTGGTTCTCTTCCTCTGGTCCCTTCTGGGGACTCTGTTTCCCCATTTCTTGCTGCTGT 

GTCCCTCACCGGTTCCTTGCAGGATTCCCTCCTTTTTAAATGCCCTTGAATCTAGCTTTG 

CCTTGGAGACCCCAGTGGGTGCTGCTCCTGCCATTTTCTTCCTGCCAAGCCTGAATCAAT 

GTTTCATCTCCAACCCTCTGCCAGTTTGGCCCCTCAGAGCTTGGTGGCTCAAGACTGTTA 

GCCTGGCAGAGCCAGGGGTGAAGGGAGAAGCTCTTGGAGCAGGCAGGATGCCCACCGCTG 

CTTCAGCTGCCTCCTCGCCCAGCTACCCTTTGGCCCCATTGGGCCCTCGTCTGCCTCTCC 

AGGATTGTATGTTTCAAGCCTTGCCCTGTGTTCCTTTGTCTGACGCTCTGTGTATTGCTC 

TTTGAATCGAGTTTGGAGGAAGAGTTGAGTTGTATGAGTGGCGGCATGTTGGTAGTGCCG 

GACTTCCTGTTTCAAGTTTTCTGGGGCCTCGCTAATTGAATGTGGAAAGTAGCACCACTT 

GACGGCTACAAGTGCCGACTCCTGAATTTTCCCATGGTGTTCTGACTTCAAGGGCTGGCA 

GCCAGGGAGAATGGGCCCAGGGGAAGCAAAGACCTCTTCCCTCTGCCGTTTCTGTCCCAC 

TTAACTGACCTCACTGGAGGCTACATCACCCAAAGTAGATGTTAGAAAACCTAAATTAAT 

GAACCATATTTTTAARATCCTATTTTTCCCAAACAGGGCCCTCTGCAGCCCAGCCTTTCC 

TTCCGTCCTTCTGAAACCACATACCCCAGGCCCAAGCGCCTTGCTGCCACGCCCAACCTC 

TTTGGGAGAAGTATGAATGCGTGTGTCTAAATT 

Gene 558. >ENST00000310326 cDNA sequence 

AAAGGCGCGCGGGAACATGGGGCTGTATGCTGCAGCTGCAGGCGTGTTGGCCGGCGTGGA 

GAGCCGCCAGGGCTCTATCAAGGGGTTGGTGTACTCCAGCAACTTCCAGAACGTGAAGCA 

GCTGTACGCGCTGGTGTGCGAAACGCAGCGCTACTCCGCCGTGCTGGATGCTGTGATCGC 

CAGCGCCGGCCTCCTCCGTGCGGAGAAGAAGCTGCGGCCGCACCTGGCCAAGGTGCTAGT 

GTATGAGTTGTTGTTGGGAAAGGGCTTTCGAGGGGGTGGGGGCCGATGGAAGGCTCTGTT 

GGGCCGGCACCAGGCGAGGCTCAAGGCTGAGTTGGCTCGGCTCAAGGTTCATCGGGGTGT 

GAGCCGGAATGAGGACCTGTTGGAAGTGGGATCCAGGCCTGGTCCAGCCTCCCAGCTGCC 

TCGATTTGTGCGTGTGAACACTCTCAAGACCTGCTCCGATGATGTAGTTGATTATTTCAA 

GAGACAAGGTTTCTCCTATCAGGGTCGGGCTTCCAGCCTCGATGACTTACGAGCCCTCAA 

GGGGAAGCATTTTCTCCTGGACCCCTTGATGCCGGAGCTGCTGGTGTTTCCCGCCCAGAC 

AGATCTGCATGAACACCCACTGTACCGGGCCGGACACCTCATTCTGCAGGACAGGGCCAG 

CTGTCTCCCAGCCATGCTGCTGGACCCCCCGCCAGGCTCCCATGTGATCGATGCCTGTGC 

CGCCCCAGGCAATAAGACCAGTCACTTGGCTGCTCTTCTGAAGAACCAAGGGAAGATCTT 

TGCCTTTGACCTGGATGCCAAGCGGCTGGCATCCATGGCCACGCTGCTGGCCCGGGCTGG 

CGTCTCTTGCTGTGAACTGGCTGAGGAGGACTTCCTGGCGGTCTCCCCCTCGGATCCACG 

CTACCATGAGGTCCACTACATCCTGCTGGATCCTTCCTGCAGTGGCTCGGGTATGCCGAG 

CAGACAGCTGGAGGAGCCCGGGGCAGGCACACCTAGCCCGGTGCGTCTGCATGCCCTGGC 

AGGGTTCCAGCAGCGAGCCCTGTGCCACGCGCTCACTTTCCCTTCCCTGCAGCGGCTCGT 

CTACTCCACGTGCTCCCTCTGCCAGGAGGAGAATGAAGACGTGGTGCGAGATGCGCTGCA 

GCAGAACCCGGGCGCCTTCAGGCTAGCTCCCGCCCTGCCTGCCTGGCCCCACCGAGGCCT 

GAGCACGTTCCCGGGTGCCGAGCACTGCCTCCGGGCCTCCCCTGAGACCACACTCAGCAG 

TGGCTTCTTCGTTGCTGTAATTGAACGGGTCGAGGTGCCAAGGTGAGTGAGTGGGGGCGT 

GCTTGGGAGGCGCAGGATGGCACCGGCACATCTAACATCTACACTTCTCTAGCTCAGCCT 

CACAGGCCAAAGCATCAGCACCAGAACGCACACCCAGCCCAGCCCCAAAGAGAAAGAAGA 

GACAGCAAAGAGCCGCAGCCGGTGCTTGCACACCGCCTTGCACATAGCAGAGGCTCCGGG 

CTGACTCCTTCCTGGTGGGAAAGGAAGATGCCTGTCCTCTCCGTGGAGGACCCTGGGCCC 

TCACCGCAGGAAGCAGTTTGGGTTTTGAAAGGTTATTGGGTCCCTTCCTTGGGCTGTGTT 

CTTGCTGGTGAGCAAAGTGTTGCCTGCAAAAATAAAATGCAGAACGTACTCT 

Gene 559. >ENST00000257657 cDNA sequence 

GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATCCCCTACAGAGAAATGGAAAAGAAAAAA 
ATTGTCTTGGAACAAGAAGTCAAAACGCTAAATGACTCCCTAAAGAAAGTTGAAAACAAG 
GTTAGTGCTATAGTGGATGAGAAGGAAAATGTAATAAAGGAAGTTGAAGGCAAACGAGCC 
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TTACTTGAAATCAAAGAACGAGAACATAACCAATTGGTCAAGCTATTGGAATTAGCCAGA 
GAGAATGAAGCAACTTCATTAACTGAAAGAGGGATCTTGGATCTCAATTTACGCAACAGT 
CTCATTGACAAGCAGAACTACCATGATGAACTTTCTCGTAAGCAAAGAGAGAAAGAACGA 
GATTTTCGAAATTTAAGAAAGATGGAACTGCTCTTGAAAGTGTCCTGGGATGCACTTAGG 
CAAACTCAAGCACTGCATCAAAGGCTTCTATTAGAGAAAATTATATCAGAAATGGAGTCT 
AAGTTAGTAGAACAACAACTTGCAGAAGAAAACAAGCTTTTAAAGGAGCAAGAAAACATG 
AAAGAGCTAGTAGTCAACCTTCTCCGCATGACTCAAATCAAAATTGATGAAAAGGAACAA 
AAGTCCAAGGATTTCCTGAAAGCTCAGCAAAAATACACCAACATTGTTAAAGAAATGAAA 
GCAAAGGATCTTGAAATCAGGATACACAAGAAGAAAAAATGTGAAATTTATCGGAGACTG 
AGAGAGTTTGCTAAACTGTATGACACCATTCGAAATGAAAGAAACAAATTTGTTAACTTA 
CTCCACAAAGCTCATCAGAAAGTAAATGAAATAAAAGAAAGGCATAAAATGTCATTAAAT 
GAACTTGAAATTCTGAGAAATAGTGCCGTTAGTCAAGAAAGAAAGCTACAAAATTCCATG 
CTGAAA.CACGCCAACAATGTTACCATCAGAGAGAGCATGCAAAACGATGTGCGCAAAATT 
GTATCAAAACTTCAGGAAATGAAAGAAAAGAAGGAAGCCCAGTTAAATAACATTGACAGA 
CTTGCCAACACGATCACAATGATCGAAGAGGAGATGGTGCAGCTTCGCAAAAGATACGAA 
AAAGCTGTTCAGCATCGAAATGAAAGTGGCGTTCAGCTGATAGAGCGGGAAGAAGAAATA 
TGCATTTTTTATGAAAAAATAAATATCCAAGAGAAGATGAAACTAAATGGAGAAATTGAA 
ATACATCTACTGGAAGAAAAGATCCAATTCCTGAAAATGAAGATTGCTGAGAAGCAAAGA 
CAAATTTGTGTGACCCAGAAATTACTGCCAGCCAAGAGGTCCCTGGATGCCGACCTAGCT 
GTGCTCCAAATTCAGTTTTCACAGTGTACAGACAGAATTAAA.GACCTGGAGAAACAGTTC 
GTAAAGCCTGATGGTGAGAATAGAGCTCGCTTCCTTCCAGGGAAAGATCTGACCGAAAAA 
GAAATGATCCAAAAATTAGACAAGCTGGAACTACAACTGGCCAAGAAGGAGGAGAAGCTG 
CTGGAGAAGGATTTCATCTATGAGCAGGTCTCCAGGCTCACAGACAGGCTCTGCAGCAAA 
ACTCAGGGCTGCAAGCAGGACACACTGCTCTTAGCCAAGAAGATGAATGGCTATCAAAGA 
AGGATCAAAAATGCAACTGAGAAAA.TGATGGCTCTTGTTGCTGAGCTGTCCATGAAACAA 
GCCCTAACCATTGAACTCCAAAAGGAAGTCAGGGAGAAAGAAGACTTCATCTTCACTTGC 
AATTCCAGGATAGAAAAAGGTCTGCCACTCAATAAGGAAATTGAGAAAGAATGGTTGAAA 
GTCCTTCGAGATGAAGAAATGCACGCCTTGGCCATCX3CTGAAAAGTCTCAGGAGTTCTTG 
GAAGCAGATAATCGCCAGCTGCCCAATGGTGTTTACACAACTGCAGAGCAGCGTCCGAAT 
GCCTACATCCCAGAAGCAGATGCCACTCTTCCTTTGCCAAAACCTTATGGTGCTTTGGCT 
CCTTTTAAACCCAGTGAACCTGGAGCCAATATGAGGCACATAAGGAAACCTGTTATAAAG 
CCAGTTGAAATCTGAATATGTGAACAAATCCAGGCCTCTCAAGGAAAAGACTTCAACCAG 
GCTTCCTTGTACCCACAGGTGAAAAATGTGAGCATAATACTTCTAATATTATTGATAAGT 
AAGGTAACCACAATTAGTCAGCAACAGAGTACAACAGGGTTTCTATTTACCCACCAACTA 
CTATACCTTTCATGACGTTGAATGGGACATAGAACTGTCCTACATTTATGTCAAAGTATA 
TATTTGAATCGCTTATATTTTCTTTTTCACTCTTTATATTGAGTACATTCCAGAAATTTG 
TAGTAGGCAAGGTGCTATAAAAATGCACTAAAAATAAATCTGTTCTCAATGAAGTACGGA 
AATGG 

Gene 560. >ENST00000285871 cDNA sequence 

ATACCAAGGACGCGACTTCTTGTTTGGAGAGGGTGGAGCTTTGGAGTGAGACCCAGGAGG 
C C AAAT C C CAAAG AG AAAAAT AGGAG C C T AAAT AAGGAT CAGGAC CAAGGGAAGGG AAT C 
GTGAAAAATGGAAGACAGTAGCACAGACAGA.GAAAAAGAAGAGGAA.GAGGAGAAAGATGA 
AAAGGATCAAGAGCCCATTTATGCCATAGTGCCCACAATTAACATTCAA.GATGAGCGGTT 
TGTTGATTTATCTGAAACTCCAGCTTTCATTTTTCTGCATGAGTTACATGCTATGGGAAA 
ACTTCCTGGAACCAGAATGGCAGCGTTAAAAGCCAAGTATACCTTGCTGCATGACGCCGT 
GATGAGCACACAAGAGTCAGAGGTCCAACTGCTACAGAATGCCAAACGTTTCACTGAGCA 
AATACAACAGCA.GCAGTTTCACCTGCAGCAAGCTGATAATTTTCCAGAAGCATTCTCCAC 
GGAGGTCTCCAAAATGAGAGAA.CAACTTCTCAAGTATCAAAATGAATATAATGCAGTGAA 
GGAAAGAGAGTTCCATAATCAGTACAGATTAAATAGCTTAAAGGAAGAAAAAATCATCAT 
AGTAAAAGAATTTGAGAA.GATAACAAAGCCAGGAGAAATGGAGAA.GAAGATGAAAATATT 
GAGAGAAAGCACTGAAGAATTACGTAAAGAAATAATGCAGAAGAAATTAGAAATTAAAAA 
TTTACGAGAAGATTTGGCATCTAAACAAAAGCAATTATTAAAAGAGCAGAAGGAACTAGA 
AGAATTGTTGGGACATCAGGTCGTCCTAAAGGATGAAGTGGCCCACCATCAAACCATTCC 
AGTACAAATTGGAAAAGAGATAGAAAAAATAACACGCAAAAAAGTAGAAATGGAAAAGAA 



381/1290 



FIGURE 1 (CONT'D) 



AAAAATTGTCTTGGAACAAGAAGTCAAAACGCTAAATGACTCCCTAAAGAAAGTTGAAAA 

CAAGGTTAGTGCTATAGTGGATGAGAAGGAAAATGTAATAAAGGAAGTTGAAGGCAAACG 

AGCCTTACTTGAAATCAAAGAACGAGAACATAACCAATTGGTCAAGCTATTGGAATTAGC 

CAGAGAGAATGAAGCAACTTCATTAACTGAAAGAGGGATCTTGGATCTCAATTTACGCAA 

CAGTCTCATTGACAAGCAGAACTACCATGATGAACTTTCTCGTAAGCAAAGAGAGAAAGA 

ACGAGATTTTCGAAATTTAAGAAAGATGGAACTGCTCTTGAAAGTGTCCTGGGATGCACT 

TAGGCAAACTCAAGCACTGCATCAAAGGCTTCTATTAGAGATGGAAGCTATCCCCAAAGA 

TGATTCTACATTATCTGAGAGAAGGCGAGAGCTTCACAAGGAAGTTGAAGTAGCTAAGAG 

GAATTTGGCCCAACAGAAAATTATATCAGAAATGGAGTCTAAGTTAGTAGAACAACAACT 

TGCAGAAGAAAACAAGCTTTTAAAGGAGCAAGAAAACATGAAAGAGCTAGTAGTCAACCT 

TCTCCGCATGACTCAAATCAAAATTGATGAAAAGGAACAAAAGTCCAAGGATTTCCTGAA 

AGCTCAGCAAAAATACACCAACATTGTTAAAGAAATGAAAGCAAAGGATCTTGAAATCAG 

GATACACAAGAAGAAAAAATGTGAAATTTATCGGAGACTGAGAGAGTTTGCTAAACTGTA 

TGACACCATTCGAAATGAAAGAAACAAATTTGTTAACTTACTCCACAAA.GCTCATCAGAA 

AGTAAATGAAATAAAAGAAAGGCATAAAATGTCATTAAATGAACTTGAAATTCTGAGAAA 

TAGTGCCGTTAGTCAAGAAAGAAAGCTACAAAATTCCATGCTGAAACACGCCAACAATGT 

TACCATCAGAGAGAGCATGCAAAACGATGTGCGCAAAATTGTATCAAAACTTCAGGAAAT 

GAAA.GAAAAGAAGGAAGCCCAGTTAAATAACATTGACAGACTTGCCAACACGATCACAAT 

GATCGAAGAGGAGATGGTGCAGCTTCGCAAAAGATACGAAAAAGCTGTTCAGCATCGAAA 

TGAAAGTGGCGTTCAGCTGATAGAGCGGGAAGAAGAAATATGCATTTTTTATGAAAAAAT 

AAATATCCAAGAGAAGATGAAA.CTAAATGGAGAAATTGAAATACATCTACTGGAAGAAAA 

GATCCAATTCCTGAAAATGAAGATTGCTGAGAAGCAAAGACAAATTTGTGTGACCCAGAA 

ATTACTGCCAGCCAAGAGGTCCCTGGATGCCGACCTAGCTGTGCTCCAAATTCAGTTTTC 

ACAGTGTACAGACAGAATTAAAGACCTGGAGAAACAGTTCGTAAAGCCTGATGGTGAGAA 

TAGAGCTCGCTTCCTTCCAGGGAAAGATCTGACCGAAAAAGAAATGATCCAAAAATTAGA 

CAAGCTGGAACTACAACTGGCCAAGAAGGAGGAGAAGCTGCTGGAGAAGGATTTCATCTA 

TGAGCAGGTCTCCAGGCTCACAGACAGGCTCTGCAGCAAAACTCAGGGCTGCAAGCAGGA 

CACACTGCTCTTAGCCAAGAAGATGAATGGCTATCAAAGAAGGATCAAAAATGCAACTGA 

GAAAATGATGGCTCTTGTTGCTGAGCTGTCCATGAAACAAGCCCTAACCATTGAACTCCA 

AAAGGAAGTCAGGGAGAAAGAAGACTTCATCTTCACTTGCAATTCCAGGATAGAAAAAGG 

TCTGCCACTCAATAAGGAAATTGAGAAAGAATGGTTGAAAGTCCTTCGAGATGAAGAAAT 

GCACGCCTTGGCCATCGCTGAAAAGTCTCAGGAGTTCTTGGAAGCAGATAATCGCCAGCT 

GCCCAATGGTGTTTACACAACTGCAGAGCAGCGTCCGAATGCCTACATCCCAGAAGCAGA 

TGCCACTCTTCCTTTGCCAAAACCTTATGGTGCTTTGGCTCCTTTTAAACCCAGTGAACC 

TGGAGCCAATATGAGGCACATAAGGAAACCTGTTATAAAGCCAGTTGAAATCTGAATATG 

TGAACAAATCCAGGCCTCTCAAGGAAAAGACTTCAACCAGGCTTCCTTGTACCCACAGGT 

GAAAAATGTGAGCATAATACTTCTAATATTATTGATAAGTAAGGTAACCACAATTAGTCA 

GCAACAGAGTACAACAGGGTTTCTATTTACCCACCAACTACTATACCTTTCATGACGTTG 

AATGGGACATAGAACTGTCCTACATTTATGTCAAAGTATATATTTGAATCGCTTATATTT 

TCTTTTTCACTCTTTATATTGAGTACATTCCAGAAATTTGTAGTAGGCAAGGTGCTATAA 

AAATGCACTAAAAATAAATCTGTTCTCAATG 

Gene 561. >ENST00000257626 cDNA sequence 

ACAGAGCCTGGGCTCACTGACCAGCCCAGGAGGAACCAGCCTCTGCCTTACCA.GGCCATC 
AATCCCTGAAGCCAGGGGATCTGCCCTGCCAGACACGGGCATGTGTGTGTGTGTTTCAGG 
CTTATCATCCTTGCATTGCTGGGGGTTTCGCAACACGGGGAACGTTGCTGGTCTGGCTGA 
GGTTTCTGTCGTGCCACCCCTCCTGCCCTGCTTATGGAGCTACTGTATGTGTCAGGGCCG 
TTTGCATCCTGTTACTAGTCAGTCTATCTTAATGCACTTTAGGAAACTCTTCCCTTTCCT 
TGCACGTGCTTTGCGTATACTAGTTCCCCATAAAGAATGTCACTGCCTGAAACAGAACAT 
TCTGTGAAATGCAGGGCTGTTGGATTCACATGTTAAATTGTTTCATCTCAATCACGAGGG 
TTGTGTAGGATCCAGGGAAGATTTATCCCGGGGGGTCAAGAGATATCGATGCCCTCCCAG 
AAGGAGTTGCCAGCCCACTGAGCAGGGTGGTTCTGCCCTCTTGCCTGGCACTGGATCTCA 
AGTATTTAAGAAGAAAAGAATGGAATACAAAGAAGTTAGAAGCGCTTTGGGGCAGATTTT 
CCAGCAAGACTGGGTTTGTCTGCCCCTAGGGCCACTACACTGTAGTGTGCATTGCAAATC 
ATGGTGGAGAAGGTACCATTTGATTTAACATATCACTTTTCCACCTTTACCTAACTACCT 
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TTGTAGTCTGATAACTTGTGCCAGTTAGTATTATTTGCTGCAGTAATTGACTGGCCCCCT 
CAGCTCAGTAACTCCCAAGGCTACTGAACTACAGGGTTCAGAAAGTAGAAGGGAGCCATG 
CAGTCCTTCCACCGAGCGCTGTTCCCTCAATTTATGACCCCAGAAGGGTTAAGAGAAGGC 
CCAAGTCCCTCTGTTTCCAGTGGAGCAGAGGTTCTTAGCAGTGAGTTTTAGTGTTGAACA 
AAAATCAAAGCTAGAGCCTACTGGGGTTGAGGAATGTGTTGGTTTCTTTCTTTCTCGGTC 
ATTCCCTGTTTCACACAGCTCTGATAAGTTCACCTTGTAGGACTAGGTCACACTTAGGTG 
ATGAAAAATTTTCATCCTGTGTTATGTTTTCTCAATGACTCAGAGAAGGGAAACCCAGGC 
TGATTCTTCTTCCTTCTAACCCATCTCCTGAAAACTGCTCAGAGCCTAACTATTGCTCTG 
TTTCATTTCAGGGCCAAGATTAACACCCCTCCTGCAGGAGGAAGACAGCCACCAGCGGCT 
GCTCATGGGGCTGATGGTGTCTGAGCTAAAAGACCATTTTTTGAGACACCTACAGGGTGT 
AGAAAAGAAGAAAATTGAACAGATGGTTCTGGACTACATTTCAAAACTGCTGGATCTCAT 
TTGCCACATCGTAGAAACCAATTGGAGGAAACATAATCTTCATTCCTGGGTTCTCCACTT 
CAATAGTCGTGGCAGTGCTGCTGAATTTGCAGTTTTTCACATCATGACCAGGATTCTGGA 
AGCTACAAACAGTTTGTTTTTACCTCTGCCTCCTGGTTTTCATACTCTGCACACCATCCT 
CGGGGTCCAGTGTCTCCCTTTGCATAACCTGCTGCATTGCATTGACAGTGGAGTGTTGCT 
TCTCACTGAAACAGCTGTCATAAGGCTCATGAAAGATCTGGATAATACAGAGAAAAATGA 
AAAACTGAAATTCAGTATCATTGTGCGGCTTCCTCCGCTTATTGGGCAGAAGATTTGTAG 
ACTTTGGGATCATCCTATGAGTTCTAACATCATTTCGCGGAACCACGTGACGCGACTGCT 
TCAGAACTATAAGAAACAGCCTCGGAATTCTATGATTAACAAGTCATCGTTCAGTGTAGA 
ATTTCTGCCTCTGAACTACTTCATTGAAATTCTGACAGATATAGAGTCCTCCAATCAAGC 
CCTGTATCCTTTTGAAGGACATGACAATGTGGATGCAGAATTTGTAGAGGAAGCAGCTCT 
GAAACACACCGCGATGCTTTTAGGCTTATGAAAAAGAAAACGCAATTGGATCTGCTGCTG 
CCATTTTAATCTTGCTCATTAACCTTACTCCTTTGAGAATTCTTTAACAATATTTAAAAT 
TGGTAACAAAAATAGTTTAGCCATAATTGTTTAGCCATGTGAGTTTCAGGTTGGTACACG 
TTCAGACAGAACTGCTGTATCACATTCCAATTTTGAATAGCCAGTGAGCAATCAAGTGTA 
GAGAAATGATAAATGGCCTAAGAAGGCATACAGTGGCATAAACGATGCTCTTCCTAGTAG 
CTTAATAGGCCACAAGCTAGTTTCTGTTGCACTCTGAAATAAAATATGCTTTAAAAATGT 
AGGGAACAGTGCTTAGAAAAGCAAAAACTAGGTGTGTCATTGAAATAATAGGCATAAAAA 
TTAAATGTTACATAAGAACACTATTTGGAAAGAGGGTCCTTTTAAAAACTGAATTTGTAC 
TAAATCAGATTTGCCATGTCCAGTACAGAATAATTTGTACTTAGTATTTGCAGCAGGGTT 

GGAATATTTTGTCAGTCATTAAAAAACCTG 

Gene 562. >ENST00000334003 cDNA sequence 

TCAGATGTTTTAGAAAACGATTATGAGAGCTTACATGTATTAAATGTTGAAAGAAATGGA 
AATATTATTTATACCTATAAGGATGATAAGGGAAATGTCGTCTTTGGATTATATGATTGT 
CAAACCAGACAAAATGAGCTTCTATATACCTTTGAGAAAGACTTGCAAGTTTTCAGTTGC 
TCTGTCAACAGTGAAAGGACTTTGCTTGCTGCAAGTTTAGTTCAGTCTACTAAAGAAGGA 
AAAAGGAACGAACTTCAACCAGGATCAAAGTGCTTGACTTTGTTGGTTGAAATCCACCCT 
GTTAACAATGTGAAGGTTCTAAAGGCTGTGGATAGCTATATTTGGGTTCAGTTTCTCTAC 
CCACATATTGAAAGTCATCCTCTTCCAGAGAACCATCTGTTACTGATTTGAGAAGAGAAA 
TATATTGAACAATTTCGTATCCATGTCGCCCAAGAAGATGGAAATAGAGTGGTGATTAAA 
AATTCTGGCCATCTCCCAAGAGACAGAATAGCTGAGGATTTCGTTTGGGCTCAGTGGGAT 
ATGTCAGAACAGAGATTATATTACATTGACCTGAAGAAATCAAGGAGTATCTTAAAATGT 
ATCCAGTTTTATGCTGATGAGAGCTATAACTTAATGTTTGAAGTACCCTTGGACATATCA 
TTAAGCAACTCAGGATTTAAACTTGTCAACTTTGGATGTGATTATCATCAATACCGAGAT 
AAATTTTCCAAACACCTGACTCTGTGTGTTTTTACCAACCATACAGGAAGTTTGTGTGTA 
TGTTACAGCCCGAAGTGTGCCTCTTGGGGACAAATCACATATTCAGTGTTTTACATTCAT 
AAAGGACACAGCAAGACCTTCACCACTTCTCTTGAGAATGTTGGGTCACACATGACAAAG 
GGCATTACTTTTCTCAACCTTGACTATTATGTGGCTGTTTACTTACCTGGTCATTTCTTC 
CACCTACTTAATGTTCAACATCCAGACCTGATCTGCCACAATCTCTTTCTGACAGGAAAT 
AATGAAATGATTGATATGCTACCTCATTGCCCTTTACAGTCATTGTCAGGGTCCCTGGTA 
TTGGATTGTTGTTCTGGAAAGCTCTATAGAGCACTGCTCAGCCAGTCGTCTTTATTACAG 
CTTCTGCAGAACACTTGCTTAGACTGTGAGAAGATGGCTGCGTTGCACTGCGCGCTCTAC 
TGCGGTCAAGGTGCGCAGTTCCTGGAAGCCCAGATTATTCAGTGGATTTCTGAGAATGTC 
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TCTGCCTGCCATTCATTTGACCTCATTCAGGAATTTATAATTGCTTCTTCATACTGGAGT 

GTATATTCAGAGACAAGTAACATGGACAAACTATTGCCACATTCCTCAGTGCTCACTTGG 

AATACAGAAATTCCTGGAATAACTCTTGTGACAGAAGACATTGCATTGCCTCTTATGAAG 

GTGCTCAGCTTTAAGGGCTACTGGGAAAAACTGAACTCCAACCTAGAATATGTTAAGTAC 

GCCAAGCCACACTTCCACTATAACAACAGTGTGGTCAGGAGAGAGTGGCACAACCTGATC 

TCTGAAGAGGTATGAGTGGGTCAGTGAGAACAAAGCCAGCAGCGAGGCATAGTGGACTGG 

ATCCAGGTGATGCCTTTAAATCATAAGGCTGGCTTCCATGTGCAGCACTCTTCCCAATTG 

CCAGGGACTTGATCATTGTCATTACTGATCTCAATGGGCAGAGATGCTTCTATGATCTCT 

GTTCTCCTAGGGAGGAAACTGAAAAGCAGAAAGTTTAAGGGGACACACAGCACATTCATA 

GTAGAAGTATGATTAATATCCATGTCTCAGATGTGTTCTCAGGTTACTTATGTAGTTAAA 

AATTGATATTAAAAAATCTAGGTGTTCCCAACTTAGTGGTCATTAGGGGTTGGGGTAGTT 

GGAGGGAGAATAGTGGACGTGACTCACTGTCCAGGGGTGACCCAGGGAAATCTTTGGGGG 

TGATCGAAGACTTCTATGTGTTGATTGTGGTGGTACATTGTGGGACATGAATCTAAACAT 

GATAAAATGACATAGAATGACACACACACATTGTGCCAATGTCAATTTTTGATTTTGATA 

TTGTGCTCTAGTTAGGTAAGATATAAGCACTGAGGAGACTGGGTGGAGGGTACATTGCAT 

CTCTCTCTAGTATCGCTGCATGTAGATTAGTGTTGTTGTGTGTAGTATATAGTTGACTCG 

CAGTTTCCTGTGAATCTGTAATTGTTTCAGAATAAAATATTTCTTAAAACTTT 

Gene 563. >ENST00000334955 cDNA sequence 

ATGGCGGAACCGCCGAGCCCCGTGCACTGTGTCGCTGCCGCGGCCCCCACCGCCACCGTC 

TCGGAGAAAGAACCGTTTGGCAAGCTGCAACTCTCCTCCCGGGACCCTCCGGGTTCTCTG 

TCCGCCAAGAAGGTCCGGACTGAGGAGAAGAAGGCACCGCGGAGAGTGAACGGAGAAGGG 

GGCAGCGGCGGGAACAGCAGGCAGCTGCAGCCGCCGGCAGCACCTTCGCCTCAGAGCTAT 

GGCAGCCCCGCGTCTTGGAGCTTTGCCCCTCTGTCTGCTGCTCCCTCCCCGTCCTCTTCT 

CGGAGCAGTTTCTCTTTCTCCGCTGGCACGGCCGTTCCCTCCTCAGCCTCCGCTTCCTTG 

TCTCAGCCGGTGCCGCGCAAACTGCTGGTCCCTCCTACGCTGCTGCACGCTCAGCCTCAC 

CATCTCCTCCTGCCCGCCGCCGCCGCCGCTGCCTCGGCTAACGCCAAGTCGCGCAGACCT 

AAGGAGAAGCGGGAGAAGGAGAGGAGGAGGCACGGTCTCGGTGGGGCCCGAGAGGCCGGC 

GGGGCCTCCCGGGAGGAGAACGGGGAGGTGAAGCCGCTGCCCCGAGATAAAATCAAAGAC 

AAAATTAAAGAGAGAGACAAAGAAAAAGAAAGAGAAAAAAAGAAA 

Gene 564. >ENST00000257663 cDNA sequence 

CTGAGAGATCCTCTACCGCAGTCGTTTGAGGAGGCGGAACTGAAGTTTTTTCTTAATTAT 

CATGTGACGGGTTCTGGATTTAATGGGGGGAAAAGGGCGGAAAAGGACAAGGATCCAAAC 

TGGCGAATTTGCTGATCTTCGCGTCCCTCTCCGCTTTCCGGCCGGCAGCGCTGCCAGGGT 

ATATTTCCTTTTTTCCGATCCTGCAACAGCCTCTTTAAACTGTTTAAATGAGAATGTCCT 

TGGCTCAGAGAGTACTACTCACCTGGCTTTTCACACTACTCTTCTTGATCATGTTGGTGT 

TGAAACTGGATGAGAAAGCACCTTGGAACTGGTTCCTCATATTCATTCCAGTCTGGATAT 

TTGATACTATCCTTCTTGTCCTGCTGATTGTGAAAATGGCTGGGCGGTGTAAGTCTGGCT 

TTGACCCTCGACATGGATCACACAATATTAAAAAAAAAGCCTGGTACCTCATTGCAATGT 

TACTTAAATTAGCCTTCTGCCTCGCACTCTGTGCTAAACTGGAACAGTTTACTACCATGA 

ATCTATCCTATGTCTTCATTCCTTTATGGGCCTTGCTGGCTGGGGCTTTAACAGAACTCG 

GATATAATGTCTTTTTTGTGAGAGACTGACTTCTAAGTACATCATCTCCTTTCTATTGCT 

GTTCAACAAGTTACCATTAAAGTGTTCTGAATCTGTCAAGCTTCAAGAATACCAGAGAAC 

TGAGGGAAAATACCAAATGTAGTTTTATACTACTTCCATAAAACAGGATTGGTGAATCAC 

GGACTTCTAGTCAACCTACAGCTTAATTATTCAGCATTTGAGTTATTGAGATCCTTATTA 

TCTCTATGTAAATAAAGTTTGTTTTGGACCTC 

Gene 565. >ENST00000333674 cDNA sequence 

TTTAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATA 
TGCTCTGGGCCAGTGGTACTGAGTCTAAGCACTGCAGTGAAGGAGTTAGTAGAAAACAGT 
CTGGATGCTGGTGCCACTAATATTGTGCTCTCTGTCTCACTGTCTTTTAGATGCCAAACC 
TTAGATTTTATGATGACTCCTCAACCGTTTAGATCTTGGTTATCTCAGAGGGATCGTCAG 
CTTTTTAAGAAAGTTTTGAGAGAAAAGCAAGTGAAGAAAAGCATAGTCAATGCTCAACAT 
CACGGGTCTCTCACTGAACACACCACGGTATTCTCTCACAGCGATGTCACCATTTCTACC 
TGCCACGCATCGGTGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATC 
CAGAAAACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCT 
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ACACTACCTGTGCGCCATAAGGAATTTCAAAGGAATGTTAAGAAGGTACACAATATAAAA 

AGGGTGGTGGTGCCGCAGGAAAGGGTGGAACTGGAAACACTCCTGGTTTCTTACTTTTCT 

CCAAGGACTCCTAGAAGGACCCCACCCCCCTCCCCCCACCCCTGCTCCCAGGAGGACAAC 

GTGATCACTGTATTCAGCTCCATCAAGAATGGTCCAGGTTCTTCTAGATGA 

Gene 566. >ENST00000332397 cDNA sequence 

AAAAGGAAGAAGGAGTGGTCAGATGAATCTGAGGAGGAGCCGGAGAAGGAGCTCGCCCCT 

GAGCCTGAGGAGACCTGGGTAGTGGAGATGCTGTGTGGGCTCAAGATGAAGCTGAAGCAA 

CAGCGAGTGTCACCCATCCTCCCTGAGCACCACAAGGACTTCAACAGTCAGCTTGCCCCT 

GGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGAGGGAGTGGTGG 

GACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCTGAGCCTGAG 

GAGATCTGGGTGGTGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGACGGCGAGTG 

TCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGATCCTGTCATT 

AAAAGATTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATG 

GTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCATTTC 

TTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAGGACGACGAGGACCCCAAACAAAAC 

ATCTTCTACTTCCTGTATGGGAAGACCCGCTCTCGCATACCCTTGGTCCGTAACCGTCGG 

TTCCAGTTATGCCGTTGCATGAACCCGAGGGCCAGGAAGAACCGCTCTCAGATAGCCCTG 

TTCCAGAAACTTCGGTTCCAGTTCTTCTGTTCCATGAGCGGCAGGGCTTGGGTTTCCCGG 

GAGGAGTTGGAGGAGATCCAGGCTTATGACCCAGAGCACTGGGTGTGGGCGCGAGATCGC 

GCTCGCCTTTCCTAGAGCTCCAGGGACCGTGGAGGCCTGAGGTCATCGGCCTGAGAGAAG 

AACACCGGACCCACGGGAGATGTGGATTTTCAGCAGGAACTTTATTCCAATGCTAATGGC 

AGTCAACAGGAAAGAGGAGAGGAACCATTTGTGCAGATCATCTAGAAGAACCTGGACCAT 

TCTTGATGGAGCTGAATACAGTGATCACGTTGTCCTCCTGGGAGCAGGGGTGGGGGGAGG 

GGGGTGGGGTCCTTCTAGGAGTCCTTGGAGAAAAGTAAGAAACCAGGAGTGTTTCCAGTT 

CCACCCTTTCCTGCGGCACCACCACCCTTTTTATATTGCTGAATGCCAACCTCCCTGGGG 

CGGAACCTGAGGTCCTGTTTCTTACGGACTTGGTTGCCACAGTCCAGGAGCATTTGAAGG 

CACAATGCAGGGGCTCAGATTGGCACAGAATTCTTTTGTGAAATATCAGTGCCACAGATT 

GTAACAGATAGCTTCATGCACACTCTGCATTTTATTGGTTTGTTTGGAAAATGTTGGCCA 

TTGAATTATTCATAGATTTATTTCAAATAGTTTGGAAATTGTTGTACTTTTGAAAACATG 

CTGTTCCTGTAGTTTTTTGATGAGAGTTATAGTTGTTATATATACATAAAGATAATTTTC 

TTTTCATTTTTAAGAGACAATTCTTTTTATCCTAAATATTTTATTATCTTTAAATTTGTT 

TCTGTATTATTATATGTGCTCCTGAAGTGAGCACTCTTTTTATCTATGATATTTCCATAA 

TAATCTCTTCTATTTATAGCTATTGGTAGTTCCCCACCAGAAAAAAACATAATTCTGGTG 

ATAGAAATTTTTATTTGCTGTTTAGGTCTGTGACTGAATTGTGAGAATTCAGTTGTGATT 

TTTAACATGTCTCAGATATATATACTAACACGTCTAATATATACTATCTAATTTATTGGT 

TTATTTTGAAAAACATGGGTATAGAATTATTTAAATATTATTTTATTTATTGAAATATTA 

AATATATTTATTTATTTGAATATTATTACTTGAAATATTATTTTAAATATTTTGGAAATA 

CTGGTATTTTTGAATAGATGCTGTTTCTATAAAGCTGTGTGATGGGTGTTATAACTGTTA 

TATACACATACGTATAATTTTGCTTTCCTTTTTAAGAGAGGATTCTTTTCATCCTAAATC 

TTTTACCTTTCAATCTTTGTATCTATTATTACACGTGCTGCTGAAGGGAGCATGGTTTTT 

ATCTATGATACTTAGTTAACATATATATTACATTTATAGCTATGTAGTAGTTCCCCTAAA 

TTCTTGTAAAAATAAATTTTTATTTG 

Gene 567. >ENST00000328339 cDNA sequence 

TCAGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGAGG 
GAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCT 
GAGCCTGAGGAGATCTGGGTGGTGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGA 
CGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGAT 
CCTGTCATTAAAAGATTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTC 
CTGGCTATGGTCATAGCGTATCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCAT 
TCATTTCTTCCTGGCTCTGTG 

Gene 568. >ENST00000310842 cDNA sequence 

CCGGCGGCTGCGGCGGCTGGAGCAGGCGAGCGGCGGCGGCCGATAGCGAGTGTCAGGGCC 
GGCCGGGGCGGCGCTTCTCGGCCTGTCGCTGGTCGGCCTCCTACTGTACCTCGTGCCTGC 
TGCGGCTGCGCTGGCCTGGCTGGCCGTGGGGACTACCGCGGCCTGGTGGGGACTGAGCCG 
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CGAGCCCCGAGGTTCGCGCCCCTTGTCCTCCTTCGTTCAGAAGGCGCGACATCGGCGAAC 

ACTGTTCGCTTCGCCTCCGGCCAAGTCGACAGCCAACGGAAACCTCCTAGAGCCGCGGAC 

CCTGCTCGAAGGACCTGACCCTGCCGAACTGCTCCTCATGGGCAGTTACCTGGGCAAGCC 

CGGGCCGCCGCAGCCCGCCCCCGCTCCGGAGGGCCAGGACCTGCGGAATAGGCCTGGCCG 

CCGCCCGCCCGCCCGGCGCCGCGCTCCACACCGCCCTCCCCGCCGACCCATCGCGTTCAC 

CACTTTTACCCCTCTCTCCCCACTCCTCTTCTCCGACCCTCCGGGAGGCCTTCCCCACGG 

GATCGTGGGACTTTACCAGATCGGTTTGTAATAACACCTCGAAGACGCTATCCGATCCAT 

CAGGCCCAGTATTCCTGTCCGGGGGTACTTCCCACAGTGTGCTGGAATGGTTATCACAAG 

AAGGCTGTGCTGTCCCCTCGCAACTCCAGGATGGTGTGTAGCCCAGTGACTCTGAGGATC 

GCCCCTCCTGACAGAAGATTTTCGCGTTCTGCGATACCAGAGCAGATAATCAGCTCAACA 

CTGTCCTCACCATCAAGTAATGCCCCAGACCCATGTGCAAAGGAGACTGTACTGAGTGCC 

CTCAAAGAGAAGAAGAAGAAAAGGACAGTGGAGGAAGAAGACCAAATATTCCTTGATGGC 

CAGGAAAATAAAAGAAGCTGTCTTGTCGACGGTCTCACTGATGCCTCTTCTGCATTCAAA 

GTTCCTCGACCCGGGCCAGATACACTCCAGTTCACAGTGGATGTCTTCCACTTTGCTAAT 

GACTCCAGAAACATGATATACATCACCTGCCACCTGAAGGTCACCCTAGCTGAGCAGGAC 

CCAGATGAACTCAACAAGGCCTGTTCCTTCAGCAAGCCTTCCAACAGCTGGTTCCCAGTG 

GAAGGCCTGGCTGACATCTGTCAATGCTGTAACAAAGGTGACTGTGGCACTCCAAGCCAT 

TCCAGGAGGCAGCCTCGTGTCGTGAGCCAGTGGTCCACGTCTGCTTCCAACCGCAGGCAT 

GTGACAGAAGAAGCAGATGTCACCGTGGGGACTGATCTTCCTGGACAGGAG 

Gene 569. >ENST00000306803 cDNA sequence 

ATGAATGGTGCCGGCCCTGGCCCCGCCGCAGCCGCCCCGGTCCCAGTCCCGGTCCCGGTC 

CCGGACTGGCGGCAGTTCTGCGAGCTGCATGCGCAGGCGGCCGCCGTGGACTTTGCGCAC 

AAGTTCTGCCGTTTCCTGCGGGACAACCCAGCTTACGACACGCCCGACGCCGGCGCCTCC 

TTCTCCCGCCACTTCGCCGCCAACTTCCTGGACGTCTTCGGCGAGGAGGTGCGCCGCGTG 

CTGGTGGCTGGGCCGACGACTCGGGGCGCGGCCGTGAGCGCAGAGGCCATGGAGCCGGAG 

CTCGCGGACACCTCTGCACTCAAGGCGGCGCCCTACGGCCACTCGCGGAGCTCGGAGGAC 

GTGTCCACGCACGCGGCCACCAAGGCCCGCGTTCGCAAGGGCTTCTCGCTGCGCAACATG 

AGCCTGTGCGTGGTGGACGGCGTGCGCGACATGTGGCACCGGCGCGCCTCGCCCGAGCCC 

GACGCGGCAGCTGCCCCGCGCACCGCCGAGCCCCGCGACAAGTGGACGCGGCGCCTGAGG 

CTGTCGCGGACGCTGGCTGCCAAGGTGGAGCTGGTGGACATTCAACGCGAGGGGGCGCTG 

CGCTTCATGGTGGCCGACGACGCGGCCGCGGGCTCCGGGGGCTCGGCTCAGTGGCAGAAG 

TGCCGCCTGCTCCTGCGCAGGGCTGTGGCCGAGGAACGCTTCCGCCTGGAGTTCTTCGTG 

CCGCCCAAAGCCTCCAGGCCCAAGGTCAGCATCCCACTGTCAGCCATCATTGAGGTCCGC 

ACCACCATGCCCCTGGAAATGCCAGAGAAGGATAACACATTCGTCCTCAAGGTAGAGAAT 

GGAGCCGAATACATCTTGGAGACCATCGACTCTCTGCAGAAGCACTCGTGGGTAGCTGAC 

ATCCAGGGCTGCGTGGACCCCGGCCAGGATCACCCTCCTTTAAAATACCCCCTACCTCCA 

ATCGCCAGCAGACTCTGTGAGGCCTGCTCTATGGGGCCAGGGCCTGGGGACCTGGAAGGA 

AGTTGGACCAGGTCTTGTCTTCACCCCAAGAGAGCCTCAGAGCACTGGGAGTTGGGCAGA 

GATGGCAGTGAACGTCACCTCTCTTCTCACATTTATTTATTTGTCCCCCTTTCTCCTTCC 

CCCCATGTTCCTCACACTGTCATCCCCACCTCAGGGGAACAGGGTGCAGAGACGGATCCC 

GAGGCTGAACCCGAGCTGGAGCTATCCGACTACCCATGGTTCCACGGGACACTGTCCCGG 

GTCAAGGCTGCTCAACTGGTTCTGGCAGGGGGGCCCCGGAACCACGGCCTCTTCGTGATC 

CGCCAAAGTGAGACTCGGCCTGGGGAGTACGTGCTGACCTTCAACTTCCAGGGCAAGGCC 

AAGGCAAGTCACCTGCGCCTGTCCCTGAACGGCCACGGCCAGTGTCACGTACAGCATCTG 

TGGTTCCAGTCTGTGCTTGACATGCTCCGCCACTTCCACACACACCCCATCCCACTGGAG 

TCAGGGGGCTCGGCCGACATCACCCTTCGCAGCTATGTGCGGGCCCAGGACCCCCCACCA 

GAGCCGGGCCCCACGCCCCCTGCCGCGCCCGCGTCCCCGGCCTGCTGGAGCGACTCGCCC 

GGCCAGCACTACTTCTCCAGCCTCGCCGCGGCCGCCTGCCCGCCTGCCTCGCCCTCCGAC 

GCCGCCGGCGCCTCCTCGTCTTCCGCCTCGTCGTCCTCTGCCGCGTCGGGGCCCGCCCCC 

CCGCGCCCCGTCGAGGGCCAGCTCAGCGCGCGGAGCCGCAGCAACAGCGCCGAGCGCCTG 

CTGGAGGCCGTGGCCGCCACCGCCGCCGAGGAGCCCCCGGAGGCCGCGCCCGGCCGCGCG 

CGCGCCGTGGAGAACCAGTACTCCTTCTACTAG 

Gene 570. >ENST00000331921 cDNA sequence 

AAAAGGAAGAGGGAGTGGTCAGATGAATCTGAGGAGGAGCCGGAGAAGGAGCTCGCCCCT 
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GAGCCTGAGGAGACCTGGGTAGTGGAGATGCTGTGTGGGCTCAAGATGAAGCTGAAGCAA 

CAGCGAGTGTCATCCATCCTCCCTGAGCACCACAAGGACTTCAACAGTCAGCTTGCCCCT 

GGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGATGGAGTGGTGG 

GACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCTGAGCCTGAG 

GAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGACGGCGAGTG 

TCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGATCCTGTCATT 

AAAAGATTCTTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATG 

GTCATAGCGTATTTCAGCCGGGCTGGCTTCCCCTCCTGGCAATACCAACGCATTCATTTC 

TTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAGGACGACGAGGACTCCAAACAAAAC 

ATCTTCCACTTCCTGTATAGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAGCGTTGG 

TTCCAGTTAGGCCATTCCATGAACCCGAGGGCCAGGAAGAACCGCTCTCGCATACCCTTG 

CTCCGTAAGCGTCGGTTCCAGTTATACCGTTCCACGAACCCGAGGGCCAGGAAGAACCGC 

TCTCGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTATACCGTTCCATGAACTCGAGG 

GCCAGGAAGAACCGCTCTCAGATAGTCCTGTTCCAGAAACGACGGTTCCACTTCTTCTGT 

TCCATGAGCTGCAGGGCTTGGGTTTCCCCAGAGGAGTTGGAGGAGATCCAGGCTTATGAC 

CCAGAGCACTGGGTGTGGGCGCGAGATCGCGCTCACCTTTCCTAGAGCTCCAGGGACCGG 

GGAGGCCTGAGGTCATCGGCCTGAGAGAAGAACACTGGACCCAGGGGAGATGTGGATTTT 

CAGCAGGAACTTTATTCCAATGCTAATGGCAGACACCAGGCAGGAGGAGAGGAACCATTT 

GTGCAGATCATCTAGAAGAACCTGGACCATTCTTGATGGAGCTGAATACAGTGATCACGT 

TGTCCTCCTAGGAGCAGGGGTGGGGGGAGGGGGGTGGGGTCCTTCTAGGAGTCCTTGGAG 

AAAAGTAAGAAACCAGGAGCGTTTCCAGTTCCACCCTTTCCTGCGGCACCACCACCCTTT 

TTATATTGCTGAATTCCAACCTCCCTGGGGCGGAACCTGGAGGTCCTGTTTCTTACGGAC 

TTGCAGTCCAGGAGGATTTGAAGGCACAATGCAGGGGCTCAGATTGGGACAGAATTCTTT 

TGTGAAATATCAGTGCCACAGATTGTAACAGATAGCTTCATGCACACTCTGCATTTTATT 

GGTTTGTTTGGAAAATGTCGGCCATTGAATTATTCATAGATTTATTTCAAATAGTTTGGA 

AATTGTTGTACTTTTGAAAACATGCTGTTCCTGTAGTTTTTTGATGAGAGTTATAGTTGT 

TATATATACATAAAGATAATTTTCTTTTCATTTTTAAGAGACAATTCTTTTATCCTAAAT 

ATTTTATTATCTTTAAATTTGTTTCTGTATTATTATATGTGCTCCTGAAGCGAGCACTCT 

TTTTATCTATGATACTTCCATAATAATCTCTTCTATTTATAGCTATTGGTAGTTCCCCAC 

CAGAAAAATACATAATTCTGGTGATAGAAATTTTTATTTGCTGTTTAGGTTTGTGACTGA 

ATTGTGAGAATTCAGTTGTGATTTTTAACATGTCTCAGATATATATACTAACACGTCTAA 

TATATACTATCTATTTTATTGGTTTATTTTGAAAAACATGGGTATAGAATTATTTAAATA 

TTATTTTATTTATTTAAATATTTATTAAATATATTTATTTATTTAAATATTATTTTTACA 

TTAAATATTATTTTAAATATTTTGGAAATACTGGTATTTTTGAATAGATGCTGTTTCTAC 

AAAGCTGTGTGATGGGTATTATAACTGTTATATACACATACATATAATTTTGTTTTCCTT 

TTTAAGAGAGGATTCTTTTCATCCTAAATCTTTTACCTTTCAATCTTTGTATCTATTATT 

ACACGTGCTGCTGAAGGGAGCATGGATTTTATCTATGATACTTAGTTAACATATATATTA 

CATTTATAGCTATGTAGTAGTTCCCCTAAATTCTTGTAAAAATAAATTTTTATTTG 

Gene 571. >ENST00000332533 cDNA sequence 

TCAGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGATG 
GAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCCCCT 
GAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGA 
CGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGAT 
CCTGTCATTAAAAGATTCTTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTC 
CTGGCTATGGTCATAGCGTATCAGCCGGGCTGGCTTCCCCTCCTGGCAATACCAACGCAT 
TCATTTCTTCCTGGCTCTGTG 

Gene 572. >ENST00000275621 cDNA sequence 

GGCCAGGCCGCGCCCCCGCGTGCGTGCGCGGCCCGGCAGAGCCGTGCGGGCGCCCGCGTA 
CTCACTAGCTGAGGTGGCAGTGGTTCCACCAACATGGAGCTCTCGCAGATGTCGGAGCTC 
ATGGGGCTGTCGGTGTTGCTTGGGCTGCTGGCCCTGATGGCGACGGCGGCGGTAGCGCGG 
GGGTGGCTGCGCGCGGGGGAGGAGAGGAGCGGCCGGCCCGCCTGCCAAAAAGCAAATGGA 
TTTCCACCTGACAAATCTTCGGGATCCAAGAAGCAGAAACAATATCAGCGGATTCGGAAG 
GAGAA.GCCTCAACAACACAACTTCACCCACCGCCTCCTGGCTGCAGCTCTGAAGAGCCAC 
AGCGGGAACATATCTTGCATGGACTTTAGCAGCAATGGCAAATACCTGGCTACCTGTGCA 
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GATGATCGCACCATCCGCATCTGGAGCACCAAGGACTTCCTGCAGCGAGAGCACCGCAGC 

ATGAGAGCCAACGTGGAGCTGGACCACGCCACCCTGGTGCGCTTCAGCCCTGACTGCAGA 

GCCTTCATCGTCTGGCTGGCCAACGGGGACACCCTCCGTGTCTTCAAGATGACCAAGCGG 

GAGGATGGGGGCTACACCTTCACAGCCACCCCAGAGGACTTCCCTAAAAAGCACAAGGCG 

CCTGTCATCGACATTGGCATTGCTAACACAGGGAAGTTTATCATGACTGCCTCCAGTGAC 

ACCACTGTCCTCATCTGGAGCCTGAAGGGTCAAGTGCTGTCTACCATCAACACCAACCAG 

ATGAACAACACACACGCTGCTGTATCTCCCTGTGGCAGATTTGTAGCCTCGTGTGGCTTC 

ACCCCAGATGTGAAGGTTTGGGAAGTCTGCTTTGGAAAGAAGGGGGAGTTCCAGGAGGTG 

GTGCGAGCCTTCGAACTAAAGGGCCACTCCGCGGCTGTGCACTCGTTTGCTTTCTCCAAC 

GACTCACGGAGGATGGCTTCTGTCTCCAAGGATGGTACATGGAAACTGTGGGACACAGAT 

GTGGAATACAAGAAGAAGCAGGACCCCTACTTGCTGAAGACAGGCCGCTTTGAAGAGGCG 

GCGGGTGCCGCGCCGTGCCGCCTGGCCCTCTCCCCCAACGCCCAGGTCTTGGCCTTGGCC 

AGTGGCAGTAGTATTCATCTCTACAATACCCGGCGGGGCGAGAAGGAGGAGTGCTTTGAG 

CGGGTCCATGGCGAGTGTATCGCCAACTTGTCCTTTGACATCACTGGCCGCTTTCTGGCC 

TCCTGTGGGGACCGGGCGGTGCGGCTGTTTCACAACACTCCTGGCCACCGAGCCATGGTG 

GAGGAGATGCAGGGCCACCTGAAGCGGGCCTCCAACGAGAGCACCCGCCAGAGGCTGCAG 

CAGCAGCTGACCCAGGCCCAAGAGACCCTGAAGAGCCTGGGTGCCCTGAAGAAGTGACTC 

TGGGAGGGCCCGGCGCAGAGGATTGAGGAGGAGGGATCTGGCCTCCTCATGGCACTGCTG 

CCATCTTTCCTCCCAGGTGGAAGCCTTTCAGAAGGAGTCTCCTGGTTTTCTTACTGGTGG 

CCCTGCTTCTTCCCATTGAAACTACTCTTGTCTACTTAGGTCTCTCTCTTCTTGCTGGCT 

GTGACTCCTCCCTGACTAGTGGCCAAGGTGCTTTTCTTCCTCCCAGGCCCAGTGGGTGGA 

ATCTGTCCCCACCTGGCACTGAGGAGAATGGTAGAGAGGAGAGGAGAGAGAGAGAGAATG 

TGATTTTTGGCCTTGTGGCAGCACATCCTCACACCCAAAGAAGTTTGTAAATGTTCCAGA 

ACAACCTAGAGAACACCTGAGTACTAAGCAGCAGTTTTGCAAGGATGGGAGACTGGGATA 

GCTTCCCATCACAGAACTGTGTTCCATCAAAAAGACACTAAGGGATTTCCTTCTGGGCCT 

CAGTTCTATTTGTAAGATGGAGAATAATCCTCTCTGTGAACTCCTTGCAAAGATGATATG 

AGGCTAAGAGAATATCAAGTCCCCAGGTCTGGAAGAAAAGTAGAAAAGAGTAGTACTATT 

GTCCAATGTCATGAAAGTGGTAAAAGTGGGAACCAGTGTGCTTTGAAACCAAATTAGAAA 

CACATTCCTTGGGAAGGCAAAGTTTTCTGGGACTTGATCATACATTTTATATGGTTGGGA 

CTTCTCTCTTCGGGAGATGATATCTTGTTTAAGGAGACCTCTTTTCAGTTCATCAAGTTC 

ATCAGATATTTGAGTGCCCACTCTGTGCCCAAATAAATATGAGCTGGGGATT 

Gene 573. >ENST00000305632 cDNA sequence 

GGCCAGGCCGCGCCCCCGCGTGCGTGCGCGGCCCGGCAGAGCCGTGCGGGCGCCCGCGTA 
CTCACTAGCTGAGGTGGCAGTGGTTCCACCAACATGGAGCTCTCGCAGATGTCGGAGCTC 
ATGGGGCTGTCGGTGTTGCTTGGGCTGCTGGCCCTGATGGCGACGGCGGCGGTAGCGCGG 
GGGTGGCTGCGCGCGGGGGAGGAGAGGAGCGGCCGGCCCGCCTGGCCCAGGAGCTTTTTT 
CCTGTTGGAATTGGGGAGCATCTGCAGTCATTTACCACATGCCAGCTTTGTGACTCAATT 
AAGTATCTTTTACAAAAGTGA 

Gene 574. >ENST00000316899 cDNA sequence 

AGTTCCTACCCGCGAGAGGGAAGAAGCAGGAGGTCTCAGCATGAAACAGCAGCAGTGGTG 
TGGGATGACTGCCAAAATGGGCACCGTGTTGTCAGGGGTCTTCACCATCATGGCCGTAGA 
CATGTATCTCATCTTTGAACAGAAGCACCTAGGGAATGGCAGTTGCACTGAGATCACACC 
AAAGTACAGGGGTGCAAGTAACATCATAAATAACTTCATCATCTGCTGGAGTTTTAAAAT 
CGTCCTCTTCCTGTCTTTCATCACCATCCTCATCAGCTGCTTCCTCCTGTACTCAGTGTA 
TGCCCAGATCTTCAGGGGCCTGGTCATCTACATTGTCTGGATTTTTTTCTATGAAACTGC 
AAACGTCGTAATACAAATCCTCACCAACAATGACTTTGACATTAAAGAGGTCAGAATCAT 
GCGCTGGTTTGGCTTGGTGTCTCGTACAGTCATGCACTGTTTCTGGATGTTCTTTGTCAT 
CAACTATGCCCACATAACCTACAAAAACCGGAGCCAGGGCAATATAATTTCCTACAAGAG 
ACGAATTTCTACAGCGGAGATTCTCCACAGCAGAAATAAAAGATTATCAATTTCGAGTGG 
GTTCAGTGGCTCACACCTGGAATCCCAGTACTTTGAGAGGCAGAGGAGGTGCTCTGGTAA 
AACAAGTATAAAATGAATGTCAGGATGTTCTCCCTCATGGTGGGCATCTTCTCTGTCCTT 
AATACCACCCAGTTCTTCATCTTTGACCTGAACCAGAAGACACACATTTGCTATGAGGCC 
AAGTTCAGCATCTACGTGGACTCAAAGTCGGAGCTAGTCACTTGGACCCTGTTCCACAGG 
GCTAATATCAGCACTGGCCTCTCCCTCACCACCATCATCATCGGCTGCTTCCTCTTTTAT 
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TGTATCCACAAGAATATCTACATGGGGCTGCTGATCTATGCCATGTGGATCATCACTTAC 
GAGCTCATCAACTTCTCCATAGTCCTGCTCCTCAACGGGATCATCAAAGATCACTTCAAG 
ACGCTGAGTTATTTGCACTGGATCTTCCAAATCTCACACATGCTCCTGCACTTTTTCTGT 
CTGCCCTTCATCGTCAAGCATGCATACAACCTTTACAAGGAATCCCAGACTGTGGGCAGG 
AAACGCCGCCACAGGCTCTGCTCCACCATTGCAGTGAACTCATGACTACCTGTCCGTCTG 
GGAATGTTGTACCGGAAGTTAAACTGAACCATGCCAGATGCCAGGAAAGGTGGGAGGGAA 
TGGTGTTCCTCAACAATGGAACCCTCCCTACCCTGCCTGTCTTCTGTTGATGCTGCTTGG 
TTTGTCAGGGCTTTTGAGTTTTACGCACTGAGGAATGATTCTCGGGAGAGGGCAGGTTGT 
GCGGATCAATTATTTTAGAGATGTGTTGTGTGACTTGTTTTAGCAGTTAATGATATGTGG 
CCTTGTGCTTACTTAACCATC 

Gene 575. >ENST00000316909 cDNA sequence 

AGTTCCTACCCGCGAGAGGGAAGAAGCAGGAGGTCTCAGCATGAAACAGCAGCAGTGGTG 

TGGGATGACTGCCAAAATGGGCACCGTGTTGTCAGGGGTCTTCACCATCATGGCCGTAGA 

CATGTATCTCATCTTTGAACAGAAGCACCTAGGGAATGGCAGTTGCACTGAGATCACACC 

AAAGTACAGGGGTGCAAGTAACATCATAAATAACTTCATCATCTGCTGGAGTTTTAAAAT 

CGTCCTCTTCCTGTCTTTCATCACCATCCTCATCAGCTGCTTCCTCCTGTACTCAGTGTA 

TGCCCAGATCTTCAGGGGCCTGGTCATCTACATTGTCTGGATTTTTTTCTATGAAACTGC 

AAACGTCGTAATACAAATCCTCACCAACAATGACTTTGACATTAAAGAGGTCAGAATCAT 

GCGCTGGTTTGGCTTGGTGTCTCGTACAGTCATGCACTGTTTCTGGATGTTCTTTGTCAT 

CAACTATGCCCACATAACCTACAAAAACCGGAGCCAGGGCAATATAATTTCCTACAAGAG 

ACGAATTTCTACAGCGGAGATTCTCCACAGCAGAAATAAAAGATTATCAATTTCGAGTGG 

GTTCAGTGGCTCACACCTGGAATCCCAGTACTTTGAGAGGCAGAGCTTCCACACTAGCAT 

ATTTACCTGTCTGTCTCCAGTGCCAAGCTCAGCCCCCAGCACCTGTAGATACACAATAGA 

TGTCTGCTGAGAGGTGCTCTGGTAAAACAAGTATAAAATGAATGTCAGGATGTTCTCCCT 

CATGGTGGGCATCTTCTCTGTCCTTAATACCACCCAGTTCTTCATCTTTGACCTGAACCA 

GAAGACACACATTTGCTATGAGGCCAAGTTCAGCATCTACGTGGACTCAAAGTCGGAGCT 

AGTCACTTGGACCCTGTTCCACAGGGCTAATATCAGCACTGGCCTCTCCCTCACCACCAT 

CATCATCGGCTGCTTCCTCTTTTATTGTATCCACAAGAATATCTACATGGGGCTGCTGAT 

CTATGCCATGTGGATCATCACTTACGAGCTCATCAACTTCTCCATAGTCCTGCTCCTCAA 

CGGGATCATCAAAGATCACTTCAAGACGCTGAGTTATTTGCACTGGATCTTCCAAATCTC 

ACACATGCTCCTGCACTTTTTCTGTCTGCCCTTCATCGTCAAGCATGCATACAACCTTTA 

CAAGGAATCCCAGACTGTGGGCAGGAAACGCCGCCACAGGCTCTGCTCCACCATTGCAGT 

GAACTCATGACTACCTGTCCGTCTGGGAATGTTGTACCGGAAGTTAAACTGAACCATGCC 

AGATGCCAGGAAAGGTGGGAGGGAATGGTGTTCCTCAACAATGGAACCCTCCCTACCCTG 

CCTGTCTTCTGTTGATGCTGCTTGGTTTGTCAGGGCTTTTGAGTTTTACGCACTGAGGAA 

TGATTCTCGGGAGAGGGCAGGTTGTGCGGATCAATTATTTTACAGATGTGTTGTGTGACT 

TGTTTTAGCAGTTAATGATATGTGGCCTTGTGCTTACTTAACCATC 

Gene 576. >ENST00000259722 cDNA sequence 

CCCGAGAGGAGTCGGTGGCAGCGGCGGCGGCGGGACCGGCAGCAGCAGCAGCAGCAGCAG 
CAGCAGCAACCACTAGCCTCCTGCCCCGCGGCGCTGCCGCACGAGCCCCACGAGCCGCTC 
ACCCCGCCGTTCTCAGCGCTGCCCGACCCCGCTGGCGCGCCCTCCCGCCGCCAGTCCCGG 
CAGCGCCCTCAGTTGTCCTCCGACTCGCCCTCGGCCTTCCGCGCCAGCCGCAGCCACAGC 
CGCAACGCCACCCGCAGCCACAGCCACAGCCACAGCCCCAGGCATAGCCTTCGGCACAGC 
CCCGGCTCCGGCTCCTGCGGCAGCTCCTCTGGGCACCGTCCCTGCGCCGACATCCTGGAG 
GTTGGGATGCTCTTGTCCAAAATCAACTCGCTTGCCCACCTGCGCGCCGCGCCCTGCAAC 
GACCTGCACGCCACCAAGCTGGCGCCCGGCAAGGAGAAGGAGCCCCTGGAGTCGCAGTAC 
CAGGTGGGCCCGCTACTGGGCAGCGGCGGCTTCGGCTCGGTCTACTCAGGCATCCGCGTC 
TCCGACAACTTGCCGGTGGCCATCAAACACGTGGAGAAGGACCGGATTTCCGACTGGGGA 
GAGCTGCCTAATGGCACTCGAGTGCCCATGGAAGTGGTCCTGCTGAAGAAGGTGAGCTCG 
GGTTTCTCCGGCGTCATTAGGCTCCTGGACTGGTTCGAGAGGCCCGACAGTTTCGTCCTG 
ATCCTGGAGAGGCCCGAGCCGGTGCAAGATCTCTTCGACTTCATCACGGAAAGGGGAGCC 
CTGCAAGAGGAGCTGGCCCGCAGCTTCTTCTGGCAGGTGCTGGAGGCCGTGCGGCACTGC 
CACAACTGCGGGGTGCTCCACCGCGACATCAAGGACGAAAACATCCTTATCGACCTCAAT 
CGCGGCGAGCTCAAGCTCATCGACTTCGGGTCGGGGGCGCTGCTCAAGGACACCGTCTAC 
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ACGGACTTCGATGGGACCCGAGTGTATAGCCCTCCAGAGTGGATCCGCTACCATCGCTAC 
CATGGCAGGTCGGCGGCAGTCTGGTCCCTGGGGATCCTGCTGTATGATATGGTGTGTGGA 
GATATTCCTTTCGAGCATGACGAAGAGATCATCAGGGGCCAGGTTTTCTTCAGGCAGAGG 
GTCTCTTCAGAATGTCAGCATCTCATTAGATGGTGCTTGGCCCTGAGACCATCAGATAGG 
CCAACCTTCGAAGAAATCCAGAACCATCCATGGATGCAAGATGTTCTCCTGCCCCAGGAA 
ACTGCTGAGATCCACCTCCACAGCCTGTCGCCGGGGCCCAGCAAATAGCAGCCTTTCTGG 
CAGGTCCTCCCCTCTCTTGTCAGATGCCCGAGGGAGGGGAAGCTTCTGTCTCCAGCTTCC 
CGAGTACCAGTGACACGTCTCGCCAAGCAGGACAGTGCTTGATACAGGAACAACATTTAC 
AACTCATTCCAGATCCCAGGCCCCTGGAGGCTGCCTCCCAACAGTGGGGAAGAGTGACTC 
TCCAGGGGTCCTAGGCCTCAACTCCTCCCATAGATACTCTCTTCTTCTCATAGGTGTCCA 
GCATTGCTGGACTCTGAAATATCCCGGGGGTGGGGGGTGGGGGTGGGTCAGAACCCTGCC 
ATGGAACTGTTTCCTTCATCATGAGTTCTGCTGAATGCCGCGATGGGTCAGGTAGGGGGG 
AAACAGGTTGGGATGGGATAGGACTAGCACCATTTTAAGTCCCTGTCACCTCTTCCGACT 
CTTTCTGAGTGCCTTCTGTGGGGACTCCGGCTGTGCTGGGAGAAATACTTGAACTTGCCT 
CTTTTACCTGCTGCTTCTCCAAAAATCTGCCTGGGTTTTGTTCCCTATTTTTCTCTCCTG 
TCCTCCCTCACCCCCTCCTTCATATGAAAGGTGCCATGGAAGAGGCTACAGGGCCAAACG 
CTGAGCCACCTGCCCTTTTTTCTGCCTCCTTTAGTAAAACTCCGAGTGAACTGGTCTTCC 
TTTTTGGTTTTTACTTAACTGTTTCAAAGCCAAGACCTCACACACACAAAAAATGCACAA 
ACAATGCAATCAACAGAAAAGCTGTAAATGTGTGTACAGTTGGCATGGTAGTATACAAAA 
AGATTGTAGTGGATCTAATTTTTAAGAAATTTTGCCTTTAAGTTATTTTACCTGTTTTTG 
TTTCTTGTTTTGAAAGATGCGCATTCTAACCTGGAGGTCAATGTTATGTATTTATTTATT 
TATTTATTTGGTTCCCTTCCTATTCCAAGCTTCCATAGCTGCTGCCCTAGTTTTCTTTCC 
TCCTTTCCTCCTCTGACTTGGGGACCTTTTGGGGGAGGGCTGCGACGCTTGCTCTGTTTG 
TGGGGTGACGGGACTCAGGCGGGACAGTGCTGCAGCTCCCTGGCTTCTGTGGGGCCCCTC 
ACCTACTTACCCAGGTGGGTCCCGGCTCTGTGGGTGATGGGGAGGGGCATTGCTGACTGT 
GTATATAGGATAATTATGAAAAGCAGTTCTGGATGGTGTGCCTTCCAGATCCTCTCTGGG 
GCTGTGTTTTGAGCAGCAGGTAGCCTGCTGGTTTTATCTGAGTGAAATACTGTACAGGGG 
AATAAAAGAGATCTTATTTTTTTTTTTATACTTGGCGTTTTTTGAATAAAAACCTTTTGT 
CTT 

Gene 577. >ENST00000243720 cDNA sequence 

CCCCGCGCTGCGCGGAGCAGGGACCAGGCGGTTGCGGCGGCGACAGCCATGGCCGGCGCG 
CTGGCAGGTCTGGCCGCGGGCTTGCAGGTCCCGCGGGTCGCGCCCAGCCCAGACTCGGAC 
TCGGACACAGACTCGGAGGACCCGAGTCTCCGGCGCAGCGCGGGCGGCTTGCTCCGCTCG 
CAGGTCATCCACAGCGGTCACTTCATGGTGTCGTCGCCGCACAGCGACTCGCTGCCCCGG 
CGGCGCGACCAGGAGGGGTCCGTGGGGCCCTCCGACTTCGGGCCGCGCAGTATCGACCCC 
ACACTCACACGCCTCTTCGAGTGCTTGAGCCTGGCCTACAGTGGCAAGCTGGTGTCTCCC 
AAGTGGAAGAATTTCAAAGGCCTCAAGCTGCTCTGCAGAGACAAGATCCGCCTGAACAAC 
GCCATCTGGAGGGCCTGGTATATCCAGTATGTGAAGCGGAGGAAGAGCCCCGTGTGTGGC 
TTCGTGACCCCCCTGCAGGGGCCTGAGGCTGATGCGCACCGGAAGCCGGAGGCCGTGGTC 
CTGGAGGGGAACTACTGGAAGCGGCGCATCGAGGTGGTGATGCGGGAATACCACAAGTGG 
CGCATCTACTACAAGAAGCGGCTCCGTAAGCCCAGCAGGGAAGATGACCTCCTGGCCCCT 
AAGCAGGCGGAAGGCAGGTGGCCGCCGCCGGAGCAATGGTGCAAACAGCTCTTCTCCAGT 
GTGGTCCCCGTGCTGCTGGGGGACCCAGAGGAGGAGCCGGGTGGGCGGCAGCTCCTGGAC 
CTCAATTGCTTTTTGTCCGACATCTCAGACACTCTCTTCACCATGACTCAGTCCGGCCCT 
TCGCCCCTGCAGCTGCCGCCTGAGGATGCCTACGTCGGCAATGCTGACATGATCCAGCCG 
GACCTGACGCCACTGCAGCCAAGCCTGGATGACTTCATGGACATCTCAGATTTCTTTACC 
AACTCCCGCCTCCCACAGCCGCCCATGCCTTCAAACTTCCCAGAGCCCCCCAGCTTCAGC 
CCCGTGGTTGACTCCCTCTTCAGCAGTGGGACCCTGGGCCCAGAGGTGCCCCCGGCTTCC 
TCGGCCATGACCCACCTCTCTGGACACAGCCGTCTGCAGGCTCGGAACAGCTGCCCTGGC 
CCCTTGGACTCCAGCGCCTTCCTGAGTTCTGATTTCCTCCTTCCTGAAGACCCCAAGCCC 
CGGCTCCCACCCCCTCCTGTACCCCCACCTCTGCTGCATTACCCTCCCCCTGCCAAGGTG 
CCAGGCCTGGAGCCCTGCCCCCCACCTCCCTTCCCTCCCATGGCACCACCCACTGCTTTG 
CTGCAGGAAGAGCCTCTCTTCTCTCCCAGGTTTCCCTTCCCCACCGTCCCTCCTGCCCCA 
GGAGTGTCTCCGCTGCCTGCTCCTGCAGCCTTCCCACCCACCCCACAGTCTGTCCCCAGC 
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CCAGCCCCCACCCCCTTCCCCATAGAGCTTCTACCCTTGGGGTATTCGGAGCCTGCCTTT 

GGGCCTTGCTTCTCCATGCCCAGAGGCAAGCCCCCCGCCCCATCCCCTAGGGGACAGAAA 

GCCAGCCCCCCTACCTTAGCCCCTGCCACTGCCAGTCCCCCCACCACTGCGGGGAGCAAC 

AACCCCTGCCTCACACAGCTGCTCACAGCAGCTAAGCCGGAGCAAGCCCTGGAGCCACCA 

CTTGTATCCAGCACCCTCCTCCGGTCCCCAGGGTCCCCGCAGGAGACAGTCCCTGAATTC 

CCCTGCACATTCCTTCCCCCGACCCCGGCCCCTACACCGCCCCGGCCACCTCCAGGCCCG 

GCCACATTGGCCCCTTCCAGGCCCCTGCTTGTCCCCAAAGCGGAGCGGCTCTCACCCCCA 

GCGCCCAGCGGCAGTGAACGGCGGCTGTCAGGGGACCTCAGCTCCATGCCAGGCCCTGGG 

ACTCTGAGCGTCCGTGTCTCTCCCCCGCAACCCATCCTCAGCCGGGGCCGTCCAGACAGC 

AACAAGACCGAGAACCGGCGTATCACACACATCTCCGCGGAGCAGAAGCGGCGCTTCAAC 

ATCAAGCTGGGGTTTGACACCCTTCATGGGCTCGTGAGCACACTCAGTGCCCAGCCCAGC 

CTCAAGGTGAGCAAAGCTACCACGCTGCAGAAGACAGCTGAGTACATCCTTATGCTACAG 

CAGGAGCGTGCGGGCTTGCAGGAGGAGGCCCAGCAGCTGCGGGATGAGATTGAGGAGCTC 

AATGCCGCCATTAACCTGTGCCAGCAGCAGCTGCCCGCCACAGGGGTACCCATCACACAC 

CAGCGTTTTGACCAGATGCGAGACATGTTTGATGACTACGTCCGAACCCGTACGCTGCAC 

AACTGGAAGTTCTGGGTGTTCAGCATCCTCATCCGGCCTCTGTTTGAGTCCTTCAACGGG 

ATGGTGTCCACGGCAAGTGTGCACACCCTCCGCCAGACCTCACTGGCCTGGCTGGACCAG 

TACTGCTCTCTGCCCGCTCTCCGGCCAACTGTCCTGAACTCCCTACGCCAGCTGGGCACA 

TCTACCAGTATCCTGACCGACCCGGGCCGCATCCCTGAGCAAGCCACACGGGCAGTCACA 

GAGGGCACCCTTGGCAAACCTTTATAGTCCTGGCCAGACCCTGCTGCTCACTCAGCTGCC 

CTGGGGGCTGCTTTCCCTGGGCACGGGCTCCAGGGATCATCTCTGGGCACTCCCTTCCTG 

CCCCAGGCCCTGGCTCTGCCCTTCCCTGGGGGGTGGAGCAGGGTCCAGGTTTCACACTTG 

CCACCTCCTGGAGGTCAAGAAGAGCAGAGTCCCCGTCCCTGCTCTGCCACTGTGCTCCAG 

CACCGTGACCTTGGGTGACTCGTCCGCTGTCTTTGGACCGCTGTGTTTCAATCTGCAAAA 

TGGGGATGGGGAAGGTTCAATCAGCAGATGACCCCCAGGCCTTGGCAGCTGTGACATTGG 

GGGCCTAGGCTGGCAACTCCGGGGGCTCAACGGTGGAAAGAGGAGGATGCTGTTTCTCTG 

TCACCTCCACTTGCTCCCCGACAGGTGGGGCACAGACCTCTGTTCCTGAGCAGAGAAGCA 

GAAAAGGAGGTTCCCTCTCTCTGCTCCTTCACTGCTGACCCAGAGGGGCTGCAGGATGGT 

TTCCCCTGGGAGAGGCCAGGAGGGCCTGATCCCAGGAGACACCAGGGCCAGAGTGACCAC 

AGCAGGGCAGGCATCATGTGTGTGTGTGTGTGTGGATGTGTGTGTGTGGGTTTTGTAAAG 

AATTCTTGACCAATAAAAGCAAAAACTGTCTGCTGGTT 

Gene 578. >ENST00000313375 cDNA sequence 

CCCCGCGCTGCGCGGAGCAGGGACCAGGCGGTTGCGGCGGCGACAGCCATGGCCGGCGCG 
CTGGCAGGTCTGGCCGCGGGCTTGCAGGTCCCGCGGGTCGCGCCCAGCCCAGACTCGGAC 
TCGGACACAGACTCGGAGGACCCGAGTCTCCGGCGCAGCGCGGGCGGCTTGCTCCGCTCG 
CAGGTCATCCACAGCGGTCACTTCATGGTGTCGTCGCCGCACAGCGACTCGCTGCCCCGG 
CGGCGCGACCAGGAGGGGTCCGTGGGGCCCTCCGACTTCGGGCCGCGCAGTATCGACCCC 
ACACTCACACGCCTCTTCGAGTGCTTGAGCCTGGCCTACAGTGGCAAGCTGGTGTCTCCC 
AAGTGGAAGAATTTCAAAGGCCTCAAGCTGCTCTGCAGAGACAAGATCCGCCTGAACAAC 
GCCATCTGGAGGGCCTGGTATATCCAGTATGTGAAGCGGAGGAAGAGCCCCGTGTGTGGC 
TTCGTGACCCCCCTGCAGGGGCCTGAGGCTGATGCGCACCGGAAGCCGGAGGCCGTGGTC 
CTGGAGGGGAACTACTGGAAGCGGCGCATCGAGGTGGTGATGCGGGAATACCACAAGTGG 
CGCATCTACTACAAGAAGCGGCTCCGTAAGCCCAGCAGGGAAGATGACCTCCTGGCCCCT 
AAGCAGGCGGAAGGCAGGTGGCCGCCGCCGGAGCAATGGTGCAAACAGCTCTTCTCCAGT 
GTGGTCCCCGTGCTGCTGGGGGACCCAGAGGAGGAGCCGGGTGGGCGGCAGCTCCTGGAC 
CTCAATTGCTTTTTGTCCGACATCTCAGACACTCTCTTCACCATGACTCAGTCCGGCCCT 
TCGCCCCTGCAGCTGCCGCCTGAGGATGCCTACGTCGGCAATGCTGACATGATCCAGCCG 
GACCTGACGCCACTGCAGCCAAGCCTGGATGACTTCATGGACATCTCAGATTTCTTTACC 
AACTCCCGCCTCCCACAGCCGCCCATGCCTTCAAACTTCCCAGAGCCCCCCAGCTTCAGC 
CCCGTGGTTGACTCCCTCTTCAGCAGTGGGACCCTGGGCCCAGAGGTGCCCCCGGCTTCC 
TCGGCCATGACCCACCTCTCTGGACACAGCCGTCTGCAGGCTCGGAACAGCTGCCCTGGC 
CCCTTGGACTCCAGCGCCTTCCTGAGTTCTGATTTCCTCCTTCCTGAAGACCCCAAGCCC 
CGGCTCCCACCCCCTCCTGTACCCCCACCTCTGCTGCATTACCCTCCCCCTGCCAAGGTG 
CCAGGCCTGGAGCCCTGCCCCCCACCTCCCTTCCCTCCCATGGCACCACCCACTGCTTTG 
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CTGCAGGAAGAGCCTCTCTTCTCTCCCAGGTTTCCCTTCCCCACCGTCCCTCCTGCCCCA 
GGAGTGTCTCCGCTGCCTGCTCCTGCAGCCTTCCCACCCACCCCACAGTCTGTCCCCAGC 
CCAGCCCCCACCCCCTTCCCCATAGAGCTTCTACCCTTGGGGTATTCGGAGCCTGCCTTT 
GGGCCTTGCTTCTCCATGCCCAGAGGCAAGCCCCCCGCCCCATCCCCTAGGGGACAGAAA 
GCCAGCCCCCCTACCTTAGCCCCTGCCACTGCCAGTCCCCCCACCACTGCGGGGAGCAAC 
AACCCCTGCCTCACACAGCTGCTCACAGCAGCTAAGCCGGAGCAAGCCCTGGAGCCACCA 
CTTGTATCCAGCACCCTCCTCCGGTCCCCAGGGTCCCCGGCAGTGAACGGCGGCTGTCAG 
GGGACCTCAGCTCCATGCCAGGCCCTGGGACTCTGAGCGTCCGTGTCTCTCCCCCGGAAC 
CCATCCTCAGCCGGGGCCGTCCAGACAGCAACAAGACCGAGAACCGGCGTATCACACACA 
TCTCCGCGGAGCAGAAGCGGCGCTTCAACATCAAGCTGGGGTTTGACACCCTTCATGGGC 
TCGTGAGCACACTCAGTGCCCAGCCCAGCCTCAAGGTGAGCAAAGCTACCACGCTGCAGA 
AGACAGCTGAGTACATCCTTATGCTACAGCAGGAGCGTGCGGGCTTGCAGGAGGAGGCCC 
AGCAGCTGCGGGATGAGATTGAGGAGCTCAATGCCGCCATTAACCTGTGCCAGCAGCAGC 
TGCCCGCCACAGGGGTACCCATCACACACCAGCGTTTTGACCAGATGCGAGACATGTTTG 
ATGACTACGTCCGAACCCGTACGCTGCACAACTGGAAGTTCTGGGTGTTCAGCATCCTCA 
TCCGGCCTCTGTTTGAGTCCTTCAACGGGATGGTGTCCACGGCAAGTGTGCACACCCTCC 
GCCAGACCTCACTGGCCTGGCTGGACCAGTACTGCTCTCTGCCCGCTCTCCGGCCAACTG 
TCCTGAACTCCCTACGCCAGCTGGGCACATCTACCAGTATCCTGACCGACCCGGGCCGCA 
TCCCTGAGCAAGCCACACGGGCAGTCACAGAGGGCACCCTTGGCAAACCTTTATAGTCCT 
GGCCAGACCCTGCTGCTCACTCAGCTGCCCTGGGGGCTGCTTTCCCTGGGCACGGGCTCC 
AGGGATCATCTCTGGGCACTCCCTTCCTGCCCCAGGCCCTGGCTCTGCCCTTCCCTGGGG 
GGTGGAGCAGGGTCCAGGTTTCACACTTGCCACCTCCTGGAGGTCAAGAAGAGCAGAGTC 
CCCGTCCCTGCTCTGCCACTGTGCTCCAGCACCGTGACCTTGGGTGACTCGTCCGCTGTC 
TTTGGACCGCTGTGTTTCAATCTGCAAAATGGGGATGGGGAAGGTTCAATCAGCAGATGA 
CCCCCAGGCCTTGGCAGCTGTGACATTGGGGGCCTAGGCTGGCAACTCCGGGGGCTCAAC 
GGTGGAAAGAGGAGGATGCTGTTTCTCTGTCACCTCCACTTGCTCCCCGACAGGTGGGGC 
ACAGACCTCTGTTCCTGAGCAGAGAAGCAGAAAAGGAGGTTCCCTCTCTCTGCTCCTTCA 
CTGCTGACCCAGAGGGGCTGCAGGATGGTTTCCCCTGGGAGAGGCCAGGAGGGCCTGATC 
CCAGGAGACACCAGGGCCAGAGTGACCACAGCAGGGCAGGCATCATGTGTGTGTGTGTGT 
GTGGATGTGTGTGTGTGGGTTTTGTAAAGAATTCTTGACCAATAAAAGCAAAAACTGTCT 
GCTGGTT 

Gene 579. >ENST00000223368 cDNA sequence 

GGGGGCGACGGCCGCTGTGACGCTGCGGCGGCGGCGGGCGGGCGGCGGCGCGTGAGGCGC 
GCGATCCCCGGTGTCTTGGGAGCAGTGCCCCGGCCCCCGCCGCTCCCGCCGCCGCCATGT 
CGGGCCGGTCGGTCCGGGCGGAGACCCGCAGCCGGGCCAAGGACGACATCAAGAAGGTGA 
TGGCGGCCATCGAGAAAGTGCGGAAATGGGAGAAGAAGTGGGTGACTGTGGGTGACACGT 
CCCTGAGGATATTTAAGTGGGTTCCTGTGACAGACAGCAAGGAGAAAGAAAAGTCAAAAT 
CGAACAGTTCAGCAGCCCGAGAACCTAATGGCTTTCCTTCTGATGCCTCAGCCAATTCCT 
CTCTCCTTCTTGAATTCCAGGACGAAAACAGCAACCAGAGTTCCGTGTCTGACGTCTATC 
AGCTTAAGGTGGACAGCAGCACCAACTCAAGCCCCAGCCCCCAGCAGAGTGAGTCCCTGA 
GCCCAGCACACACCTCCGACTTCCGCACGGATGACTCCCAGCCCCCAACGCTGGGCCAGG 
AGATCCTGGAGGAGCCCTCCCTGCCCTCCTCGGAAGTTGCTGATGAACCTCCTACCCTCA 
C CAAGGAAGAAC C AGTT C CACT AGAG ACACAGGT C GT T G AGGAAGAGGAAGACT CAGGTG 
CCCCGCCCCTGAAGCGCTTCTGTGTGGACCAACCCACAGTGCCGCAGACGGCGTCAGAAA 
GCTAGCACCATCCCGGCCCTCCGCCTCCTGGCCCTGCCTCTATTTATTGCATTCTGGTTC 
TGGCCGCGCCGCGTTGCTGGGGTAAGGGCAAGCACTGGGGTCAAGAGCCTGCACACATGA 
GCCTTCCGGGCTGGAAGGCTGGCGTAGGACTTGGGGCTGTAGCATCATCTTCCTGACCCT 
GGCACCTGTGTCTACTTGCTCCCGAGAAGAGGAGCGCTCATGTCTTTTTTGCACCCCAAG 
TTGGCTGGAGCATCGGCCACCCCAAGATTCATCTGTGACCTCCAGGCAGCAGTCTCTGCT 
CCAGAATCTCTGGACGGAGCTGCTGGCAGCTTCTGCGAGAAGAGAGAGATGTGGAAGGCA 
CCTTCTAGAAGAGAGCGTGCCTCAGGTTACTTGAACTTGAACGGAGACTGTAGACTCCCG 
GACTTTCCCCTAGGACTGGGGGCCCTGTAGGCTGCTGTTGGAGGACTGGGTAGAGACATT 
GGAGGGAAGGGAAGGGCTTTTCTCCACACAAGGGCAGAGAGTCCGTCTAGATTTCTTGCT 
GTCCTGCCAGCTCTGCCCATGCCTGAGGTGGTCCTACCTCTCACGGGCACCCTAGCTGCT 
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GACAGCCCTTTGTGGCCGCCGTCCCCATCCCCTGCCCTCAGCACACACATCTGCACACAC 

GCAGCTTTGTTCTCACCTCTACCTGTCATTCCAGCATCCCTGCCTCTTGTCACAAACTGC 

CCCAG(^^GAATTTGAGGTTCTGACAACAGTACCCATCCCCCACAGTACCCCTTCAGCTC 

AGTTTCTAGAAAGCTCCCTTTTCTTTGAAATCTGCATGTTGAATTGAACTTTGTGATTTT 

ATTTTTTGTTTCAAAAAAGTTTAAGAAAATGGAAATGGGCAACAGTGAGTGAAGACATAT 

TTTAGCACTGAATAGAATATTTTTAAAATTAAACTATTTGAAATATG 

Gene 580. >ENST00000257632 cDNA sequence 

ATGGGGCTACCCTGGGGGCAGCCTCACCTAGGGCTGCAGATGCTCCTCCTGGCGTTGAAC 
TGTCTCCGGCCCAGCCTGAGCCTGGGTGAGTGGGGGTCCTGGATGGACGCGTCCAGCCAG 
ACCCAAGGGGCTGGGGGCCCTGCTGGAGTGATTGGACCCTGGGCGCCCGCCCCCCTCCGA 
TTGGGAGAGGCAGCCCCAGGGACCCCCACGCCCGTCTCCGTGGCTCACCTTTTGTCCCCC 
GTGGCCACAGAGCTGGTGCCCTACACACCACAGATAACAGCTTGGGACCTGGAAGGGAAG 
GTCACAGCCACCACCTTCTCCCTGGAGCAGCCGCGCTGTGTCTTCGATGGGCTTGCCAGC 
GCCAGCGATACCGTCTGGCTCGTGGTGGCCTTCAGCAATGCCTCCAGGGGCTTCCAGAAC 
CCGGAGACACTGGCTGACATTCCGGCCTCCCCACAGCTGCTGACCGATGGCCACTACATG 
ACGCTGCCCCTGTCTCCGGACCAGCTGCCCTGTGGCGACCCCATGGCGGGCAGCGGAGGC 
GCCCCCGTGCTGCGGGTGGGCCATGACCACGGCTGCCACCAGCAGCCCTTCTGCAACGCG 
CCCCTCCCTGGCCCTGGACCCTATCGGGAAGACCCCCGGATCCATCGACACCTGGCCAGG 
GCGGCGAAGTGGCAGCATGATCGTCATTACCTCCATCCTCTCTTCTCTGGCCGGCCTCCT 
ACTCTTGGCCTTCTTGGCAGCCTCTACCATGCGCTTCTCCAGCCTGTGGTGGCCGGAGGA 
GGCCCCGGAGCAGCTGCGGATCGGCTCCTTCATGGGGAAGCGCTACATGACCCACCACAT 
CCCACCCAGAGAGGCCGCCACACTGCCGGTGGGCTGCAAGCCTGGCCTGGACCCCCTCCC 
CAGCCTCAGCCCCTAGCCTGGCCTCTTTGCATGGGGCTGGGGGAGATGGGGCGCTGGGAG 
TGA 

Gene 581. >ENST00000334348 cDNA sequence 

ATGGGGCTACCCTGGGGGCAGCCTCACCTAGGGCTGCAGATGCTCCTCCTGGCGTTGAAC 

TGTCTCCGGCCCAGCCTGAGCCTGGAGCTGGTGCCCTACACACCACAGATAACAGCTTGG 

GACCTGGAAGGGAAGGTCACAGCCACCACCTTCTCCCTGGAGCAGCCGCGCTGTGTCTTC 

GATGGGCTTGCCAGCGCCAGCGATACCGTCTGGCTCGTGGTGGCCTTCAGCAATGCCTCC 

AGGGGCTTCCAGAACCCGGAGACACTGGCTGACATTCCGGCCTCCCCACAGCTGCTGACC 

GATGGCCACTACATGACGCTGCCCCTGTCTCCGGACCAGCTGCCCTGTGGCGACCCCATG 

GCGGGCAGCGGAGGCGCCCCCGTGCTGCGGGTGGGCCATGACCACGGCTGCCACCAGCAG 

CCCTTCTGCAACGCGCCCCTCCCTGGCCCTGGACCCTATCGGGTGAAGTTCCTCCTGATG 

GACACCAGGGGCTCACCCAGGGCTGAGACCAAGTGGTCAGACCCCATCACTCTCCACCAA 

GGGAAGACCCCCGGATCCATCGACACCTGGCCAGGGCGGCGAAGTGGCAGCATGATCGTC 

ATTACCTCCATCCTCTCTTCTCTGGCCGGCCTCCTACTCTTGGCCTTCTTGGCAGCCTCT 

ACCATGCGCTTCTCCAGCCTGTGGTGGCCGGAGGAGGCCCCGGAGCAGCTGCGGATCGGC 

TCCTTCATGGGCAAGCGCTACATGACCCACCACATCCCACCCAGAGAGGCCGCCACACTG 

CCGGTGGGCTGCAAGCCTGGCCTGGACCCCCTCCCCAGCCTCAGCCCCTAG 

Gene 582. >ENST00000329536 cDNA sequence 

ACTGCCCTGGCTTCCTGCGCCTCTTCAGGTCATCGCTTGCTCTCGTTCCCAGGCTTTGGC 

CTCTAGTGGACGAGAATCACCGAGTCTGCGGGGCTGGACGCTGACTGCCCGGGCCAGCAC 

CTAGGCGGGCGGGAGCTGTGCGGCCCAGGGTTCACGCGGGCCGGGTAGAGGCTCGAGCCG 

GGACCCCCGAGGCGGATCTGGGCCCCGAGAAGGACCCCCGCCTGGATTTGCCCCGTAGGC 

CCGGCCCGGGCCCCTCGGGAGCAGAACAGCTTTGGTGAGGTGGACAGGAGGTGACCTCGC 

GAGCAGACGCGCGCGCCAGCGACAGCAGCCCGCCCCGGCCTCTCGGGAGCCGTGGGGCAG 

AGGCTGCGGAGCCCCAGGAGGGGCCGGAGCCCTCATGACTTCAGTGACCTGCTTCTGCCC 

CTCTAGGTCTATCAGCCACAGTCTCTGCAAGTTTCCAAGAGCAGCAGAAAATGAACACAT 

TGCAGGGGCCAGTGTCATTCAAAGATGTGGCTGTGGATTTCACCCAGGAGGAGTGGCAGC 

AACTGGACCCTGATGAGAAGATAGCATACGGGGATGTGATGTTGGAGAACTACAGCCATC 

TAGTTTCTGTGGGGTATGATTATCACCAAGCCAAACATCATCATGGAGTGGAGGTGAAGG 

AAGTGGAGCAGGGAGAGGAGCCGTGGATAATGGAAGGTGAATTTCCATGTCAACATAGTC 

CAGGTAAGTTAGTAGATTATCACATGTTAAAAAACACT 

Gene 583. >ENST00000262936 cDNA sequence 
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ATACTTGCGCGCCGACGCCGCCGCTCGCTTGTGAAACTGGAAGGCTGCCATGGCTAGCCC 
AGCCGCCTCCTCGGTGCGACCACCGAGGCCCAAGAAAGAGCCGCAGACGCTCGTCATCCC 
CAAGAATGCGGCGGAGGAGCAGAAGCTCAAGCTGGAGCGGCTCATGAAGAACCCGGACAA 
AGCAGTTCCAATTCCAGAGAAAATGAGTGAATGGGCACCTCGACCTCCCCCAGAATTTGT 
CCGAGATGTCATGGGTTCAAGTGCTGGGGCCGGCAGTGGAGAGTTCCACGTGTACAGACA 
TCTGCGCCGGAGAGAATATCAGCGACAGGACTACATGGATGCCATGGCTGAGAAGCAAAA 
ATTGGATGCAGAGTTTCAGAAAAGACTGGAAAAGAATAAAATTGCTGCAGAGGAGCAGAC 
CGCAAAGCGCCGGAAGAAGCGCCAGAAGTTAAAAGAGAAGAAATTACTGGCAAAGAAGAT 
GAAACTTGAACAGAAGAAACAAGAAGGACCCGGTCAGCCCAAGGAGCAGGGGTCCAGCAG 
CTCTGCGGAGGCATCTGGAACAGAGGAGGAGGAGGAAGTGCCCAGTTTCACCATGGGGCG 
ATGACAATGTTTGCCACAGCCTCTGCCTGGAACCTGGCTCGTGCTGTGACCAGAAGGGAA 
AGGCGGCTGTTTGGCTCTTTCTCCCCCGCAAGGACCCGCTGACCCGCTGGATGGAGAGCA 
AAGGAGACCCCTCCCGAGCCGCTCACAGTCCTGTATTTGGCAGGTTTGGGAGCCTGAGGG 
GCCATCTCCCTGACACTCAGAGGCACTGCCTTGCAGACACCATCCGTGCTCCTGGTAAAG 
GGGGACAGAGAGCCTCACCTTGCCACATATTTGAACAGTGATGAGTTTGGGGCTGGTTTC 
TGGGAAGGGAACGTTTATTTAGTAAAGAGCAGAACACCCTTGCGTTTTGTTGGGACATGT 
GGACCGTGAGTCGCAAACACTCTGGAGAAGGCTGAGATGCCACCATTCCCACGGGGACTG 
AAGACACATTACGTGGACCTGGTCCCAGGCTCAGTGAGGAGATGGCCTCAGCTGTGGGGC 
TGGTCCATGTTGCCCACTCACTCCAGTGGGAAGTGGGGACCACGCCATAGAGGGTCTGCT 
CCCACTGCAGCTCCCGGTGCTCTCGTGTTCTGGGAAGGCCTGGGTGTGTGCACAAGGAGG 
CCCGGGCCAGGGACTTCACCAGGGGCTGGGTCACAAGGGCACAGGGTGTGTGGAAAGCGC 
TGTGGGGGAAGAGCCGGTCACCGGAGAGTGAGCAGGCGGAGACTCCAAGCTGGGCTGAGC 
CAGAGCAGAAGGCGAGGGATTCCCAGCCGGACGGGGGTTCTCTCACCAACAGCTGTGATT 
TCATCCCGAAGTGGAAGGGGGTCTAAACAGAACAGGCTGAGAGAGGCGGGACTGGGTCAA 
GTGGGTGGAGCTCCTCCTTGCATGACTGCAACTGTCGGGGCTTTCCGCCGGCTCACAGCA 
GTTGGGGCCAGCGGGGAGAAGAGAGGCGGAACTGCTGTGTCCTCATGTGGCGCAGCCTCA 
AACTGGCATCCAGGCACTGGGCCCATGCAGAGAAGGCACCTGCAGAGAGCAGGGCAGCCC 
GGCGCAGGGGCATGCGCCTAGAATCCCAGCTACTCGGAAGGCCAAGGCAGGAGGACCGCT 
TGAGTCCAGGGATTCAAGGCCAACCTGGGCAATAGAGCGAGACCCTGTCTCTTAAAAAAC 
GATGATGATGAACACAGAGGACGGGGCACTGTGCTGGGAGCCAGGGGGCCTGGGAGGAGC 
CGAGACCAGCCTTTTACCTCGGGGTTTTGAGGCCAACAGGGACGACAGAGACAGTTTCTA 
GTTAGAGCCTTGGCTCCATTTTTGGATGATTTAGCCCCGAGTTCCTGAGTCTATTTTATG 
CCCCTTACGTACTTTGATAGAACTAAGGAAATAGTGGTTTTGAGTGAAGGGAAAGGAAAC 
CCAGAAACATTTTACGTTGCTTTTACTTCTGTAGTGTAGATTGCCCCGGCCCCTCTCTGA 
GCCCTGTAGCATCTGTGATAGCTTCTGTCCCTTCATCGGTTCATGTCACAGGGATTTTCT 
TTCCCAGGAAGCGGACACGGAGAGTCAGCCCTAATAAATGAGCACATGCCCTGGCTGTAC 
ATTTTGAAACCTG 

Gene 584. >ENST00000265301 cDNA sequence 

GCACCACAACAACCCTGTGGCACTGAATGGCGGTAGAAGATGGCAGCCTGAAATGATCTT 

GAAGGAAGCCATTGAAAACCATCAGAACATGATTAAGCAGTTTAAAG 

Gene 585. >ENST00000297873 cDNA sequence 

CCCGAGTCCTGTTGCCCACACGCCCGAGGCGCGCTGGATTGGCGGAGCATGGCCCAGGAG 
GAGGGTGGGAGCCTGCCCGAGGTGCGGGCGCGGGTCAGGGCCGCGCATGGCATCCCCGAC 
CTGGCCCAAAAGCTCCATTTCTATGACCGCTGGGCTCCGGACTACGACCAGGATGTGGCC 
ACCCTGCTGTACCGTGCGCCCCGCCTCGCAGTGGACTGCCTCACACAAGCCCTTCCAGGC 
CCGCCCCACAGTGCCCTGATCCTGGACGTGGCCTGTGGCACAGGCCTAGTGGCTGCCGAG 
CTGCGGGCTCCAGGCTTCCTCCAGCTGCATGGGGTGGATGGGAGCCCAGGGATGCTGGAA 
CAGGCCCAGGCCCCCGGCCTCTATCAGCGCCTCAGCCTCTGCACCCTGGGCCAGGAGCCT 
CTGCCCAGCCCGGAAGGGACCTTCGACGCGGTGCTGATAGTCGGTGCCCTCAGTGACGGC 
CAGGTGCCCTGCAATGCGATACCTGAGCTACATGTCACCAAGCCAGGTGGGCTGGTGTGT 
CTGACCACCAGGACCAACTCGTCCAACCTTCAATACAAGGAGGCTCTGGAGGCCACCCTG 
GACAGGCTGGAGCAGGCTGGGATGTGGGAAGGCCTGGTGGCCTGGCCTGTGGACCGCCTG 
TGGACCGCTGGGAGCTGGCTACCTCCGAGCTGGAGGTGGTATCCGGCATCTCTGCCAAGG 
ATGGCTTCATCTCCGGCATTGTCTACCTGTACCGAAAGTGGAAGGCGACCCAGGTTGAGG 
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AAGTGAGATCCAGCCCCCAGCCCCCAGCTGGCCCCTGACTCCATGTGGCCTTAGCTGGGC 

CCATCTGCTGGGCCTCCTCTGCCTCCCCTGTAAAATGGGACCTCCGAACCAACCCTGCCC 

CTCAGAAATGCCCTGCCTATTAAATGAGCTCCC 

Gene 586. >ENST00000297926 cDNA sequence 

ATGTCCATGGGCCTGGAGATCACGGGCACCGCGCTGGCCGTGCTGGGCTGGCTGGGCACC 
ATCGTGTGCTGCGCGTTGCCCATGTGGCGCGTGTCGGCCTTCATCGGCAGCAACATCATC 
ACGTCGCAGAACATCTGGGAGGGCCTGTGGATGAACTGCGTGGTGCAGAGCACCGGCCAG 
ATGCAGTGCAAGGTGTACGACTCGCTGCTGGCACTGCCACAGGACCTTCAGGCGGCCCGC 
GCCCTCATCGTGGTGGCCATCCTGCTGGCCGCCTTCGGGCTGCTAGTGGCGCTGGTGGGC 
GCCCAGTGCACCAACTGCGTGCAGGACGACACGGCCAAGGCCAAGATCACCATCGTGGCA 
GGCGTGCTGTTCCTTCTCGCCGCCCTGCTCACCCTCGTGCCGGTGTCCTGGTCGGCCAAC 
ACCATTATCCGGGACTTCTACAACCCCGTGGTGCCCGAGGCGCAGAAGCGCGAGATGGGC 
GCGGGCCTGTACGTGGGCTGGGCGGCCGCGGCGCTGCAGCTGCTGGGGGGCGCGCTGCTC 
TGCTGCTCGTGTCCCCCACGCGAGAAGAAGTACACGGCCACCAAGGTCGTCTACTCCGCG 
CCGCGCTCCACCGGCCCGGGAGCCAGCCTGGGCACAGGCTACGACCGCAAGGACTACGTC 
TAA 

Gene 587. >ENST00000320531 cDNA sequence 

GCTTCTCCCAGCTGGAGTAGGTGGGGGAGGCCAGACATGGAGGCCCTTCCTCCAGTCAGA 
TCCAGCCTTTTGGGGATCCTGTTGCAGGTTACGAGGCTCTCAGTGCTGTTGGTTCAGAAC 
CGAGATCACCTCTATAATTTCCTGCTCCTCAAGATCAACCTCTTCAACCACTGGGTGTCA 
GGGCTGGCCCAGGAGGCCCGGGGGTCCTGTAACTGGCAGGCCCACCTACCCCTGGGAGCT 
GCAGCCTGCCCCCTGGGCCAGGCTCTCTGGGCTGGGCTGGCTCTGATACAGGTCCCCGTA 
TGGCTGGTGCTACAGGGACCCAGGCTGATGTGGGCTGGCATGTGGGGCAGCACCAAGGGC 
CTGGGCCTGGCCTTGCTCAGTGCCTGGGAGCAGCTGGGCCTGTCTGTGGCCATCTGGACA 
GATCTGTTTTTGTCATGTCTGCACGGCCTGATGTTGGTGGCCTTGCTCTTGGTGGTAGTG 
ACCTGGAGGGTGTGTCAGAAGTCCCACTGCTTCCGACTGGGCAGGCAGCTCAGTAAGGCC 
TTGCAAGTGAACTGCGTGGTAAGGAAGCTCCTGGTACAGCTGAGACGTCTGTATTGGTGG 
GTGGAGACTATGACTGCCCTCACCTCCTGGCACCTGGCCTATCTCATCACCTGGACCACC 
TGCCTGGCCTCCCACCTGCTGCAGGCTGCCTTTGAGCACACGACCCAGCTGGCCGAGGCC 
CAGGAGGTTGAACCCCAGGAGGTCTCAGGGTCTTCCTTGCTGCCCTCACTGTCTGCGTCC 
TCGGACTCAGAGTCTGGAACAGTTTTGCCAGAGCAAGAAACTCCCAGAGAATAAATGTAT 
CCCCATCT 

Gene 588. >ENST00000310055 cDNA sequence 

ATGTGGCCGAAGTTCAACCCCAGCGAGATCAAAGTCGTATACCTGAGGTGCACTGGGGGT 
GAAGTCAGTGCCACGTCTGCGCTGGGCCCCAAGATCGGCCCCCTGGACCTGTCTCCAAAA 
AAGGTTGGTGATGACATTGCCAAGGCAACGGGTGACTGGAAGGGCCTGAGGATTACAGTG 
AAACTGACCATTGAGAACAGACAGGCCCAGATTGAGGTGGTGCCTTCTGCTTCTGCCCTG 
AT CAT CAAAGC C CTT AAGGAAC CAAGAGACAG AAAGAAAGAGAAAAACATT AAACACAGT 
GGGAATATCACTTTTGATGAGATCGTCAACATTGCTCCACGGATGCGGCACCGATCTTTA 
GCCAGAGATCTCACTGGAACCATTAAAGAGATCCTGGGGACTGCCCAGTCTGTGGGCTGC 
AATGTTGATGGCCGCCACCCTCATGACATCATAGATGACATCAACAGTGGTGCTGTGGAA 
TGCCCAGCTAGTTAA 

Gene 589. >ENST00000297169 cDNA sequence 

AGCGACGCGTGGAGAAGCGGCCCACGTGTCTGCCCAGAGTCAAGTCCTGTGTTCTTCCCG 
CTCCTTACGCATCCGCGGTCCAGGGCGCCCTTTCAGCCCCGCTGGTGTTCGCCCACCCCG 
GGCCGCGTGAGTGGGGCCCCACGCAGCTCCCCGCACTCCGTGGGCCAACTTGGCCAAGCA 
ACTCTGTCCGGGGAGCGGTGCTTGCGGGGGGTGAGTACCGGGCACTGCGCATGCGGAGCT 
CCAAATTCAAACAGCTGTTTTCAGAGGCTGGAGGGCGGGCGGACTGGTAGCAGCTGGGGC 
TAGGAGAGGCTTTCTCTAGGAGGCGGCCGCTCGGGAGCCATGGTGGACCGGGGCCCTCTG 
CTCACCTCGGCCATCATCTTCTACCTGGCCATCGGGGCGGCGATCTTCGAAGTGCTGGAG 
GAGCCACACTGGAAGGAGGCCAAGAAAAACTACTACACACAGAAGCTGCATCTGCTCAAG 
GAGTTCCCGTGCCTGGGTCAGGAGGGCCTGGACAAGATCCTAGAGGTGGTATCTGATGCT 
GCAGGACAGGGTGTGGCCATCACAGGGAACCAGACCTTCAACAACTGGAACTGGCCCAAT 
GCAATGATTTTTGCAGCGACCGTCATTACCACCATTGGATATGGCAATGTGGCTCCCAAG 
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ACCCCCGCCGGTCGCCTCTTCTGTGTTTTCTATGGTCTCTTCGGGGTGCCGCTCTGCCTG 

ACGTGGATCAGTGCCCTGGGCAAGTTCTTCGGGGGACGTGCCAAGAGACTAGGGCAGTTC 

CTTACCAAGAGAGGTGTGAGTCTGCGGAAGGCGCAGATCACGTGCACAGTCATCTTCATC 

GTGTGGGGCGTCCTAGTCCACCTGGTGATCCCACCCTTCGTATTCATGGTGACTGAGGGG 

TGGAACTACATCGAGGGCCTCTACTACTCCTTCATCACCATCTCCACCATCGGCTTCGGT 

GACTTTGTGGCCGGTGTGAACCCCAGCGCCAACTACCACGCCCTGTACCGCTACTTCGTG 

GAGCTCTGGATCTACTTGGGGCTGGCCTGGCTGTCCCTTTTTGTCAACTGGAAGGTGAGC 

ATGTTTGTGGAAGTCCACAAAGCCATTAAGAAGCGGCGGCGGCGACGGAAGGAGTCCTTT 

GAGAGCTCCCCACACTCCCGGAAGGCCCTGCAGGTGAAGGGGAGCACAGCCTCCAAGGAC 

GTCAACATCTTCAGCTTTCTTTCCAAGAAGGAAGAGACCTACAACGACCTCATCAAGCAG 

ATCGGGAAGAAGGCCATGAAGACAAGCGGGGGTGGGGAGACGGGCCCGGGCCCAGGGCTG 

GGGCCTCAAGGCGGTGGGCTCCCAGCACTGCCCCCTTCCCTGGTGCCCCTGGTAGTCTAC 

TCCAAGAACCGGGTGCCCACCTTGGAAGAGGTGTCACAGACACTGAGGAGCAAAGGCCAC 

GTATCAAGGTCCCCAGATGAGGAGGCTGTGGCACGGGCCCCTGAAGACAGCTCCCCTGCC 

CCCGAGGTGTTCATGAACCAGCTGGACCGCATCAGCGAGGAATGCGAGCCATGGGACGCC 

CAGGACTACCACCCACTCATCTTCCAGGACGCCAGCATCACCTTCGTGAACACGGAGGCT 

GGCCTCTCAGACGAGGAGACCTCCAAGTCCTCGCTAGAGGACAACTTGGCAGGGGAGGAG 

AGCCCCCAGCAGGGGGCTGAAGCCAAGGCGCCCCTGAACATGGGCGAGTTCCCCTCCTCC 

TCCGAGTCCACCTTCACCAGCACTGAGTCTGAGCTCTCTGTGCCTTACGAACAGCTGATG 

AATGAGTACAACAAGGCTAACAGCCCCAAGGGCACATGAGGCAGGGCCGGCTCCCCACCC 

CACCTTTGATGGCCTCTTCCCCCCTCACCCTAGGGTGTCCCGAGATGACCGGGACGCCTG 

GCCCCTGGTGGGGGGGCAGCCTCGGAACTGGGAGTGGGGGGCCAGGGGCCTTCCTAACCT 

TCCATCATCCTCAGCTAGATGTATGCCCGGGACAGGGCCTCTGTTCTCCAGCTGAACCAT 

ACCCTGGCTGTGGGGGCATCTGTCCTGAGCTTGGCTGGTGTATCTCACAATGCAAAGACA 

TGCTGGCTGGCGGGACAGGTGGGCAGGACTGACCCTGAGGAGGCCTTGCCTGCAGGGTCT 

TTGTCTCACCATTTGGTGGAGTATCACACGGTTCTCTGAGGTCTGGGGCCTCAGCTGTTT 

AAGTTTACCGGTATTACTGAGCTCGGCATTTGGAGAGGGAGCTCTGAAGTGTCTGGGGAG 

GTACCGCTGTGCGTGGGGTCAGGTGTTTCCGTACCACAGCAGGAGCAGGGCCCGCCCGCA 

TCCCAGCTGTGGGCCTGCCGGTCAGGTCGGGCACCTACTACAAACCGTAGTGGGGTGGAG 

GCTGCTGGAGGTGGGAGTGAGGAGATGAGGGCAGGGTCTCAAACAGTCCTGACTCACAGG 

GCCTGGAAACAAGTCCTATGTGGGCCTGGGGCCTGGGGTCCTCATCCTCCTTGTTGGTCT 

ACTCAGGCCCAGCCCAGAGCTGTGTTCCCTGTCTCAGGTCAAGCAGTGGCAGACGCAAGG 

CTTTCTGTGGGCCCCCAAGTGGTAGGAGGGAGAGTAGCAGAGCATGGGTTACTGGAAGCC 

GGGACTGCTAGGGCTGGTGGCCAGGGAGCTGCAAGAGTGAGGCTCAGCTCTGGCTGGTTC 

TGCCCTTACCCCTCCTGCCCGCCTGAGAACTGCACACCCTGCCCGCTGGCCCCAGGACCT 

GCACTCCCAATCCTGCTGTCTTCTCCTTCCCTGTGCCCTGAACAAGGACCTCACTGCCCG 

CCTTCCCCTCCCACCAGCCCCCTGGGGCTGGCCCACTGTGTCCTGAATGTTTTTGTTATT 

TTTTGTTTTATTTTTTAAACAAACTGCTGTTTTTATATACCTGGAATCTGTTGTTGGCTT 

CAGAGCCAGTGGTTAAAGAGCAGGGTCCCAAGGATTGGGAGATCTAGTGTCTGCCCTCCT 

GCCCTGCAACTCAATTGGGCCTTTTTCGGTGACCTCATCCAAGGCCATGATGTCAAGGGC 

CATGTCCCCAAGCAGAGGTGGAGAAGGGGACACTGAGGTGAGCAAAAGCAGGAAGGGGCA 

TCCACTGCGGGTGACTGGAGGCCGGGCAGGAAGCAAGTCATCAGAGCCGCTCAGCTCCGT 

TCACTCTCTGCCTTCTGCCCCACTACTGTGGGGCAGTGGGGCCAGAGCCCACCTCCCCAA 

CATGTGAAGACAGTGATGGGCACGTGCCCACACCCCCACTTCTCTAGCCGTTTGCAGAGG 

CCGCCACCCAGCAGGGGCCTGAAAAGGAGCAGCCTCGTATTTTTCTGTGAAATGTTTTAA 

TGAACCATGTTGTTGCTGGTTGTCCTGGCATCGCGCACACTGTATGTACATACTGGCAAC 

GATGTCAAATGTAATTTATTTTAACATTTTTACAATAAAACATGAGGTGGACAGGC 

Gene 590. >ENST00000292563 cDNA sequence 

CGCTCGGCGCCCCGGCCGGGCCACTGGGCCACAGGCCACGCGGCCACGCAGTCCGAGCGG 
GAGCCGAGCCGGGCGGGGCGAGGGCAGCTCCGGAACGTCCCAGGGATGGAAGTGCTTGGA 
TGCGGTGCTGCTGGCTGCGGATGTGCGCAAGGAGATGGGATGGAGAGCCTGAGTTGGCAT 
TCGTATAAATGACCTGCCTGGCTCCCACCATGAGTGCTGAGCTTAACGTGCCTATCGACC 
CCTCTGCTCCTGCCTGCCCTGAGCCCGGCCATAAGGGCATGGATTACCGGGACTGGGTCC 
GCCGCAGCTACCTGGAACTGGTCACCTCTAACCACCACTCGGTACAGGCCCTGTCGTGGC 
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GGAAGCTCTACCTGAGCAGGGCCAAGCTGAAGGCCTCCAGCAGGACCTCCGCCCTCCTCT 

CCGGCTTTGCCATGGTGGCCATGGTGGAGGTGCAGCTGGAGACGCAGTACCAGTACCCGC 

GGCCGCTGCTGATTGCCTTCAGCGCCTGCACCACGGTGCTGGTGGCCGTGCACCTGTTCG 

CCCTCCTCATCAGCACCTGCATCCTGCCCAATGTGGAGGCCGTGAGCAACATCCACAACC 

TGAACTCCATCAGCGAGTCCCCGCATGAGCGCATGCACCCCTACATCGAGCTGGCCTGGG 

GCTTCTCCACCGTGCTTGGCATCCTACTCTTCCTGGCCGAGGTGGTGCTGCTCTGCTGGA 

TCAAGTTCCTCCCCGTGGATGCCCGGCGCCAGCCTGGCCCCCCACCTGGCCCTGGGAGTC 

ACACGGGCTGGCAGGCCGCCCTGGTGTCCACCATCATCATGGTGCCCGTGGGCCTCATCT 

TCGTGGTCTTCACCATCCACTTCTACCGCTCCCTGGTGCGCCACAAAA.CGGAGCGCCACA 

ACCGCGAGATCGAGGAGCTCCACAAGCTCAAGGTCCAGCTGGACGGGCATGAGCGCAGCC 

TGCAGGTCTTGTGAGGGGCCGAGGGCCGGGGCTGGGAGCGGCCCTGTGCCCGGGAGTCCG 

CAGAGGCGGGGATTTGTCAGATGCAGACATTTTGCAAGGCTGCCGGGTAGTTCAAGACCA 

AAGTTTTCCTCTTGTCTTAATACCATAAGGACTGGATGACTTCTCCTGAGATAGAACCGT 

TTGGTTCAATGAGGGACTGTGTTGCTAAGAGCGTTGGGGGCAAAGCCAGGCTGGTTCCTT 

GGCCTCGGGGTTTCCTGGGTCGGGGACACGGTGAAGAGGCTCCAGCGGGACCTGCCCATC 

AGTCCTGGGCCAGGAGGGGCTCCAAGCAGCACCCAGCGGTCCGGGGGAGTCTCAGACCCG 

GCATGCGTGGCTGGCAGACCTGGGAGAGCCAGGGCAGGGTTTTGCGTTCAGAGAAGGATT 

GCCCCAGAGACCCGTGGTGGACTTCATGGGTGCTGAGTGGCCCGTGTGACAGTGATGACA 

CGAAGGCTTCGGCGTTTGAGTGGGTGCAGGTGCACGCCAGGGCTTGGTGCTTCCCTGCCT 

GGCCCTGGAGGGAGCTGGGTGGCCTGGCTTCAGGGGAAGACAGGAGCCAGGACACACGTC 

AGCCCAGCAGGTGTGGGGGGTGCTGCAGCCCTCGGCAGTGGGGTCAGGCCCTGGGGGATG 

TTTCCAATGGTGGGCAGCCTGGCCAGGCCGGAGAAGACATGTTCACGGGCATCTATCAGA 

TGCCCCCTTGAGGAGGCTGAGTTATTTGAGGGCTGCTGCAAAGTACGCTAGGCTCAAATT 

CTCTTTTCCCAGCCAGAGCCCTGGCCACACGGACTCAGAGGGGCCACCGGGGTGGGGAAA 

GGACCCCTCCCCCACCCCCCGCAGCCACTGGCCTCCAGCTCTCGGCCACAGAATGGCCTC 

TAAGGCTGACTCAGCCACTCCCTTGGGCTGTGGCAGCAGGAGGCGGGGGCTCTGGCTCAG 

GCCCCGGAGCCTGTGCAGCTTGCCCATGGCCCTAGGCAGCGAGGGGACAGCCTGGGGGAC 

TTCCTGCCTAGGCAAGGTCATTGGCCGGGCCTGGCCTGTGGATAGTGGGGCCAGGGGCCG 

GCCCAGGCCAAATGAGTGCCCTCCTTGTTATGACACCAAGTGACTACAAGGGAGGCAAGA 

CCCCTCCAGGCCTCTCAGCCGACACTGGGTCCCACCACACACAGTGACTGTGCCGTGCAG 

TGCAGGTTCTGGCCTTTTCCTTGAAGGCATCTGGTAGACCCGAAGCCACGCTCTCGGGCC 

GCACATGCACGCCGCAGCACCAGCTGCCCTGAGCTGCTTGTACAACCAAACACCTTTCCC 

CTCTTCTCCAGCTGTAACCTGGAGAGTCAGCCATGCCTTGTCTTTTGTTCTCATAAATAG 

TCACTGGGGCCGGGCGCAGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGCCTAGGT 

GGGCGGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCTGT 

CTCTACTAAAAAAATACAGAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGCCCCAGC 

TACTTGGGAGGCTGAGGCGGGAGAATGGCAATGGCGTGAACCCGGGAGGCAGAGCTTGCA 

GTGAGCTGAGATGGCGCCACTGCACTCCAGCCTGGGCGACAGAGCCAGACTCCATCTC 

Gene 591. >ENST00000326391 cDNA sequence 

ATGAACGCCCCTCCAGCCTTCGAGTCGTTCTTGCTCTTCGAGGGCGAGAAGAAGATCACC 
ATTAACAAGGACACCAAGGTACCCAATGCCTGTTTATTCACCATCAACAAAGAAGACCAC 
ACACTGGGAAACATCATTAAATCACAACTCCTAAAAGACCCGCAAGTGCTATTTGCTGGC 
TACAAAGTCCCCCACCCCTTGGAGCACAAGATCATCATCCGAGTGCAGACCACGCCGGAC 
TACAGCCCCCAGGAAGCCTTTACCAACGCCATCACCGACCTCATCAGTGAGCTGTCCCTG 
CTGGAGGAGCGCTTTCGGGTGAGGGCGGGGCCTGGAGGGGCAGACGGGGTGGGCTGGACA 
CTGGCCCGTGTGCCCAGGCCTGGGACAGCCCTGGCCTGTTTCTTCGGAGGTCCTGGGGGA 
GAGGCGGCAGTGATGGAAGAGCAGGGACTTCCACCACAGGCTCCAGGACATGTGGACTGA 
GGGGCTGTGGAGTCTGGGCCTGTGGCTCCCGTCTGCCCCATGGGACTTCTGTAGTGCTGC 
AGGGTCCCTCGGGTGCTGTGGGCCAGATCGGGGCGGGGACCTACTGTCCTTTGGGGGTGC 
TCTTCTACGTCCCTTGTTGGTGATTGGCAAGGCCTGGTCCTTCCAGGTCTCTGGGAGGCA 
GCTCACCCCCGGGTGGCCCACACCTGTTCCTGGCAGGGCGCATGGGAATCTAGAACAGTT 
TAGAGGGGAAAGAGCCACAGC 

Gene 592. >ENST00000292614 cDNA sequence 

GGTGGCGGCGGCGGCGGACCCTTGGGGTCTGGACGCAACGGCGGCGGGAGCATGAACGCC 
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CCTCCAGCCTTCGAGTCGTTCTTGCTCTTCGAGGGCGAGAAGAAGATCACCATTAACAAG 

GACACCAAGGTACCCAATGCCTGTTTATTCACCATCAACAAAGAAGACCACACACTGGGA 

AACATCATTAAATCACAACTCCTAAAAGACCCGCAAGTGCTATTTGCTGGCTACAAAGTC 

CCCCACCCCTTGGAGCACAAGATCATCATCCGAGTGCAGACCACGCCGGACTACAGCCCC 

CAGGAAGCCTTTACCAACGCCATCACCGACCTCATCAGTGAGCTGTCCCTGCTGGAGGAG 

CGCTTTCGGGTGGCCATAAAAGACAAGCAGGAAGGAATTGAGTAGGGGCCAGAGGGGGCT 

CTGCTCGGCCTGTGAGCCCCGTTCCTACCTGTGCCTGACCCTCCGCTCCAGGTACCACAC 

CGAGGAGAGCGGCCGGTCCCAGCCATGGCCCGCCTTGTGGCCACCCCTCACCCTGACACC 

GACGTGTCCTGTACATAGATTAGGTTTTATATTCCTAATAAAGTATAGCGGGAGAGA 

Gene 593. >ENST00000292566 cDNA sequence 

GCGCGATGGCGGCGGCTGCCGCCGAGACCCCCGAAGTCCTTCGGGAATGCGGTTGC7VAGG 
GCATCCGGACCTGTCTGATCTGCGAGCGGCAGCGCGGCAGTGACCCGCCCTGGGAGCTGC 
CCCCAGCGAAAACATACCGTTTCATTTACTGCTCCGACACCGGCTGGGCCGTGGGCACAG 
AGGAGTCTGACTTTGAGGGCTGGGCCTTCCCCTTCCCAGGAGTGATGCTGATCGAGGACT 
TTGTGACCCGGGAGGAAGAAGCCGAGTTGGTGCGGCTCATGGACCGTGACCCCTGGAAGC 
TCTCCCAGTCTGGACGGAGGAAGCAGGACTATGGCCCCAAAGTCAACTTTCGGAAACAGA 
AGCTAAAGACCGAGGGCTTCTGCGGCCTCCCCAGCTTCAGCCGGGAGGTGGTGCGGAGGA 
TGGGCCTCTACCCGGGGCTGGAGGGCTTCCGGCCCGTCGAGCAGTGCAACCTGGACTACT 
GCCCCGAGCGGGGCTCTGCCATTGACCCCCACCTGGACGACGCCTGGCTGTGGGGGGAGC 
GGCTGGTCAGCCTCAACCTCCTGTCCCCCACCGTGCTGTCCATGTGTCGGGAGGCGCCCG 
GGAGCCTGCTCCTCTGCTCGGCCCCGTCGGCTGCCCCGGAGGCCTTGGTGGACAGCGTGA 
TAGCACCCAGCCGGTCGGTGCTATGCCAGGAGGTGGAGGTGGCCATCCCCTTACCCGCCC 
GCTCCCTGCTGGTCCTCACCGGGGCGGCACGGCACCAGTGGAAGCATGCCATCCACCGCA 
GACACATCGAGGCCCGCCGCGTCTGCGTCACTTTCCGGGAGCTGTCGGCTGAGTTTGGCC 
CTGGAGGGAGGCAGCAAGAGCTGGGCCAGGAACTGCTGCGGATCGCCCTCTCCTTCCAGG 
GAAGACCCGTGTGAACCGCCTCCTTGGCTCCAGACTTGACTGATCCCGGGATTGAAATGA 
GGAGCACAGAACAGGGCCTCCTGCAACTCACGGGGTTTCAAGAGAAGATGGCTGACCCCT 
GATGCTGTGAGCAGTGTGAGCCCTGCCCAGGAGCAGGTTTTGATGGGAACGTACCTCCAG 
GCAGCCCCCTTCCACCTGGACCGTGGCCACACTTTTTTGGTTATTTAGTTTGTCACAGTC 
TTGGGGACATGGGATCATTTGAGCTTAAAAAATACTGGGGGCCGGGCACAGTGGCTCACA 
CCTGTAATCCTAACACTTTGGGAGGCTGAGGTGGGCGGATCACTTGATGCCAGGAGTTCG 
AGACCAGCCTGGCCAACACGGTGAAAACCCGTCTCTACAAAAACTACAAAAATTAGCCGG 
GTGTGGTGACTCACAGCCGTAATCCCAGCTACTCGGGAGGCTAAGGTGGGAGAATTGCTT 
GAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATCACGCCACTGCACTCCAGCCTCGGT 
GACAGAGCAAGACTGTTTTGAAAAAAAAAAAAAATGGGAACATTTTAAATGATTTTCACC 
TTTATTATGCATCTATTTTCATGGGGTTTCCCGATATCTCACTGTCCAGTCCCTTCATTT 
GGGGAATGTGTTGGATTAGGGAACAGGGTTGAAGATTTGAAGTTTAGACTAAAGAGCTGG 
GAACAGCTTCAGAGTCAGGCTCAGCCTGACTCATGCTTGACACCCCCACGCCCAGGGAGG 
GTTGGGGGATGTGAGGAGGGCAGGGAAATCTGAGAGCCTCCTTCCAGCCCCATAACGCTG 
TTAACAAGTAGGAAAAATTAAAGCTCCCGGCCAGGCGCGGTGACTCACACCTGTAATCCG 
AGTACTTTGCGGGGCTCAGGTGGGAGGATTGCTTGAGGCCAGCCTGGGCAACATAGTGAG 
ACCCCCATCTCTACAAAAAATACAAACATTAGCTGGGCGTCTGGGCATGGTGGCACACAC 
CTGTAGTCCCAGCTACTCGAAAGGCTGAGGCGGGAGGATGGCTTTACCACCATGTCAAGG 
CTGCAGTGAGCTCATGATCATACCACTGCACTTAACTTGGCAACAGAGCAAGACCCTGTC 
CCT 

Gene 594. >ENST00000292616 cDNA sequence 

CCTTCCGGTCGTTAACGCCCACGGGCTCGCGCGGCGCCGCCTCCTGGGCTCAGTTACCGC 
GGACGCCAGTGCCGGGCTCCAGGAGACGCAGGGCGACGCCACACGCCGGGGTGGCCGACT 
GGGTCAGCGCGGGCTGCGCCTCCTCGCCATGGGCCCCCTCTCGGCGCGGCTGCTAATGCA 
GCGCGGGCGCCCCAAGAGCGACCGGCTGGGGAAGATCCGGAGTCTGGACCTGTCAGGATT 
GGAGCTGCTTTCCGAGCACCTGGACCCCAAACTCCTGTGCCGCCTGACGCAGCTGCAGGA 
GCTTGACCTGTCTAACAACCACCTGGAGACGCTGCCGGACAACCTGGGCCTGTCCCACCT 
GCGTGTCCTCCGCTGCGCCAACAACCAGCTGGGGGATGTTACTGCCTTGTGCCAGTTCCC 
CAAGCTCGAGGAACTCAGCCTGGAGGGCAACCCCTTCCTGACGGTCAATGACAACCTGAA 
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AGTCTCCTTTCTCCTGCCCACGCTCCGTAAGGTCAATGGCAAGGATGCGTCCTCAACTTA 

CTCTCAGGTGGAGAACCTGAATCGGGAGCTGACCAGCAGGGTCACAGCTCACTGGGAGAA 

GTTCATGGCCACACTGGGTCCTGAAGAGGAGGCTGAGAAGGCCCAGGCGGACTTTGTGAA 

GTCGGCTGTCAGGGATGTCCGCTACGGGCCCGAGTCCCTCAGCGAGTTCACCCAGTGGCG 

GGTGCGGATGATCTCTGAGGAGCTGGTGGCCGCCAGTAGGACCCAGGTGCAAAAGGCTAA 

CAGCCCAGAGAAGCCCCCAGAAGCTGGAGCTGCCCACAAGCCCAGGGCCAGACTGGCGGC 

CTTGAAACGGCCAGACGACGTCCCACTCAGCCTCTCTCCCAGCAAGCGGGCGTGTGCCTC 

CCCGTCGGCCCAGGTGGAGGGCAGCCCTGTGGCAGGCTCCGATGGCAGCCAGCCTGCTGT 

GAAGCTGGAGCCCCTGCACTTCCTGCAGTGCCACAGCAAGAACAACAGCCCCCAGGACCT 

CGAGACCCAGCTGTGGGCCTGTGCCTTCGAGCCGGCCTGGGAGGAGGGGGCCACATCCCA 

GACCGTGGCCACGTGCGGCGGGGAGGCTGTGTGCGTAATTGATTGCCAGACGGGCATCGT 

GCTCCACAAGTACAAGGCACCCGGCGAGGAGTTCTTTTCTGTGGCCTGGACCGCTCTGAT 

GGTGGTCACACAGGCTGGCCACAAGAAGCGCTGGAGTGTGCTGGCGGCTGCAGGCCTACG 

GGGCCTGGTCCGGCTGCTGCACGTGCGTGCCGGCTTCTGCTGCGGGGTCATCCGAGCCCA 

CAAGAAGGCCATCGCCACCCTGTGCTTCAGCCCCGCCCACGAGACCCATCTCTTCACGGC 

CTCCTATGACAAGCGGATCATCCTCTGGGACATCGGGGTGCCCAACCAGGACTACGAATT 

CCAGGCCAGCCAGCTGCTCACACTGGACACCACCTCTATCCCCCTGCGCCTCTGCCCTGT 

CGCCTCCTGCCCGGACGCCCGCCTGCTGGCCGGCTGCGAGGGCGGCTGCTGCTGCTGGGA 

CGTGCGGCTGGACCAGCCCCAAAAGAGGAGGGTGTGTGAAGTGGAATTCGTCTTCTCTGA 

GGGCTCCGAGGCATCTGGACGGAGAGTGGATGGGCTGGCATTTGTGAATGAGGACATCGT 

GGCCTCCAAGGGGAGCGGCCTGGGCACCATCTGCCTGTGGAGCTGGAGGCAGACGTGGGG 

GGGCCGGGGCAGCCAGTCCACGGTGGCAGTGGTGGTCCTGGCGCGGCTGCAATGGTCGTC 

CACCGAGTTGGCCTACTTCTCGCTCAGCGCCTGCCCTGATAAGGGGATTGTGCTCTGTGG 

GGATGAGGAGGGCAACGTGTGGCTCTACGACGTCAGCAACATCCTGAAGCAGCCACCCCT 

GCTGCCGGCAGCCCTGCAGGCCCCCACACAGATCCTGAAGTGGCCCCAGCCCTGGGCCCT 

TGGCCAGGTGGTGACCAAGACCATGGTGAACACAGTGGTGGCCAATGCCTCCTTCACCTA 

CCTCACCGCCCTGACGGACTCCAACATCGTAGCCATCTGGGGGAGGATGTAGCCTCACAC 

CATCGCAAAGGACCAGGGACACAGCTAACTAACTTATTCAGCTTTGGGCCGATGGGGGTG 

GGGGGGGGTCTTTCAGTGAATATTTTTATTAAACTCTACTGTGG 

Gene 595. >ENST00000297278 cDNA sequence 

CAGTCCCAGCTGCTAGTGTCGCTGTTGCTGCTACTGACCCGTGTCCAGCCTGGGACAGAC 
GTGGAGCACATCAGCTATGTGCCCCAGCTCTCAAACGACACCTTGGCGGGGAGGCTCACC 
CTGTCCACCTTCACGCTGGAGCAGCCTCTAGGCCAGTTCAGCAGCCACAACATCTCTGAC 
TTGGATACCATCTGGCTGGTGGTGGCCCTCAGCAACGCCACCCAGAGCTTCACGGCCCCA 
CGGACAAACCAGGACATCCCTGCTCCTGCCAACTTCTCCCAGAGGGGCTACTATCTCACA 
CTGAGGGCCAACCGGGTGCTGTACCAGACCAGAGGCCAGCTCCATGTCCTCCGCGTCGGC 
AATGATACCCACTGCCAACCAACAAAAATTGGCTGCAACCATCCCCTACCAGGACCCGGC 
CCCTACAGGGTGAAGTTCCTGGTGATGAATGACGAAGGACCCGTGGCTGAAACAAAGTGG 
TCCAGCGACACTCGCCTGCAGCAAGCCCAGGCACTTCGGGCTGTCCCCGGCCCCCAGAGC 
CCGGGCACCGTGGTCATCATCGCCATCCTGTCTATCCTCCTGGCCGTCCTCCTCACGGTC 
CTCCTGGCTGTGCTCATATACACCTGCTGCAGGAGCACTTCCCTATCAGGCCCAGAGGAG 
GCAGGGAGTGTGAGAAGATACACCACGCACCTCGCGTTCAGCACTCCTGCCGAGGGGGCT 
TCCTGA 

Gene 596. >ENST00000306682 cDNA sequence 

GGACCCCGGTGTCTGGCTTCCCCCGAGCCGGCACCCCGCGATGGCCAAGCGCAGCTCGCT 
GTACATCCGCATCGTGGAGGGGAAGAACCTTCCCGCCAAGGACATCACTGGCAGCAGCGA 
CCCCTACTGCATCGTGAAGGTGGACAATGAGCCCATCATCAGGACAGCCACAGTGTGGAA 
GACCCTGTGCCCCTTCTGGGGTGAGGAGTACCAAGTGCACCTGCCGCCCACCTTCCACGC 
TGTGGCTTTCTATGTCATGGATGAGGATGCCCTCAGCCGGGACGACGTTATCGGAAAGGT 
CTGCCTTACAAGGGACACCATAGCCTCTCACCCTAAGGGTTTCAGCGGGTGGGCCCACCT 
GACAGAGGTCGACCCCGACGAGGAGGTGCAGGGCGAGATCCACCTGCGGCTGGAAGTGTG 
GCCAGGGGCCCGGGCCTGCCGGCTACGCTGCTCTGTGCTGGAGGCCAGGGATCTGGCCCC 
AAAGGACCGCAATGGCACATCTGACCCCTTCGTCCGAGTGCGCTACAAGGGCCGGACACG 
GGAGACCTCGATCGTGAAGAAGTCATGCTACCCACGCTGGAATGAGACGTTTGAATTTGA 
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GCTGCAGGAGGGGGCCATGGAGGCGCTGTGCGTGGAGGCCTGGGACTGGGACCTTGTCAG 
CCGAAACGACTTCCTGGGCAAAGTGGTGATTGATGTCCAGAGACTGCGGGTGGTGCAGCA 
GGAGGAGGGCTGGTTCCGGCTGCAGCCCGACCAGTCCAAGAGCCGGCGGCATGACGAGGG 
CAACCTGGGCTCCTTGCAGCTGGAGGTGCGGCTGCGGGACGAGACGGTGCTGCCCTCCAG 
CTACTACCAGCCACTGGTGCACCTGCTGTGCCACGAGGTCAAGCTGGGCATGCAGGGCCC 
AGGGCAGCTGATCCCACTCATCGAGGAGACAACCAGCACCGAGTGTCGCCAGGACGTGGC 
CACGAACCTGCTCAAGCTCTTCCTGGGGCAGGGGCTGGCCAAGGACTTCCTGGACCTGCT 
CTTCCAGCTGGAGCTGAGTCGCACCAGTGAGACCAACACCCTGTTCCGGAGCAACTCTCT 
GGCCTCAAAGTCCGTGGAGTCTTTTCTGAAGGTGGCCGGGATGCAGTACCTGCACGGCGT 
CCTGGGCCCCATCATCAACAAGGTGTTTGAGGAGAAGAAGTACGTGGAGCTGGACCCCAG 
CAAAGTGGAAGTTAAGGATGTAGGGTGCTCCGGGCTGCACCGCCCGCAGACCGAGGCCGA 
GGTGCTGGAGCAGAGCGCGCAGACGCTGCGCGCCCACCTGGGGGCCCTGCTGAGCGCGCT 
CAGCCGCTCGGTTCGCGCGTGCCCCGCCGTGGTGCGCGCCACCTTCCGCCAGCTCTTCCG 
GCGCGTGCGCGAGCGCTTCCCCGGCGCCCAGCACGAGAATGTACCGTTCATCGCCGTCAC 
CAGCTTCCTGTGCCTGCGCTTCTTCTCTCCCGCCATCATGTCGCCCAAGCTCTTCCACCT 
GCGGGAGCGCCACGCGGACGCCCGCACCAGCCGCACCCTGCTCCTGTTGGCCAAGGCAGT 
CCAGAACGTGGGCAACATGGACACGCCGGCTTCCAGGGCCAAGGAGGCTTGGATGGAGCC 
GCTGCAGCCCACCGTGCACCAGGGCGTGGCGCAGCTGAAGGACTTCATCACCAAGCTCGT 
GGACATCGAGGAGAAGGACGAGCTGGACCTGCAGCGGACGCTGAGTTTGCAGGCGCCACC 
TGTGAAGGAGGGGCCACTCTTCATCCACAGGACCAAGGGCAAGGGCCCCCTCATGTCCTC 
CTCCTTCAAGAAGCTCTACTTCTCCCTCACTACCGAGGCCCTCAGCTTCGCGAAGACGCC 
CAGCTCCAAGAAAAGCGCCCTCATCAAGTTAGCCAACATCCGGGCAGCGGAAAAGGTTGA 
GGAAAAGAGCTTTGGCGGCTCGCACGTCATGCAGGTCATCTACACGGACGACGCCGGCAG 
GCCCCAGACTGCCTACCTGCAGTGCAAGTGTGTGAATGAGCTTAACCAGTGGCTGTCTGC 
GCTGCGGAAGGTGAGCATCAACAACACCGGACTGCTGGGCTCCTACCACCCTGGCGTCTT 
CCGTGGGGACAAGTGGAGCTGCTGCCACCAAAAAGAGAAGACAGGTCAGGGCTGCGATAA 
GACCCGGTCACGGGTGACCCTGCAGGAGTGGAATGACCCTCTTGACCATGACCTTGAGGC 
CCAGCTCATCTACCGGCACCTGCTGGGCGTGGAGGCCATGCTGTGGGAGAGGCACCGGGA 
GCTGAGCGGGGGCGCAGAGGCAGGCACGGTGCCCACGAGCCCTGGCAAAGTCCCCGAGGA 
CTCATTGGCCCGGCTGCTCCGGGTGCTGCAGGACCTCCGCGAGGCCCATAGCTCCAGCCC 
GGCCGGCTCCCCACCCTCAGAGCCCAACTGCCTCCTGGAGCTGCAGACGTGAGGCCCGCC 
CTACGCTCCCCTTGCTGAGTCCCCTGCCAAGCGCTCGGAGCCCCCCCAGGACACTCTGCA 
CCCCCTCACCCCGGTCCTCCTCATTAGGGTGCAGGGCCTAGGTCTCTTCCAGGTGGGGGA 
GGGGGGAGAGTCAGGAATAAGGGGATCCCCAGAAGTGCAGAGCTGAGCAGGCTTGGGCCT 
GTCATGGCTGGCCGGAAGTGTCCCCAGCTCCCTACAGACGCTGTAGCCATCACTGCCTCT 
CCAGGGACCCTCCTCTCCTGCCCAGGACAGACCCAGCCAGAACCACTGCTAGGATGGGCC 
GCACCCAGGGGTCTGGCCTCCAGGGACCTAGAGAATGGGAGGGAGAACGGGGCCCCAGGA 
GACCCGGCCGCCACCCCACCCGCTACCCTTGGGTGCCACAGGGCTGTGCTGTTGCCAACA 
GTAAACCTGCTCTTACTGTCCAGGCTCTGGGGTCTTGTGATGAGGGTCTGGGGAGAAAGT 
GGGCCCGGGGGGACCCCGGAGGCTGTCGGTGGATGTGCCGATGATGGGGCTGACAGTATG 
GGCTCTGGGCATCCCTGTTCCCCCCTCTTTCTTCCCCCCACTCTTCTGGGGTCGGGGGTT 
CCTTTCCCTTCCCAGTTGCTGTCCCTGGGTCCCCTCTTTCATGTCCCACAGGCCACAGAG 
CCCAGTGTGTCCAACCAGCTGTTCTCTCCTCAAAGCAGCCCCCAAGCAAGTCCCTTCTCT 
AGGGTGTCCCTGAGGACAGCACAGAGGCGGGACTCAGAGACCCCATTCCTCTTCACGCAG 
CCCTTACCCCAAGCCCTCTAGCTGTGTGGCTGGCAGTGTTGGCCACGTAGGGGCTCCCAT 
CCCCCCACCATTGTGTCACATGGGCTGCCAGGCTCAGCTCCCAGCTGCGTCCACAGTGAC 
CTGGATCAGGGTGGGGACAAGGACTGGACCCTCCTTCTCCAGAAGGCCTTCAGCTCTTGC 
CTTGCCATGCAGTCACCTCCTTCCCCCTCTGACCCCAGATCCCAAAGGTGCACCGTTGCC 
CCAGCCCCTTTCTGGCCCCATGGGGTTTCTCTGATGCCTTCATCATAGAGGCCCGGGGCT 
GGTCCGATGGTTGGCAAAACTTGACTCCGGCCCAGTCCCCACTCTTGGGGACTTAGAACC 
CCTGCTGTCCTGGGATCTGGCCTGCCTTTCTTTGGTCAGTCCCTGTGGTCCCCCACCAGC 
TCCCCCTCCCATAGGGCTGCCCACCAAGCCCTGCCCCCAGCCCAAGAGGAGCCCCCACTG 
CCTGCGGGGCAGTGATGTCTGGCCACCGGCTCACACCAATGACTTGGTCCTGGGGTGGCA 
GAAGCAGCAGGTGACAGGAGCAGGGCCCCTGTCCCTCTCTTCTGGCCCTGTGGTACCCAG 
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GCCACACGTTGTGCCCGCTCTTGGGGCTGACCGGCTGCAGGGACCACCAGCCGCTGCTAC 

TGTGGGCCGCCCCGGGGCAGGGTGGGCAGGGCTTTTGTGGGTTATGAGGACACAGAAGTC 

CCTGAGGCCCCCAGACCTGGCTCAGCCAACCTCCTTCCTCCCCCGGTTGCCCCCCACTCT 

AAAGCCTCCTCCCTCCCAGCGTCCACTGGCTCCAGGCTCCTCACAACAGCAGCTCATAGA 

CACGGGGCATCTCCAGGTGGTCCTAGCCCTCCAGATGTTTCTAGCTCTCCAGGTGGGCGC 

TGTTTTCACGTCTGCCTGCATCCATTCATTCCTTCATTCCTCACCTTTATCCTGTTATCT 

CTATTTTTTTAAGCTACCAGGAAGGAAAGGGAAGAAGAGATCACGAAACTGGGACCCCCA 

GAAGGGAGGAGTGGGCTTTGAACTTAGACATCTACCTCAGAGCTCAAATAGGTTGTTTAA 

AATCACATTCAATTTTCAGATGAAGGGGAACTTTATAATTTTTTTTTTTTTTTTTTTTGA 

GACAGAGTCTCACTGTGTTGCCCAGGCTGGAGTGCAAATGGCTTGATCTTGGTTCACTGC 

AACCTCTGCCTCCCAGGTTCAAGCAATTCTCTTGCCTCAGCCTCCCGAGTAGCTGGGACT 

AAAGGCGTGTGCCACCATGCCCAGCTAATTCTTGTATTTTTAGTAGAGACGGAGTTTCTC 

CATGTTGGCCAGACTGGTCTCGAACTCCTGACCTCAGGTGATCTGACCGCCTTGGCCTCC 

GAAAGTGCTGAGATTACAGTTGCGAGCCACTGTGCGTGGCCAGAACTTTATAATAAGAGA 

CTTGAAGCTGGGTGTGACGGTGCACACCTCTAGTCCCAGCTACTCGGGAGGCCAAGACAG 

AAGGATCACCTTGAGGCCAGGAGTTTAAGGCCAGCCTGGGCAACATAGCAAAACCTAGTC 

CCTAAAATTAAAAAAAAAAAAAAAAAAAAGGGAAAATAAAGGAGACTTGAAATTTTTGAA 

CTAAATAGTGGTGATGGCTACACATTGTGAATGTAATTAACACCACTGAGTTAAACACTT 

AAAATGGTTAAAATGGCAAATTGTATGTTATACCTATTTTACTACAATAAAAAGTATAAA 

AAAGAGAAGATATTTAACCAATTGCAACAAAACAAAATGTTAAGAAATGATCTTTTTATG 

AGGCAATTGGAAATTTGAACACTAATCAACTATAGGATGATTGGAATTATTAATTTTGTA 

AAGGTGTGATAAGATACTGCACTTGGCTGGGCACAGTGGCACATGCCTGTAATCCCAGCT 

ACTTGGCAGGCTGAGGTGGGAGAATCGCTTGAGCTCAGGAGTTCGAGACCAGCCTGGGCA 

ACGTGGCGAAATCCCCGTCTTTACAAAAACAAACAAACAAACAAAAAAGATATTGCAGTT 

GTGTTGTAAGCGTCCTTATCTTTCAGAGCTACATAGTGGAATGTTTATGGAATATTTAGG 

ATAAATGATATAGGCATTTGGGATTTGCTGCAAAATGACCCAGAGGCAGGGGTCAGGGGG 

AGAGGTAGAGATGAGACAAGAGGTAGAGGGGAGAGGTAGAGGTAGCCACGAGCTGATAAT 

TACAGACAAGAGATGCGGAGTATGTGGGGGCTCATTATCCTGCATAGTCTATCTTTGTAT 

ATCTTTGAACTTTTCAAGAATAAAAAAGCTTAAAAAGTAT 

Gene 597. >ENST00000248598 cDNA sequence 

CCCTGCTGGGGTGAGCAGCACTGTAAAGATGAAGCTGGCTAACTGGTACTGGCTGAGCTC 
AGCTGTTCTTGCCACTTACGGTTTTTTGGTTGTGGCAAACAATGAAACAGAGGAAATTAA 
AGATGAAAGAGCAAAGGATGTCTGCCCAGTGAGACTAGAAAGCAGAGGGAAATGCGAAGA 
GGCAGGGGAGTGCCCCTACCAGGTAAGCCTGCCCCCCTTGACTATTCAGCTCCCGAAGCA 
ATTCAGCAGGATCGAGGAGGTGTTCAAAGAAGTCCAAAACCTCAAGGAAATCGTAAATAG 
TCTAAAGAAATCTTGCCAAGACTGCAAGCTGCAGGCTGATGACAACGGAGACCCAGGCAG 
AAACGGACTGTTGTTACCCAGTACAGGAGCCCCGGGAGAGGTTGGTGATAACAGAGTTAG 
AGAATTAGAGAGTGAGGTTAACAAGCTGTCCTCTGAGCTAAAGAATGCCAAAGAGGAGAT 
CAATGTACTTCATGGTCGCCTGGAGAAGCTGAATCTTGTAAATATGAACAACATAGAAAA 
TTATGTTGACAGCAAAGTGGCAAATCTAACATTTGTTGTCAATAGTTTGGATGGCAAATG 
TTCAAAGTGTCCCAGCCAAGAACAAATACAGTCACGTCCAGTTCAACATCTAATATATAA 
AGATTGCTCTGACTACTACGCAATAGGCAAAAGAAGCAGTGAGACCTACAGAGTTACACC 
TGATCCCAAAAATAGTAGCTTTGAAGTTTACTGTGACATGGAGACCATGGGGGGAGGCTG 
GACAGTGCTGCAGGCACGTCTCGATGGGAGCACCAACTTCACCAGAACATGGCAAGACTA 
CAAAGCAGGCTTTGGAAACCTCAGAAGGGAATTTTGGCTGGGGAACGATAAAATTCATCT 
TCTGACCAAGAGTAAGGAAATGATTCTGAGAATAGATCTTGAAGACTTTAATGGTGTCGA 
ACTATATGCCTTGTATGATCAGTTTTATGTGGCTAATGAGTTTCTCAAATATCGTTTACA 
CGTTGGTAACTATAATGGCACAGCTGGAGATGCATTACGTTTCAACAAACATTACAACCA 
CGATCTGAAGTTTTTCACCACTCCAGATAAAGACAATGATCGATATCCTTCTGGGAACTG 
TGGGCTGTACTACAGTTCAGGCTGGTGGTTTGATGCATGTCTTTCTGCAAACTTAAATGG 
CAAATATTATCACCAAAAATACAGAGGTGTCCGTAATGGGATTTTCTGGGGTACCTGGCC 
TGGTGTAAGTGAGGCACACCCTGGTGGCTACAAGTCCTCCTTCAAAGAGGCTAAGATGAT 
GATCAGACCCAAGCACTTTAAGCCATAAATCACTCTGTTCATTCCTCCAGGTATTCGTTA 
TCTAATAGGGCAATTAATTCCTTCAGCACTTTAGAATATGCCTTGTTTCATATTTTTCAT 
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AGCTAAAAAATGATGTCTGACGGCTAGGTTCTTATGCTACACAGCATTTGAAATAAAGCT 
GAAAAACAATGC 

Gene 598. >ENST00000259975 cDNA sequence 

GCGCACATAGCGACTTGGTGGGCGCGTCCAGTGATGACTGGGGGATCCCGGCAAGTAACA 
TGACTAAAAAGAAGCGGGAGAATCTGGGCGTCGCTCTAGAGATCGATGGGCTAGAGGAGA 
AGCTGTCCCAGTGTCGGAGAGACCTGGAGGCCGTGAACTCCAGACTCCACAGCCGGGAGC 
TGAGCCCAGAGGCCAGGAGGTCCCTGGAGAAGGAGAAAAACAGCCTAATGAACAAAGCCT 
CCAACTACGAGAAGGAACTGAAGTTTCTTCGGCAAGAGAACCGGAAGAACATGCTGCTCT 
CTGTGGCCATCTTTATCCTCCTGACGCTCGTCTATGCCTACTGGACCATGTGAGCCTGGC 
ACTTCCCCACAACCAGCACAGGCTTCCACTTGGCCCCTTGATCAGGATCAAGCAGGCACT 
TCAAGCCTCAATAGGACCAAGGTGCTGGGGTGTTCCCCTCCCAACCTAGTGTTCAAGCAT 
GGCTTCCTGGCGGCCCAGGCCTTGCCTCCCTGGCCTGCTGGGGGGTTCCGGGTCTCCAGA 
AGGACATGGTGCTGGTCCCTCCCTTAGCCCAAGGGAGAGGCAATAAAGAACACAAAGCTG 
TTCCCGT 

Gene 599. >ENST00000259729 cDNA sequence 

GCGCGACGGTGCGGCTGGCGGACCCGGGCTGGCTTGTGGGGAAACGAAACTGAGGGAGGA 
GGCGGCGGCTCTGGCAGCGGCGGCGACAGTGTCGGCCTGACCCCCCCTCCGCTCCCCGGC 
AGCTCGCTCTCTCCCCTCAGCTTAACGATGAAGAGGAGAACTGACCCAGAATGCACTGCC 
CCCATCAAGAAACAGAAAAAAAGAGTTGCAGAGCTTGCCCTGAGCCTCAGCTCCACGTCC 
GATGATGAACCTCCCTCCTCTGTCAGTCATGGAGCAAAAGCATCTACTACAAGCCTTAGT 
GGGTCTGATAGTGAGACCGAGGGGAAACAACACAGCTCTGACTCTTTTGACGATGCATTC 
AAAGCAGACTCTCTTGTGGAAGGAACTTCTTCTCGCTATTCCATGTATAATAGCGTCTCC 
CAGAAGCTTATGGCCAAGATGGGCTTCAGGGAAGGTGAAGGATTGGGTAAATACAGCCAG 
GGTCGGAAGGACATCGTTGAGGCTTCCAGTCAGAAAGGTCGAAGAGGCTTGGGTCTGACA 
CTCCGGGGCTTTGACCAGGAGCTGAACGTGGACTGGCGAGATGAGCCAGAGCCCAGTGCT 
TGTGAGCAGGTGTCATGGTTTCCAGAATGTACCACTGAAATTCCTGACACTCAGGAAATG 
AGCGATTGGATGGTGGTGGGAAAGAGAAAGATGATTATTGAAGATGAAACAGAGTTTTGT 
GGGGAAGAGCTGCTTCACAGTGTGTTGCAGTGTAAGAGCGTGTTTGATGTCTTGGATGGG 
GAAGAGATGCGGCGAGCTCGGACTCGGGCCAATCCCTATGAGATGATCCGAGGAGTCTTC 
TTTCTAAACAGGGCAGCAATGAAGATGGCTAACATGGATTTTGTATTTGATCGCATGTTC 
ACAAATCCGCGGGACTCTTATGGGAAGCCACTGGTGAAGGACCGGGAAGCTGAGCTTCTG 
TACTTTGCTGATGTCTGCGCAGGCCCAGGTGGCTTCTCAGAGTATGTGCTGTGGAGGAAG 
AAGTGGCATGCAAAGGGCTTTGGAATGACTTTGAAGGGCCCTAATGACTTCAAGCTGGAG 
GACTTCTACTCTGCTTCCAGTGAACTCTTCGAACCCTACTATGGTGAGGGTGGGATTGAT 
GGAGATGGAGATATCACCCGCCCAGAGAACATCTCTGCTTTTCGGAATTTTGTCCTGGAT 
AACACAGATCGCAAGGGTGTCCATTTTCTGATGGCTGATGGGGGTTTCTCGGTGGAGGGG 
CAGGAGAACCTGCAGGAGATCCTCAGCAAGCAGCTGCTTCTGTGTCAGTTCCTCATGGCG 
CTGTCCATTGTCCGGACAGGAGGCCACTTCATCTGTAAAACCTTTGACCTGTTCACACCG 
TTTAGTGTGGGGCTTGTCTACCTGCTGTACTGCTGCTTTGAACGAGTTTGTCTCTTCAAG 
CCTATTACCAGCCGTCCTGCCAACTCAGAGAGGTATGTGGTGTGCAAGGGCCTGAAGGTG 
GGCATAGATGATGTTCGGGATTACCTCTTCGCAGTGAATATTAAACTC71ATCAGCTGCGG 
AACACGGATTCCGACGTCAACTTGGTGGTCCCCCTGGAGGTGATCAAGGGAGACCATGAA 
TTTACTGACTACATGATACGGTCCAATGAGAGCCACTGTAGTCTGCAGATCAAAGCTCTG 
GCGAAAATCCATGCCTTTGTTCAAGACACGACACTGAGTGAGCCTCGACAGGCAGAGATA 
CGGAAGGAGTGCCTCCGACTCTGGGGGATCCCAGACCAGGCTCGTGTGGCTCCTTCTTCC 
TCCGACCCTAAATCGAAGTTCTTTGAGCTAATCCAGGGCACTGAGATTGACATCTTCAGC 
TACAAGCCCACACTGCTCACCTCTAAAACCCTGGAGAAGATCCGCCCTGTGTTTGACTAC 
CGCTGCATGGTATCTGGCAGTGAGCAGAAGTTCCTCATCGGCCTGGGGAAATCCCAGATC 
TACACATGGGATGGCCGCCAGTCAGACCGCTGGATCAAGCTAGACCTGAAGACAGAGCTG 
CCCCGGGACACTCTGCTATCTGTGGAAATTGTGCATGAGCTGAAAGGGGAGGGGAAGGCC 
CAGAGGAAGATCAGTGCCATCCACATCCTCGATGTCCTTGTGCTGAATGGCACCGACGTT 
CGGGAGCAGCACTTTAACCAGCGAATTCAGCTTGCCGAGAAATTTGTGAAAGCCGTTTCC 
AAGCCTAGTCGGCCCGACATGAATCCCATCAGGGTGAAGGAGGTGTACAGACTGGAAGAG 
ATGGAGAAGATTTTTGTCAGGTTGGAGATGAAGATCATCAAGGGCTCCAGTGGCACCCCA 
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AAGCTCAGCTACACAGGGCGTGATGACCGGCACTTTGTACCCATGGGCCTCTACATCGTC 

AGGACAGTGAATGAGCCCTGGACTATGGGATTCAGCAAAAGCTTCAAGAAGAAGTTCTTC 

TACAACAAGAAAACCAAGGACTCTACTTTTGACCTCCCTGCAGACTCCATTGCCCCATTT 

CACATTTGCTACTATGGCCGGCTCTTCTGGGAGTGGGGGGATGGCATTCGTGTGCATGAC 

TCCCAGAAGCCCCAGGACCAGGACAAGCTGTCCAAGGAGGACGTCCTCTCCTTCATCCAG 

ATGCACAGGGCCTAAGAGCCTCAGAATGTGCCACCCCTGCAGAATGCCCTGTCATTCCTG 

AGATGGGGCCACCTGGGGCCCACAGTGCTGGCTTCTTCCCCCTCTTGAAAAGGGACTGGG 

GAGCATTGCACCTGGCATGAGGAGTGGGTGGCCTCCTCTCCATCCCCTGAAGAGCTCAGG 

CAGGGCCCTGCAGAGAACACTCATGTTCCTTCTGGGACACCTGCCTGGGAACTTTCCCCT 

GCCAGGACTCAGCCTGAAGGAAGCTGCTCCTGAGGCAGGTATGAGGTCAGTGCCTAGGGC 

ACGTGGGACTGATGGAGGACATATCAGAGTGGCAGAGCTGTGGGCTCTGCTGTTCTCTCC 

TGCATCCTGTAGACTCACTTTTCTGAGTTCCATGCACTGCCCTGAGGGTAGCCATGCCCT 

TGCTTTGCCCAACTTTTTATTGGGCCATCCCTGAGTGGGTGGAGACCTGCTGTCATGAGC 

TGGCCAGGAGAACCTGCTATAAAAAAATCAAGGTTTTGTTTCTTTGAACTTACTCTGTTT 

TGATGCCAAATTGGAGACCATTTTCTTGTCTCCTTCCCCCACTCATCCTGGCCTTCCCTG 

GAGTTCTTCCTAGCCCAGAGCTCTGACAGTCCAGCAGGGTGGGAAGGAGGGAGTTTGGGC 

AAACTCTCATCCCTGATACCACATTGAGATCCTGGGAGCCCTCTTTTCGTACTGAGTATG 

GAGTTGTAGAGCCATCCTAGGTGCCATCCCCTTTTGGTCCAAACATTGGGCAGCGCTAGA 

TGGCAGGAAGCAGCCTTGAAGACCCGTCTTTCCCCCACAGCAGCAGGGGCCCCAGCAGTA 

ACAAAGGGTACCTCCAGGGGTTTGGGTAGCGCTGCCCTCTGGCAGTCATGCACCGCTGTC 

TGCCATAGCCGCTCTAGGGTCTTGGCAGAATTCTGAGCTTGAAGTGCAGCTCCCTTACTA 

CCCTTTCCCTTCCTTTTTCTTCCCTAATAGGAGGTACAATCTGCTTTTGTTTGTCGTTAA 

GTGGTCACTCCCATTTCCTTTATCTTGGCCGACAACACAGAGAGGAGGGGGAGCTGGGCA 

GTAGCTTGGGGTGGGGGTGGGCACCTGTGGTTGTTTTTAATGGGAAATACCTCTCAGAGA 

TGTTCATGCAGGCTCCCTAGGGCCCCATCCCAGTGCCAGGCTGGTTTCCATGGAGATAGG 

GCACTGAGGCTCCCGTGAGGTTGGAATCGACTTCACCATGGGGGTCCTTCAGCCAGCATC 

CAGCTCCCCACCCCCAGGCTGGCAGTAGCACTGCTGAGATGCTGTATTTCCACCCAATTC 

TGGGTATATCAGTGTGTCTTGCAGAATCTTGGATCATTAAAGATAAACATATTTTT 

Gene 600. >ENST00000274963 cDNA sequence 

ACAGATTCATGGGTGATTTAGCCTATCTGTCCCAGGCCAGCGTGGCTGAGTGTGCTGGCT 
GGAGGCCTCTCTCTCTGCTTCGAGGGTAGCTGAGATCCACCCCGGAAACCGGCAGGATGA 
AGGGGGCAAGTGAGGAGAAGCTGGCATCTGTGTCCAACCTGGTCACTGTGTTTGAGAATA 
GCAGGACCCCAGAAGCAGCACCCAGAGGCCAGAGGCTAGAGGACGTGCATCACCGCCCTG 
AGTGCAGGCCTCCCGAGTCCCCAGGACCACGGGAGAAGACGAATGTCGGGGAGGCCGTGG 
GGTCTGAGCCCAGGACAGTCAGCAGGAGGTACCTGAACTCCCTGAAGAACAAGCTGTCCA 
GCGAAGCCTGGAGGAAATCTTGCCAGCCTGTGACCCTCTCAGGATCGGGGACGCAGGAGC 
CAGAGAAGAAGATCGTCCAGGAGCTGCTGGAGACAGAGCAGGCCTATGTGGCGCGCCTCC 
ACCTGCTAGACCAGGCCATGAGTGACCTGTCGTGGCGGCTACAGGTGTTTTTCCAGGAGC 
TGCTGAAGACAGCCCGCAGCAGCAAGGCCTTCCCAGAGGATGTGGTCAGGGTCATCTTCT 
CCAACATCTCCTCCATCTATCAGTTCCATTCTCAGTTCTTCCTCCCAGAGCTGCAGCGGC 
GCCTGGACGACTGGACAGCTAACCCCCGCATCGGTGACGTGATCCAGAAGCTGGCCCCCT 
TCCTGAAGATGTACAGTGAGTATGTCAAGAACTTTGAGCGAGCGGCTGAGCTGCTGGCCA 
CCTGGACCGACAAGTCTCCACTCTTCCAGGAGGTTCTCACTCGCATCCAGAGCAGCGAGG 
CTTCGGGCAGCCTGACCCTGCAGCACCACATGCTGGAACCAGTGCAGAGAATTCCACGTT 
ACGAGCTGCTGCTCAAGGAGTACATCCAGAAGCTGCCAGCCCAGGCCCCAGACCAGGCCG 
ATGCCCAGAAAGCCCTGGACATGATCTTCTCAGCTGCCCAGCACTCCAATGCAGCCATCA 
CTGAGATGGAGCGGCTGCAGGACCTGTGGGAGGTGTACCAGCGCCTGGGCCTCGAGGACG 
ACATAGTAGACCCCTCTAACACCCTGCTCCGTGAGGGCCCGGTCCTCAAGATCTCCTTCC 
GCCGCAACGACCCCATGGAGCGCTACCTTTTCTTGTTCAACAACATGCTGCTCTACTGTG 
TGCCCAGGGTGATCCAGGTGGGCGCCCAGTTCCAGGTGAGGACCCGCATCGATGTGGCCG 
GGATGAAGGTGCGGGAGCTGATGGATGCTGAGTTTCCCCACTCCTTCCTGGTGTCCGGGA 
AGCAGCGCACCCTGGAGCTGCAAGCCCGGTCCCAGGAGGAAATGATTTCCTGGATGCAGG 
CCTTCCAAGCAGCCATTGACCAAATCGAGAAGCGGAATGAAACCTTCAAGGCTGCGGCCC 
AGGGGCCTGAGGGAGACATCCAGGAGCAGGAGCTGCAGTCTGAGGAGCTGGGCCTCCGGG 
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CACCGCAGTGGGTCCGGGACAAGATGGTGACCATGTGCATGCGCTGCCAGGAGCCCTTCA 

ACGCTCTGACGCGCCGTCGCCACCACTGCCGGGCCTGCGGCTATGTGGTGTGTGCCAGGT 

GCTCCGACTACCGGGCCGAACTGAAATACGACGACAACAGGCCCAACCGAGTCTGCCTCC 

ACTGCTACGCATTCCTCACTGGAAATGTGCTGCCTGAGGCCAAGGAGGACAAGAGGCGGG 

GCATCCTGGAGAAAGGGTCCTCAGCCACGCCTGACCAGAGCCTGATGTGCAGCTTCCTGC 

AGCTCATCGGGGACAAGTGGGGCAAGAGCGGCCCCCGGGGCTGGTGTGTGATCCCTCGGG 

ATGACCCCCTCGTGCTCTATGTCTATGCTGCCCCTCAGGACATGAGGGCTCACACCTCCA 

TCCCCCTGCTGGGCTACCAGGTGACTGTTGGGCCCCAGGGGGACCCTCGGGTCTTCCAGC 

TACAGCAGTCAGGCCAGCTCTACACCTTCAAGGCCGAGACGGAGGAGCTGAAGGGCCGCT 

GGGTGAAGGCCATGGAGCGGGCGGCCAGTGGCTGGAGCCCCAGCTGGCCCAACGATGGGG 

ACCTGTCCGACTGAGCCACTGCCAGCCGCTCTCCTGCCCACCTCTCCCCACCCTGAACCC 

AGCTCCTGCCACAGACTGACCCTGTGGCCTCAGTGACCCACTGCCCCAAGTGGTGCTTTC 

AGAGAATTGATTCAGCCATCTGCGCCCAGGCCACGTGTCCCGATCTGGGATTAGAAAATA 

TGGGTCCATTCCTTTCTAGAAAGGGGACAACCAAGTGTCTCAGTTTGCCTTGCGGGGAGG 

GGGCTCCTGGGCCATGGGACTTCCAGTGCTAAAACTGGGAAAGCCCCAGGTAACCCCGGA 

CTGGTGGTCACCATAGTATGGTTTTTCATTTGTATCTCCTGGGGAGCTTTTAAAGAGTAC 

TGGTGAAAAACACATAGTAAATTAATTTTAAAAATGT 

Gene 601. >ENST00000297147 cDNA sequence 

AAATGGCGGCAGTTGGTGTGTTCTCGGTTTCTCGGCTGCTGGGTCGGTCCCGCCCACAGC 

TGGGGCGGCCTATGTCGAGTGGCGCCCATGGAGAAGAGGGCTCAGCTCGCATGTGGAAGA 

CCCTCACCTTCTTCGTCGCGCTCCCCGGGGTGGCAGTCAGCATGCTGAATGTGTACCTGA 

AGTCGCACCACGGAGAGCACGAGAGACCCGAGTTCATCGCCTACCCCCATCTCCGCATCA 

GGACCAAGCCGTTTCCCTGGGGAGATGGTAACCATACTCTATTCCATAACCCTCATGTGA 

ATCCACTTCCAACTGGCTACGAAGATGAATAAAGAGAATCTGGACCACTACCCGGGCACC 

AGGGACCACAGCACTGGTTTGGACCATTACTCTGCACATGGACCAGAAAAAGTATATGGG 

ACCTTAAGCTCACCTTCTTTACTTGTATCAAATGATGACTGGTATACTGGTCTCCCATCC 

CTTTGCTTGTGGCGGGAGATGGCTTAAATAAATAACTTAAACTT 

Gene 602. >ENST00000329942 cDNA sequence 

CACGAGCTTGGTGATGAAGTCCTTCAGCTGCGCCACGCCCTGGCGCACGGTGGGCTGCAG 
CGGCTCCATCCAAGCCTCCTTGGCCCTGGAAGCCGGCGTGTCCATGTTGCCCACGTTCTG 
GACTGCCTGGAGGTGACAGCAGGAAGGACCAGGTTCTGCTAG 
Gene 603. >ENST00000331556 cDNA sequence 

GCCCAAGAAAAGCAGGATTTCGTTCAGCACTACTCCCAGATCGTTAGGGTGCTGACTGAG 
GATGAGATGGGGCACCCAGAGACAGGAGATGCTACTGCCCGGCTCAAGGAGGTCCTGGAG 
TACAATGCCATTGGAGGCAAGTATCACCGAGGTTTGATGGTGCTAGTAGCGTTCCGGGAG 
CTGGTGGAGCCGAGGAAACTGGATGCTGATAGTCTCCAGTGGGCACCGACTGTGGGCTGG 
TATGCGCAACTGCTGCAAGCTTTCTTCCTGGTGGCAGATGACATTATGGATTCATCCCTT 
ACCTGCCAGGGACAGATCTCCTGGTATCAGAAGCTGGGCATGGGTTTGGATGCCATCAAT 
GATGCTATCCTTCTGGAAGCATGTATCTACTGCCTGCTGAAGCTGTATTGCCGGGAGCAG 
CCCTATTACCTGAACCTGATGGAGCTCTTCCAGCAGAATTCTTATCAGACTGAGATTGGG 
CAGACCCTCGACCTCATCACAACCCCCCAGGGCAATGTGGATCTTCGCAGATGCACCGAA 
AAAAGGCACAAATCTGTTGTCAAGTACAAGACAGCTTTCTACTCCTTCTACCTTCCTGTA 
GCTGCAGCCATGTACATGTCAAGAATGGATGACAAGAAGGAGCACACCAGTGCCAAGAAG 
ATCCTGCTGGAGATTCAAGAGTTCTTTCAGATTCAGGATGATTACCTTGACTTCTTTGGG 
GACCCCAGTGTGACTGGCAGAGTTGGCAATGACTTCCAGGACAACAAATGCAGCTGGCTG 
GTGGTTCAGTGTCTGCTACAGGCCACTCCAGAACAGTACCAGATCCTGAAGGAAAATTAC 
AGGCAGAAGGAGGCCGAGAAGGTGGCCCGGGTGAAGGCACTATACGAGGAGCTGGATCTG 
CCAGCCGTGTTCTTGCAGTATGAGAAAGACAGTTACAGCCACGTTATGGGTCTCATCGAA 
TAG 

Gene 604. >ENST00000307569 cDNA sequence 

ATGGCCATGGCCCCAAGCCCTTCCCTGGTGCAGGTGTACACCAGCCCCGCAGCTTGGCTA 
TGGCAGGATGGGCTGGGCACCTGGCACCCCTACAGTGCCACCATCTGCAGCTTCATCGAG 
CAGCAGTTTGTCCAGCAGAAGGGCCAACGTTTTGGGCTTGGGAGCCTGGCCCACAGCATC 
CCCTTGGGCCAGGCAGACCCCTCGCTGGCCCGTTACATTATTGACCTCCCCAGCTGGACC 
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CAGTTCCGCCAGGACACCGGCACCATGCGGACTGTGCGGAGACACCTGTTCCCCCAGCAC 

TCAGCCCCTGGCCGAGGTGTCGTCTGGGAGTGGCTGAGCGACGATGGCTCCTGGACCGCC 

TATGAAGCCGGCGTCTGTGACGATCTGGAGCAGCAGGTGGCCAGGGGCAACCAGCTCGTG 

GACTTGGCCCCCCTGGGGTACAACTACACTGTCAACTACACCACCCACACGCAGACCAAC 

AAGACTTCCAGCTTCTGCTGCAGCGTGCGGCGCCAAGCAGGGCCGCCTTACCCAGTGACC 

ACCATCATCGCTCCGCCGGGCCACACAGGCGTCGCCTGCTCTTGCCACCAGTGCCTCAGT 

GGCAGCAGAACTGGCCCTGTATCAGGCCGCTACCGCCACTCCATGACCAACCTCCCTGCA 

TACCCCGCCCCCCAGCACCCCCCCCACAGGACCGCTTCTGTGTTTGGGACCCACCAGGCC 

TTTGCACCATACAACAAACCCTCACTCTCCGGGGCCCGGTCTGCGCCCAGGCTGAACACC 

ACGAACGCCTGGGACGCAGCTCCTCCTTCCCTGGGGAGCCAGCCCCTCTACCGCTCCAGC 

CTCTCCCACCTGGGACCGCAGCACCTGCCCCCAGGATCCTCCACCTCCGGTGCAGTCAGT 

GCCTCCCTCCCCAGCGGTCCCTCAAGCAGCCCAGGGAGCGTCCCTGCCACTGTGCCCATG 

CAGATGCCAAAGCCCAGCAGAGTCCAGCAGGCGCTCGCAGGT 

Gene 605. >ENST00000162863 cDNA sequence 

ATGGAGAAGCTGTCCGCAGCGTCTGGATACAGCGATGTGACTGACAGCAAGGCAATCGGG 
CCCCTGGCTGTGGGCTGCCTCACCAAGTGCAGCCACGCCTTCCACCTGCTGTGCCTCCTG 
GCCATGTACTGCAACGGCAATAAGGGCCCTGAGCACCCCAATCCCGGAAAGCCGTTCACT 
GCCAGAGGGTTTCCCAGTGCTACCTTCCAGACAACGCCCAGGGCCGCAAGGGGCTTCCAG 
AACCCGGAGACACTGGCTGACATTCCGGCCTCCCCACAGCTGCTGACCGATGGCCACTAC 
ATGACGCTGCCCGTGTCTCCGGACCAGCTGCCCTGTGACGACCCCATGGCGGGCAGCGGA 
GGCGCCCCCGTGCTGCGGGTGGGCCATGACCACGGCTGCCACCAGCAGCCCTTCTGCAAC 
GCGCCCCTCCCTGGCCCTGGACCCTATCGTACAGAACCTGCTAAGGCCATCAAACCTATT 
GATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCAGTGGTACTGAGTCTAAGCACTGCA 
GTGAAGGAGTTAGTAGAAAACAGTCTGGATGCTGGTGCCACTAATATTGATCTAAAGCTT 
AAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAA 
AACTTCGAAGGCTTAATGATGTCACCATTTCTACCTGCCACGTATCGGCGAAGGTTGGGA 
CTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCA 
GAGGGACCACAGTCAGCGTGA 

Gene 606. >ENST00000333 996 cDNA sequence 

CAGCTCTACATCCTGTAGATTCTCACACCCAGGGCCTCCTTCGGCCTCTTCTCAGGGGAG 

TCTCAGAGCAGGAGCCTCTCTCCCTTGCCCAGTGAAAGTCATTCTCCCCTCTCTCATCCA 

CCTCACCCGCGGCCACAATCCTGAGACTTTCCCCCGGGAGGCACACTTCTCCTCGCTGCC 

CTGCTGCTCTCACGGAAACCCTGTCCTGCTTCTCACACTGACATCTGCTCTCTAATCACA 

GAGGATCCTGTCATTAAAAGACTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAG 

TATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATAC 

CAACGCATTCATTTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGACGAG 

GCCCCCAAACAAAACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTG 

CTCAGTGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGC 

TCTCAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGG 

GCTTGGGTTTCCCTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTG 

TGGGCGCGAGATCGCGCCCACCTTTCCTAG 

Gene 607. >ENST00000333628 cDNA sequence 

GAAGAGTACCCTGATTGCATTGTGAACATCTTCAGTGTAGTGCCTTCACCCAAAGACACC 
AAGGTCGAGCCCTACAGTGCCACCCTCTCTGTCCATCAGTTGGTAGAGAACACTGATGAG 
ACGTATTCCATTGACAATGAAGCCCTGTATAACATCTGCTCCCACACTCTGAAGCGGACC 
ACACCAACCTACAGGGATATGAACCCCCTCGTCTCAGCAACCATGAACAGTGTCATCACC 
TGCCTCTGTTTCCCTGGCCAGCTCAATGCCGACCTCCACAAGTTGGCAGTCAACATGGTC 
CCCTTCCCACATCTCCATTTCTTTATGCCTGGCTCTTCCCCTCTCACCAGCCATGGAAGC 
CAGCAGTATCAACTCACAGTGTCTGAATTCACCCAGCATGTCTTCAATGCCAAGAACATG 
ATGGCTGCCTGTGAACCCCGCCATGGCTTATACTTCACCTTGGCTGCTGTCTTCACTGGT 
CAGATATCCATGAAGGACGTCAATGACAAAATGTTAAATATGGAAAACAAAAACAGCAGC 
TACTTTGTGGAATGGATCTCCAACAACGTCAAGAACAGTGACATCCCATCTCATGGCCTG 
AAAATGTCATTCACTGGTATTGTCAACATGGTCATCCAGAAGCTCTTCAA.GTACATCGCA 
GATCAG 
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Gene 608. >ENST00000251624 cDNA sequence 

CCTGCTTTGTTTCTTGTAACTGATTTCTTTAGTACAGAACCTGCTAAGGCCATCAAACCT 
ATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACT 
GCGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGATCTAAAG 
CTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAA 
GAAAACTTCGAAGGCTTAATCCTTACTTTACAGTCTCTTTCAGCTCTGAAACATCACACA 
TCTAAGATTCGAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTTCAGGGGAAA 
GCTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCACGTATCGGCG 
AAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAACCCCCTAC 
CCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGC 
CATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTCGCCTTCTGC 
CGTGATTGTCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCTGCAAAACTG 
GTAACTGGAGAGCTACGGGCATGCAGAAGTTGGAAGACGAGGGAAGGCATCACAGAGGCT 
GTGGGGTGA 

Gene 609. >ENST00000305928 cDNA sequence 

TGCATCCTTGGAGAGAGCTGAGAGCTCGAGGTACAGAACCTGCTAAGGCCATCAAACCTA 
TTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTG 
CGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGGATCTAAAG 
CTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAA 
GAAAACTTCGAAGGCTTAAGTAAGGTCACCATTTCTACCTGCCACGTATCGGCGAAGGTT 
GGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAACCCCCTACCCCCAC 
CCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGCCATAAG 
GAATTTCAAAGGAATATTAAGAAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCG 
GAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTGCGGTGAA 
GAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGATCTAAAGCTTAAGGA 
CTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAACTT 
CGAAGGCTTAACTCTGAAACATCACACATCTAAGATTCGAGAGTTTGCCGACCTAACTCG 
GGTTGAAACTTTTGGCTTTCAGGGGAAAGCTCTGAGCTCACTTTGTGCACTGAGTGATGT 
CACCATTTCTACCTGCCACGTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGA 
TGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAA 
GCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGAA 
ACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCAGC 
CATGCTTCCTGTACAGCCTGCAAAACTGACTCCTAGAAGTACCCCACCCCACCCCTGCTC 
CTTGGAGGACAACGTGATCACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTAG 
ATGA 

Gene 610. >ENST00000320371 cDNA sequence 

ATGTTGAAGCGAGGACGTGGTGGGTCCTCTGGTGTGAAATTCCAGATTTCCTTGGGTCTT 

CTGGTAGGAGTGATCAGTTGTGCTGACAACACAGGAGCCAAAAACCTGTATGTCATCTCC 

AAGGGGATCAAGGGATGGCTGAACAGACTTCCCACTGCTGGTGTGGGTGACACGGTGATG 

GCCACAGTCAAGAAAGGCAAACCAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTTATT 

CGACAACGAAAGTCATACCGCAGAAAAGATGGCGTGTTTCTTTATTTTGAAGATAATGCA 

GGGGTCACAGTGAACAATAAAGGCGAGATGAAAGGTTCTGCCATTACAGGACCAGTAGCA 

AAGGAGTGTGCAGACTTGTGGCCCTGGATTGCGTCCAGTGCTGGCAGCATTGCATGA 

Gene 611. >ENST00000335396 cDNA sequence 

ATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCAT 
TTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGACGAGGCCCCCAAACAA 
AACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTGCTCAGTGAGCTT 
TGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGCTCTCAGATAGCC 
TTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGGGCTTGGGTTTCC 
CTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTGTGGGCGCGAGAT 
CGCGCCCACCTTTCCTAG 

Gene 612. >ENST00000302439 cDNA sequence 

CCTGCTTTGTTTCTTGTAACTGATTTCTTTAGTACAGAACCTGCTAAGGCCATCAAACCT 
ATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACT 
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GCGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGATCTAAAG 
CTTAAGGACTATGGAATGGATCTCA.TTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAA 
GAAAACTTCGAAGGCTTAATCCTTACTTTACAGTCTCTTTCAGCTCTGAAACATCACACA 
TCTAAGATTCGAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTTCAGGGGAAA 
GCTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCACGTATCGGCG 
AAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAACCCCCTAC 
CCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGC 
CATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTCGCCTTCTGC 
CGTGATTGTCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCTGCAAAACTG 
GTAACTGGAGAGCTACGGGCATGCAGAAGTTGGAAGACGAGGGAAGGCATCACAGAGGCT 
GTGGGGTGA 

Gene 613. >ENST00000314850 cDNA sequence 

AACTGATTTCTTTAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGT 

CCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTGCGGTGAAGAAGATAGT 

AGGAAACAGTCTGGATGCTGGTGCCACTAATATTGGATCTAAAGCTTAAGGACTATGGAA 

TGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCT 

TAAGTAAGGTCACCATTTCTACCTGCCACGTATCGGCGAAGGTTGGGACTCGACTGGTGT 

TTGATCACGATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCAGAGGGACCACAG 

TCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGAATTTCAAAGGAATA 

TTAAGAAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAG 

ATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTGCGGTGAAGAAGATAGTAGGAAAC 

AGTCTGGATGCTGGTGCCACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTC 

ATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAACTCTG 

AAACATCACACATCTAAGATTCGAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGC 

TTTCAGGGGAAAGCTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGC 

CACGTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAG 

AAAACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACG 

CTACCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCC 

TTCGCCTTCTGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAG 

CCTGCAAAACTGACTCCTAGAAGTACCCCACCCCACCCCTGCTCCTTGGAGGACAACGTG 

ATCACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTAGATGA 

Gene 614. >ENST00000311139 cDNA sequence 

ATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAATGATGTCACCATTTCTACCTGCCAC 

GTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAA 

ACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTA 

CCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTC 

GCCTTCTGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCT 

GCAAAACTGACTCCTAGAAGTACCCCACCCCACCCCTGCTCCTTGGAGGACAACGTGATC 

ACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTAGATGA 

Gene 615. >ENST00000329846 cDNA sequence 

GTACTGCTGGGCCGGAAGGTGGAGGTCGTACGCTGTGAGGGCATCATCATTTCTGGCCAT 

TTCTACAGATACAAGTTGAAGTACCTGGTCTTCCTCCGCAAGCAGATGAACACCAACCCT 

TCCCGAGGCCCCTACCACTTCCGGGCCTCTAGCCGCACCTTCCGGCTGACCCGAGGCATG 

TTGCCCCACAAGACAAAGCAAGGCCGGGCCGCCCTGGAGCGCCTCAAGGTGTTTGACGGC 

ATCCCACCGCCCTATGACATGAAAAAGCGGATGGTGGTTCCTGCTGCCCTCAAGGTCATG 

CATCTGAAGCCTACAAGAAACTTTGCCTACGTGGGGCGCCTGGCTCACGAGGTTTGCTGT 

AAGTACCTGGCAGTGGCATCTACCCTGAAGGAGAAGAGGAAGGAGAAAGCCAAGATCCAC 

TATCGGAAGAAGAAACAGCTCATGAGGCTATGGAAACCGGGTGAAAAGAACGTGGAGAAG 

AAAACTGACAAATACACAGAAGCTCTCAAGACCCATGGACTCCTGATCTGA 

Gene 616. >ENST00000311251 cDNA sequence 

ATGGAACTCCACATCCTGGAGCACCGGCTGCAAGTTGCCAGCGTCGCCAAGGAGAGTATC 
CCGCTGTTCACCTACGGCCTGATCAAACTTGCCTTCCTGTCCTCCAAGACCAGGTGCAAG 
TTCTTCAGTCTGACTGAGACGCCAGAGGATTACACTATCATTGTCGATGAGGAAGGATTC 
CTAGAGCTGCCCTCCTCGGAGCACCTGAGTGTGGCAGATGCCACCTGGCTGGCCCTGAAC 
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GTGGTGTCCGGCGGTGGCAGCTTCTCCAGCTCCCAGCCCATCGGCGTGACCAAGATCGCC 

AAGTCAGTCATCGCCCCACTGGCTGACCAGAACATATCCGTGTTCATGCTGTCCACGTAT 

CAGACAGACTTCATCCTGGTGCGCGAGCGGGACCTGCCCTTTGTCACCCACACATTGTCA 

TCAGAGTTCACCATCCTGCGGGTCGTCAATGGCGAGACCGTGGCAGCCGAGAACCTCGGC 

ATCACCAATGGCTTCGTGAAGCCCAAGCTGGTCCAGAGGCCAGTCATCCACCCACTGTCC 

AGCCCGAGCAACAGGTTCTGTGTCACCAGCCTGGACCCTGACACGCTGCCTGCTGTTGCC 

ACACTCCTCATGGATGTCATGTTCTACTCCAATGGAGTGAAGGACCCCATGGCCACTGGG 

GATGACTGCGGCCACATCCGCTTCTTCTCCTTCTCCCTCATCGAGGGCTACATCTCCCTG 

GTGATGGACGTGCAGACGCAGCAGAGGTTTCCTAGTAACTTGCTGTTCACAAGCGCATCC 

GGAGAGCTCTGGAAGATGGTCCGGATTGGAGGACAGCCCCTGGGGTTTGATGAGTGTGGC 

ATCGTGGCCCAGATCTCAGAGCCCTTGGCTGCTGCAGACATCCCAGCCTACTACATCAGT 

ACTTTCAAGTTTGATCATGCACTTGTCCCCGAAGAGAACATCAATGGTGTCATCAGTGCC 

CTGAAGGTCAGCCAAGCAGAGAAGCACTAG 

Gene 617. >ENST00000274884 cDNA sequence 

CGCTCGTATCAGGCTTCATGGCGGCGCGGCCACTGTCCCGGATGCTGCGGCGGCTTCTGA 
GGTCCAGCGCCCGGAGCTGCAGCTCAGGGGCTCCGGTGACCCAGCCCTGCCCCGGGGAGT 
CCGCGCGAGCTGCCTCGGAGGAGGTGTCCAGGCGGAGGCAGTTCCTGCGGGAGCATGCGG 
CCCCCTTCTCCGCCTTCCTCACAGACAGCTTCGGCCGGCAGCACAGCTACCTGCGGATCT 
CCCTCACAGAGAAGTGCAACCTCAGATGTCAGTACTGCATGCCCGAGGAGGGGGTCCCGC 
TGACCCCCAAAGCCAACCTGCTGACCACAGAGGAGATCCTGACCCTCGCCCGGCTCTTTG 
TGAAGGAAGGCATCGACAAGATCCGGCTCACAGGTGGAGAGCCGCTTATCCGGCCGGACG 
TGGTGGACATTGTGGCCCAGCTCCAGCGGCTGGAAGGGCTGAGAACCATAGGTGTTACCA 
CCAATGGCATCAACCTGGCCCGGCTACTGCCCCAGCTTCAGAAGGCTGGTCTCAGTGCCA 
TCAACATCAGCCTGGACACCCTGGTGCCTGCCAAGTTTGAGTTCATTGTCCGCAGGAAAG 
GCTTCCACAAGGTCATGGAGGGCATCCACAAGGCCATCGAGCTGGGCTACAACCCTGTGA 
AGGTGAACTGTGTGGTGATGCGAGGCCTTAACGAGGATGAACTCCTGGACTTTGCGGCCT 
TGACTGAGGGCCTCCCCCTGGATGTGCGCTTCATAGAGTATATGCCCTTTGATGGCAACA 
AGTGGAACTTCAAGAAGATGGTCAGCTATAAGGAGATGCTAGACACTGTCCGGCAGCAGT 
GGCCAGAGCTGGAGAAGGTGCCAGAGGAGGAATCCAGCACAGCCAAGGCCTTTAAAATCC 
CTGGCTTCCAAGGCCAGATCAGCTTCATCACATCCATGTCTGAGCATTTCTGTGGGACCT 
GCAACCGCCTGCGAATCACAGCTGATGGGAACCTCAAGGTCTGCCTCTTTGGAAACTCTG 
AGGTATCCCTGCGGGATCACCTGCGAGCTGGGGCCTCTGAGCAGGAGCTGCTGAGAATCA 
TTGGGGCTGCTGTGGGCAGGAAGAAGCGGCAGCATGCAGGCATGTTGAGTATTTCCCAGA 
TGAAGAACCGGCCCATGATCCTCATCGAGTTATTTTTGATGTTCCCCAATTCCCCACCAG 
CCAATCCAAGCATTTTCTCCTGGGACCCGCTCCATGTTCAGGGTCTAAGACCCAGAATGA 
GTTTCTCCAGCCAGGTGGCCACTTTATGGAAAGGATGCAGGGTCCCCCAGACCCCTCCTC 
TAGCCCAGCAGCGGCTGGGGTCTGGCTCCTTTCAGAGACACTACACTTCCCGTGCAGACT 
CAGATGCCAACTCAAAGTGCCTTAGCCCAGGTTCCTGGGCTTCTGCTGCCCCCTCAGGAC 
CCCAGCTAACCTCAGAACAACTAACTCATGTGGACTCGGAAGGACGGGCAGCTATGGTAG 
ATGTGGGCAGGAAGCCAGACACAGAGCGGGTGGCTGTGGCTTCAGCCGTGGTCCTCCTGG 
GACCGGTAGCCTTCAAGCTTGTCCAGCAGAACCAGCTCAAGAAAGGAGATGCCCTAGTGG 
TGGCCCAGCTGGCTGGAGTCCAGGCAGCCAAGGTGACCAGCCAGCTGATCCCTCTGTGCC 
ACCACGTGGCCCTGAGCCACATCCAGGTGCAGCTGGAGCTGGACAGCACACGCCATGCCG 
TGAAGATCCAGGCATCTTGCCGGGCTCGGGGCCCCACCGGGGTGGAGATGGAGGCCCTGA 
CCTCTGCTGCAGTGGCCGCCCTCACCCTGTATGACATGTGCAAGGCTGTCAGCAGGGACA 
TCGTGTTGGAGGAGATCAAGCTCATTAGCAAGACTGGTGGTCAGCGGGGGGACTTCCATC 
GGGCTTAGCACCTGCCCTTCTCACCCATGGCCCACCCAGGCCTGGAGCTGGGATGCAATG 
TAGGCTGAGGGAAAGACGTCAGGTTCCTTTAATCACAGTCACTGTTTGTTTACCTTGAGC 
AGTAAACCCGAAGTCAGCCTGCTCTACTACTAACAAACAGGCCTGCTGCTAGATGATCTC 
TAATGACCAATGGGGCTTCCTTTCTATAGGGAGGATACCAGCAGGCCCTTAAGCCTTCCA 
GGACACTAAGGTCGTGGGAGCGGGACTGCAACAAGCAATGCCAGATAACTGAGAAATCAT 
GTTCTTTGTGGACTATTTCAGACAACCAGGTTCCGACAGTCCAGCCCAGAACTTTTCCTT 
CTCATTTTGGGTTTTCTCTTCTCCTGCTTTCCTGGGGAGAGATTAAGCGCTCATTAAGCA 
GAGGAGCCCACTTTGAGGAGAGCAAAGCACAAGCTTGCCTGAAGAATGGATCCCAACTTC 
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TCCCCGGCAGCTCTGCCTCCCTAAGTCTGTGAAGCCGCAGCCCTGCCCTGTCCTGTCCTG 
TCCTGACTTCATCTCTCCTTCTGCCCAAGTCTGTGTCCCATCAGACTTGCAGCCTTTCAG 
CTTAACAGTTGCCCGGTCCTGCTGGCCCCTTTTCCTCTGGCCCCCCTCTTCTGAAACAGG 
ATGTGCACACATGGGCCATAGCCCTAAGGACTCCTGCCAGACCACACAGCCCACACCTGG 
CCCTGTTCACGGCTGTTCCACCCACCCCTCTTTATTCTGGAGCATATCAGGGAAAGAAAA 
GTTGATGATAGATTGCCTTCACCCTCACAGCGCACAAATAAAGCTACGATGCCAACTTTG 
CAGATGCAAGAATGAAGACACTGTGTGGGTAGGGCACTGAGCTGCTGCAGTTTCACAGGG 
AAGGCTGCACCTATCAATCAATCAATCAATCCTATCCCAAGACACAGTTCCCTGAGGGAA 
GAAGAGGAGGGACCTGGAAAGGCCTAAGGGTGTACTCTCTGTATAGCCCCGCTATGGGAA 
AATAAAGTGGAGTAGGGGGCAT 

Gene 618. >ENST00000308559 cDNA sequence 

GCCAGAAATCTTCCCAGTAGAGATCACCATCCGCCCCCGACCCCCAAGCTGAATACTTAA 
GGGGTGGGTCCTTCCCATCAAGCTGATTTCTCAACGAGAGGGACAATCCCAGCTTCCCCA 
ACATTGCAGAGCCCAAACATGTGGAAGAGTTGGAAGCTCCGCACAGATGTCAGAGTAAGG 
GAGGGGGCAGGCGGTTCTCCTTGTGCCTCTTCCCAGCCCGGTAGCAGGGGCCCATGCTTC 
CTCCCTGGTCTGTCCTCGCAGGAGGTGTCCAGGCGGAGGCAGTTCCTGCGGGAGCATGCG 
GCCCCCTTCTCCGCCTTCCTCACAGACAGCTTCGGCCGGCAGCACAGCTACCTGCGGATC 
TCCCTCACAGAGAAGTGCAACCTCAGATGTCAGTACTGCATGCCCGAGGAGGGGGTCCCG 
CTGACCCCCAAAGCCAACCTGCTGACCACAGAGGAGATCCTGACCCTCGCCCGGCTCTTT 
GTGAAGGAAGGCATCGACAAGATCCGGCTCACAGGTGGAGAGCCGCTTATCCGGCCGGAC 
GTGGTGGACATTGTGGCCCAGCTCCAGCGGCTGGAAGGGCTGAGAACCATAGGTGTTACC 
ACCAATGGCATCAACCTGGCCCGGCTACTGCCCCAGCTTCAGAAGGCTGGTCTCAGTGCC 
ATCAACATCAGCCTGGACACCCTGGTGCCTGCCAAGTTTGAGTTCATTGTCCGCAGGAAA 
GGCTTCCACAAGGTCATGGAGGGCATCCACAAGGCCATCGAGCTGGGCTACAACCCTGTG 
AAGGTGAACTGTGTGGTGATGCGAGGCCTTAACGAGGATGAACTCCTGGACTTTGCGGCC 
TTGACTGAGGGCCTCCCCCTGGATGTGCGCTTCATAGAGTATATGCCCTTTGATGGCAAC 
AAGTGGAACTTCAAGAAGATGGTCAGCTATAAGGAGATGCTAGACACTGTCCGGCAGCAG 
TGGCCAGAGCTGGAGAAGGTGCCAGAGGAGGAATCCAGCACAGCCAAGGCCTTTAAAATC 
CCTGGCTTCCAAGGCCAGATCAGCTTCATCACATCCATGTCTGAGCATTTCTGTGGGACC 
TGCAACCGCCTGCGAATCACAGCTGATGGGAACCTCAAGGTCTGCCTCTTTGGAAACTCT 
GAGGTATCCCTGCGGGATCACCTGCGAGCTGGGGCCTCTGAGCAGGAGCTGCTGAGAATC 
ATTGGGGCTGCTGTGGGCAGGAAGAAGCGGCAGCATGCAGAGTTATTTTTGATGTTCCCC 
AATTCCCCACCAGCCAATCCAAGCATTTTCTCCTGGGACCCGCTCCATGTTCAGGGTCTA 
AGACCCAGAATGAGTTTCTCCAGCCAGGTGGCCACTTTATGGAAAGGATGCAGGGTCCCC 
CAGACCCCTCCTCTAGCCCAGCAGCGGCTGGGGTCTGGCTCCTTTCAGAGACACTACACT 
TCCCGTGCAGACTCAGATGCCAACTCAAAGTGCCTTAGCCCAGGTTCCTGGGCTTCTGCT 
GCCCCCTCAGGACCCCAGCTAACCTCAGAACAACTAACTCATGTGGACTCGGAAGGACGG 
GCAGCTATGGTAGATGTGGGCAGGAAGCCAGACACAGAGCGGGTGGCTGTGGCTTCAGCC 
GTGGTCCTCCTGGGACCGGTAGCCTTCAAGCTTGTCCAGCAGAACCAGCTCAAGAAAGGA 
GATGCCCTAGTGGTGGCCCAGCTGGCTGGAGTCCAGGCAGCCAAGGTGACCAGCCAGCTG 
ATCCCTCTGTGCCACCACGTGGCCCTGAGCCACATCCAGGTGCAGCTGGAGCTGGACAGC 
ACACGCCATGCCGTGAAGATCCAGGCATCTTGCCGGGCTCGGGGCCCCACCGGGGTGGAG 
ATGGAGGCCCTGACCTCTGCTGCAGTGGCCGCCCTCACCCTGTATGACATGTGCAAGGCT 
GTCAGCAGGGACATCGTGTTGGAGGAGATCAAGCTCATTAGCAAGACTGGTGGTCAGCGG 
GGGGACTTCCATCGGGCTTAGCACCTGCCCTTCTCACCCATGGCCCACCCAGGCCTGGAG 
CTGGGATGCAATGTAGGCTGAGGGAAAGACGTCAGGTTCCTTTAATCACAGTCACTGTTT 
GTTTACCTTGAGCAGTAAACCCGAAGTCAGCCTGCTCTACTACTAACAAACAGGCCTGCT 
GCTAGATGATCTCTAATGACCAATGGGGCTTCCTTTCTATAGGGAGGATACCAGCAGGCC 
CTTAAGCCTTCCAGGACACTAAGGTCGTGGGAGCGGGACTGCAACAAGCAATGCCAGATA 
ACTGAGAAATCATGTTCTTTGTGGACTATTTCAGACAACCAGGTTCCGACAGTCCAGCCC 
AGAACTTTTCCTTCTCATTTTGGGTTTTCTCTTCTCCTGCTTTCCTGGGGAGAGATTAAG 
CGCTCATTAAGCAGAGGAGCCCACTTTGAGGAGAGCAAAGCACAAGCTTGCCTGAAGAAT 
GGATCCCAACTTCTCCCCGGCAGCTCTGCCTCCCTAAGTCTGTGAAGCCGCAGCCCTGCC 
CTGTCCTGTCCTGTCCTGACTTCATCTCTCCTTCTGCCCAAGTCTGTGTCCCATCAGACT 
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TGCAGCCTTTCAGCTTAACAGTTGCCCGGTCCTGCTGGCCCCTTTTCCTCTGGCCCCCCT 
CTTCTGAAACAGGATGTGCACACATGGGCCATAGCCCTAAGGACTCCTGCCAGACCACAC 
AGCCCACACCTGGCCCTGTTCACGGCTGTTCCACCCACCCCTCTTTATTCTGGAGCATAT 
CAGGGAAAGAAAAGTTGATGATAGATTGCCTTCACCCTCACAGCGCACAAATAAAGCTAC 
GATGCCAACTTTGCA 

Gene 619. >ENST00000335010 cDNA sequence 

ATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCAT 
TTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGACGAGGCCCCCAAACAA 
AACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTGCTCAGTGAGCTT 
TGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGCTCTCAGATAGCC 
TTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGGGCTTGGGTTTCC 
CTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTGTGGGCGCGAGAT 
CGCGCCCACCTTTCCTAG 

Gene 620. >ENST00000310939 cDNA sequence 

TTTCCCAGTCCCCGAGGCGGATCCGGTGTTGCATCCTTGGAGAGAGCTGAGAGCTCGAGT 

ACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCT 

GGGCCGGTGGTACTGAGTCTAAGCACTGCGGTGAAGAAGATAGTAGGAAACAGTCTGGAT 

GCTGGTGCCACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTCATTGAAGTT 

TCAGGCAATGGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAACTCTGAAACATCAC 

ACATCTAAGATTCAAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTTCGGGGG 

AAAGCTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCACGTATCG 

GCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAACCCCC 

TACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTG 

CGCCATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTCGCCTTC 

TGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCTGCAAAA 

CTGACTCCTAGAAGTACCCCACCCCACCCCTGCTCCTTGGAGGACAACGTGATCACTGTA 

TTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTAGATGA 

Gene 621. >ENST00000325462 cDNA sequence 

CAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACTTATCCTTAAGAACATGGAAGGGGT 
GCTGATGGACGTGGACTGTGAGAGCGTCTACCCCATTGTGTAGGCCTCTAATTGAGGCCT 
GGCCTCTGCTGTGGGTGAATTTCTGTACTGGAAACTTTTCTACCCTGAGTGCGAGATAAG 
AACGATGGGTGGAAGAGAGCAACGCCAGAGCCCAGGTGCCCAGAGGACTTTCTTCCAGCT 
TCTGCTGTCCTTCTTTGTGGAGAGCAAGCTCCACGACCACGCTGCTTACTTAGTAGACAA 
CCTGTGGGACTGTGCAGGGACTCAGCTGAAGGACTGGGAGGGTCTGACAAGCCTGCTGCT 
GGAGAAGGACCAGAGCACGTGCCACATGGAGCCAGGGCCAGGGACCTTCCACCTCCTAGG 
GTGAAACCAGGAGAGATTGCTTGCTTCACTTGTACAAGAATCGGCTCCCAGACACCTGCC 
ACTCGTGAATGCATCTGATAAACTCACTCACACTGAGGCCTTGGGGACTGAGGCCCTGGC 
GGATCACGGGTGCCCAGGGGCTCGGAGGCCGCCTCCTCTGGGAAGCCTGCCCAGGTTCCG 
ATGGACTCCCACAGGCAATACCCCTGGGCCTTCCTCGCGGCCCCTGTTGGCCCCAATTCC 
CCCACCCCCTGCAAGGTCTGTGCCTCTCCTGCAGCCCCGCCACCAACTAGGGCGAGAGGA 
GCTCGCCCCCACCCAAACGTATTGGTTCGATGAAGGAAGGGCCCATGGTTCTGCCACTGG 
CCCTGGACACCCAGTGCTGGTTTCCCGTGGAAGTCCCCCTGGACTGAGTGGCGGCTGGGT 
GCTCTAGTGATTTGCGACCTGGGGCCTCTGACTCCCATCATGTTGGGAAAGTCGTTGAAC 
CTCACCGGTGAAACGGGCACAGTGAAGTCATTTCCCCGAAGTCTCAGGACTCTGTGTAAG 
GCTGGGGACAGGGGCTTGTTGGGGCCTAAGGGCACCTTGGGAACTGCAGGAGCCCGTTCT 
GCCTCCATAAGACACTCACTCCTGGCAGGGTCCCCTCTCCGGGCACAGCCCAGATCCACC 
CCCATCATCCCTCTCCATCTGTGGCTCCCTGCCCCTCACAGAGGATTCATCACTCTGTTC 
AGAATCCCCAGGACTCCCTAGGGAAGGAGGTCCCAGCCTGGCCTCCCAAGACCGTGCTTG 
CCCAATTCCAGGACTTCCTCACATGGCTCCTACCTCCAGCACAGAAGCGGCACTAAACCA 
GGTGGTCAATCAGGGAGCACCACCGAGGTTCTGAATGGTCCAGGGATGAGCAGTGATGCC 
TCAAGCTAAGCCAATCAAAGCCTTCCCTGGGATTGTCTCAAGGAGTCCGCAGTGAGATTC 
TGGGTCTCAGTACTGGGAAAGGGTGAGGCTGAGGCTGCCTGCTGTCCTGGGGGCCTCACC 
CTGCCACCAACAGGAAGCCACACAGAGGGAAGCAGAAATGAGACGCAGCCAGTGAGGGCA 
GGGTACAAAGGTGAGATCCCGGAGAGACAGATGCTGGGACATCATCCTTGGGTACTGGTT 



410/1290 



FIGURE 1 (CONT'D) 



CCAACAGTGCCTGCAGATGGAGCCACCCTCGGAGAGTCCACAACAGCAGCCAATCCATTC 

TATGCGTGTCTGAGCTACTTTAAGTCGGGTTTTTGACTGTTTGAATGAGAGTCTCATCTT 

GGCTAGGCACCATGGCGCAACAACTGGGGAGGTGGAGGTAGGAAGATTGCTTGAGGCCAA 

GAGTCCCAGAGCAGCCTGGGCAACCTATCAAGACGCTGTCTTTACGAAAAGAAAAAAAAC 

TAGCTAGGTGTGGTGGTGCGTGCCTGTGGTCCCAGCTACTGGGGAGGCTGAGGTGGGAGG 

ATTGCTTGAGCCCAGGAAGTGGAGGCTGCAGTGACCTATGATGGCACCACTGTACTCCAG 

CCTGGGTGACAGAGCAAGACCCTGTCT 

Gene 622. >ENST00000275590 cDNA sequence 

AGAATGTAATGCCGCCGTCGGTAGGGGTCTGCCGGGCATAAAGGGGCCTTCGGAACCCCA 

CCAGAGTCACAGCCAGGAAGGGCAGCGGGGCGCACCAGGCCGAAGGCTCACGCCACAGGG 

AGGGCAGCTAGGACATGGGGGGAAGCGCGTTAAACCAGGGAGTCCTGGAAGGGGACGACG 

CCCCCGGCCAGTCCCTGTACGAGCGGTTAAGTCAGAGGATGCTGGACATCTCGGGGGACC 

GGGGCGTGCTGAAGGACGTCATCCGAGAAGGAGCTGGAGACCTAGTGGCGCCTGATGCTT 

CGGTGCTAGTGAAATACTATGGATACCTGGAACACTTGGACAGACCCTTCGATTCTAATT 

ACTTTAGGAAAACTCCTCGGCTAATGAAACTTGGAGAGGATATTACATTGTGGGGCATGG 

AGCTGGGCCTTCTGAGCATGCAGAGAGGAGAGCTGGCCAGATGCTTCGTCTTGGGTAAAC 

TCCTCGACTCCCAAGGCCCCAGCCTCCATCTTTACCTCAGAGCCTCCTGAACCTCCTCCT 

CCAGCCTCACCTTCCTCCAGCCTCACCACTCCTCCCTGGACCTGCAGCTCCGCACCCCCG 

GGGGCCTCAGAACTACCCCTTCCAGGGCCTCAGAACTACCCCTACAGTTTCTCCTGCGTA 

ACCTTCTGCCTACCTTCCTGAGAGTGGTTGGTGACAGCAGCCGGGGCTAGAAACCTCGAG 

GCGACTGTGCTTGAGTCCTCTCTTGCTCTTTACATCCCAAATCCCATCAATTGTCACGCC 

TTGTGCCTTCCGCCTCTCAAATATTCAGAAAGCAGATGTATGCTGGGCACGGTGGTGACT 

CAAGCCTATAATCCCAGCACTTCGGAAGGCGGAGGCAGGAGGATCGCTTGAGGCCAGGAA 

TTTTAGACCAGCCGGGGCAACATAGTGAAACCCCATCTCTAC 

Gene 623. >ENST00000323819 cDNA sequence 

GAGCATGATGGGGCATGTGCGGGAGCGCCAGGCGGGGCATGTAACCAGAGCGTGCGGGGC 

ATGATGGGGCACGGACATGGGGGGTTAGGTGGGGCACGTAATTGGAGCTCGCGGGGCAGG 

ATGGGGCATCTAACTGGAGCGACAGAGAGCACGATGGGGCACTTACAGGGGCCGGAGGCT 

GGCCCGGGCAGTGAGTGTGGATGGCTTGGCAGGTGAGCCTGCTGGAGCTGGAGGACCGGC 

TTCAGTGTCCCATCTGCCTGGAGGTCTTCAAGGAGTCCCTAATGCTACAGTGCGGCCACT 

CCTACTGCAAGGGCTGCCTGGTTTCCCTGTCCTACCACCTGGACACCAAGGTGCGCTGCC 

CCATGTGCTGGCAGGTGGTGGACGGCAGCAGCTCCTTGCCCAACGTCTCCCTGGCCTGGG 

TGATCGAAGCCCTGAGGCTCCCTGGGGACCCAGAGCCCAAGGTCTGCGTGCACCACCGGA 

ACCCGCTCAGCCTTTTCTGCGAGAAGGACCAGGAGCTCATCTGTGGCCTCTGCGGTCTGC 

TGGGCTCCCACCAACACCACCCGGTCACGCCCGTCTCCACCGTCTGCAGCCGCATGAAGG 

AGGAGCTCGCAGCCCTCTTCTCTGAGCTGAAGCAGGAGCAGAAGAAGGTGGATGAGCTCA 

TCGCCAAACTGGTGAAAAACCGGACCCGAATCGTCAATGAGTCGGATGTCTTCAGCTGGG 

TGATCCGCCGCGAGTTCCAGGAGCTGCGCCACCCGGTGGACGAGGAGAAGGCCCGCTGCC 

TGGAGGGGATAGGGGGTCACACCCGTGGCCTGGTGGCCTCCCTGGACATGCAGCTGGAGC 

AGGCCCAGGGAACCCGGGAGCGGCTGGCCCAAGCCGAGTGTGTGCTGGAACAGTTCGGCA 

ATGAGGACCACCATGAGTTCATCTGGAAGTTCCACTCCATGGCCTCCAGGTAATAACCTT 

GGAGAGAGCTCAGCCAGGGTCTGGTGGCTGCGGGCACGGGCATCTCAGCTCCACTGGTTC 

CTCCATTCAGCTTAACCAGCGCCTCCCAAGCAGCTGCCTATAGCTGGCTCTATAACTGAG 

CCTGGGGAAGATAGAGGAAAGTCACATCCCTGCCTTCAAGGGTCTCGCAGACAGGTGGGG 

AGGCAGATGGTGAACTGTGGGTACCTAGAACAGCAGAAGTTCACTCAAGCTACAGAAATA 

CTAGAGGAGGGTAGCTCATGCCTGCAATCCCAGTACTTTGGGAGGCCAAGGCAGGAGTAT 

TGCTGGAGGCCGGGAGTTCGAGACCAGCCTGGCCAATGTAGTAACACCCCCGTCTCTACA 

AAAAATACAAAAATAAAAAAATTAGTTGGG 

Gene 624. >ENST00000323788 cDNA sequence 

GCGCTTTGCGACAGAGCCGTAAAGGCGCGCGGGAACATGGGGCTGTACGCTGCGGTGGCA 
GGCGTGCTGGCCGGCGTGGAGAGCCGCCAGGGCTCTATCAAGGGGCTGGTGTACTCCAGC 
AACTTCCAGAACGTGAAGCAGCTGTACGCGCTGGTGTGCGAAACGCAGCGCTACTCCGCC 
GTGCTGGATGCCGTGATCTCCAGCGCCGGCCTCCTCAGTGCGAAGAAGCTGCAGCCGCAC 
CTGGCCAAGGTGCTAGTGTATGAGTTGTTGGGAAAGGGCTTTCGAGGGGGTGGGGGCCAA 
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TGGAAGGCTCTGTTGGGACGGCACCAGGCGAGGTGTTGAGTTGGCTCGGCTCAAGGTTCT 

TCGGGGTGTGAGCTGGCATGAGGACCTGTTGGAAGTGGGATCCAGGCCTGGTCCAGCCTC 

CCAGCTGCCTCGATTTGTGCGTGTGAACACTCTCAAGACCTGCTCCGTTTATGTAGTTAT 

TTCAAGAGACAAGGTTTCTCCTATCAGGGTCGGGCTTCCAGCCTTGATGACTTACAAGCC 

CTCAAGGGGAAGCATTTTCTCCTGGACTCCTTGATGCCGGAGCTGCTGGTGTTTCCCGCC 

CAGACAGATCTGCATGAACACCCACTGTACCGGGCCGGACACCTCATTCTGCAGGACAGG 

GCCAGCTGTCTCCCAGCCATGCTGCTGGACCCCCGCCAGGCTCCCATGTCATCGATGCCT 

GTGCCGCCCCAGGCAATAAGACCAGTCACTTGGCTGCTCTTCTGAAGAACCAAGGGAAGA 

TCTTTGCCTTTGACCTGGATGCCAAGCGGCTGGCATCCATGGCCACGCTGCTGGCCTGGG 

TTGGCGTCTCCTGCTGTGAGCTGGCTGAGGAGGACTTCCTGGCGGTCTCCCCCTTAGATC 

CGCGCTATCGTGAGGTCCACTATGTCCTGCTGGATCCTTCCTGCAGTGGCTCGGGTATGC 

CGAGCAGACAGCTGGAGGATCCCGGGGCAGGGACACCTAGCCCGGTGCGTCTGCATGCCC 

TGGCAGGGTTCCAGCAGCGAGCCCTGTGCCACGCGCTCACTTTCCCTTCCCTGCAGCGGC 

TCGTCTACTCCATGTGCTCCCTCTGCCAGGAGGAGAATGAAGACATGGTACCAGATGCGC 

TGCAGCAGAACCCGGGCGCCTTCAGGCTAGCTCCCGCCCTGCCTGCCCGGCCCCACCGAG 

GCCTGAGCACGTTCCCGGGTGCCGAGCACTGCCTCCGGGCTTCCCCCAAGACCACGCTTA 

GCGGTGGCTTCTTCGTTGCTGTAATTGAACGGGTCGAGATGCCGACCTCAGCCTCACAGG 

CCAAAGCATCA.GCACCAGAACGCACACCCAGCCCAGCCCCAAAGAGAAAGAAGAGACAGC 

AAAGAGCCGCAGCCGGTGCTTGCACACCGCCTTGCACATAGCAGAGGCTCCAGGCTGACT 

CCTTCCTGGTGGGAAAGGAAGATGCCTGTCCTCTCCGTGGAGGACCCTGGGCCCTCACCG 

CAGGCAGCAGTTTGCATTTTGAAAGGTTATTGGGTCCCTTCCTCGGGCTGTGTTCTTGCT 

GGTGAGCAAAAGTGTTGCCTGCAGAAATAAAATGCAGAACGTACTCT 

Gene 625. >ENST00000257665 cDNA sequence 

ATGTCTCCGGCGGCTGCGGCGGCTGGAGCAGGCGAGCGGCGGCGGCCGATAGCGAGTGTC 
AGGGACGGCCGGGGCCGGGGCTGCGGCGGGCCGGCCGGGGCGGCGCTTCTCGGCCTGTCG 
CTGGTCGGCCTCCTACTGTACCTCGTGCCTGCTGCGGCTGCGCTGGCCTGGCTGGCCGTG 
GGGACTACCGCGGCCTGGTGGGGACTGAGCCGCGAGCCCCGAGGTTCGCGCCCCTTGTCC 
TCCTTCGTTCAGAAGGCGCGACATCGGCGAACACTGTTCGCTTCGCCTCCGGCCAAGTCG 
ACAGCCAACGGAAACCTCCTAGAGCCGCGGACCCTGCTCGAAGGACCTGACCCTGCCGAA 
CTGCTCCTCATGGGCAGTTACCTGGGCAAGCCCGGGCCGCCGCAGCCCGCCCCCGCTCCG 
GAGGGCCAGGACCTGCGGAATAGGCCTGGCCGCCGCCCACCCGCCCGCCCGGCGCCGCGC 
TCCACACCGCCCTCCCCGCCGACCCATCGCGTTCACCACTTTTACCCCTCTCTCCCCACT 
CCTCTTCTCCGACCCTCCGGGAGGCCTTCCCCACGGGATCGTGGGACTTTACCAGATCGG 
TTTGTAATAACACCTCGAAGACGCTATCCGATCCATCAGACCCAGTATTCCTGTCCGGGG 
GTACTTCCCACAGTGTGCTGGAATGGTTATCACAAGAAGGCTGTGCTGTCCCCTCGCAAC 
TCCAGGATGGTGTGTAGCCCAGTGACTGTGAGGATCGCCCCTCCTGACAGAAGATTTTCA 
CGTTCTGCGATACCAGAGCAGATAATCAGCTCAACACTGTCGTCACCATCAAGTAATGCC 
CCAGACCCATGTGCAAAGGAGACTGTACTGAGTGCCCTCAAAGAGAAGAAGAAGAAAAGG 
ACAGTGGAGGAAGAAGACCAAATATTCCTTGATGGCCAGGAAAATAAAAGAAGGCGCCAT 
GATAGCAGTGGCAGTGGACATTCAGCATTTGAGCCCCTGGTGGCCAGTGGAGTCCCCGCT 
TCTTTTGTGCCTAAGCCTGGGTCTCTGAAGAGAGGCCTCAATTCTCAGAGCTCAGATGAC 
CACTTGAATAAGAGATCCCGAAGCTCTTCCATGAGCTCCTTGACAGGCGCTTACACAAGT 
GGCATCCCTAGCTCCAGCCGCAATGCCATTACCAGTTCCTACAGCTCCACTCGAGGCATC 
TCACAGCTCTGGAAGAGAAATGGCCCCAGTTCATCACCCTTCTCTAGCCCAGCCTCATCC 
CGCTCCCAGACACCGGAGAGGCCAGCAAAGAAAATAAGAGAAGAAGAGCTGTGTCATCAT 
TCCAGTTCTTCAACTCCATTGGCAGCAGACAAGGAGTCCCAGGGAGAAAAGGCTGCAGAT 
ACAACCCCAAGGAAGAAACAAAACTCGAATTCTCAGTCTACACCTGGCAGCTCTGGGCAG 
CGTAAGCGGAAAGTTCAGCTGCTGCCTTCTCGGCGAGGGGAACAGCTGACCTTGCCTCCA 
CCTCCCCAGCTTGGCTATTCGATCACTGCCGAGGACCTAGACTTAGAGAAGAAGGCTTCA 
TTACAGTGGTTCAACCAGGCCTTGGAGGACAAGAGTGATGCTGCCTCGAACTCTGTCACT 
GAGACCCCACCTACCACTCAGCCTTCATTTACCTTTACCCTGCCTGCTGCTGCAACTGCC 
TCCCCACCCACCTCCCTCCTGGCCCCAAGCACCAACCCACTGTTAGAGAGCTTGAAGAAG 
ATGCAGACTCCCCCGAGCCTGCCACCCTGCCCAGAATCTGCTGGAGCAGCAACCACTGAG 
GCCCTCTCACCTCCAAAGACACCCAGCCTCCTACCCCCGCTGGGTTTATCACAGTCAGGG 
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CCGCCAGGGCTGCTCCCCAGCCCCTCCTTTGACTCCAAACCCCCGACCACTTTGCTGGGG 

CTGATCCCTGCTCCATCCATGGTACCAGCCACTGACACCAAGGCACCTCCAACCCTTCAA 

GCAGAGACGGCTACCAAACCCCAAGCCACATCTGCCCCGTCCCCCGCCCCCAAGCAAAGC 

TTCCTGTTTGGAACACAGAACACCTCACCTTCCAGCCCTGCCGCCCCTGCTGCATCTTCA 

GCATCTCCCATGTTCAAGCCCATTTTCACGGCTCCACCCAAGAGTGAGAAGGAAGGCCCC 

ACACCGCCTGGCCCTTC^GTCACAGCCACAGCGCCCTCCAGCTCCTCCCTCCCCACGACC 

ACCAGCACCACAGCCCCGACCTTCCAGCCTGTCTTTAGCAGCATGGGGCCACCTGCATCT 

GTGCCCTTGCCTGCTCCCTTCTTCAAGCAGACAACTACTCCCGCCACTGCTCCCACCACA 

ACTGCCCCGCTCTTCACTGGCCTGGCCAGCGCCACCTCTGCTGTGGCTCCCATCACCTCT 

GCCAGTCCATCCACAGACTCTGCTTCGAAGCCTGCGTTTGGCTTTGGCATAAACAGTGTG 

AGCAGCAGCAGTGTGAGTACCACGACCAGCACCGCCACTGCCGCCTCACAGCCTTTCCTC 

TTCGGGGCGCCCCAGGCCTCTGCTGCCAGCTTCACCCCGGCCATGGGCTCCATATTCCAG 

TTTGGCAAACCTCCTGCCTTGCCCACAACCACCACAGTCACCACCTTCAGCCAGTCCCTG 

CCCACTGCCGTGCCAACGGCCACCAGCAGCAGCGCTGCCGACTTTAGTGGTTTTGGCAGC 

ACCCTCGCCACCTCCGCCCCGGCCACCAGCAGCCAGCCCACTCTGACGTTCAGTAACACG 

AGCACCCCCACGTTCAACATTCCCTTTGGCTCAAGCGCCAAGTCCCCGCTCCCATCATAT 

CCGGGAGCCAACCCCCAGCCCGCATTTGGGGCCGCTGAGGGGCAGCCACCGGGGGCCGCC 

AAGCCAGCCCTTACCCCCAGCTTTGGCAGCTCTTTCACTTTTGGAAACTCTGCAGCCCCG 

GCCCCGGCTACTGCACCCACACCTGCACCTGCGTCCACGATCAAGATCGTGCCTGCGCAC 

GTGCCTACGCCCATCCAGCCTACCTTTGGCGGTGCCACGCACTCGGCGTTTGGATTGAAA 

GCCACGGCTTCCGCCTTCGGCGCTCCCGCCAGCTCACAGCCCGCCTTTGGCGGCTCCACT 

GCTGTCTTCTCCTTCGGTGCAGCCACCAGCTCCGGCTTTGGAGCCACCACCCAGACCGCC 

AGCAGCGGGAGCAGCAGCTCGGTGTTTGGCAGCACAACACCATCACCCTTCACGTTTGGG 

GGTTCGGCAGCCCCCGCTGGCAGTGGGAGCTTTGGGATCAACGTGGCCACCCCAGGCTCC 

AGCGCCACCACCGGAGCTTTCAGCTTTGGAGCAGGACAGAGTGGGAGCACAGCCACCTCC 

ACCCCCTTCACAGGGGGCTTAGGTCAGAACGCCCTGGGCACCACCGGCCAGAGCACACCG 

TTTGCCTTCAACGTGGGCAGCACAACTGAGAGCAAACCTGTGTTTGGAGGCACCGCCACC 

CCCACCTTTGGTCAGAACACCCCTGCGCCTGGAGTGGGCACATCGGGCAGCAGCCTCTCC 

TTTGGGGCATCTTCAGCACCCGCCCAAGGCTTTGTTGGTGTTGGACCGTTCGGATCGGCG 

GCCCCTTCATTTTCCATTGGTGCGGGATCCAAGACCCCAGGGGCTCGACAGCGACTGCAG 

GCCCGAAGGCAGCACACCCGCAAAAAGTAGCCTTTGTCCCCTGTCCCTGTTCCCCCCACC 

CCTTCCCTAAATCTGGACCTTGGCACGTGCTAGAAAGAGCCTTGGACCCTTCCAGCTGCG 

TAAAGCAAACCTACCCCGGATCTCTGGCTTCAGCCGCCAGGGGGCAGTGGCAGCCCTGGG 

GCCCTTTCCCTTCTGGAGGAAGCACAAGCCTCAGGGAAGGGGAAGCAGGATGCGGAGGGC 

CAAAGCCCGGGACCTCTACTTGAACAGTTCCACTGGGGAGGCTGGAGAACTAAGGACCTG 

TACATAGTGTCCGCTGCCCTGACTCCCGCTTAGCGCACCCTTAGGGAGGCGCCCCTTCCA 

CCTTTCCCCGAGAGCCGTCGTCGCTGGAGGGGGCAGGGTCCAGCCCGCCTGGATCGGTGG 

TGTGCACCTGATGGGATTTGGGAAATGGGTTATCCCTAAAGCTTTATCTTGCTTGGCTTA 

GCTGTGAGAAGTGGTTCTCTTCCTCTGGTCCCTTCTGGGGACTCTGTTTCCCCATTTCTT 

GCTGCTGTGTCCCTCACCGGTTCCTTGCAGGATTCCCTCCTTTTTAAATGCCCTTGAATC 

TAGCTTTGCCTTGGAGACCCCAGTGGGTGCTGCTCCTGCCGTTTTCTTCCTGCCAAGCCT 

GAATCAATGTTTCATCTCGAACCCTCTGCCAGTTTGGCCCCTCAGAGCTTGGTGGCTCAA 

GACTGTTAGCCTGGCAGAGCCAGGGGTGAAGGGAGAAGCTCTTGGAGCAGGCAGGATGCC 

CACCGCTGCTTCAGCTGCCTCCTCGCCCAGCTACCCTTTGGCCCCATTGGGCCCTCGTCT 

GCCTCTCCAGGATTGTATGTTTCAAGCCTTGTCCTGTGTTCCTTTGTCTGACGCTCTGTG 

TATTGCTCTTTGAATCGAGTTTGGAGGAAGAGTTGAGTTGTATGAGTGGCGGCATGTTGG 

TAGTGCCGGACTTCCTGTTTCAAGTTTTCTGGGGCCTCGCTAATTGAATGTGGAAAGTAG 

CACCACTTGACGGCTACAAGTGCCGACTCCTGAATTTTCCCATGGTGTTCTGACTTCAAG 

GGCTGGCAGCCAGGGAGAATGGGCCCAGGGGAAGCAAAGACCTCTTCCCTCTGCGGTTTC 

TGTCCCACTTAACTGACCTCACTGGAGGCTACGTCACCCAAAGTAGATGTTAGAAAACCT 

AAATTAATGAACCATATTTTTAAAATCCTATTTTTCCCAAACAGGGCCCTCTGCAGCCCA 

TCCTTTCCTTCCGTCCTTCTGAAACCACATACCCCAGGCCCAAGCGCCTTGCTGTCACGC 

CCAACCTCTTTGGGAGAAGTATGAATGCGTGTGTCTAAATT 

Gene 626. >ENST00000317042 cDNA sequence 
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ATGATCTCAGCTCACTGCAGCAACCTCCACTTCCTGGGTTCAAGCGAGTCTCCTACATTG 
GCCTCCCAAGTAGGTGAGATTACAGGCACTCACCACCACACGCGGCTAATTTTTGTATTT 
TTGGTAGAGACGGGGTTTCACCATGTTGGCCACGCTGGTCTTGAACTCCTGACCTCAAGT 
GATCCACCCACCTTGGCCTCCCGAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCCGG 
CCTCATGGAATTTCTAGGGGTGAGCAGGTGACCCTGGGGCTGCCACTTGAGCTCCTGGAG 
TGTGTGTCTTGGCCCCTGTGTGGTTCTCCATTAAGAAAAGCTCAGATAGTCTCAACCCCA 
CCCTCTCCCCTTGCTGCACTCAGAGTACCAGTGGGAGCTGAAGGATGGGGAGGAACAGAG 
CAGTGA 

Gene 627. >ENST00000329959 cDNA sequence 

GGACTGGTGTTAAGGGTCACGCAAGATGGCGGCGCCCAGAGGCTGCTGAGGCGCGGAACG 
GAGGATGGCGCTGGTGGCGTTGGTGGCTGGGGCTCGGCTGGGGCGGCGGCTGAGCGGGCC 
GGGGCTGGGGCGAGGGCACTGGACGGCGGCCAGGCGCTCCCGGAGCCGGCGCGAAGCGGC 
AGAAGCCGAGGCGGAGGTGCCCGTGGTCCAGTACGTGGGCGAGCGCGCTGCCCGCGCCGA 
TCGCGTCTTCGTGTGGGGCTTCAGCTTCTCGGGGGCGCTGGGCGTGCCTTCCTTTGTGGT 
GCCCAGCTCCGGGCCCGGGCCCCGCGCCGGCGCCCGACCGCGCCGCAGGATCCAGCCCGT 
GCCCTATCGCCTGGAGCTGGACCAAAAGATTTCATCTGCTGCTTGCGGCTATGGATTCAC 
ACTGCTGTCCTCTAAGACTGCGGATGTTACGAAAGTCTGGGGGATGGGACTCAACAAAGA 
TTCTCAGCTTGGATTTCACAGGAGCCGGAAAGATAAAACGAGGGGCTACGAGTATGTGTT 
GGAGCCCTCACCCGTCTCCCTGCCTCTGGACAGACCTCAGGAGACACGGGTGCTGCAGGT 
CTCCTGCGGCCGAGCTCACTCTCTTGTGTTGACTGACAGGGAAGGAGTCTTCAGCATGGG 
AAACAATTCTTATGGGCAATGTGGAAGAAAGGTGGTCGAAAATGAAATTTACAGTGAAAG 
TCACAGAGTCCACAGGATGCAGGACTTCGATGGCCAGGTGGTCCAGGTCGCCTGTGGTCA 
GGATCATAGTCTGTTCCTGACGGATAAAGGAGAAGTCTATTCTTGTGGATGGGGTGCTGA 
TGGGCAAACAGGTCTGGGTCACTACAATATCACCAGCTCGCCCACCAAGCTGGGTGGAGA 
CCTGGCGGGAGTGAACGTTATCCAAGTTGCCACCTACGGTGATTGCTGCCTGGCCGTGTC 
CGCCGACGGAGGACTTTTTGGTTGGGGAAACTCGGAGTACCTGCAGCTGGCCTCTGTCAC 
TGACTCCACACAGGTGAATGTGCCCCGCTGCTTACACTTCTCAGGAGTGGGGAAGGTGCG 
ACAGGCTGCATGCGGTGGCACGGGCTGTGCAGTGTTAAACGGAGAAGGACATGTTTTTGT 
CTGGGGCTATGGAATTCTTGGGAAAGGTCCAAACCTAGTGGAAAGTGCCGTCCCTGAAAT 
GATTCCACCCACTCTCTTTGGCTTGACGGAGTTCAACCCAGAAATCCAGGTTTCCCGCAT 
CCGATGTGGACTCAGCCACTTTGCTGCACTGACCAACT^AAGGAGAGCTGTTTGTATGGGG 
CAAGAACATCCGAGGGTGCCTGGGAATCGGTCGCCTGGAGGACCAGTATTTCCCATGGAG 
GGTGACGATGCCTGGGGAGCCTGTGGACGTGGCATGTGGCGTGGACCACATGGTGACCCT 
GGCCAAGTCATTCATCTAA 

Gene 628. >ENST00000334260 cDNA sequence 

GAAAGAAAGAGAAAAAGGAGGGCGAGTGGCGAGCAGGGGCCTCGGCCGCCACCCACACGC 

CCCGAAGCGTGCTCGTCCCCCGCGCGGGGCTCCCGGCCGCCGCCCTCGGCCATCGGCTGC 

TCCCCGGTGGCCCAGGCCTCGGACTCCGCGGCCGGCCCGGCGCGGCCCAGCGCCCTCAGG 

GATCATGGCCCAGGTAGCAGTGTCCACCCTGCCTGTTGAAGAAGAGTCCTCCTCAGAGAC 

CAGGATGGTGGTGACATTCCTCGTGTCTGCCCTCGAATCCATGTGTAAAGAACTGGCCAA 

GTCCAAGGCAGAAGTGGCCTGCATCGCAGTGTACGAAACAGACGTGTTTGTCGTCGGAAC 

CGAGAGAGGATGCGCTTTTGTTAATGCCAGGACGGATTTTCAGAAAGATTTTGCAAAATA 

CTGCGTTGCAGAGGGACTGTGTGAGGTGAAACCTCCCTGCCCTGTGAACGGGATGCAGGT 

CCACTCGGGCGAAACGGAAATACTCAGGAAGGCAGTGGAGGACTATTTCTGCTTTTGTTA 

TGGTAAAGCCTTAGGGACAACAGTGATGGTGCCTGTTCCCTATGAGAAGATGCTGCGAGA 

CCAGTCGGCTGTGGTAGTGCAGGGGCTTCCGGAAGGCGTTGCCTTTCAACACCCTGAGAA 

TTACGACCTTGCAACCCTGAAATGGATTTTGGAGAACAAAGCAGGGATTTCATTCATCAT 

AAATAGACCCTTCCTAGGACCAGAGAGTCAGCTGGGTGGCCCTGGGATGGTAACAGATGC 

GGAGAGATCCATAGTATCACCAAGTGAAAGCTGCGGCCCCATCAATGTGAAAACTGAACC 

CATGGAAGATTCTGGTGGGTACCAAGATGCTTTTAGAATCAAGTATCGGCCAAGCGTGGT 

AGCTCACGCCTGTAATCCCAGCAATTTGGGAGGCCGAGGCAGGCGGATCACTTGA 

Gene 629. >ENST00000312575 cDNA sequence 

CTTTCAGGAAGCCACCCTTCTTCCACAAGCAATGAAGTAATAGAAATGGAATTACCAATG 
GAAGATTCCACTCCGCTGGTCCCTTCAGAAGAACCAAATGAGGACCCTGAAGCCGAGGTG 
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AAAATCGAAGGAAACACAAATTCATCCAGTGTTACAAATTCTGCAGCAGGTGTTGAAGAT 
CTTAACATCGTTCAA.GTGACTGTTCCAGATAATGAGAAGGAAAGATTATCAAGCATTGAA 
AAGATTAAACAGCTAAGAGAACAAGTTAATGACCTCTTTAGCCGAAAATTTGGTGAAGCA 
ATTGGCGTGGATTTCCCTGTGAAAGTTCCCTACAGGAAGATCACATTCAACCCTGGCTGT 
GTGGTGATTGATGGCATGCCCCCGGGGGTGGTATTCAAGGCCCCCGGCTATCTGGAAATC 
AGTTCCATGAGGAGGATCTTGGAGGCAGCTGAGTTTATCAAATTCACAGTCATCAGGCCG 
CTTCCAGGGCTTGAGCTCAGTAATGTGGGAAAACGCAAGATAGACCAGGAGGGCCGTGTG 
TTTCAAGAAAAGTGGGAGAGAGCGTATTTCTTCGTGGAAGTACAGAATATTCCAACATGT 
CTCATATGCAAACAAAGCATGTCTGTGTCCAAAGAATATAACCTAAGACGCCACTATCAA 
ACCAATCACAGCAAGCATTATGACCAGTATACGGAAAGAATGCGTGACGAGAAGCTTCAC 
GAGCTGAAAAAAGGGCTCAGGAAGTATCTCTTAGGCTCGTCAGACACCGAGTGTCCCGAG 
CAAAAACAA.GTGTTTGCAAACCCAAGTCCAACCCAGAAATCCCCCGTGCAGCCTGTAGAG 
GACCTAGCTGGGAACTTATGGGAGAAGTTACGTGAAAAAATCAGGTCTTTTGTGGCATAT 
TCTATCGCAATCGATGAGATCACGGATATAAATAATACCACCCAGTTGGCCATATTCATC 
CGTGGTGTCGATGAGAATTTCGATGTGTCCGAAGAACTTCTGGACACGGTGCCCATGACG 
GGTACAAAATCTGGCAACGAGATCTTTTTGCGTGTTGAGAAGAGCCTGAAAAAGTTCTGT 
ATCAACTGGTCGAGATTAGTAAGCGTGGCCTCCACTGGCACCCCAGCGATGGTGGATGCC 
AATAACGGGCTTGTCACAAAACTGAAGTCCAGGGTGGCGACGTTCTGCAAGGGTGCGGAA 
CTGAAGTCCATCTGTTGTATAATTCATCCGGAATCACTCTGTGCTCAGAAGTTGAAGATG 
GACCACGTCATGGACGTGGTAGTGAAGTCCGTGAACTGGATATGCTCCCGGGGACTGAAC 
CACAGCGAGTTCACAACCTTGCTCTATGAGCTGGACAGCCAGTATGGTAGCCTCCTGTAC 
TACACGGAGATTAAGTGGCTCAGTCGCGGGCTCGTGCTAAAGAGATTTTTCGAATCCTTG 
GAAGAAATCGACTCCTTCATGTCATCCAGAGGGAAACCCCTGCCTCAACTGAGCTCCATA 
GATTGGATCCGAGACCTGGCCTTCTTGGTTGACATGACGATGCATCTGAACGCTTTGAAC 
ATCTCTCTCCAAGGACACTCCCAAATCGTCACGCAGATGTATGACCTGATCCGGGCGTTC 
CTAGCAAAACTGTGCCTCTGGGAGACTCATTTGACGAGGAATAATCTGGCCCACTTTCCC 
ACCCTGAAATTGGTTTCCAGAAATGAAAGCGATGGCCTGAACTACATTCCCAAAATCGCG 
GAACTCAAGACCGAATTCCAGAAAAGGCTGTCTGATTTCAAACTCTACGAAAGCGAACTG 
ACTCTGTTCAGCTCCCCGTTCTCCACGAAGATCGACAGTGTGCACGAGGAGCTCCAGATG 
GAGGTTATCGACCTGCAATGCAACACGGTCCTGAAGACGAAATACGACAAGGTGGGAATA 
CCAGAATTCTACAAGTACCTCTGGGGTAGCTACCCGAAATACAAGCACCATTGCGCAAAG 
ATTCTTTCCATGTTCGGGAGCACCTACATCTGCGAACAGCTGTTCTCCATTATGAAA.CTG 
AGCAAAACAAAATACTGCTCCCAGTTAAAGGATTCCCAGTGGGATTCTGTACTCCACATC 
GCAACGTGA 

Gene 630. >ENST00000297905 cDNA sequence 

ATGGGGGACACCTTCATCCGTCACATCGCCCTGCTGGGCTTTGAGAAGCGCTTCGTACCC 
AGCCAGCACTATGTGAGTAGCTGGTACATGTTCCTGGTGAAATGGCAGGACCTGTCGGAG 
AAGGTGGTCTACCGGCGCTTCACCGAGATCTACGAGTTCCATAAAACCTTAAAAGAAATG 
TTCCCTATTGAGGCAGGGGCGATCAATCCAGAGAACAGGATCATCCCCCACCTCCCAGCT 
CCCAAGTGGTTTGACGGGCAGCGGGCCGCCGAGAACCACCAGGGCACACTTACCGAGTAC 
TGCAGCACGCTCATGAGCCTGCCCACCAAGATCTCCCGCTGTCCCCACCTCCTTGACTTC 
TTCAAGGTGCGCCCTGATGACCTCAAGCTCCCCACAGACAACCAGACAAAAAAGCCAGAG 
ACATACTTGATGCCCAAAGATGGCAAGAGTACCGCGACAGACATCACCGGCCCCATCATC 
CTGCAGACGTACCGCGCCATTGCCGACTACGAGAAGACCTCGGGCTCCGAGATGGCTCTG 
TCCACGGGGGACGTGGTGGAGGTCGTGGAGAAGAGCGAGAGCGGTTGGTGGTTCTGTCAG 
ATGAAAGCAAAGCGAGGCTGGATCCCAGCATCCTTCCTCGAGCCCCTGGACAGTCCTGAC 
GAGACGGAAGACCCTGAGCCCAACTATGCAGGTGAGCCATACGTCGCCATCAAGGCCTAC 
ACTGCTGTGGAGGGGGACGAGGTGTCCCTGCTCGAGGGTGAAGCTGTTGAGGTCATTCAC 
AAGCTCCTGGACGGCTGGTGGGTCATCAGGAAAGACGACGTCACAGGCTACTTTCCGTCC 
ATGTACCTGCAAAAGTCGGGGCAAGACGTGTCCCAGGCCCAACGCCAGATCAAGCGGGGG 
GCGCCGCCCCGCAGGTCGTCCATCCGCAACGCGCACAGCATCCATCAGCGGTCGCGGAAG 
CGCCTCAGCCAGGACGCCTATCGCCGCAACAGCGTCCGTTTTCTGCAGCAGCGACGCCGC 
CAGGCGCGGCCGGGACCGCAGAGCCCCGGGAGCCCGCTCGAGGAGGAGCGGCAGACGCAG 
CGCTCTAAACCGCAGCCGGCGGTGCCCCCGCGGCCGAGCGCCGACCTCATCCTGAACCGC 
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TGCAGCGAGAGCACCAAGCGGAAGCTGGCGTCTGCCGTCTGAGGCTGGAGCGCAGTCCCC 
AGCTAGCGTCTCGGCCCTTGCCGCCCCGTGCCTGTACATACGTGTTCTATAGAGCCTGGC 
GTCTGGACGCCGAGGGCAGCCCCGACCCCTGTCCAGCGCGGCTCCCGCCACCCTCAATAA 
ATGTTGCTTGGAGTGG 

Gene 631. >ENST00000335657 cDNA sequence 

ATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCAT 
TTCTTCCTGGCTCTCTATCTGGCCAATGACATGGAGGAGGACGACGAGGCCCCCAAACAA 
AACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCCTTGCTCAGTGAGCTT 
TGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGCTCTCAGATAGCC 
TTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGGGCTTGGGTTTCC 
CTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTGTGGGCGCGAGAT 
CGCGCCCACCTTTCCTAG 

Gene 632. >ENST00000311576 cDNA sequence 

TTTAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATT 

TGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTGCGGTGAAGAAGATAGTAGGAAACAGT 

CTGGATGCTGGTGCCACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTCATT 

GAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAACTCTGAAA 

CATCACACATCTAAGATTCGAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTT 

CGGGGGAAAGCTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCAC 

GTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAA 

ACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTA 

CCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTC 

GCCTTCTGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCT 

GCAAAACTGACTCCTAGAAGTACCCCACCCCACCCCTGCTCCTTGGAGGACAACGTGATC 

ACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTAGATGA 

Gene 633. >ENST00000329909 cDNA sequence 

ATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAATGATGTCACCATTTCTACCTGCCAC 

GTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAA 

ACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTA 

CCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTC 

GCCTTCTGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCT 

GCAAAACTGACTCCTAGAAGTACCCCACCCCACCCCTGCTCCTTGGAGGACAACGTGATC 

ACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTAGATGA 

Gene 634. >ENST00000314503 cDNA sequence 

GCCCGGCGGCAGCTGTCCCCGAGGCGGGAGGAGCCCGAGGGGCGCGAGCCCCGCATGGAT 
TTTATATTGGAAGACATGGATCTTGCTGCCAACGAGATCAGCATTTATGACAAACTTTCA 
GAGACTGTTGATTTGGTGAGACAGACCGGCCATCAGTGTGGCATGTCAGAGAAGGCAATT 
GAAAAATTTATCAGACAGCTGCTGGAAAAGAATGAACCTCAGAGACCCCCCCCGCAGTAT 
CCTCTCCTTATAGTTGTGTATAAGGTTCTCGCAACCTTGGGATTAATCTTGCTCACTGCC 
TACTTTGTGATTCAACCTTTCAGCCCATTAGCACCTGAGCCAGTGCTTTCTGGAGCTCAC 
ACCTGGCGCTCACTCATCCATCACATTAGGCTGATGTCCTTGCCCATTGCCAAGAAGTAC 
ATGTCAGAAAATAAGGGAGTTCCTCTGCATGGGGGTGATGAAGACAGACCCTTTCCAGAC 
TTTGACCCCTGGTGGACAAACGACTGTGAGCAGAATGAGTCAGAGCCCATTCCTGCCAAC 
TGCACTGGCTGTGCCCAGAAACACCTGAAGGTGATGCTCCTGGAAGACGCCCCAAGGAAA 
TTTGAGAGGCTCCATCCACTGGTGATCAAGACGGGAAAGCCCCTGTTGGAGGAAGAGATT 
CAGCATTTTTTGTGCCAGTACCCTGAGGCGACAGAAGGCTTCTCTGAAGGGTTTTTCGCC 
AAGTGGTGGCGCTGCTTTCCTGAGCGGTGGTTCCCATTTCCTTATCCATGGAGGAGACCT 
CTGAACAGATCACAAATGTTACGTGAGCTTTTTCCTGTTTTCACTCACCTGCCATTTCCA 
AAAGATGCCTCTTTAAACAAGTGCTCCTTTCTTCACCCAGAACCTGTTGTGGGGAGTAAG 
ATGCATAAGATGCCTGACCTATTTATCATTGGCAGCGGTGAGGCCATGTTGCAGCTCATC 
CCTCCCTTCCAGTGCCGAAGACATTGTCAGTCTGTGGCCATGCCAATAGAGCCAGGGGAT 
ATCGGCTATGTCGACACCACCCACTGGAAGGTCTACGTTATAGCCAGAGGGGTCCAGCCT 
TTGGTCATCTGCGATGGAACCGCTTTCTCAGAACTGTAGGAAATAGAACTGTGCACAGGA 
ACAGCTTCCAGAGCCGAAAACCAGGTTGAAAGGGGAAAAATAAAAACAAAAACGATGAAA 
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CTGCTTTCTGGGGGTTGGTTACTTAGTTACCTGCCCTTTGCATGCATGTGTGAACCAGCT 
GTGAGCTGCAAGGCAGTGGCCAGAGCCTCGCCCTCCTGACTCTTCCTGCAGGTGGCTCAG 
GAAGGATTCAGCCTGGCCACTTGGCTAGGACTCTGCCAGCACCCATCTGAGACTGACCTC 
TTCCGGGCCTTTGGACACTATGACCTTGATGCTGCCCTTCAGGCAGGAAACAGGGCTGGT 
GCCTTTCTTCACCTGCATGGCCAGCTTCCTTCCCTGGCAGTGGAGAGGGCAGCCAACAGG 
TTCTAATGTCAGAGCCATCCTTTACCAGGTGGGCCTGCTTGTCCCTGTCTTGCCTGCCAC 
ATCACTCTACTTTTTGGAAGGCCATGGCTGATTAAAGAAGTTCTTGTAGTTTCCCAAGCA 
AAGTGGAATCTAGAAACAGTGAAAAAAGTTCAGATAACTTTGAATTGCATTCAAGAAGTA 
CACTTCTTTCCCATTGTCCGTGGCTCTTGGAGTCTCCGTGATGCCAGGCTAGAGTCTGAT 
TATATAATAATTCAAAATGGTAACTCCCAAGGTAATGCTTTCTTCCATTTCATCAGGTTC 
TTTTATCCCCACTGCACCCCCTCCCCTTCTCCCTTGCCTATCTGGATGGCTTCTCAGAAG 
CTCGGCCCTAGTCCTCCCTGCCTTGGCGGGGCCAGAGCCCACTACTGCTGAGGCAGCACT 
GCTCTCGTCAGCTGTGTTGCCTTTACCAAGTGTCTTCAGAGGGTTATGAGTTAGAGTAGC 
TGGCCTGGGGAGAGGGTGCCTCCCTGGGTTTGATCTTTAGGGTCTGACTTTCTGCAGAGA 
AGATGTTTTACAGATGTGTCAAAGCTGATGTAATGTGGTTGGGGGAGGAAATCCAGACCC 
AAAGTGTTTGTCAGCTGGGTGTACAACTGCCTATGTGATCCTCTGTCTTAAAATGATTTC 
TGTCTGTGCTGCGAAACAAAGACAAGGTGAGGTGTTTTTCTTTTTTGTAATAATATAAAG 
CTGTGTGTTTCTGATTGGATGATTCACTATGTGCATTGTTTTCTCCTAAGTGCTTTTAGT 
AGGTAGCAATCAAATGGTGTAAATAAGGATGTTCTTTTCCTGTTCCTTTTATTTTTTTCT 
CTCTTTATTATTCTTTTATTGACACCACTAGATAGCTGGCCACTGGTCATGCCATTGCCA 
AGATGAAGAAAAAGCAAACTACACTTTGGCCTCTGGTTCTGAATTGCA.GAAATCAAAGGA 
TGCAGTAGGTGTCTATGTCAGAATTATGGATCAGAGGCAGACAATGACGAGTGAAGATGG 
TTGTGAAGCCCTCTTCATTCCTGGAGGAGCCTGCATCTCATCTCTCAGGCCCTCTTTCTC 
TGTGGGTCTCATGAACAGCAGTGGGGACCATTGAGCACTTGAATGGCCTGTTTGTCTATG 
GGCTTGCAAAGGACAAGCAGAGTTCACAGAGCTCAGGATAGAAACATCAGAGCCTCCTCC 
ACGGGCTTCAGTGAAACTCCGATGAACTGTACCTGAGGGAATTTTTTCTTAATCAACCCC 
TTGTGTGGATGAATACAGGAACAACAAAACTTGTGTACGTATGAAAGTCATGTTGTTAAG 
CAGTT ATGATTTAAGAGGTTTTAAGTCAGAGGGAT CAT CTGGAGGCCGGCTTTGTGCAAG 
CTTTTACAGCCTTCTGCAGTGTCCTTACCCTGGCTGTACATGGGGAAGGGCTATGTGTAA 
ACAAGTGCTTTAGAGGCCTCTGAGAGTTTTTAAAAATCAGACCCATTAACAAAAGAGAGG 
GTTTCTTAGGAACAAAGCAACTATTTTGATTACTGAGATCTCTGTTTTGTTTCTGTGAGT 
TACTCTGTATTCCTTTCCCCATTTCACTCTTGCCCTTCACATCTTAAATGTCCATAAGAA 
ACCCTTGCATGTGTTGGTATTCTGAGGCATCCCGTGGGAAAGTCCCCTAAGTCCCATTTT 
GTACTTCAACAAAAAATGACTGTAGCAGAAGATAAGTGGAGACTTTTATGGATATACTAC 
TCATTTTACTTAAAATCTACCCAGTTCAGACTTGAATGTAAACTTGTATTAGGGGAAAAT 
TCTCCAAAGAGGGTTTTCTACATACACAGAAGCAGTTCAACTTCTCAAGTTAATTTTGAT 
AAGCAGAATCTACTACTGGCCAGAGCGACAGGAGTGGCTAGGGGTTGCCAGCCAGTCCCT 
TTCTGATGATCAAGGCCCTGCACAGCAGGATGCCACAGGATGCCCCTGCCATCTAGCTGG 
AAGCATCAAAAGTCCCTCTGTATGACCCGGTGTGGGAAAGAGGGTTGTCAGGATGAGAAA 
GTGGGGCTGCAGGGTGACGATAAGACCACCTAACCAACTCCCCACCTCCACCACCACAAT 
AAGAACAAAACTGTAGGGCTCTAAAGAGAGGGGGTGGTTTACAAGTTTATTGAGCATTTA 
CTAGGAAGTGACATGGCGATGACCTCTGTACATGAGTTAGGTTCACTTTCATGTGGCCTC 
CCACTACAGAGATGCGTATGCCCAGAAGTCAGCTCTCTGAGGAGACAGGCTACTTTGGCC 
CCAGTTTGAAGCATTCTGTCCAAATGTCCTGAGCTCTCCAGCAGTCAAGTAGTGAATGGA 
TACCATACTTATTATGGTTGATGAAAAAAGGCAGAGCTTATCCTCAATTTTTTTTAGGGA 
AGAGAAGGAATAAAATAAAAGTGGTTCAAGCTGGGCATGGTGGCTCACACCTGTAATTGC 
AGCACTTTGGGAGGCTGAGGCAGGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTG 
GCCAACAGGGTGAAACCCCATCTCTACTAAAAATACAAAAATTACCCAGGCGTGATGGTG 
GGCGCCTGTAATCCCAGCTACACAGGAAGCTGAGGCAGGAAAATTGCTTGAACCGGGGAG 
GCGGAGATTGCAGTGAGCCAAGATTGTGCCACTTCATTCCAGCCTGGGCGACAGAGCGAA 
ACTCTGTCAAAGGAAAGG 

Gene 635. >ENST00000297048 cDNA sequence 

CCTGGGTGCAACCAGTCACAGCTCTGCAGAGGTTACTGTGATTTTGCCCCTGAAGGATCT 
GTCCACAACTTAGGAACTCACACAGCTTTTGGCCTGAGCCCCCGTTACCAAGAGAAAGGA 
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GGTTTTTGCCAAGGACTCCAAGGGGAGTGCACTTGATGCTGGTCGGGACCCAAAGCGCCC 
AGCCCTCCCTGAGACATTGTGTGAGTCGGGCTGGGCCTCAAACACGGCCCCCACTGCCCC 
ACCCCAGCCAGGGTGGTGCTTGTGTGGGAAGGACTTTAAATCCAGCTGCCAGACCCCTGG 
ACGGGAGAAGGAGAGACGGCTGGCCACCATGCACGGCTCCTGCAGTTTCCTGATGCTTCT 
GCTGCCGCTACTGCTACTGCTGGTGGCCACCACAGGCCCCGTTGGAGCCCTCACAGATGA 
GGAGAAACGTTTGATGGTGGAGCTGCACAACCTCTACCGGGCCCAGGTATCCCCGACGGC 
CTCAGACATGCTGCACATGAGATGGGACGAGGAGCTGGCCGCCTTCGCCAAGGCCTACGC 
ACGGCAGTGCGTGTGGGGCCACAACAAGGAGCGCGGGCGCCGCGGCGAGAATCTGTTCGC 
CATCACAGACGAGGGCATGGACGTGCCGCTGGCCATGGAGGAGTGGCACCACGAGCGTGA 
GCACTACAACCTCAGCGCCGCCACCTGCAGCCCAGGCCAGATGTGCGGCCACTACACGCA 
GGTGGTATGGGCCAAGACAGAGAGGATCGGCTGTGGTTCCCACTTCTGTGAGAAGCTCCA 
GGGTGTTGAGGAGACCAACATCGAATTACTGGTGTGCAACTATGAGCCTCCGGGGAACGT 
GAAGGGGAAACGGCCCTACCAGGAGGGGACTCCGTGCTCCCAATGTCCCTCTGGCTACCA 
CTGCAAGAACTCCCTCTGTGAACCCATCGGAAGCCCGGAAGATGCTCAGGATTTGCCTTA 
CCTGGTAACTGAGGCCCCATCCTTCCGGGCGACTGAAGCATCAGACTCTAGGAAAATGGG 
TACTCCTTCTTCCCTAGCAACGGGGATTCCGGCTTTCTTGGTAACAGAGGTCTCAGGCTC 
CCTGGCAACCAAGGCTCTGCCTGCTGTGGAAACCCAGGCCCCAACTTCCTTAGCAACGAA 
AGACCCGCCCTCCATGGCAACAGAGGCTCCACCTTGCGTAACAACTGAGGTCCCTTCCAT 
TTTGGCAGCTCACAGCCTGCCCTCCTTGGATGAGGAGCCAGTTACCTTCCCCAAATCGAC 
CCATGTTCCTATCCCAAAATCAGCAGACAAAGTGACAGACAAAACAAAAGTGCCCTCTAG 
GAGCCCAGAGAACTCTCTGGACCCCAAGATGTCCCTGACAGGGGCAAGGGAACTCCTACC 
CCATGCCCAGGAGGAGGCTGAGGCTGAGGCTGAGTTGCCTCCTTCCAGTGAGGTCTTGGC 
CTCAGTTTTTCCAGCCCAGGACAAGCCAGGTGAGCTGCAGGCCACACTGGACCACACGGG 
GCACACCTCCTCCAAGTCCCTGCCCAATTTCCCCAATACCTCTGCCACCGCTAATGCCAC 
GGGTGGGCGTGCCCTGGCTCTGCAGTCGTCCTTGCCAGGTGCAGAGGGCCCTGACAAGCC 
TAGCGTCGTGTCAGGGCTGAACTCGGGCCCTGGTCATGTGTGGGGCCCTCTCCTGGGACT 
ACTGCTCCTGCCTCCTCTGGTGTTGGCTGGAATCTTCTGAAGGGGATACCACTCAAAGGG 
TGAAGAGGTCAGCTGTCCTCCTGTCATCTTCCCCACCCTGTCCCCAGCCCCTAAACAAGA 
TACTTCTTGGTTAAGGCCCTCCGGAAGGGAAAGGCTACGGGGCATGTGCCTCATCACACC 
ATCCATCCTGGAGGCACAAGGCCTGGCTGGCTGCGAGCTCAGGAGGCCGCCTGAGGACTG 
CACACCGGGCCCACACCTCTCCTGCCCCTCCCTCCTGAGTCCTGGGGGTGGGAGGATTTG 
AGGGAGCTCACTGCCTACCTGGCCTGGGGCTGTCTGCCCACACAGCATGTGCGCTCTCCC 
TGAGTGCCTGTGTAGCTGGGGATGGGGATTCCTAGGGGCAGATGAAGGACAAGCCCCACT 
GGAGTGGGGTTCTTTGAGTGGGGGAGGCAGGGACGAGGGAAGGAAAGTAACTCCTGACTC 
TCCAATAAAAACCTGTCCAACCTG 

Gene 636. >ENST00000259958 cDNA sequence 

GCGGGAGCCGGAGCTGGAGCCGGAGCTCGCGGCGGAGCGGCGGCGGGGGTCGAGGCTCGA 
GCTCGCGATCCACCGCCCGCGCACCGCGCACATCCTCGCCACCCTCGGCCTGCGGCTCAG 
CCCTCGGCCCGCAGGATGGATGGCGGGTCAGGGGGCCTGGGGTCTGGGGACAACGCCCCG 
ACCACTGAGGCTCTTTTCGTGGCACTGGGCGCGGGCGTGACGGCGCTCAGCCATCCCCTG 
CTCTACGTGAAGCTGCTCATCCAGGTGGGTCATGAGCCGATGCCCCCCACCCTTGGGACC 
AATGTGCTGGGGAGGAAGGTCCTCTATCTGCCGAGCTTCTTCACCTACGCCAAGTACATC 
GTGCAAGTGGATGGTAAGATAGGGCTGTTCCGAGGCCTGAGTCCCCGGCTGATGTCCAAC 
GCCCTCTCTACTGTGACTCGGGGTAGCATGAAGAAGGTTTTCCCTCCAGATGAGATTGAG 
CAGGTTTCCAACAAGGATGATATGAAGACTTCCCTGAAGAAAGTTGTGAAGGAGACCTCC 
TACGAGATGATGATGCAGTGTGTGTCCCGCATGTTGGCCCACCCCCTGCATGTCATCTCA 
ATGCGCTGCATGGTCCAGTTTGTGGGACGGGAGGCCAAGTACAGTGGTGTGCTGAGCTCC 
ATTGGGAAGATTTTCAAAGAGGAAGGGCTGCTGGGATTCTTCGTTGGATTAATCCCTCAC 
CTCCTGGGCGATGTGGTTTTCTTGTGGGGCTGTAACCTGCTGGCCCACTTCATCAATGCC 
TACCTGGTGGATGACAGCGTGAGTGACACCCCAGGGGGGCTGGGAAACGACCAGAATCCA 
GGTTCCCAGTTCAGCCAGGCCCTGGCCATCCGGAGCTATACCAAGTTCGTGATGGGGATT 
GCAGTGAGCATGCTGACCTACCCCTTCCTGCTAGTTGGCGACCTCATGGCTGTGAACAAC 
TGCGGGCTGCAAGCTGGGCTCCCCCCTTACTCCCCAGTGTTCAAATCCTGGATTCACTGC 
TGGAAGTACCTGAGTGTGCAGGTGAGCAAGCACTGGACGGCGGAGGCCTTTCCTGTTCTT 
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TGCTACATCCTTCAGCTGAAATGGTTTTGTGGATGCTTCATTGCATGCAAAGATAAGTGG 

TTTCATGGAATTCAATATTGTGAGGAGATACTTGGTATCTATAAGGCATTTAAGTTTTCA 

TCTTACATAATTTCAGAAAGGATTTGAGGTGGCTAAGTGTGGGTTTATTTTAAGATTATA 

CATCAGACAAGACCTTTTCTTCTTTGAGTCTTAAAGACTCTTAGGATAAGGATAAGAGAA 

CTCTGGCCCAGGTGGCAGGTGGTAAAGCCCAAGAACTGCTTCTCCTTCAAGTAACATGGG 

CTGAAAATTCGAGGTCTGTAACCAGTTGAGCTGAGTTCCTGGGTTGTTAGGGCGGCTGGC 

ATTGGAAACCGACTCCTCCCTCCTGCAGGACATTCCTGGGCCCAGGAGAGCCTGTGGGTG 

GGGCTGGGCCACGTGGGGAACTGGCAGCAGTACCAACCTTGGGTTCTCGTGTTCTGTACC 

GAAGCTACCTCTCCGTAGCTGGAGCTCTTGGGCCCAGCAGTCAGGGGTCCAGGCTTTGGC 

CGAGGGCAGAACCTTGCCTTTTCCTGGCCTTGATTTGCCTCGCAGTGAAATGGGGCAGTG 

GCCCGGAGGGAGCCAGAACTCTGAGTGGCCTCGAGGCTGAGAAGAGGACAGATGGGAGGG 

AAGCAGGGAGGAGAGCCGCAGTTCTTCCCAGTGGCCCTGGTCAGCGTGAGTGTGTCTCGT 

CCTCCCTATGAGCACTGAAAGAGTCCTAGACCACTTGGGCTCTGAAGCAAGAGGGGCAAT 

GAGCCTCCTCTCTAGGGCTCTCCTACAGAGTAGCCCCAAAGACACCCCTGGGCAGGAAAT 

GAACCGCTCCCTTCTGCTTCAACACAGGCAGATTCTGCCCTCCAGGGATGTAGGCCGAGG 

CCGTCCACCCCGGAGCTGGGTCTTTGAGCTCCTGGACCCTTCTTTGCCTGACACTGGCCT 

TCCTCTCGGAGGGACAAGGAAGCGTGGCCTCCCTTTCACTCACCTTACTTTTCCTTCTGG 

TCCAGGGCCAGCTCTTCCGAGGCTCCAGCCTGCTTTTCCGCCGGGTGTCATCAGGATCAT 

GCTTTGCCCTGGAGTAACCTGAATCATCTAAAAAACACGGTCTCAACCTGGCCACCGTGG 

GTGAGGCCTGACCACCTTGGGACACCTGCAAGACGACTCCAACCCAACAACAACCAGATG 

TGCTCCAGCCCAGCCGGGCTTCAGTTCCATATTTGCCATGTGTCTGTCCAGATGTGGGGT 

TGAGCGGGGGTGGGGCTGCACCCAGTGGATTGGGTCACCCGGCAGACCTAGGGAAGGTGA 

GGCGAGGTGGGGAGTTGGCAGAATCCCCATACCTCGCAGATTTGCTGAGTCTGTCTTGTG 

CAGAGGGCCAGAGAATGGCTTATGGGGGCCCAGGTTGGATGGGGAAAGGCTAATGGGGTC 

AGACCCCACCCCGTCTACCCCTCCAGTCAGCCCAGCGCCCATCCTGCAGCTCAGCTGGGA 

GCATCATTCTCCTGCTTTGTACATAGGGTGTGGTCCCCTGGCACGTGGCCACCATCATGT 

CTAGGCCTATGCTAGGAGGCAAATGGCCAGGCTCTGCCTGTGTTTTTCTCAACACTACTT 

TTCTGATATGAGGGCAGCACCTGCCTCTGAATGGGAAATCATGCAACTACTCAGAATGTG 

TCCTCCTCATCTAATGCTCATCTGTTTAATGGTGATGCCTCGCGTACAGGATCTGGTTAC 

CTGTGCAGTTGTGAATACCCAGAGGTTGGGCAGATCAGTGTCTCTAGTCCTACCCAGTTT 

TAAAGTTCATGGTAAGATTTGACCTCATCTCCCGCAAATAAATGTATTGGTGATTTGGA 

Gene 637. >ENST00000332017 cDNA sequence 

GGCTGGAGCTGCCTTGTGACAGGAGCAGGAGGGCTTCTGGGTCAGAGGATCGTCCGCCTG 
TTGGTGGAAGAGAAGGAACTGAAGGAGATCAGGGCCTTGGACAAGGCCTTCAGACCAGAA 
TTGAGAGAGGAATTTTCTAAGCTCCAGAACAAGACCAAGATGACAGTGCTAGAAGGAGAC 
ATTCTGGATCAGTCATGCCTGAAGAGAGCCTGCCAGGACATCTCGGTAGTCATCCACACC 
GCCTCTATCATTGACATCTTCGGTGTCACTCACAGAGAGTCTATCATGAACTTCAACGTG 
AAAGGTACCCAGCTCCTGTTAGAGGCCTGTGTCCAAGCTAGTGTGCCAGTCTTCATCTAC 
ACCAGTAGCATAGAGGTAGCCGGGCCCAACTCCTACAAGGAAATCATCCAGAATGGCCAT 
GAAGAAGAGCCTCTGGAAAACACATGGCCCGCTCCATACCCACACAGCAAAAAGCTTGCT 
GAGAAGGCTGTACTGGCGGCTAACGGGTGGAATCTGAAAAACGGCGGCACCCTGTACACT 
TGTGCCTTACGACCCATGTATATCTATGGGGAAGGAAGCCGATTCCTTTCTGCTAGTATA 
AACGAGGCCCTGAACAACAATGGGATCCTGTCAAGTGTTGGAAAGTTCTCCACTGTTAAC 
CCAGTCTATGTTGGCAATGTGGCCTGGGCCCACATTCTGGCCTTGAGGGCCCTGCAGGAC 
CCCAAGAAGGCCCCAAGCATCCGAGGACAGTTCTACTATATCTCAGATGACACGCCTCAC 
CAAAGCTATGATAACCTTAATTACACCCTGAGCAAAGAGTTCGGCCTCCGCCTTGATTCC 
AGATGGAGCTTTCCTTTATCCCTGATGTATTGGATTGGCTTCCTGCTGGAAATAGTGAGC 
TTCCTACTCAGGCCAATTTACACCTATCGACCGCCCTTCAACCGCCACATAGTCACATTG 
TCAAATAGCGTATTCACCTTCTCTTATAAGAAGGCTCAGCGAGATCTGGCGTATAAGCCA 
CTCTACAGCTGGGAGGAAGCCAAGCAGAAAACGGTGGAGTGGGTTGGTTCCCTTGTGGAC 
CGGCACAAGGAGACCCTGAAGTCCAAGACTCAGTGATTTAAGGATGACAGAGATGTGCAT 
GTGGGTATTGTTAGGAGATGTCATCAAGCTCCACCCTCCTGGCCTCATACAGAAAGTGAC 
AAGGGCACAAGCTCAGGTCCTGCTGCCTCCCTTTCATACAATGGCCAACTTATTGTATTC 
CTCATGTCATCAAAACCTGCGCAGTCATTGGCCCAACAAGAAGGTTTCTGTCCTAATCAT 
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ATACCAGAGGAAAGACCATGTGGTTTGCTGTTACCAAATCTCAGTAGCTGATTCTGAACA 
ATTTAGGGACTCTTTTAACTTGAGGGTCGTTTTGACTACTAGAGCTCCATTTCTACTCTT 
AAATGAGAAAGGATTTCCTTTCTTTTTAATCTTCCATTCCTTCACATAGTTTGATAAAAA 
GATCAATAAATGTTTGAATGTTT 

Gene 638. >ENST00000331050 cDNA sequence 

GGGATGAGGCAGTAAGGACTTGGACTCCTCTGTCCAGCTTTTAACAATCTAAGTTACGCC 
CTCTTCTGGGTCACGCTAGAATCAGATCTGCTCTCCAGCATCTTCTGTTTCCTGGCAAGT 
GTTTCCTGCTACTTTGGATTGGCCACGATGGGCTGGAGCTGCCTTGTGACAGGAGCAGGA 
GGGCTTCTGGGTCAGAGGATCGTCCGCCTGTTGGTGGAAGAGAAGGAACTGAAGGAGATC 
AGGGCCTTGGACAAGGCCTTCAGACCAGAATTGAGAGAGGAATTTTCTAAACTCCAGAAC 
AAGATCAAGCTGACAGTGCTGGAAGGAGACATTCTGGATGAGCCATTCCTGAAGAGAGCC 
TGCCAGGACGTGTCGGTCGTCATCCACACCGCCTGTATCATTGATGTCTTCGGAGTCACT 
CACAGACAGTCTATCATGAATGTCAATGTGAAAGGTACCCAGCTCCTGTTAGAGGCCTGT 
GTCCAAGCTAGTGTGCCAGTCTTCATCTACACCAGTAGCATAGAGGTAGCCGGGCCCAAC 
TCCTACAAGGAAATCATCCAGAATGGCCATGAAGAAGAGCCTCTGGAAAACACATGGCCC 
GCTCCATACCCACACAGCAAAAAGCTTGCTGAGAAGGCTGTACTGGCGGCTAACGGGTGG 
AATCTGAAAAACGGCGGCACCCTGTACACTTGTGCCTTACGACCCATGTATATCTATGGG 
GAAGGAAGCCGATTCCTTTCTGCTAGTATAAACGAGGCCCTGAACAACAATGGGATCCTG 
TCAAGTGTTGGAAAGTTCTCCACTGTTAACCCAGTCTATGTTGGCAATGTGGCCTGGGCC 
CACATTCTGGCCTTGAGGGCCCTGCAGGACCCCAAGAAGGCCCCAAGCATCCGAGGACAG 
TTCTACTATATCTCAGATGACACGCCTCACCAAAGCTATGATAACCTTAATTACACCCTG 
AGCAAAGAGTTCGGCCTCCGCCTTGATTCCAGATGGAGCTTTCCTTTATCCCTGATGTAT 
TGGATTGGCTTCCTGCTGGAAATAGTGAGCTTCCTACTCAGGCCAATTTACACCTATCGA 
CCGCCCTTCAACCGCCACATAGTCACATTGTCAAATAGCGTATTCACCTTCTCTTATAAG 
AAGGCTCAGCGAGATCTGGCGTATAAGCCACTCTACAGCTGGGAGGAAGCCAAGCAGAAA 
ACGGTGGAGTGGGTTGGTTCCCTTGTGGACCGGCACAAGGAGACCCTGAAGTCCAAGACT 
CAGTGA 

Gene 639. >ENST00000235547 cDNA sequence 

ATGACGGGCTGGAGCTGCCTTGTGACAGGAGCAGGAGGGTTTCTGGGACAGAGGATCATC 

CGCCTCTTGGTGAAGGAGAAGGAGCTGAAGGAGATCAGGGTCTTGGACAAGGCCTTCGGA 

CCAGAATTGAGAGAGGAATTTTCTAAACTCCAGAACAAGACCAAGCTGACAGTGCTGGAA 

GGAGACATTCTGGATGAGCCATTCCTGAAGAGAGCCTGCCAGGACGTCTCGGTCATCATC 

CACACCGCCTGTATCATTGATGTCTTCGGTGTCACTCACAGAGAGTCTATCATGAATGTC 

AATGTGAAAGGTACCCAGCTCCTGTTAGAGGCCTGTGTCCAAGCTAGTGTGCCAGTCTTC 

ATCTACACCAGTAGCATAGAGGTAGCCGGGCCCAACTCCTACAAGGAAATCATCCAGAAT 

GGCCATGAAGAAGAGCCTCTGGAAAACACATGGCCCGCTCCATACCCACACAGCAAAAAG 

CTTGCTGAGAAGGCTGTACTGGCGGCTAACGGGTGGAATCTGAAAAACGGCGGCACCCTG 

TACACTTGTGCCTTACGACCCATGTATATCTATGGGGAAGGAAGCCGATTCCTTTCTGCT 

AGTATAAACGAGGCCCTGAACAACAATGGGATCCTGTCAAGTGTTGGAAAGTTCTCCACT 

GTTAACCCAGTCTATGTTGGCAATGTGGCCTGGGCCCACATTCTGGCCTTGAGGGCCCTG 

CAGGACCCCAAGAAGGCCCCAAGCATCCGAGGACAGTTCTACTATATCTCAGATGACACG 

CCTCACCAAAGCTATGATAACCTTAATTACACCCTGAGCAAAGAGTTCGGCCTCCGCCTT 

GATTCCAGATGGAGCTTTCCTTTATCCCTGATGTATTGGATTGGCTTCCTGCTGGAAATA 

GTGAGCTTCCTACTCAGGCCAATTTACACCTATCGACCGCCCTTCAACCGCCACATAGTC 

ACATTGTCAAATAGCGTATTCACCTTCTCTTATAAGAAGGCTCAGCGAGATCTGGCGTAT 

AAGCCACTCTACAGCTGGGAGGAAGCCAAGCAGAAAACGGTGGAGTGGGTTGGTTCCCTT 

GTGGACCGGCACAAGGAGACCCTGAAGTCCAAGACTCAGTGA 

Gene 640. >ENST00000303184 cDNA sequence 

ATGGGCTGGAGCTGCCTTGTGACAGGAGCAGGAGGGCTTCTGGGTCAGAGGATCGTCCGC 
CTGTTGGTGGAAGAGAAGGAACTGAAGGAGATCAGGGCCTTGGACAAGGCCTTCAGACCA 
GAATTGAGAGAGGAATTTTCTAAGCTCCAGAACAGGACCAAGCTGACTGTACTTGAAGGA 
GACATTCTGGATGAGCCATTCCTGAAAAGAGCCTGCCAGGACGTCTCGGTCGTCATCCAC 
ACCGCCTGTATCATTGATGTCTTTGGTGTCACTCACAGAGAGTCCATCATGAATGTCAAT 
GTGAAAGGTACCCAGCTACTGTTGGAGGCCTGTGTCCAAGCCAGTGTGCCAGTCTTCATC 
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TACACCAGTAGCATAGAGGTAGCCGGGCCCAACTCCTACAAGGAAATCATCCAGAACGGC 

CACGAAGAAGAGCCTCTGGAAAACACATGGCCCACTCCATACCCGTACA.GCAAAAAGCTT 

GCTGAGAAGGCTGTGCTGGCGGCTAATGGGTGGAATCTAAAAAATGGTGATACCTTGTAC 

ACTTGTGCGTTAAGACCCACATATATCTATGGGGAAGGAGGCCCATTCCTTTCTGCCAGT 

ATAAATGAGGCCCTGAACAACAATGGGATCCTGTCAAGTGTTGGAAAGTTCTCTACAGTC 

AACCCAGTCTATGTTGGCAACGTGGCCTGGGCCCACATTCTGGCCTTGAGGGCTCTGCGG 

GACCCCAAGAAGGCCCCAAGTGTCCGAGGTCAATTCTATTACATCTCAGATGACACGCCT 

CACCAAAGCTATGATAACCTTAATTACATCCTGAGCAAAGAGTTTGGCCTCCGCCTTGAT 

TCCAGATGGAGCCTTCCTTTAACCCTGATGTACTGGATTGGCTTCCTGCTGGAAGTAGTG 

AGCTTCCTACTCAGCCCAATTTACTCCTATCAACCCCCCTTCAACCGCCACACAGTCACA 

TTATCAAATAGTGTGTTCACCTTCTCTTACAAGAAGGCTCAGCGAGATCTGGCGTATAAG 

CCACTCTACAGCTGGGAGGAAGCCAAGCAGAAAACCGTGGAGTGGGTTGGTTCCCTTGTG 

GACCGGCACAAGGAGACCCTGAAGTCCAAGACTCAGTGA 

Gene 641. >ENST00000256586 cDNA sequence 

ATGACAGGCTGGAGCTGCCTTGTGACAGGAGCAGGAGGGTTTCTGGGTCAGAGGATCATC 

TGCCTGTTAGTGGAGGAGACAGAGCTGAAGGAGATCAGGGCCTTGGACAGGCCAAATCAT 

TCGAATGACCTAACCTCTGCTCACACAGAACTCCAGAACAAGATCAAGCTGACAGTGCTG 

GAAGGAGACATTCTGGATGAGCCATTCCTGAAGAGAGCCTGCCAGGACGTGTCGGTCGTC 

ATCCACACCGCCTGTATCATTGATGTCTTCGGAGTCACTCACAGACAGTCTATCATGAAT 

GTCAATGTGAAAGCATGCTCTTTCTGGGCGGGTACCCAGCTCCTGTTGGAGGCCTGTGTC 

CAAGCTACTGTGCCAGTCTTCATCTACACCAGTACCCTCCAGTTAGCCGGGCCCAACTCC 

TACAAGGAAATCATTGAGAATGCCCATGAAGAAGACTTTCTGGAAAACACATGGTCTGCT 

CCATATCCATACAGCAAAAAGCTTGCTGAGAAGGCTGTGCTGGCAGCTAATGGGTGGACT 

CTGAAAAATGGTGATACCTTGTACACTTGTGCCTTAAGACCCATGTATATCTATGGGGAA 

GGAAGCCCATTTCTTACTGCCAATATAAATGAGGCCCTGAACAACAATGGGATCCTGTCG 

AGTGTCAGCAAGTTCTCCACAGCCAACCCAGTCTATGTTGGCAACGTGGCCTGGGCCCAC 

ATTCTGGCCTTGAGGGCCTTGCGGGACCCCAAGAAGGCCCCAAGTGTCCTAGGACAGTTC 

TACTATATCTCAGATGACACGCCTCACCAAAGTTATGATAACCTTAATTACATCCTGAGC 

AAAGAGTTCGGCCCCTGCCTTGATTCCAGATGA 

Gene 642. >ENST00000286193 cDNA sequence 

ATGATGGGCTGGAGCTGCCTTGTGACAGGAGCAGGAGGGTTTCCGGGTCAGAGGATTGTC 

AACCTCTTGGTGAAGGAGAAGGAGCTAAAGGAGATCAGGGCCTTGGACAAGGCCTTGAGA 

TCAGGATTGAGGGAGAAATTTTCTAAGCTCCAGAACAAGACCAAGATGACAGTGCTAGAA 

GGAGACATTCTGGATCAGTCATGCCTGAAGAGAGCCTGCCAGGACATCTCGGTAGTCATC 

CACACCGCCTCTATCATTGACATCTTCGGTGTCACTCACAGAGAGTCTATCATGAACTTC 

AACGTGAAAGGTACCCAACAGCTGTTGGAGGCCTGTGTCCAAGCTAGTGTGCTAGTCTTC 

ATCCATACCAGCAGCATACAGGTAGCCTGGCCCAACTCCTACAAAGAGATTTTCCAGAAT 

CGACACAAACAAGAGCATCTGGAAAACACATGGTCTGCTCCATATCCATACAGCAAAAAC 

TTGCTGAGAAGGCTGTGCTGGTGGCTAATGTGTGGACTCTGA 

Gene 643. >ENST00000263166 cDNA sequence 

ACTCCAGTCTCCTGGGACTTTGACTCGCCGTACTCGGCGCGCTCCTGCTGAGGGTCGCCG 
GAGATGTCGCTCGGCCGCCTTCTACCAGGAGCCTGATCCGTGCCGCCCGCCGCCCGGATG 
GGACCACCAGAGTGCTCTAAAGTCTCCAGTGAATATTGAATTGCTGAGGATTTTGGGAAA 
AGACAAATCAAAGTTCCCATTCCATGGATCCCTTAGGTGCACCTTCCCAGTTTGTGGATG 
TGGATACACTACCAAGCTGGGGTGACTCATGCCAAGATGAATTAAATTCCTCTGATACTA 
CAGCTGAAATATTTCAGGAAGACACTGTTCGATCACCTTTTCTTTATAATAAGGACGTCA 
ATGGAAAAGTGGTTCTTTGGAAAGGAGATGTGGCATTACTGAACTGTACAGCCATTGTGA 
ATACCAGCAATGAAAGTCTCACAGATAAGAATCCTGTGTCAGAAAGTATCTTCATGCTTG 
CAGGGCCTGATTTGAAGGAAGATCTCCAGAAACTTAAAGGGTGCCGAACAGGTGAAGCAA 
AATTGACAAAAGGATTCAATCTAGCTGCCCGGTTCATCATTCACACAGTGGGACCTAAAT 
ATAAAAGCCGCTATCGCACAGCAGCTGAGAGTTCCCTTTATAGCTGCTACAGAAACGTAC 
TTCAACTAGCAAAAGAGCAGTCAATGTCTTCTGTTGGCTTCTGTGTCATCAATTCTGCAA 
AACGTGGTTATCCTTTAGAGGATGCAACACACATAGCACTTCGCACTGTAAGAAGATTCC 
TAGAGATTCATGGGGAAACCATTGAAAAAGTAGTATTTGCTGTCTCTGATCTTGAAGAGG 
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GTACTTACCAAAAGCTGCTACCTCTCTACTTCCCAAGGTCATTAAAAGAGGAGAATCGAT 

CATTGCCCTACCTACCTGCAGATATTGGAAATGCAGAAGGGGAGCCTGTGGTACCTGAAC 

GACAGATTAGAATAAGTGAGAAACCTGGTGCTCCAGAAGATAACCAAGAAGAGGAGGATG 

AAGGCTTGGGAGTTGATCTCTCTTTCATTGGCTCTCATGCTTTTGCTCGAATGGAAGGAG 

ATATTGACAAGCAAAGAAAACTGATCCTTCAGGGACAATTATCAGAGGCAGCTCTGCAGA 

AGCAGCATCAAAGAAATTATAATCGCTGGTTATGTCAAGCAAGATCTGAGGATCTGTCTG 

ATATTGCTTCTCTAAAAGCCTTATACCAAACAGGTGTTGATAACTGTGGTCGAACAGTGA 

TGGTGGTAGTTGGAAGAAACATTCCTGTAACATTAATAGATATGGACAAGGCTCTCTTAT 

ATTTCATTCATGTAATGGATCACATTGCTGTGAAGGAGTATGTATTAGTGTATTTTCACA 

CCCTGACCAGCGAATACAATCACCTGGACTCCGACTTCCTGAAGAAACTCTACGATGTTG 

TTGATGTCAAGTACAAGAGGAATTTGAAGGCTGTTTATTTTGTACATCCCACATTTCGTT 

CAAAGGTGTCAACATGGTTTTTTACCACCTTTTCTGTCTCAGGACTGAAGGACAAAATCC 

ACCATGTGGACAGCCTCCACCAGCTGTTTTCTGCCATATCACCAGAACAGATTGACTTTC 

CTCCTTTTGTCCTTGAATATGATGCCAGGGAAAACGGGCCTTACTATACATCATATCCCC 

CATCACCAGATTTGTGACCTGCCATCTTTCAGTGCTTCTTGGTTCCCAGGATGCCACTTC 

CTCCACGAATAGCTACCTGTTGAAGTGATATTCATTGTTGCTGTACAGATCCAGAGAGCC 

TTTTGTCCCCACCTCTCTGGTATTTTTTTATTGACTGTATATTTTCTGGCACATAAGCAA 

TCTAAAAATGGTAGGCCATTCTGAACTGCACACATTTTAAATTTGTATATTTATATGAAA 

TGGAAATGTTCATTTTTAGATTGTTAATAGAAATTGGGGAGCAACTTTTGAGTATCTTTA 

GTTTCCTGAAGGACACCGAATTCTCCATTAGATAAACCACCAAGACTGTTCACATCATCT 

CTCTAACATTGCACGCTTCCTTTGTGTACTTAAGTGATTCTCGAAATATACAGAACCAAT 

GTATGCTAACCAGATGCATTGTTTGCTTCAGATCCATGGTGTTAATACCATGTATATTTT 

ATAAAGATAATTTGGCTGTGTTAAAAGAGAATTAC CTGAGT C CAAGAATGTGGAAATGTA 

TCTGACAAAAAACATCAAAATCATTAGCAAAACATAGGACTTAGAATGTTAATGTACAAG 

TTAAGACTAAAGTTTAAGGACTAAGGTTCCTTGGATTATATGACTTGTTAAGATTGCCAC 

AGTTCCGATCTCAACAGTGTGGGGTGAAACAAGAAGACTGTATCTTCAGCCTTTTTCCTA 

TAATCATGGATGATTTGGTCTTATTCAAAAGGACCGCACATATTAGTACTCTTAAGAGCA 

TCTTCCAAGACTCCAGCAGTGAGCATTTAGAGAGTGTGTTGTCTTCCAGAGTCATGAATG 

ATTTTGTTTAGCTATCAGGTCTACTACCTCTAAGGACATTTCATAGCAGCATCTCTTGAG 

TTGCCTGCATCAGTGTGGAGGAAGTGTGTCACAGTGAACAAATCCAGGGAGCTGATAATT 

GGCAAAAGACCACTTTTACCACTCAGGCTCTATTTGTGCCTTAGCTTGGTTATGAGTAAA 

AATTAGAATTATGCTGCCTACCTCACAGAGGTATCATGAAGATAGCATTTAGAAAGGGCT 

TTGTTGTGGTGGGGTATCTTCAGTTAGTTTTTAAATGGGAATAAATATATATGAGGGAAT 

GCTACACAGCACTCCTCTTGTCCTTGATACC 

Gene 644. >ENST00000183319 cDNA sequence 

ATGCACAGATTGCTTCACCTGTGGTATCAGACATCACAACATGGGGCTCACCAAGCAGTA 
CCTACGCTATGTTGCTAGTGCGGTCTTTGGCGTTATCGGCAGCCAAAAAGGTAATATTGT 
CTTTGTGACACTTCGTGGTGAGAAAGGACGTTATGTGGCAGTACCAGCTTGTGAACACGT 
TTTCATCTGGGACTTAAGGAAAGGAGAGAAGATTCTTATCCTTCAGGGGCTTAAACAAGA 
AGTTACTTGCTTATGCCCCTCCCCAGATGGGCTACACTTAGCTGTTGGGTATGAGGATGG 
GTCGATCCGAATCTTCAGTCTCCTGAGTGGGGAAGGAAATGTGACCTTCAATGGTCACAA 
AGCAGCTATCACTACCTTGAAGTATGATCAGCTAGGAGGCAGACTGGCATCTGGGTCCAA 
GGACACAGATATTATTGTATGGGATGTGATCAATGAAAGTGGTCTGTACCGTCTAAAGGG 
GCACAAGGATGCCATCACACAAGCATTGTTTCTACGAGAAAAGAACCTGCTAGTTACTAG 
TGGGAAAGATACCATGGTGAAATGGTGGGACCTTGATACTCAGCACTGCTTTAAAACAAT 
GGTTGGCCACCGGACTGAGGTATGGGGGTTGGTTCTGTTGTCAGAAGAAAAGCGACTCAT 
CACTGGGGCCTCAGACAGTGAACTGAGGGTATGGGACATAGCTTATCTGCAAGAGATTGA 
AGACCCGGAAGAACCAGACCCCAAGAAAATCAAAGGATCTTCTCCTGGAATACAAGATAC 
TCTTGAGGCAGAGGATGGTGCCTTTGAGACGGATGAAGCCCCTGAGGATCGAATCCTTTC 
ATGCAGAAAAGCTGGTTCCATAATGCGGGAAGGAAGAGACAGAGTTGTAAACCTTGCAGT 
CGACAAGACAGGCAGGATTCTTGCTTGCCATGGAACTGACTCTGTGCTAGAATTGTTTTG 
TATCCTTTCCAAAAAGGAAATTCAGAAGAAAATGGATAAGAAGATGAAGAAAGCTAGAAA 
GAAAGCAAAATTACATTCTAGCAAAGGAGAGGAGGAAGATCCTGAGGTTAATGTTGAAAT 
GAGTCTGCAAGATGAAATCCAGCGGGTGACTAATATAAAAACTTCTGCCAAAATCAAGTC 
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CTTTGACTTGATTCATTCACCTCACGGAGAGTTAAAGGCTGTCTTCCTGCTGCAGAACAA 
CCTGGTGGAATTGTATTCACTGAATCCATCCTTGCCTACTCCTCAGCCTGTCAGGACAAG 
CAGAATCACTATTGGGGGTCATCGCAGTGATGTGCGGACTTTGTCATTCAGCTCAGACAA 
TATTGCTGTTCTTTCAGCTGCAGCTGATTCCATTAAAATATGGAACAGGTCTACACTGCA 
GTGTATTCGCACAATGACCTGTGAATATGCACTTTGCTCATTCTTTGTACCTGGTGATAG 
ACAGGTAGTCATAGGAACAAAGACAGGGAAGCTGCAGCTTTATGACTTGGCTTCAGGGAA 
TCTGCTGGAGACAATAGATGCACATGATGGAGCTTTGTGGTCCATGTCCCTCTCTCCAGA 
TCAGCGTGGCTTTGTGACAGGTGGTGCAGATAAATCTGTCAAATTCTGGGATTTTGAGTT 
AGTGAAAGATGAAAATAGTACCCAAAAGAGACTTTCTGTGAAGCAAACCCGAACTTTGCA 
ACTAGATGAAGATGTTCTGTGTGTCAGTTACTCTCCCAATCAAAAGCTATTGGCTGTGTC 
TTTGCTGGACTGTACTGTGAAAATTTTCTACGTTGATACTTTAAAGTTTTTTCTGTCACT 
GTATGGACACAAACTGCCTGTTATATGCATGGACATCTCTCATGATGGAGCACTCATAGC 
AACTGGCTCCGCTGATAGGAATGTGAAAATCTGGGGTTTGGACTTTGGGGACTGCCACAA 
GTCTCTCTTTGCACATGATGACAGTGTGATGTACCTACAGTTTGTACCCAAGTCTCACCT 
CTTCTTCACTGCCGGAAAAGATCATAAGATTAAACAGTGGGATGCAGACAAATTTGAACA 
CATACAGACTCTGGAGGGTCATCACCAGGAAATATGGTGTTTGGCTGTAAGCCCCAGTGG 
AGACTATGTTGTATCATCGTCCCATGACAAATCTCTGAGACTTTGGGAGAGAACAAGGGA 
GCCTCTTATTCTTGAGGAAGAAAGGGAGATGGAAAGAGAAGCAGAATATGAGGAGAGTGT 
GGCCAAAGAAGACCAACCAGCAGTTCCAGGAGAGACTCAAGGTGACAGTTACTTTACTGG 
AAAGAAAACTATTGAAACAGTGAAAGCAGCTGAGAGGATTATGGAGGCTATTGAGTTGTA 
CCGAGAAGAAACTGCAAAAATGAAGGAACACAAAGCCATTTGTAAAGCTGCAGGGAAAGA 
GGTTCCACTTCCCAGCAACCCCATCCTAATGGCTTATGGCAGTATCTCACCTTCAGCTTA 
TGTATTAGAGATTTTTAAAGGGATCAAGTCGAGTGAGCTGGAAGAATCTCTACTTGTGCT 
GCCTTTCTCTTATGTCCCAGACATTCTTAAACTCTTTAACGAATTCATTCAGCTGGGCTC 
TGATGTTGAACTTATATGCCGGTGCCTCTTCTTCCTCCTTAGGATTCACTTTGGACAGAT 
CACTAGCAATCAAATGCTTGTGCCAGTGATAGAAAAATTAAGGGAAACAACTATTTCAAA 
AGTCAGCCAAGTCCGGGATGTTATCGGCTTCAATATGGCTGGTCTTGATTATCTCAAGAG 
GGAATGCGAGGCAAAAAGTGAAGTTATGTTTTTTGCTGATGCTACTAGCCACTTGGAAGA 
GAAGAAGAGGAAGAGGAAAAAGAGGGAGAAGTTGATTCTAACGTTGACTTAGAACTGAAA 
TGTGGTATCTTTTTTTTTTTCAACTTTTTCCTTTAAAGGACTCCTAAACTAAGCACAGAA 
GAGTTGGCGTCATCTTAAAAATACCAAATAACAGAAGATCGCATTGCAGATGATATCAGG 
ATGTGGTTTCCAGCTTTGCCTGAGGGAATTCCAACATGAGATTATGGGCTGGCTCCATTT 
CTTGGACTTAAAATGCATTATTAGTTTAAAAATCTTTCTGTGCTCTCAAAGCTTGAGCCT 
TGCAGCTCAAGCTTGTTGTTCCCTTTATATTCTAGCAGGGAATAAATAATTGTTTTAATT 
AGGTATTTGTTTCATTGGAGTTGAAATTAACATTTCAAAAGTTTTTCGTATTTTTTTATG 
GCAGATGATTTGTCATTTATTTATATTAGGTTTTACTGCCTATTGAGACAACCAGGTGCA 
TAATTGATTGCCCTTTGGCCATAAAAATGCAGTGTCATGGATCTTAGAGCTAAAAAGGAC 
TGTAAAAATTACCCAGAACAGCGTCCTCAGACTTAACCTTCTGCAAGTTATGTCTGTATA 
TAAGAAGATTCTAATTGCTAACTGTTTATACTTTTCTGAATAAAATAGTTGTTTCTAATT 
AAAAAGTAGCCAAGCTAAGATGCCTGGCTGGGCTTCTGAGGAATTAATACACTCGTGTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTGTATGTGTATGTACACATACATAT 
ATATAGTTGACACTTGAAAAATGCAGGTGGTAGGGGCACTGACCCACCCCTACGCCCCGC 
ACAGTCAAAAATCTGCATATAACTTTTGATTCCCCAAAGTCTTAAGTACTAGTAGCCTGT 
TATTGACTGGGAGCCTGACTGATGTATTATATATATTGTATACTGTATTCTTAAAGTAAG 
CTAGAGAAAAGAAAATGTTACTTAGAAAATCATAAGGAAGAGAAAATATATTTACTGTGT 
TTATCAATACT 

Gene 645. >ENST00000309112 cDNA sequence 

ATGGGGCTCACCAAGCAGTACCTACGCTATGTTGCTAGTGCGGTCTTTGGCGTTATCGGC 
AGCCAAAAAGGTAATATTGTCTTTGTGACACTTCGTGGTGAGAAAGGACGTTATGTGGCA 
GTACCAGCTTGTGAACACGTTTTCATCTGGGACTTAAGGAAAGGAGAGAAGGGGCTTAAA 
CAAGAAGTTACTTGCTTATGCCCCTCCCCAGATGGGCTACACTTAGCTGTTGGGTATGAG 
GATGGGTCGATCCGAATCTTCAGTCTCCTGAGTGGGGAAGGAAATGTGACCTTCAATGGT 
CACAAAGCAGCTATCACTACCTTGAAGTATGATCAGCTAGGAGGCAGACTGGCATCTGGG 
TCCAAGGACACAGATATTATTGTATGGGATGTGATCAATGAAAGTGGTCTGTACCGTCTA 
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AAGGGGCACAAGGATGCCATCACACAAGCATTGTTTCTACGAGAAAAGAACCTGCTAGTT 

ACTAGTGGGAAAGATACCATGGTGAAATGGTGGGACCTTGATACTCAGCACTGCTTTAAA 

ACAATGGTTGGCCACCGGACTGAGGTATGGGGGTTGGTTCTGTTGTCAGAAGAAAAGCGA 

CTCATCACTGGGGCCTCAGACAGTGAACTGAGGGTATGGGACATAGCTTATCTGCAAGAG 

ATTGAAGACCCGGAAGAACCAGACCCCAAGAAAATCAAAGGATCTTCTCCTGGAATACAA 

GATACTCTTGAGGCAGAGGATGGTGCCTTTGAGACGGATGAAGCCCCTGAGGATGTAATT 

CATTTTCATTTCTTAAGTTTAATTGTGTTGAATAATGGGAAACGAATCCTTTCATGCAGA 

AAAGCTGGTTCCATAATGCGGGAAGGAAGAGACAGAGTTGTAAACCTTGCAGTCGACAAG 

ACAGGCAGGATTCTTGCTTGCCATGGAACTGACTCTGTGCTAGAATTGTTTTGTATCCTT 

TCCAAAAAGGAAATTCAGAAGAAAATGGATAAGAAGATGAAGAAAGCTAGAAAGAAAGCA 

AAATTACATTCTAGCAAAGGAGAGGAGGAAGATCCTGAGGTTAATGTTGAAATGAGTCTG 

CAAGATGAAATCCAGCGGGTGACTAATATAAAAACTTCTGCCAAAATCAAGTCCTTTGAC 

TTGATTCATTCACCTCACGGAGAGTTAAAGGCTGTCTTCCTGCTGCAGAACAACCTGGTG 

GAATTGTATTCACTGAATCCATCCTTGCCTACTCCTCAGCCTGTCAGGACAAGCAGAATC 

ACTATTGGGGGTCATCGCAGTGATGTGCGGACTTTGTCATTCAGCTCAGACAATATTGCT 

GTTCTTTCAGCTGCAGCTGATTCCATTAAAATATGGAACAGGTCTACACTGCAGTGTATT 

CGCACAATGACCTGTGAATATGCACTTTGCTCATTCTTTGTACCTGGTGATAGACAGGTA 

GTCATAGGAACAAAGACAGGGAAGCTGCAGCTTTATGACTTGGCTTCAGGGAATCTGCTG 

GAGACAATAGATGCACATGATGGAGCTTTGTGGTCCATGTCCCTCTCTCCAGATCAGCGT 

GGCTTTGTGACAGGTGGTGCAGATAAATCTGTCAAATTCTGGGATTTTGAGTTAGTGAAA 

GATGAAAATAGTACCCAAAAGAGACTTTCTGTGAAGCAAACCCGAACTTTGCAACTAGAT 

GAAGATGTTCTGTGTGTCAGTTACTCTCCCAATCAAAAGCTATTGGCTGTGTCTTTGCTG 

GACTGTACTGTGAAAATTTTCTACGTTGATACTTTAAAGGATGGAGCACTCATAGCAACT 

GGCTCCGCTGATAGGAATGTGAAAATCTGGGGTTTGGACTTTGGGGACTGCCACAAGTCT 

CTCTTTGCACATGATGACAGTGTGATGTACCTACAGTTTGTACCCAAGTCTCACCTCTTC 

TTCACTGCCGGAAAAGATCATAAGATTAAACAGTGGGATGCAGACAAATTTGAACACATA 

CAGACTCTGGAGGGTCATCACCAGGAAATATGGTGTTTGGCTGTAAGCCCCAGTGGAGAC 

TATGTTGTATCATCGTCCCATGACAAATCTCTGAGACTTTGGGAGAGAACAAGGGAGCCT 

CTTATTCTTGAGGAAGAAAGGGAGATGGAAAGAGAAGCAGAATATGAGGAGAGTGTGGCC 

AAAGAAGACCAACCAGCAGTTCCAGGAGAGACTCAAGGTGACAGTTACTTTACTGGAAAG 

AAAACTATTGAAACAGTGAAAGCAGCTGAGAGGATTATGGAGGCTATTGAGTTGTACCGA 

GAAGAAACTGCAAAAATGAAGGAACACAAAGCCATTTGTAAAGCTGCAGGGAAAGAGGTT 

CCACTTCCCAGCAACCCCATCCTAATGGCTTATGGCAGTATCTCACCTTCAGCTTATGTA 

TTAGAGATTTTTAAAGGGATCAAGTCGAGTGAGCTGGAAGAATCTCTACTTGTGCTGCCT 

TTCTCTTATGTCCCAGACATTCTTAAACTCTTTAACGAATTCATTCAGCTGGGCTCTGAT 

GTTGAACTTATATGCCGGTGCCTCTTCTTCCTCCTTAGGATTCACTTTGGACAGATCACT 

AGCAATCAAATGCTTGTGCCAGTGATAGAAAAATTAAGGGAAACAACTATTTCAAAAGTC 

AGCCAAGTCCGGGATGTTATCGGCTTCAATATGGCTGGTCTTGATTATCTCAAGAGGGAA 

TGCGAGGCAAAAAGTGAAGTTATGTTTTTTGCTGATGCTACTAGCCACTTGGAAGAGAAG 

AAGAGGAAGAGGAAAAAGAGGGAGAAGTTGATTCTAACGTTGACTTAGAACTGAAATGTG 

GTATCTTTTTTTTTTTCAACTTTTTCCTTTAAAGGACTCCTAAACTAAGCACAGAAGAGT 

TGGCGTCATCTTAAAAATACCAAATAACAGAAGATCGCATTGCAGATGATATCAGGATGT 

GGTTTCCAGCTTTGCCTGAGGGAATTCCAACATGAGATTATGGGCTGGCTCCATTTCTTG 

GACTTAAAATGCATTATTAGTTTAAAAATCTTTCTGTGCTCTCAAAGCTTGAGCCTTGCA 

GCTCAAGCTTGTTGTTCCCTTTATATTCTAGCAGGGAATAAATAATTGTTTTAATTAGGT 

ATTTGTTTCATTGGAGTTGAAATTAACATTTCAAAAGTTTTTCGTATTTTTTTATGGCAG 

ATGATTTGTCATTTATTTATATTAGGTTTTACTGCCTATTGAGACAACCAGGTGCATAAT 

TGATTGCCCTTTGGCCATAAAAATGCAGTGTCATGGATCTTAGAGCTAAAAAGGACTGTA 

AAAATTACCCAGAACAGCGTCCTCAGACTTAACCTTCTGCAAGTTATGTCTGTATATAAG 

AAGATTCTAATTGCTAACTGTTTATACTTTTCTGAATAAAATAGTTGTTTCTAATT 

Gene 646. >ENST00000286203 cDNA sequence 

AGAGCAGGAGAGCATCATGAAGGCTCAGCCCCAACATGAGTCTCTGGAGCAGACCAGAAA 
CAATGAGATCAAAGATGATGCAGTCACAAAGGCTGATTCTCATGAAAAGAAACCCAAGAA 
GATGATGGTGGAAGCAGATTTAGAGGACATAAAGAAAACACAGCAGCGCAGTCTAATGGA 
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CTGGAGTTTTACTGAACATTTTAAACCGAAAGTACTGCTTCAGGTCCTTCAAGAAGCCCA 
TAAGCAATATAGGTGTGTTGATTCTTACTACCACACCCAAGACAACTCTTTACTTTTAGT 
CTTTCACAATCCAATGAATAGACAACGTTTGCATTGTGAATATTGGAACATTGCTCTCCA 
CTCCAATGTTGGATTCAGGAATTATTTGGAACTTGTTGCAAAATCTATTCAAGATTGGAT 
TACAAAAGAAGAAGCTATATATCAGGAATCTAAAATGAATGAGAAAATCATCAGGACCAG 
AGCTGAGCTGGAATTGAAATCTTCTGCTAATGCCAAACTTACTTCTGCTAGCAAAATTTT 
T T C C ATT AAAGAAT C T AAAAGT AACAAAGG AAT CAG CAAAA CAGAGAT AT CAGAT CAAG A 
AAAAGAAAAAGAGAAGGAAAAGATTCCTTTCATTTTAGAAGGCTCTCTCAAGGCATGGAA 
AGAAGAGCAACATCGATTAGCAGAAGAGGAGCGCTTAAGGGAAGAAAAGAAAGCAGAGAA 
GAAGGGTAAAGAAGCTGGTAAAAAGAAAGGCAAGGATAACGCAGAGAAAGAGGATAGTAG 
GTCTTTGAAGAAAAAATCACCTTACAAGGAGAAATCTAAAGAAGAACAAGTCAAGATCCA 
AGAAGTAACAGAAGAGTCCCCCCACCAACCAGAACCTAAGATAACTTACCCGTTTCACGG 
ATACAATATGGGAAATATACCCACTCAAATCTCAGGGTCAAATTACTACCTGTATCCTTC 
TGATGGGGGGCAGATTGAAGTGGAAAAGACAATGTTTGAAAAAGGCCCAACTTTTATCAA 
AGTGAGAGTGGTAAAGGACAACCACAATTTTATGATTCATTTAAATGACCCTAAGGAAAT 
TGTGAAAAAGGAAGAGAAAGGGGATTATTATTTAGAAGAGGAAGAAGAAGGAGATGAGGA 
ACAAAGTCTTGAAACGGAAGTATCAGATGCAAAGAATAAAGCTTTCAGCAAGTTTGGATC 
TTTTTCTGCCACCTTAGAAAATGGAATCTGCCTCTCGATAAGTTACTATGGATCAAATGG 
AATGGCACCAGAAGATAAGGATCCTGATTTAGAAACAATATTGAATATCCCTTCAGCACT 
CACTCCAACAGTGGTTCCTGTTATAGTGACCGTTCCTCAAAGCAAAGCTAAAGGGAAAAT 
AAAAGGCAAAGAAAAACCCAAAGAATCCCTTAAAGAAGAAGAACACCCAAAAGAAGAAGA 
GAAAAAGGAAGAAGAAGTAGAACCAGAACCTGTTTTACAAGAGACTTTGGATGTTCCCAC 
CTTCCAGAGCCTAAATGTGTCTTGCCCCAGTGGGCTCCTGTTGACTTTCATTGGACAAGA 
ATCTACAGGTCAATATGTTATAGATGAGGAACCCACCTGGGACATCATGGTCCGTCAGAG 
CTACCCCCAGAGGGTGAAGCACTATGAGTTCTATAAAACGGTGATGCCACCCGCAGAGCA 
GGAGGCTTCAAGGGTTATCACCAGTCAAGGCACTGTTGTCAAATATATGTTGGATGGATC 
CACACAGATTCTCTTTGCAGATGGTGCTGTGAGCAGGAGTCCCAATTCAGGTCTTATTTG 
TCCTCCTTCTGAAATGCCAGCAACGCCTCACAGTGGAGATTTGATGGACTCTATTTCTCA 
GCAGAAATCAGAAACGATACCATCTGAGATTACCAACACAAAGAAAGGAAAAAGTCACAA 
AAGTCAGTCATCAATGGCCCATAAGGGTGAAATCCATGACCCTCCTCCAGAGGCAGTTCA 
AACTGTAACTCCTGTGGAGGTTCACATAGGCACCTGGTTTACAACCACACCTGAAGGAAA 
TCGGATCGGCACCAAAGGATTAGAAAGAATAGCAGACTTGACCCCATTGTTATCCTTTCA 
GGCCACAGATCCTGTCAATGGAACGGTTATGACAACTCGAGAAGACAAAGTTGTCATAGT 
TGAAAGGAAAGATGGTACTCGGATAGTGGATCATGCTGATGGTACCAGAATCACAACCTT 
TTATCAAGTTTATGAAGATCAAATTATTCTGCCAGATGATCAAGAAACAACCGAGGGTCC 
TCGGACTGTCACCAGGCAGGTGAAGTGTATGCGGGTAGAAAGCTCACGCTATGCCACTGT 
TATCGCCAACTGTGAGGACAGTAGCTGCTGTGCCACCTTTGGAGATGGAACAACTATTAT 
TGCAAAGCCACAGGGAACATACCAGGTGTTACCTCCAAACACAGGCTCTCTTTATATTGA 
CAAGGATTGTTCAGCTGTGTACTGCCATGAGTCAAGCAGTAATATATACTATCCTTTTCA 
AAAGCGTGAGCAGCTGCGAGCTGGCAGGTACATCATGAGGCATACTTCAGAGGTTATCTG 
TGAGGTTCTGGATCCTGAGGGAAACACTTTTCAGGTCATGGCTGATGGTAGCATATCAAC 
TATATTACCTGAAAAAAAATTGGAAGATGATTTAAATGAGAAAACTGAGGGCTATGATAG 
TCTGTCCTCTATGCACCTTGAAAAGAATCATCAGCAAATCTATGGTGAACATGTCCCCAG 
GTTTTTTGTTATGTATGCTGATGGATCAGGAATGGAACTTCTTCGAGACAGTGACATAGA 
AGAATATCTATCTTTGGCATATAAAGAATCAAATACTGTTGTTCTCCAAGAGCCAGTGCA 
GGAACAGCCAGGCACCCTAACCATCACAGTCCTTCGCCCTTTCCATGAAGCATCACCATG 
GCAAGTAAAAAAGGAAGATACAATTGTCCCTCCTAATCTCCGGTCAAGGTGATGGGAAAC 
ATTTCCCTCAGTTGAGAAAAAAACTCCAGGACCTCCGTTTGGTACTCAGATTTGGAAAGG 
CCTTTGCATTGAGTCCAAACAGCTAGTGAGTGCCCCGGGTGCCATACTCAAGAGCCCCAG 
TGTGCTACAGATGCGCCAATTCATTCAGCATGAGGTCATAAAGAATGAGGTGAAACTGAG 
GCTGCAGGTTTCCCTTAAGGATTACATAAACTATATTCTAAAGAAAGAAGATGAGCTGCA 
GGAAATGATGGTTAAAGATTCCAGAACTGAGGAGGAGAGAGGCAATGCTGCTGATCTCCT 
CAAGCTGGTTATGTCTTTCCCTAAAATGGAGGAAACTACAAAAAGTCATGTTACTGAAGT 
TGCAGCTCACCTAACTGATTTATTCAAGCAGTCTTTGGCTACGCCTCCAAAATGCCCACC 
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AGACACATTTGGTAAAGATTTCTTTGAAAAGACATGGAGACACACAGCATCCTCAAAACG 
CTGGAAAGAAAAGATAGACAAAACGAGGAAGGAAATTGAGACAACACAGAATTACCTAAT 
GGATATTAAGAACCGCATAATACCACCCTTTTTTAAATCTGAATTGAACCAGTTATATCA 
GTCTCAGTATAATCACCTGGACAGTCTTTCCAAAAAACTGCCTTCTTTTACAAAGAAAAA 
TGAAGATGCAAACGAAACAGCTGTTCAAGATACATCTGATCTTAATCTAGATTTCAAGCC 
ACATAAGGTTTCAGAACAGAAATCCTCAAGTGTGCCTAGTCTTCCAAAACCAGAGATTTC 
TGCAGATAAGAAGGATTTCACTGCTCAGAACCAAACTGAAAATTTAACAAAATCTCCTGA 
AGAAGCAGAATCTTATGAGCCCGTGAAAATTCCAACCCAGTCCTTGCTGCAGGATGTTGC 
GGGACAAACAAGAAAAGAAAAAGTGAAGTTGCCTCATTATTTGCTGAGTTCCAAGCCTAA 
GTCTCAACCTCTTGCAAAGGTGCAAGATTCTGTTGGAGGAAAAGTGAACACATCCTCTGT 
TGCATCTGCTGCCATTAATAATGCAAAGTCATCCCTTTTTGGGTTCCATCTTCTCCCATC 
ATCAGTCAAGTTTGGAGTGCTTAAGGAAGGACATACCTATGCCACAGTTGTAAAGCTCAA 
GAA.TGTTGGAGTGGACTTCTGCAGGTTTAAAGTAAAGCAGCCCCCACCCAGCACAGGACT 
GAAAGTGACTTACAAACCTGGACCTGTGGCAGCTGGTATGCAGACAGAACTGAATATAGA 
GTTATTTGCCACAGCTGTTGGAGAGGATGGGGCCAAGGGATCAGCACACATCTCTCACAA 
TATCGAGATTATGACAGAGCATGAGGTTCTGTTCCTACCTCCCTTAACAAGTATTTTACC 
TGTTTTAACAAGCAGCAATTATGATAAACGACCAAAAGACTTTCCCCAGGGAAAAGAAAA 
TCCAATGGTCCAGAGAACTTCTACAATTTATTCCTCCACACTTGGAGTCTTCATGTCTCG 
TAAAGTTTCTCCACATTAG 

Gene 647. >ENST00000331024 cDNA sequence 

AAGGTGAAGCCTGGAGTCAATGGATTTGGCCATATTCTCCTGGTCACAAGGGCTGCTCTG 

AACTCTGGTAAAGTGGATATTGTGGCCATCAATGACCCCTTCATTGACCTTAACTTCATG 

CCCTACATGTTCCAGTATAATTCCACCCATGGCAAATTCCATGGCACTCCCAAGGCTGAG 

AACGGGAAGCTTGTCATCAATGGAAATTCCATCACCATCTTCTAG 

Gene 648. >ENST00000256653 cDNA sequence 

AGACCCGTGCGGTAGCAACAGCGGCGGCGGCCGCGGCGGCTGGCCGGACTCAGGTGTTTC 
GGACGCTATTGCCCTTCGCGCCAGCCGTCGAGTGGGCAGCAGCGGGACTCAGCCGGGCGC 
CAGGTTCCTGCCAGGCAGCGCCGGGAAGCGCGGGCGGCCGAGAACTCCTTCCTGCTACTT 
CGCCCAGCGCCGCTGCTTCGGCTTCCCAGCGAAGTGGGAGACCTTCCTCCCTGTTTGCAG 
ACGTCCGTGGGAGACCCTTATTTTTTCCACCGCTAAGGTTAAGAGATTCTGGAATAGAAG 
CGTCGAAGGAGATCAAGTGAACCTTCTACAACTCCTCGGATGTCGCCAGTCTCCCTTTCG 
GGGCGGAAGACTACGTTTGAGCATCTCACTGAGGTGCAGGAATGGAAGAACCCACCTTGC 
AGCTTTTCTGCAGTGTGGCTTGCCTGATCTACCCCTAGGAATGAAGAGGAGGCTTGTAAT 
AATCCGATGAAGTACAGATGTTGAAGAGGATATCGCAGGACCTAAACTTGTGATCGTTTG 
GGGGAGGTCACACACGTTTCTGAGTGGGAATGGATGGGCGTGAATGACGTGCCCTCTTAA 
AAAGCACAACAGTCCTTTAAGAGGAGCAAAATTGAGTTTTCCCATTTTGGCCAAGATTTT 
GAAGACAGTTCAATGTATTCTACATTTGACATAAGATGAGAACTTTCTAAAGTATTCTCT 
CCAAGAGCGTAAACGATGACTACCCCAGCCCTGCTGCCCCTCTCTGGACGTAGGATACCA 
CCTCTGAACCTGGGGCCGCCTTCCTTCCCACATCACAGGGCTACCTTGAGACTTTCTGAG 
AAGTTTATTCTTCTCCTTATTCTTAGTGCCTTCATCACTCTGTGTTTTGGGGCATTCTTT 
TTCCTTCCAGACTCTTCAAAACACAAACGCTTTGATTTGGGTTTAGAAGATGTGTTAATT 
CCACATGTAGATGCCGGTAAAGGGGCTAAAAACCCCGGAGTCTTCCTGATCCATGGACCC 
GATGAACATAGACACAGGGAAGAGGAAGAACGTCTGAGAAATAAAATTCGAGCTGATCAT 
GAGAAGGCCTTGGAAGAAGCAAAAGAAAAATTAAGAAAGTCAAGAGAGGAAATTCGAGCA 
G AAAT T CAGAC AG AGAAAAAT AAGGT AGT C CAAGAAATGAAGATAAAAGAGAACAAGC CA 
CTGCCACCAGTCCCTATTCCCAACCTTGTAGGAATACGTGGTGGAGACCCAGAAGATAAT 
GACATAAGAGAGAAAAGGGAAAAAATTAAAGAGATGATGAAACATGCTTGGGATAACTAT 
AGGACATATGGGTGGGGACATAATGAACTCAGACCTATTGCAAGGAAAGGACACTCCCCT 
AACATATTTGGAAGTTCACAAATGGGTGCTACCATAGTAGATGCTTTGGATACCCTTTAT 
ATCATGGGACTTCATGATGAATTCCTAGATGGGCAAAGATGGATTGAAGACAACCTTGAT 
TTCAGTGTGAATTCAGAGGTGTCTGTGTTTGAAGTCAACATTCGATTTATTGGAGGCCTA 
CTTGCAGCATATTACCTATCAGGAGAGGAGATATTCAAGATTAAAGCAGTGCAATTGGCT 
GAGAAACTCCTTCCTGCCTTTAACACACCTACTGGGATTCCTTGGGCAATGGTGAATTTG 
AAAAGTGGAGTAGGGCGAAACTGGGGCTGGGCATCTGCAGGTAGCAGCATTCTGGCTGAA 
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TTTGGTACACTACATATGGAGTTCATCCACCTCAGCTACTTGACAGGGGACCTGACTTAC 
TACAAAAAGGTTATGCACATTCGGAAACTACTTCAGAAAATGGATCGTCCAAATGGTCTT 
TATCCAAATTATTTGAACCCCAGAACAGGGCGCTGGGGTCAGTATCATACATCTGTCGGT 
GGCCTGGGAGACAGTTTTTATGAATACTTACTGAAAGCATGGTTGATGTCAGATAAAACA 
GACCATGAGGCAAGAAAGATGTATGATGATGCTATTGAGGCTATAGAAAAACATCTTATT 
AAGAAGTCTCGTGGAGGTCTTACCTTTATTGGAGAATGGAAGAATGGGCACTTGGAAAAA 
AAGATGGGGCATTTGGCCTGCTTTGCTGGGGGAATGTTTGCACTAGGAGCAGATGGTTCC 
AGAGCAGATAAAGCTGGTCATTATTTAGAGCTAGGGGCAGAAATTGCACGTACTTGTCAT 
GAGTCATATGACAGAACTGCATTAAAGCTAGGTCCTGAATCATTCAAGTTTGATGGTGCA 
GTGGAGGCTGTGGCTGTCCGGCAGGCTGAAAAGTATTATATCCTCCGTCCAGAAGTAATT 
GAAACCTATTGGTACCTATGGCGATTCACTCACGATCCAAGATACAGGCAGTGGGGCTGG 
GAAGCAGCACTGGCCATTGAAAAGTATTGCCGAGTTAATGGTGGGTTTTCTGGAGTCAAA 
GATGTATATTCCTCTACTCCTACACATGATGATGTACAGCAGAGCTTTTTTCTTGCTGAA 
ACATTAAAATATTTGTATCTGCTGTTCTCCGGTGATGACCTTTTACCTTTAGACCACTGG 
GTGTTTAATACAGAGGCTCACCCTCTGCCTGTGTTACATTTAGCCAACACCACACTTTCA 
GGTAATCCTGCTGTTCGATGAAAGCAGTTCCAGAAGGACCATTCTCACCTGTGTTTTGTT 
TACATGGACCACTACAGAAATTAGTTTGAAGGGGCGGCTTTTGAAAACCTGGACCTCTAT 
GTCAACATGACAGGGTGAAACTATTCCCCCTAAGACTGTTCAACTTGTAGATACATCAAC 
TTTGAAATTATTCCATTTTATACCTGACCAAAACATGTTCTGATATGTGTAGGACAGAGA 
CCTGGATGTGCTTTGATCGTTAATGAGGTGGTCACATGAGAAATGATACCTGTTACTACT 
GTATTGTTTTTAGAGTCCTGAAGTCTGGAGGCTAGACTTCCTGAAAGCAAGTCAAGAATA 
TAGAGCACCTTGCAGGAGTTCAAGATGGCCTTTGGAACCAATTATGTATTTGTTTCCTCC 
TACAGTGGAGCAGCATTCAAATCAAATATTTACATATTGCTTATCACTTTTTCTCCATTT 
TAATAATGGAATGAACTAAAATAAACAAGAACAAAAGAATAGTATAATTATATCAGTAAC 
AAGAAGACTCAAAAAAGAAACAGGAGTACCTATCCCTATCTGAATTTTCAAGTTCCCCAT 
TGGATGACCAGACTGGCAACCATTTCAAATCCCAGTCTATTTCATTGAAATTTCTTGGTT 
AAGTTTAATTTTCTCTGGGGGCATGATCTCACAAAGAATACTCAAGTCTTTTTCTTCTTA 
TGGAATCATCGAAACTGCTATTTATCATAATCACCACTTATGAGCCTGGGTTTGGGATTT 
TGTGCATGTAGTTCAGTCTAGTGTTGGTAGCATGACAGAAAGTGGGGAAAATGCCGCAGT 
TTGTTGCCTTGAAACCTAAGAGCAATCCTTGGTTTTGTTGCTACATTATTTTTCCAGACC 
AACACATCTACCAAGTAAATTTTATTCACTTTAATTTCATAATAAAGTTAGTAGAGTCAC 
TCAACTTACAACTTTATTTATGTGGCTTGGCAAAAATCACTATAAGGCAGCTCTAAATTT 
GCCTTGATAAGCTAAATAAATTACTTTTATAACTTACTAAAGCAGAACAAACAGTGAAAC 
TTTCTAAAATATTCTATCTGGAATAGGGACAGGGGATCTTTTATTTATAATCTCATCAGA 
TGAGTGAGTTGTTCACAGATATTTTATGTTTTTTTAATTTTCTCCAAGAATATTTATAGA 
ATTCCAAAGAATCAGAATAGTTTCAAAATAATTTTCAGTGATAAAAGAGTGTTGTAATTA 
ATCATATTACACTAAAATTGGGATACATCTAAGGAACTTTATCTTACTATCAGTAGGTTT 
TGCATTGATATTTCTTTTTAAATAAACTACTAGTTCTTTATATTTTGACAAAAAGAACTT 
AAATTTTATCAGGAACTGTAAGATAAATATCTAGTGCTTATAAATTTTCTGTCCTTAAAT 
TTATGTGACAGTGCAAGATACTTTTGCTCTTTTCATTTAATATAGGCATCTTCCATTGAC 
ATTAATAAAACTTAGAAACAGTATAATTAGTATAACATTTACTCTGAATTTGAAGATTTC 
CTGAAACAAAGTTTGTACAAGAAGCCCACCTTGGAATTCTGAAGGCTTATTTTCTTGTTT 
GATAAGCTTTTCTTTTAAACTTAGGTTTTAAGTTGGGGAAAGACTTAATTAACTAATATA 
GTATTTTCTAAGGTTGATCATCTTATACCACGAATCGTTAATTTTGACAGTTCTACTGAT 
CCGTAAATGATAACCACTGCAAATTTTTTCAGTATAAAATTTTTCACTGCAAAAAAATTT 
CAGTAGAAAATAAGGATGCAGGGCCAGTTACAATAGTCCTTAAGAGAGTTAAATTATAGC 
ACATGTTTTGACATTGTAATATCTTTTACTACTTGAACATTTAAATTTCTAAATGAGAAA 
GGTATATATATTACTGTAACTGTAGAAGGGAAAAGGGAAAGTATTTGGTTCTAAAAAATG 
TTAGCCTTCCTCGTAAAAGTAGCACAAGCCCACTTATGAATCACTGAGAAAAAGTGAAAA 
ACTTGAGTTGGCAAAGATGCAGAGCAGCAGTGCAGATGGCAATGAACTCTCTGAATTCTC 
TTTTACCTTATTTAGAAGAATGCAGAGTAAAGGGACCTTCTTGGTTCTGCAGGAACTTCT 
CAAGGGATGAGGAGACAGAACCCCTACTTCCAAGTGCTCTATTTGTATTACCCAGATGAC 
TGAAGCTTAAGAGAAGGCAGGGAAGTATACAAGCAGAGCCAGTTCTGGTACAAACAAAGA 
ATTTGACAGGGACAATGGAAGGGTCTTCTTCACCACTCCTTACCTTCTATGTGATGGAAA 
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GACTAGAGCTTATAAAA.GTACTTCCATTTTTTTATTCTCCT6AATACCAAAGGCAATTAA 
AGTCAGCTACAAATGACTTGCCAGTGTCATGTTTTATTTTTGTTATAGATTTTTAAATTA 
TTTCCTTCAAGATCAATTCTTATCCCATATAATGCTTAGCTTCCAAGAATATTCTTTACT 
TTCTTCTGTCTTTTACAGCTCTTTGCATTTTGTAGACCTTAATACTCAGGTTAAATATTC 
ATTGCATTTATAAGATCTTCTGCAAAAAGCCCAGAAATGGTCCTTTTCAGGTGCCTCTTC 
AAAGAGCTGACACCTTACCTTGTGCCTTTGGCACAAATGTGCAGAATAGATACATCAGTT 
GGTGCATAATCGAAAAAAATAGGAATTTTGAACACTGTTCTTCCTTCTACATTTATTTCT 
CTTCATTTTAGAATCACACTTTTTATGTTAAACCAGATTATTATTATTATTATTATTCAA 
CCAGTATTAAGTTGTTAAAACCAAGGGAATGGGGCCCTAACCAAAAAGAAGTCTCAACTC 
AGAAAAATAAGTCCCCAGTCAGGTGGTTCTTACTTTCTTGTGGGTTGCACATTTTGTATC 
TCTCTAACATCAGCGTATTCCTGACTTTAAGCAGGTGTTTATATGTAAAATAAAACCTGG 
GTATCGAAGGGAAATGCATTCTTTTTATGGAGTATTGACCCTGATCCTCTATGATGTCAT 
ATAGAGCAACTCAGGGCTATACTTGCTAGATTTTAACCAAGCAGTTTGAAATATTAATCA 
TCATCCTCTCATCTTCTCCACTCTCCATTGCCAAAGTCTTTGTCAAAACTCCAAATTTGT 
TGATAAAAGATTGTGTTTGCCATTCTCATTTATAATGCAGTTTCTCCTTAAGCCTGGAGT 
TTTTTGAATGAGTGCATGAGTAAATGAGAGAATGTGTGAACGAACATTTATGAAGTATCT 
AACATGTGCCAAGCATTGTGCCTGGCACTTTCAATCATTAGAATGTTTTATGTGATTCCA 
CAGCATTTTCTGTATGAGAGTAGCTCACAACATTTTAAATGTTTCCAATATGAATCGTGT 
TACAAAATTCTTAATTTTATATTTCATATAAATTAAAGAGGAAAAAGAAAAGGTTTATAA 
TATATTTTAAAACAATGTGTTACTGTATAATACAACTATAATTGTAGTTAATAACTAAAA 
CCTCTTGAAAATGTCAAAGAAATACTTGATTTCTGATGCAACTTTGACTAAAATATTTAC 
TTT 

Gene 649. >ENST00000334368 cDNA sequence 

ATGGGGAAAAAACAGAACAGAAAAACTGGAAACTCTAAAACGCAGAGCGCCTCTCCTCCT 

CCAAAGGAACGGAGTTCCTCACCAGCAACAGAACAAAGCTGGATGGAGAATGATTTTGAC 

GAGCTGAGTGAAGAAGGCTTCAGACGATCAAATTACTCTGAGCTACGGGAGGACATTCAA 

ACCAAAGGCAAAGAAGTTGAAAACTTTGAAAAAAATTTAGAAGAATGTATAACTAGAATA 

ACCAATACAGAGAAGTGCTTAAAGGAGCTGATGGAGCTGAAAACCAAGGCTCGAGAACTA 

CGTGAAGAATGCAGAAGCCTCAGGAGCCGATGCGATCAACTGGAAGAAAGGGTATCAGCA 

ATGGAAGATGAAATGAATGAAATGAAGCGAGAAGGGAAGTTTAGAGAAAAAAGAATAAAA 

AGAAATGAGCAAAGCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTACGTCTG 

ATTGGTGTACCTGAAAGTGATGTGGAGAATGGAACCAAGTTGGAAAACACTCTGCAGGAT 

ATTATCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACGTTCAGATTCAGGAAATA 

CAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGTCAGA 

TTCACCAAAGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGGTCGGGTT 

ACCCTCAAAGGAAAGCCCATCAGACTAACAGCGGATCTCTCGGCAGAAACCCTACAAGCC 

AGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATT 

TCATATCCAGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAATACTTTATAGACAAG 

CAAATGCTGAGAGATTTTGTCACCACCAGGCCTGCCCTAAAAGAGCTCCTGAAGGAAGCG 

CTAAACATGGAAAGGAACAACCGGTACCAGCCGCTGCAAAATCATGCCAAAATGTAA 

Gene 650. >ENST00000207157 cDNA sequence 

TCTGAGCAGAGCACTGGTTCAGATTCTGAGGTCCTCACTGAGCGGACTTCCTGCTCCTTC 
AGTACTCACACTGACCTGGCCTCTGGTGCTGCAGGCCCTGTGCCTGCTGCCATGTCTTCC 
ATGGAGGAGATTCAGGTGGAGCTGCAATGTGCTGACCTCTGGAAGCGGTTCCATGATATT 
GGAACTGAAATGATCATCACCAAAGCAGGCAGGAGGATGTTTCCTGCCATGAGAGTGAAA 
ATCACTGGCCTAGATCCACATCAGCAGTACTACATAGCAATGGACATTGTGCCTGTGGAC 
AATAAAAGATACAGATATGTGTATCATAGCTCCAAGTGGATGGTGGCTGGCAATGCTGAT 
TCCCCTGTGCCCCCAAGAGTTTATATACACCCTGATTCTCTAGCTTCTGGAGACACCTGG 
ATGAGACAGGTGGTCAGTTTTGACAAACTCAAGCTTACCAACAATGAGTTGGATGATCAA 
GGACATATCATTCTGCACTCTATGCACAAATACCAGCCTCGAGTTCATGTGATTCGCAAA 
GACTTCAGCAGTGACCTTTCACCCACTAAGCCTGTTCCTGTTGGGGATGGGGTGAAAACG 
TTCAACTTTCCTGAGACTGTGTTCACCACAGTTACGGCCTATCAGAATCAGCAGATTACC 
AGATTAAAAATTGACCGAAACCCTTTTGCTAAAGGATTCAGAGATTCTGGGAGAAACAGA 
ACTGGACTTGAAGCCATCATGGAGACATATGCATTCTGGAGACCTCCTGTGCGCACACTC 
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ACCTTCGAAGACTTCACCACCATGCAGAAGCAGCAAGGAGGCAGCACAGGCACTTCCCCA 

ACCACCTCCAGCACTGGGACACCATCCCCTTCGGCTTCTTCTCATCTTTTATCTCCATCC 

TGTTCTCCTCCAACTTTTCATCTGGCCCCCAACACTTTCAATGTGGGCTGCCGAGAAAGC 

CAGCTGTGTAATCTAAACCTCTCTGATTATCCACCATGTGCCCGAAGCAACATGGCTGCC 

TTGCAGAGCTACCCAGGGCTGAGTGACAGTGGCTACAACAGGCTTCAGAGTGGCACCACT 

TCAGCCACTCAGCCCTCTGAAACCTTCATGCCTCAGAGGACTCCATCCCTGATCTCAGGA 

ATACCAACTCCTCCCTCGTTGCCTGGCAACAGCAAGATGGAAGCCTACGGTGGCCAGCTG 

GGGTCCTTTCCCACTTCCCAGTTTCAGTATGTCATGCAGGCAGGCAATGCTGCCTCCAGC 

TCCTCATCACCACACATGTTCGGGGGCAGCCACATGCAGCAGAGCTCCTACAATGCCTTC 

TCCCTTCACAACCCTTACAACCTGTATGGATACAATTTCCCCACTTCCCCTAGGCTAGCT 

GCAAGCCCGGAAAAACTGAGCGCCTCTCAAAGCACTTTACTCTGTTCTTCTCCTTCCAAC 

GGGGCCTTTGGAGAGAGGCAGTACCTGCCGTCAGGGATGGAGCACAGCATGCACATGATT 

AGCCCTTCACCCAATAACCAACAGGCAACCAACACTTGTGATGGCCGGCAGTATGGGGCA 

GTTCCAGGCTCCTCCTCCCAGATGTCCGTGCACATGGTTTAAAGGCCAGTCCAAACACCA 

CGGAGCATTTGGCAATCAAGGCCCCAGAGTCTCCGTGGTCAGATCCTCCTCTTTGGGAGT 

CCAGTGTCTTTGAAAAACAGGAACCGTGTTTTTTTTTTTTTTTTTTTTCTGGCCGAAGAC 

ATATACCCAAGAACAAGAGATACCTTTAAGCCAGTGAAGGATACTTGCGATAGAATCATC 

CGCAACTCAGTGGCCATTCTTCTGCCTTCCCAGACCTTAGTTTTATAAAGCATTGTCTGT 

TCCAGAGTGGCCTTTGAAGAGACTGAATAATCACTTCGTCATAATGTTAAGGGAGATGCT 

AGTGTGTGGCAGCCATGAAAAGTTACACATACACACCCACATACAGACAGACCTACCTAT 

ACATACGTGCACACACACATACATATTCATACACAATTCATACACATGCAATCATACATG 

CACACTGACTCTGAACTGGGTGAACTCTGTGGAGGGAGGCCCAGAATGGGTGCTTTCACC 

AAGAATTTGTCTGTGTACAACTCTAGATGGAGTGGGCCAGCAGTAGCTGCCAGTCTTTCT 

CCCCTGCAGCTTCCTCTGCTTCTGGAATGAACCATGTATCCTGGAGACCCTCCCAATGGA 

TGAGAGTGGAAAGACATCAGTACAACTGGACTTGGCTTCCGGAAAAAGATTGCTTTTGAA 

CTTTGGCTCTCTTCACTTGTATGCTATCATTGATATTCCCAGTGGTGCCCGTGGAAAGAG 

GGAGAAAGAGAAGCTGAACAGGAGAAAGACAAACAGAAAGAATAGAGAACAGGAACGAGG 

TGGAGAGCAAGACTGACAGAGAAAGTGTGAGCAATGATGAGAATTTTAATTCACCAAGGA 

GACGTGTTTTTGGTTTGTCCCCCCAAACCCCGCCCGCCCCACTACAGGTTATGGAAAGAA 

TCATGGCATTACTGAGGAGTAAACCTCTCTGGCACACTGAGCATGGTCAGGGCATTGGTC 

AGAGGGACAGAGCAAGGAATGCATCCTGAGCCCACAGCTTTGACCACTGTGATCCAGAAG 

AGAGGTGCACTACGTGGGAAGTGCTGATTCCACAGCATGCAGCCTGGTAGGGGAAGGAAA 

ATAAAAGGGTGTGAAGAAGGAATAGTTTTATAATCTCGGAAGATGATACCAAGAGCAGAG 

GCAACAAATAGAGGCCTGGCCTCCAGGTGCCGGATCCAGACACCTGACCTAGAATGCCTG 

CCCGCTATCCCTGTGGCAGGAAATATCCCCTCATGTCCCAGGGAATTGCAGATGGGTCTT 

CTATACCCTTCTACCTGCCCTTAGATCTCCATTTTTATCAAATAGTACATTGCATTTTGA 

AGTTTTGGGTTTTGTCCTTCATCTTTCCCTTTCCCTTCAAATCTTTTAATGGTAAGAAAG 

CAAGTGAAGCTTGGTGCAAGCTAAAATTTTTAAATGGTGTGGAAATGCAAATAATACCAA 

GTAAAATAATACAGATATTATTAAAGTTTCTGGTTTTGAGGTGTTGTAGATAAATGTATT 

TATGTGCCTAGTGGGGAATCCAATATTATGAATATGAAAAAGGGGGCAATAAAAGGGTAT 

GTAAAATATGTATGAAGAAAAGGTGTACAAAAATTTGCCCTTATGCACGGAACTCTGTTT 

CTAAGTGCCAAGCACAGAAAGCCGCTAAATAAAATCTTTGCAATTGT 

Gene 651. >ENST00000325945 cDNA sequence 

GGTGTGTTTCCTAACACCTCCGGCAGTGAGCCAGGCTTTGAGTGGCTGCGTCTAAACACT 
TCTTTCCCTGAGGACTGGAAGACATTAGAATAAGCTCCAGACAATTCAAACATTGAGATT 
CCTGGGAACTACCAGATAGTAGCATCAGTTCACCAAGAAATGAAGCTGGTGAGGCAGTGA 
AAATCCAGGGCCTAGAAAGCTGGGAATGCCATGACGTGGGCACATTGAAAGACAAGAGGC 
AGGCATGATCAGCCTTGAACTTTAGGAAGATCCCAGGAAGCTGATGGAAGACAAGATGTG 
GAGTGAATGTGAAGGTCCAGAAATGTCCTTGGTGTGTTTGACAGACTTTCAGGCCCATGC 
GCGAGAGCAGCTGTCTAAGTCAACTCGGGATTTTATTGAAGGTGGAGCAGATGACAGCAT 
CACGCGGGATGACAACATTGCAGCATTTAAAAGAATTCGCCTCCGTCCGCGGTACCTGAG 
AGATGTGTCTGAGGTGGACACCAGAACCACAATCCAAGGGGAGGAGATCAGTGCCCCTAT 
TTGTATCGCACCCACAGGGTTCCACTGCCTTGTCTGGCCTGATGGGGAAATGAGCACAGC 
AAGAGCTGCCCAAGCGGCTGGTATCTGCTACATCACCAGCACATTTGCCAGCTGTAGCCT 
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TGAAGACATTGTCATTGCAGCTCCCGAAGGCCTCCGATGGTTCCAACTCTATGTGCATCC 

AGACCTGCAGCTGAACAAACAGTTGATCCAGAGGGTAGAATCCCTAGGTTTCAAAGCTTT 

GGTAATAACTTTGGATACACCTGTATGTGGCAACAGGCGACATGACATTCGAAACCAGTT 

GAGGAGGAACTTAACACTAACAGATCTTCAATCACCTAAAAAGGGAAATGCAATACCTTA 

TTTCCAGATGACTCCTATCAGCACTTCTCTCTGCTGGAATGATCTCTCCTGGTTTCAGAG 

CATAACTCGATTGCCCATCATCCTGAAAGGGATTTTGACAAAAGAGGATGCAGAGTTAGC 

TGTGAAGCACAATGTCCAGGGTATCATTGTTTCCAACCATGGTGGGAGGCAGCTTGATGA 

GGTTCTTGCTTCAATTGATGCTTTGACAGAAGTGGTGGCTGCTGTAAAGGGGAAAATTGA 

AGTCTACCTGGATGGCGGGGTCCGAACTGGCAATGATGTGCTGAAGGCTCTGGCCCTTGG 

AGCTAAGTGCATTTTTCTTGGGAGACCAATCCTATGGGGCCTTGCCTGCAAGGGTGAACA 

TGGTGTTAAGGAAGTTTTGAACATTTTAACAAATGAGTTCCACACTTCCATGGCCCTTAC 

AGGCTGCCGGTCGGTCGCTGAGATCAATCGAAACTTGGTCCAGTTTTCCAGGCTGTAA 

Gene 652. >ENST00000333224 cDNA sequence 

ATGGAGGTTGGCAAGAACAAGCGCCTTATGAAAGGCGGCAAAAAGGGAGCCAAGAAGAAA 

GTGGTCGATCCATTTTCGAAGAAGGATTGGTATGATGTGAAAGCACTTGCTATGTTCAAT 

ATAAGAAATACTGGAAAGATGCTAGTCACCAGGACCCAAGGAATCAAAATTGCATCTGAT 

GGCTTTGAGGGTTGTGTGCTTGAAGTGAGTCTTACTGATTTGCAGAATGATGAAGTTGCA 

TTTAGAAAATTCAAGCTGATTACTGAAGATGTTCAAAAACTGCCTAACTTCCATGGCATG 

GATCTTACCCATGACAAAATGTGTTCCATGATCAAAAAATGGCAGACAATGATTCTTCAT 

CTGTTCTGTGTTGGTTTTACTAAAAAATGCAACAATCAGGTACGGAAGACCTCTTATGCT 

CAGCACCAACAGGTCCTCCAAATCTGGAAGAAGATGATGGAAATCATGACCTGA 

Gene 653. >ENST00000256585 cDNA sequence 

AAGATATAAAAGCTCCAGAAACGTTGACTGGGACCACTGGAGACACTGAAGAAGGCAGGG 

GCCCTTAGAGTCTTGGTTGCCAAACAGATTTGCAGATCAAGGAGAACCCAGGAGTTTCAA 

AGAAGCGCTAGTAAGGTCTCTGAGATCCTTGCACTAGCTACATCCTCAGGGTAGGAGGAA 

GATGGCTTCCAGAAGCATGCGGCTGCTCCTATTGCTGAGCTGCCTGGCCAAAACAGGAGT 

CCTGGGTGATATCATCATGAGACCCAGCTGTGCTCCTGGATGGTTTTACCACAAGTCCAA 

TTGCTATGGTTACTTCAGGAAGCTGAGGAACTGGTCTGATGCCGAGCTCGAGTGTCAGTC 

TTACGGAAACGGAGCCCACCTGGCATCTATCCTGAGTTTAAAGGAAGCCAGCACCATAGC 

AGAGTACATAAGTGGCTATCAGAGAAGCCAGCCGATATGGATTGGCCTGCACGACCCACA 

GAAGAGGCAGCAGTGGCAGTGGATTGATGGGGCCATGTATCTGTACAGATCCTGGTCTGG 

CAAGTCCATGGGTGGGAACAAGCACTGTGCTGAGATGAGCTCCAATAACAACTTTTTAAC 

TTGGAGCAGCAACGAATGCAACAAGCGCCAACACTTCCTGTGCAAGTACCGACCATAGAG 

CAAGAATCAAGATTCTGCTAACTCCTGCACAGCCCCGTCCTCTTCCTTTCTGCTAGCCTG 

GCTAAATCTGCTCATTATTTCAGAGGGGAAACCTAGCAAACTAAGAGTGATAAGGGCCCT 

ACTACACTGGCTTTTTTAGGCTTAGAGACAGAAACTTTAGCATTGGCCCAGTAGTGGCTT 

CTAGCTCTAAATGTTTGCCCCGCCATCCCTTTCCACAGTATCCTTCTTCCCTCCTCCCCT 

GTCTCTGGCTGTCTCGAGCAGTCTAGAAGAGTGCATCTCCAGCCTATGAAACAGCTGGGT 

CTTTGGCCATAAGAAGTAAAGATTTGAAGACAGAAGGAAGAAACTCAGGAGTAAGCTTCT 

AGACCCCTTCAGCTTCTACACCCTTCTGCCCTCTCTCCATTGCCTGCACCCCACCCCAGC 

CACTCAACTCCTGCTTGTTTTTCCTTTGGCCATGGGAAGGTTTACCAGTAGAATCCTTGC 

TAGGTTGATGTGGGCCATACATTCCTTTAATAAACCATTGTGTAC 

Gene 654. >ENST00000324032 cDNA sequence 

ATAAGACTTTTATGGATGGATTGTTTTTCTCAAATAATATTATCGCTTTGTGACTAAAGT 
AAAGATTATTAATTCCTGAGGCAAGAAGATATAAAAGCTCCAGAAACGTTGACTGGGACC 
ACTGGAGACACTGAAGAAGGCAGGGGCCCTTAGAGTCTTGGTTGCCAAAGAGAATGCCCA 
TATCCGTCTTACCTGTGAGGAAGCTTGCCTTGGGCGCCCTCTGCTGGCCCTCCTGAAGCT 
AACAGGGGCGAGTGCTCGGTGGTTTACAAATTGCCTCCATGCAGACTATGAAACTGTTCA 
GCCTGCTATAGTTAGATCTCTGGCACTGGCCCAGGAGGTCTTGCAGATTTGCAGATCAAG 
GAGAACCCAGGAGTTTCAAAGAAGCGCTAGTAAGGTCTCTGAGATCCTTGCACTAGCTAC 
ATCCTCAGGGTAGGAGGAAGATGGCTTCCAGAAGCATGCGGCTGCTCCTATTGCTGAGCT 
GCCTGGCCAAAACAGGAGTCCTGGGTGATATCATCATGAGACCCAGCTGTGCTCCTGGAT 
GGTTTTACCACAAGTCCAATTGCTATGGTTACTTCAGGAAGCTGAGGAACTGGTCTGATG 
CCGAGCTCGAGTGTCAGTCTTACGGAAACGGAGCCCACCTGGCATCTATCCTGAGTTTAA 
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AGGAAGCCAGCACCATAGCAGAGTACATAAGTGGCTATCAGAGAAGCCAGCCGATATGGA 
TTGGCCTGCACGACCCACAGAAGCCACTCAACTCCTGCTTGTTTTTCCTTTGGCCA 
Gene 655. >ENST00000263167 cDNA sequence 

GAGGAGGAGGAGGAGATGACTGGGGAGCGGGAGCTGGAGAATACTGCCCAGTTACTCTAG 

CGCGCCAGGCCGAACCGCAGCTTCTTGGCTTAGGTACTTCTACTCACAGCGGCCGATTCC 

GAGGCCAACTCCAGCAATGGCTTTTGCAAATCTGCGGAAAGTGCTCATCAGTGACAGCCT 

GGACCCTTGCTGCCGGAAGATCTTGCAAGATGGAGGGCTGCAGGTGGTGGAAAAGCAGAA 

CCTTAGCAAAGAGGAGCTGATAGCGGAGCTGCAGGACTGTGAAGGCCTTATTGTTCGCTC 

TGCCACCAAGGTGACCGCTGATGTCATCAACGCAGCTGAGAAACTCCAGGTGGTGGGCAG 

GGCTGGCACAGGTGTGGACAATGTGGATCTGGAGGCCGCAACAAGGAAGGGCATCTTGGT 

TATGAACACCCCCAATGGGAACAGCCTCAGTGCCGCAGAACTCACTTGTGGAATGATCAT 

GTGCCTGGCCAGGCAGATTCCCCAGGCGACGGCTTCGATGAAGGACGGCAAATGGGAGCG 

GAAGAAGTTCATGGGAACAGAGCTGAATGGAAAGACCCTGGGAATTCTTGGCCTGGGCAG 

GATTGGGAGAGAGGTAGCTACCCGGATGCAGTCCTTTGGGATGAAGACTATAGGGTATGA 

CCCCATCATTTCCCCAGAGGTCTCGGCCTCCTTTGGTGTTCAGCAGCTGCCCCTGGAGGA 

GATCTGGCCTCTCTGTGATTTCATCACTGTGCACACTCCTCTCCTGCCCTCCACGACAGG 

CTTGCTGAATGACAACACCTTTGCCCAGTGCAAGAAGGGGGTGCGTGTGGTGAACTGTGC 

CCGTGGAGGGATCGTGGACGAAGGCGCCCTGCTCCGGGCCCTGCAGTCTGGCCAGTGTGC 

CGGGGCTGCACTGGACGTGTTTACGGAAGAGCCGCCACGGGACCGGGCCTTGGTGGACCA 

TGAGAATGTCATCAGCTGTCCCCACCTGGGTGCCAGCACCAAGGAGGCTCAGAGCCGCTG 

TGGGGAGGAAATTGCTGTTCAGTTCGTGGACATGGTGAAGGGGAAATCTCTCACGGGGGT 

TGTGAATGCCCAGGCCCTTACCAGTGCCTTCTCTCCACACACCAAGCCTTGGATTGGTCT 

GGCAGAAGCTCTGGGGACACTGATGCGAGCCTGGGCTGGGTCCCCCAAAGGGACCATCCA 

GGTGATAACACAGGGAACATCCCTGAAGAATGCTGGGAACTGCCTAAGCCCCGCAGTCAT 

TGTCGGCCTCCTGAAAGAGGCTTCCAAGCAGGCGGATGTGAACTTGGTGAACGCTAAGCT 

GCTGGTGAAAGAGGCTGGCCTCAATGTCACCACCTCCCACAGCCCTGCTGCACCAGGGGA 

GCAAGGCTTCGGGGAATGCCTCCTGGCCGTGGCCCTGGCAGGCGCCCCTTACCAGGCTGT 

GGGCTTGGTCCAAGGCACTACGCCTGTACTGCAGGGGCTCAATGGAGCTGTCTTCAGGCC 

AGAAGTGCCTCTCCGCAGGGACCTGCCCCTGCTCCTATTCCGGACTCAGACCTCTGACCC 

TGCAATGCTGCCTACCATGATTGGCCTCCTGGCAGAGGCAGGCGTGCGGCTGCTGTCCTA 

CCAGACTTCACTGGTGTCAGATGGGGAGACCTGGCACGTCATGGGCATCTCCTCCTTGCT 

GCCCAGCCTGGAAGCGTGGAAGCAGCATGTGACTGAAGCCTTCCAGTTCCACTTCTAACC 

TTGGAGCTCACTGGTCCCTGCCTCTGGGGCTTTTCTGAAGAAACCCACCCACTGTGATCA 

ATAGGGAGAGAAAATCCACATTCTTGGGCTGAACGCGGGCCTCTGACACTGCTTACACTG 

CACTCTGACCCTGTAGTACAGCAATAACCGTCTAATAAAGAGCCTACCCCC 

Gene 656. >ENST00000256633 cDNA sequence 

GGTTTCTGCTGGGTTTCTGAACTGCTGGGTTTCTGCTTGCTCCTCTGGAGATGCAGCGTC 
TGTTGACTCCAGTGAAGCGCATTCTGCAACTGACAAGAGCGGTGCAGGAAACCTCCCTCA 
CACCTGCTCGCCTGCTCCCAGTAGCCCACCAAAGGTTTTCTACAGCCTCTGCTGTCCCCC 
TGGCCAAAACAGATACTTGGCCAAAGGACGTGGGCATCCTGGCCCTGGAGGTCTACTTCC 
CAGCCCAATATGTGGACCAAACTGACCTGGAGAAGTATAACAATGTGGAAGCAGGAAAGT 
ATACAGTGGGCTTGGGCCAGACCCGTATGGGCTTCTGCTCAGTCCAAGAGGACATCAACT 
CCCTGTGCCTGACGGTGGTGCAACGGCTGATGGAGCGCATACAGCTCCCATGGGACTCTG 
TGGGCAGGCTGGAAGTAGGCACTGAGACCATCATTGACAAGTCCAAAGCTGTCAAAACAG 
TGCTCATGGAACTCTTCCAGGATTCAGGCAATACTGATATTGAGGGCATAGATACCACCA 
ATGCCTGCTACGGTGGTACTGCCTCCCTCTTCAATGCTGCCAACTGGATGGAGTCCAGTT 
CCTGGGATGGTCGTTATGCCATGGTGGTCTGTGGAGACATTGCCGTCTATCCCAGTGGTA 
ATGCTCGTCCCACAGGTGGGGCCGGAGCTGTGGCTATGCTGATTGGGCCCAAGGCCCCTC 
TGGCCCTGGAGCGAGGGCTGAGGGGAACCCATATGGAGAATGTGTATGACTTCTACAAAC 
CAAATTTGGCCTCGGAGTACCCAATAGTGGATGGGAAGCTTTCCATCCAGTGCTACTTGC 
GGGCCTTGGATCGATGTTACACATCATACCGTAAAAAAATCCAGAATCAGTGGAAGCAAG 
CTGGCAGCGATCGACCCTTCACCCTTGACGATTTACAGTACATGATCTTTCATACACCCT 
TTTGCAAGATGGTCCAGAAGTCTCTGGCTCGCCTGATGTTCAATGACTTCCTGTCAGCCA 
GCAGTGACACACAAACCAGCTTATATAAGGGGCTGGAGGCTTTCGGGGGGCTAAAGCTGG 
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AAGACACCTACACCAACAAGGACCTGGATAAAGCACTTCTAAAGGCCTCTCAGGACATGT 
TCGACAAGAAAACCAAGGCTTCCCTTTACCTCTCCACTCACAATGGGAACATGTACACCT 
CATCCCTGTACGGGTGCCTGGCCTCGCTTCTGTCCCACCACTCTGCCCAAGAACTGGCTG 
GCTCCAGGATTGGTGCCTTCTCTTATGGCTCTGGTTTAGCAGCAAGTTTCTTTTCATTTC 
GAGTATCCCAGGATGCTGCTCCAGGCTCTCCCCTGGACAAGTTGGTGTCCAGCACATCAG 
ACCTGCCAAAACGCCTAGCCTCCCGAAAGTGTGTGTCTCCTGAGGAGTTCACAGAAATAA 
TGAACCAAAGAGAGCAATTCTACCATAAGGTGAATTTCTCCCCACCTGGTGACACAAACA 
GCCTTTTCCCAGGTACTTGGTACCTGGAGCGAGTGGACGAGCAGCATCGCCGAAAGTATG 
CCCGGCGTCCCGTCTAAAGGTGTTCTGCAGATCCATGGAAAGCTTCCTGGGAAACGTATG 
CTAGCAGAGCTTCTCCCCGTGAATCATATTTTTAAGATCCCACTCTTAGCTGGTAAATGA 
ATTTGAATCGACATAGTAGCCCCATAAGCATCAGCCCTGTAGAGTGAGGAGCCATCTCTA 
GCGGGCCCTTCATTCCTCTCCATGCTGCAATCACTGTCCTGGGCTTATGGTGCTATGGAC 
TAGGGGTCCTTTGTGAAAGAGCAAGATGGAGCAATGGAGAGAAGACCTCTTCCTGAATCA 
CTGGACTCCAGAAATGTGCATGCAGATCAGCTGTTGCCTTCAAGATCCAGATAAACTTTC 
CTGTCATGTGTTAGAACTTTATTATTATTAATATTGTTAAACTTCTGTGCTGTTCCTGTG 
AATCTCCAAATTTTGTACCTTGTTCTAAGCTAATATATAGCAATTAAAAAGAGAGAAAGA 
G 

Gene 657. >ENST00000235521 cDNA sequence 

CCCTTCTCAAGATGGCGCTGCACTCAATGCGGAAAGCGCGTGAGCGCTGGAGCTTCATCC 
GGGCACTTCATAAGGGATCCGCAGCTGCTCCCGCTCTCCAGAAAGACAGCAAGAAGCGAG 
TATTTTCCGGCATTCAACCTACAGGAATCCTCCACCTGGGCAATTACCTGGGAGCCATTG 
AGAGCTGGGTGAGGTTACAGGATGAATATGACTCTGTATTATACAGCATTGTTGACCTCC 
ACTCCATTACTGTCCCCCAAGACCCAGCTGTCCTTCGGCAGAGCATCCTGGACATGACTG 
CTGTTCTTCTTGCCTGTGGCATAAACCCGGAAAAAAGCATCCTTTTCCAACAATCTCAGG 
TGTCTGAACACACACAATTAAGTTGGATCCTTTCCTGCATGGTCAGACTACCTCGATTAC 
AACATTTACATCAGTGGAAGGCAAAGACTACCAAGCAGAAGCACGATGGCACGGTGGGCC 
TGCTCACATACCCAGTACTCCAGGCAGCCGACATTCTGTTGTACAAGTCCACACACGTTC 
CTGTTGGGGAGGATCAAGTCCAGCACATGGAACTAGTTCAGGATCTAGCACAAGGTTTCA 
ACAAGAAGTATGGGGAGTTCTTTCCAGTGCCCGAGTCCATTCTCACATCCATGAAGAAGG 
TAAAATCCCTACGTGATCCTTCTGCCAAAATGTCGAAATCAGACCCTGACAAACTGGCCA 
CCGTCCGAATAACAGACAGCCCAGAGGAGATAGTGCAGAAATTCCGCAAGGCTGTGACAG 
ACTTCACCTCGGAGGTCACCTATGACCCGGCTGGCCGCGCTGGCGTGTCCAACATAGTGG 
CGGTGCATGCCGCGGTGACGGGGCTCTCCGTGGAGGAAGTGGTGCGCCGCAGCGCGGGCA 
TGAACACTGCTCGCTACAAGCTGGCCGTGGCAGATGCTGTGATTGAGAAGTTTGCCCCAA 
TTAAGCGTGAAATTGAAAAACTGAAGCTGGACAAGGACCATTTAGAGAAGGTTTTACAAA 
TTGGATCAGCAAAAGCCAAAGAATTAGCATACACTGTGTGCCAGGAGGTGAAGAAATTGG 
TGGGTTTTCTATAGGAAGTTTCAACGAATCACAGCAAGGCTTTTGTGCCTTGCACTCCAT 
GCATTCTGATAACGGCAGCTTTCCTAAAAAGAAAAAGTTATAGTTTTGGGACATTTAATT 
TGGTATAGCTGATTATTGGCTTTATTTGATGAATATTGCTTTGTAGCTTTGAAATACGAC 
AGTGTTCCAAATCCCATCAACAAAATGCTGTGAACAACAACAACAAAAAATAAATCAAGA 
AGGCATAGCTGTCTGAATCCCCAATTATTGAGGCACACTCCTTGGCCTGCAGAAATGTGA 
TTGAAGTAAGGAGTAATTTGGGAAATGGAGTATCATTTGTGCTTCTCTCTGGAGTACTTA 
CTGTAACAGATGCACACGTTATCTACTTCAACCCTTTTATAAAGCAATATATAGAGGTCT 
TAGATGTATAATCCTTGAGATGCCATTTGATCAGATGCCAATTTGTATTCAGAGCTCATA 
AAAACAAGTCCATTCTTATAGTTTGTTTGTCACTGAGACGGTGCCTGATTTAATATATTT 
AAGCTGCTTAACTTGTTTTCCAAGAGATAACACCAACTGTTCCAGCT^ATAATTTGTTTTT 
TAATTCAGAGATATGGGATATGATCTTCTAAGGAGGTTGCATTATTTTGACCTGATTTAT 
TTATTGTACAAGAGCCCAAGTCCCTGAATTATATTCTTAATAAGTGCTTTCTTGCATTCA 
TTTCAGTTTAGTCTCACCAACCCCCTATGAATTAGGAGAATTATTGTCATTTTACACATG 
AGGAAAGTGAGGCTGAGAGAATCCAATTAGCTTGTACGATATCACTCCATAAGAGAAGCA 
AATCTGAGAGTAAAACCCTTACCCCTTATTCTTAAGAATAGTGCTTGTTTATTCAGTACA 
AAAAAAATGCTGAAAGGCAGCGTTTTTTAGACTCTAAACATTCTGATTTTGAAGGTGGGT 
GTTGGAACGACTGATGATGTTTTTTATATCATCAATTCAGCCAATGGATGCGAACTTAAA 
ATCTGGATTCACAGAACCGTGGTCACATTTCCCCATCAAAATCCCCAAGGCGGGTCCCAA 
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GTTCTCTCCTCTACGCTCATTGCAGAAATACTTTGAAATAGGTTCTGCCAGTCTACAATA 
GCAGTGAAGACTGACAAATCAGATATTCCCAATGACTGACAGCTTCTCATCTTGCCTCTA 
CCTCAGTTAAGTAATGTCACCCTGAAACCTAGCTTTTCTGCACTTCCATTTCTGACACCT 
GAAAATGAAAATGATAATCCTAACTTATACACCAAGACCTGTTAGCAAGATCGATTTTGT 
AACAGAAATTGCTTATAAGTTTTTTATCAGTAAGGACCATGATCACCATTTGTACATACA 
TAACTAGGTTGTTGAGCAAAGCATTTTTGCTCATGTTTCTTAAGGAAGTAGAGTAGTCCT 
TGTGTCAGAACACATGTTAATCCACAAAACGCCCCATCCCAGATTCCAAATTAAAACATC 
GTTTTTAGGATTCTTGGAGCTAGCCTGGATCATGGGTAAAGGAAACATTTTGCCTTTTGT 
ATCTTATACTGGAATGGGATGTCTGTAAGTCCTAGAACCTCTTTGAGCATATTTCTTACA 
AGCCTCTGTTTTTTCCCCTTTAAAGGAAACTTTGAAAGGATTGTGAATACTGGAAAATGA 
CAAAACTAAAGGTAGATCTATC 

Gene 658. >ENST00000331009 cDNA sequence 

GGGCCAGTTAAATGGATCATCATCTCTAACCCCTCTGCTGACAGCCCCATGTTTGTGATG 

GGTATGAACCATGAGAAATATAACAACAGCCTCAAGATCATCAACAGTGTTTCTTGTACC 

ACCAACTGCTTAGCATCTCTGGCCAAGATCATCCATGACAACTCCGATTTAGTGGAAGGA 

CTCATGACCACAGTAAATGCTATGATTGCCACCCAGAAGACTGTGGACGGCCCCTCTGTG 

AAACTGTGGCATGACAGCTGCAGGGCTCAAAGGAACATCATCCTTGCATCTACTGGCACT 

CTCAAGGCTGTGGGCAAGTATATCAATGAGCTGCATGGGAAGATCACTAGCATGGCATTC 

CAGGTCCCCACCACGAACATGTTGGTCATGAACCTGACCTGCCCTCAGGAAAAGCATGCC 

AAATATGATAACATCAAGCAGGTGGTGAAGGCATCAGAAGGCCCCCATAAGGGCATCCTG 

TGCAACACTGAGAACCAGGTTGCCTCCTCCAGCTTAACCATTGACACCCACTCTTCCACC 

TTCAATCCTGGGACTGGCATTGCCCTC 

Gene 659. >ENST00000335580 cDNA sequence 

CTCCAGAACAAGACCAAGCTGACAGTGCTGGAAGGAGACATTCTGGATGAGCCATTCCTG 

AAGAGAGCCTGCCAGGACATGTCGGTCATCATCCACA.CTGCCTCTATCATATATGTCATC 

GGTGTCACTCACAGAGTCCATCATGAATGTCAATGTGAAAGGTACAATGACACGCCTCAC 

CAAAGCTATGATAACCTTAGTTACACCTTGAGCAAAGAGTTCGGCCTCTGCCTTGATTCC 

AGTTGGAGCCTGCCTTTATCCCTGACGTACTGGATTGGCTTCCTGCTGGAAATAGTGAGC 

TTCCTGCCGAGGCCAGTTTACACCTGTCGACCGCCCTTCAACCACCACAGAGTGACATTG 

TCAAATAGCGTGTTCACCTTCTCTTACAAGAAGGCTCAGCAAGATCTGGCATATAAGTCA 

CTTTACAGCTGGGAGGAAGCCAAGCAGAAAACCATGGAGTGGGTTGGTTCCCTTGTGGAC 

TGGCACAAGGAGACCCTGAAGTCCAAGACTCAGTGA 

Gene 660. >ENST00000271263 cDNA sequence 

CCCTACCCGTGCCCCGAGTGCGGCGAGGCCTTCAGCCTCAGCTCGCATCTGTTGAGCCAC 

CGGCGCGCGCACGCGGCGGCCAGCGGCGCGGGGGCGGCGGCGCTGCGGCCCTTCGCCTGC 

GGGGAGTGCGGCAAGGGCTTCGTGCGCCGTTCGCACCTGGCCAACCACCAGCGCATCCAC 

ACGGGCGAGAAGCCGCACGGCTGTGGCGAGTGCGGCAAGCGCTTCAGCTGGCGCTCGGAC 

TTGGTGAAGCACCAGCGCGTGCACACGGGCGAGAAGCCCTACATGTGCTCCGAGTGCGGC 

GAGACCTTCAGCGTCAGCTCGCACCTCTTCACGCACAAGCGCACGCACTCGGGTGAGCGG 

CCCTACGTGTGCCGCGAGTGCGGGAAGGGCTTCGGGCGTAACTCGCACCTGGTGAACCAC 

CTGCGCGTGCACACCGGCGAGAAGCCCTTCCGCTGTGGCCAGTGCGAGAAGCGCTTCAGC 

GACTTCTCCACGCTCACGCAGCACCAGCGCACGCACACGGGCGAGAAGCCCTACACGTGC 

ATCGAGTGCGGCAAGAGCTTTATCCAGAGCTCCCACCTGATCCGCCACCGCCGCATCCAC 

ACGGGCAACAAGCCGCACAAGTGTGCGGGCTGCGGCAAAGGCTTCCGCTATAAAACGCAC 

CTCGCGCAGCACCAGAAGCTGCACCTGTGTTAG 

Gene 661. >ENST00000335229 cDNA sequence 

CTGACGGTGCTGGAAGGAGACATTCTGGATGAGTCATGCCTGAAGAGAGCCTGCCAGGAC 
ATGTCGGTCATCATCCACACCACCTCCATCATAGACATCATCGGTGTCACTCACAGAGAG 
TCCATCATGAACATCAATGTGAAA 

Gene 662. >ENST00000330630 cDNA sequence 

TCTGCTATGTATTCTAGAAAGGCCACGTACAAGAGGAAGTACTCAGCCACTAAATCCAAG 
GTTGAAAAGAAAAAGAAGCTTCTTGCAACTGTTACAAAACCAGTTAGTGGTGACAAGAAT 
GGTGGTATCTGGGTGATTAAACTTCACAAAATGCCTAGATATTATCCTACTGAAGACGTG 
CCTCAAAAGCTGTTGAGCCATGGCAAAATACCCTTCAGTTGGCACGTGAGAAAACTGCGA 
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GCCAGCATCACCCCCAGGACCATTCTGATCATCCTCATTGGACACCACAGGAGCAAGAGG 
GTGGTTTTCCTGAAGCAGCTGGCTAGCGGCTTGGTTCTTGTGACTGGACCTCTGGTCCTC 
AATCGAGTTCCTCTACAAAGAACACACCAGAAATTTGTCATTACCTCAACCAGAATTGAT 
ATCAGCAATGTAAAAACCCCAAAACATCTTACTGATGCTTACTTCACAAAGAAGAAGCTG 
CA.GAAGCCCAGACATCAGGAAGGTGAGATCCTTGACACAGAAAAAGAGAAATACGAGATT 
ACAGAGCAGTGCAAGATTGATCAGAAAGCTGCGGACTCACAAATTTTGCAAAAATCAAAG 
Gene 663. >ENST00000334351 cDNA sequence 

ATGGGTGGTAGAGAGAGGTATAACATTCCAGCCCCTCAATCTAGAAATGTTAGTAAGAAC 
CAACAACAGCTTAACAGACAGAAGACCAAGGAACAGAATTCCCAGATGAAGATTGTTCAT 
AAGAAAAAAGAAAGAGGACATGGTTATAACTCATCAGCA.GGTGCCTGGCAGGCCATGAAA 
AATGGGGGGAAGAACAAAAATTTTCCAAATAATCAAAGTTGGAATTCTAGCTTATCAGGT 
CCCAGCTTACTTTTTAAATCTCAAGCTAAACAGAACTATGCTGGTGCCAAATTTAGTGAG 
CCGCCATCACCAAGTGTTCTTCCCAAACCACCAAGCCACTGGGTCCCTGTTTCCTTTAAT 
CCTTCAGATAAGGAAATAATGACATTTCAACTTAAAACCTTACTTAAAGTACAGGTATAA 
Gene 664. >ENST00000328500 cDNA sequence 

GCTCACTCGGTGCCGCTGCCTAGGGGCTGTAGAGGTCGCGCCGCTCCTGCTGGGGCCTGC 
CCACGCCAAGGACCTGCCTCTGTCGCCTCCTCTTCTATTGCCCAGTTTCCCCAGCCAGAA 
CATCCCCTGAAGATGGCAGAGGAGAGCAGCTGTACCAGGGATTGCATGTCCTTCAGCGTG 
CTCAACTGGGATCAGGTTAGCCGGCTGCATGAGGTCCTCACTGAAGTTGTACCTATCCAC 
GGACGAGGCAACTTTCCAACCTTGGAGATAACTCTGAAGGACATCGTCCAGACCGTCCGC 
AGTCGGCTGGAGGAGGCAGGCATCAAAGTGCACGACGTCCGGCTGAATGGCTCCGCAGCT 
GGCCACGTTTTGGTCAAAGACAATGGCTTGGGCTGCAAAGACCTGGACCTAATCTTCCAT 
GTGGCTCTTCCAACAGAGGCAGAATTTCAGCTGGTTAGAGATGTGGTTCTGTGTTCCCTT 
CTGAACTTCCTGCCAGAGGGTGTGAACAAGCTCAAAATCAGTCCAGTCACTCTGAAGGAG 
GCATATGTGCAGAAGCTAGTGAAGGTTTGCACGGACACTGACCGCTGGAGCCTGATCTCC 
CTCTCCAACAAGAACGGGftAGAACGTGGAGCTGAAGTTTGTCGACTCCATTCGGCGTCAG 
TTTGAGTTCAGTGTGGACTCTTTCCAAATGATCCTGGATTCTTTGCTTTTCTTCTATGAC 
TGTTCCAATAATCCCATCTCTGAGCACTTCCACCCCACCGTGATTGGGGAGAGCATGTAC 
GGGGACTTTGAGGAAGCTTTTGACCATCTGCAGAACAGACTGATCGCCACCAAGAACCCA 
GAAGAAATCAGAGGCGGGGGACTTCTCAAGTACAGCAACCTTCTTGTGCGGGACTTCAGG 
CCCACAGACCAGGAAGAAATCAAAACTCTAGAGCGCTACATGTGCTCCAGGTTCTTCATC 
GACTTCCCGGACATCCTTGAACAGCAGAGGAAGTTGGAGACTTACCTTCAAAACCACTTC 
GCTGAAGAAGAGAGAAGCAAGTACGACTACCTCATGATCCTTCGCAGGGTGGTGAACGAG 
AGCACCGTGTGTCTCATGGGGCATGAACGCAGGCAGACTCTGAACCTCATCTCCCTCCTG 
GCCTTGCGTGTGCTGGCGGAACAAAACATCATCCCCAGTGCCACCAACGTCACCTGTTAC 
TACCAGCCGGCCCCTTACGTCAGTGATGGCT^ACTTCAGCAACTACTACGTTGCCCATCCT 
CCAGTCACCTACAGCCAGCCTTACCCTACCTGGCTGCCCTGTAACTAACCTTGAGACCTG 
AGGGTTTCCACAGTGGGAACCCCAATAGGGCTAGGGCTCTCAGGTAGGGGAGCCTCCTTC 
TAGATGTAGGCATTTGGCTTTTAAAGGGGAACTCAGCTCTGATTCTGCTTTTTTTTTTTT 
TTTTCCTTTGTGTACCCATTGGAATGGGTCTACAGTGTATCATGAGCCAACCCTCAAAGG 
ACCCGTATTACAGTGCCACGTTGGAAAACGCTACAGGAAGCATGACCTATCCACATCTTT 
CCAAGATAGACACTAACATGTCATGTCCCAAACATTAGCACGTGGGGGTTGAGCTCTGTG 
CAGTAATCGAGATTGGGAGAATTTGGGCAGCGCGTGAGAAGTGCTAAGCTACTTGTTTTC 
TCACTTGAGCCCGGGTAGGCTGTGTTGGCCCTCACTTGGGATTCTCAGCAGTTACATGAA 
AGTTGTGCTGATAATCTCTTCTCTTGTACCAATTTTAGTCAGGCAGAAAATGGTAAACAT 
GAGGGTGCTCTTGTGACTTAATTTTTGTTCAAGGGACTAAATTGCTTATGTTTATTCCCT 
GTCAGCGGAGTGGAGAATGTCATTCATCAATAAACCAAAGCCAATAGCTGGAGAATTGAG 
ATCTGGTTGAAAGTGGTTTATGGTTTACATGCTGTACTATCCTGAGGAATTGCGAGATAT 
TGCTGAGGGGAAAAAAAAATGACCTTTTCTTGAAATGTAACTTGAAAACAAAATAAAATG 
TGGAACATAATGTTTAATTAGAATTGTGGTGGTGGTAGTGGAAGGGGATAATTGTAAATA 
GGAAACATGAATGTTCATTTTTTTCTTTAAAGAATTCTTATTAAATGGCTCCCTGCCTTT 
TTTTTCTTTTTTCCTCATCAGCTCTTTCATGGCTGAATTTTGTTTTATTCTTCCTAAGAC 
TGAGGATTGTGCTGAGTCCAGAGTCATTGTGGTAACTGACATGAGGGTCTTCCCATGTTT 
TAACTGGAAACCCACTTTGGTCACATTCCAAGTATGACACAGCTGTTCTTCTGGAGTACT 
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TTAGCTATTTTTTGTTTTTGTTCTTTTCGTTTTTTTTTTTTCCAAAAATAGTGACTTCCT 

TCTCCAGGTGTGTTTGACAGCAACTCAATTCAGGAATTTCGGTAGAACTGAGTGACCTGT 

GGAACTGCTTTAGAATCTAACCTGCTGTCTTCGTGCTCTGTGTGAAGGGGAAGCTGGGGG 

GTTAGCATGAAGTCTGGCCTTGTGTGCATTGGAGCTTCCAAGGCACTTTGAAATCATTCC 

AGTATATTTGGGAAGAATTGAGTGAATGAGAATGCTCTTCCTTATTCTGGTAGATTTGAC 

TTGTTTATAATTCTGCACTTTAGAAGAAAAACAGTGTTAATCTGTAGTTGAAAGAAAGCT 

TAGTAGATGAGAGAGTTCTAGGCTACTGTGGCTTTTTCCAGTAGATTTAGATGAGATTAT 

GTGTTTTGAAATGTTTTGTGGGATCCCTTAGAAAGCATCACTTCAGGGCAGAGACACTCA 

ATATTGCCAGCCAGCTTGGGTTCTAAAGTGATTTAATCAAATTCATGCTCCTGATCTTTT 

TTTTCCCCCTTCCTTTGGCTATGAAAACCCAAAGCCCGGAGTGATTGTTTTCTCCTTGCT 

TTAAGCAGTGAAGTTATCCTAATGCAAAAGAGCTTAGTAGAAAATGAGTGGTTTACCTTT 

TTTTCTAAAAGTATATTTTCAAGTTTATTCTGGAATGTGATGTCTTGGTCCTCTTAAAAG 

CAGATCAGCCATGACTGAAACTCAAGGCTTAGCTGGTATCTATGTTGTGCTACATTAGGT 

GACTAGAAGCCACTTCTTAGTGTAATCAGCTCCTGTTTCCCTGTGAGCCTTAGTTATATT 

TTAATTCAGTGGCTTTGAGTCAAGGCCGGTTCTAATTGAGGGGACCCAGTGTGCTTCAGT 

GTTAAGAGTGGGGCAATGAAGAGTGAACCCCAATGAAGAGTGATCCCAACTTTGGAAACT 

ATCTGGTCATTCATGACCTTAAAAAGCTGCCATGGTGGTCAAATGGCATGTGTTTGCACA 

AAAATGACCGATGTGTTTAACCAAAGCTTTGAAATGTGATGAAGCCACCAACATAAGCAC 

TTGCCTAACAGAAATCAGTATTTCTTCTACTTAGAAGGCTTGGGGCCCAGGGTAATGAGG 

CACCAGATGAAGATAAGATCTGCATCAAGGAATTAAATTTCCAGTTTGTCCTTGG 

Gene 665. >ENST00000313132 cDNA sequence 

CTTCCTCCATCATACGCTCACCTTGTCAAAGCTCCCAGAGAGGGTTTCAACAAAGGATTT 
GGTTTTAAGTTGGTGAAAGAGGTAAAAGCAAAGTCATGTGGTGGCGTGGAATTCTTAAAG 
TCTGGTTCATCTAATACAGACACTGGTAAAGTTACTGGGATCTTGGAGTCCAAATATAAA 
TGGTGCAAGTATGATTTGACTTTCACAGAAAAATGGAACACTGATGACACTCTGGGGACA 
GAAATCACAATTGAAGACCAAATTTGTCAAGGTTTGAAAATGATATTAGATACTAGCTTC 
TCACCAAACATAGGAAAGAAAAGTGGCAAAATCAAGTCCTCTTACAAGAAGCAGCGTGTA 
AAGCTTGGCCGTGATGTTAACTTTGATTTTGCTGGACTTGCAATTCATGGCTCACTTGCT 
GGGTACCAGATGAGCTTTAACAGCACCAAGTCAAAGCAGACAAAGAATAACTTTGCAGTG 
GGCTACAGGACTGGGGACTTCCAGCTGCACACTAATGTCAATGATGGGGCAGAATTTGGA 
GGATCAGTTTATCAGAAAGTTTGTGAAGATCTTGATGCTTTAGTAAACCTTGCTTGGACA 
TCAGGTACCAGCTGCACTCGTTTTGGCCTTGCAGCTAAATTTCAGTTGAAACCCATTGCT 
TCCATTTCTACAAAAGTCAACAACTGGTTGACTGGGGTCAGCTACACTCCACCCCTGAGG 
CCTGGTGTGAAGCTCACCCTGTCTGCTCTGGTAGATGGGAAGAGCATGGATGCTGGAGGC 
CACACACTTGGCCCCTGGAGTTGCAGGCTTAATCCAGATGAAAGAAACCTCTGGGAATGG 
ATAGCAGAAGATTTGGCCTTGATGTATTTCCATTGTGACGAGCAGGCTTTTTCCCCCTGA 
Gene 666. >OTTHUMT00007007936 cDNA sequence 

ATATCAAAAATGCAAACTTGGGGAGGGCATAAAAATCACACACAAGGCTGCCACTTCACA 
CTTCGAGGGTTGCACAACGGCCGGGCAAAGGCGCTCCTCACTTTCCAGATGGGGCGGCAA 
Gene 667. >OTTHUMT00007007937 cDNA sequence 

TTGAGTATGCTCAGGCTTCAGAAGAGGCTTGCCTCTAGTGTCCTCTGCTGTGGCAAGAAG 

AATATCTGGTTAGACCCCAATGAGACCAATGAAATCACCAATGCCAACTCCCGTCAGCAG 

ATCCGGAAGCTGATCAAAGATGGGCTGATCATCCGCAAGCCTGTGATGGTCCATTCCCCC 

GCTTGATGCCGGAAAAACACCTTGGCCTGCCGGAAGGGCAGGCATATGGGCATAGGTAAG 

CGGAAGGGTACAGCCAATGCCCGAATGCCAGAGAAGGTCACGTGGATGAGGAGAATGAGG 

ATTCTGCACCGGCTGCTCAGAAGATACCGTGAATCTAAGAAGATTGATCGCCGCATGTAT 

CACAGCCTGTACCTGAAGGTGAAGAGGAATGTGTTAAAAAACAAGCAGATTCTCATGGAA 

CACATCCACAAGCTGAAGGCAGACAAGGCCCGCAAGAAGCTCCTGGCTGATCAGGCTGAG 

GCCCGCAGATCTAAGACCAAGGAAGCACACAAGAGCTATGAAGAGCACCTCCAGGCCAAG 

AAGGAGGAGATCATCAAGACTTTGTCCAAGGAGGAAGAGACCAAGAAA 

Gene 668. >OTTHUMT00007007938 cDNA sequence 

AAGAAGAGCGTCCCCAGGAGAAACAAGCTTGACCACTATGCTGTCACAGAGTTTCCTCTG 
ACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACTTGTGTTCACTGTGGAT 
GTTAAAGCCACCAAGCACCAGATCAAACAGGCTGTGAAGAAGCTCTATGACACTGATGTG 
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GCCAAAGTCCATGCCCTGATTAGGCCTGATGCAGGAAGAAGGCATAAGCTCCACTGGCTC 

CTGATTACAATGCTTTGGATATTGCCAACAAAATTGGGATC 

Gene 669. >OTTHUMT00007007939 cDNA sequence 

ATGAAGAAACAAGGAGTAAGCCCAAAGCCGCTGCAATCTTCCCGCCCCAGCCCGTCTAAG 

CGGCCCTGCGGGGCCTCCCCCGCCCGGGAGCGGGAGGTGGAAAAGTCGGCCCTAGGCGGC 

GGGAAACTGCCGGGGGGCGCCAGGAGGTCCTCCCCGGGGAGGATCCCAAATCTGAAAAAG 

CGAAAAGGCTTGGAGCTAAAGGTGGTGGCCAAGGCCCTTCTCGGCCCCTTCCAGTTCGTC 

TGTAATTCCCTGGCGCAGCTCCGGGAAGAGGTGCACGAACTGCAGGCGCGGTGGTTCCCC 

AGCAGAACCACTCTGCATCGAGCCGTCTTTGTGGCAATTCTACATTGGTTACATTTAGTA 

ACACTTTTTGAAAATGATCATCATTTCTCTCACCTCTCATCTTTGGAACGGGAGATGACT 

TTTTGCATTGAAACGGGACTTTATTATTCTTACTTCAAGACCATTATTGAAGCACCTTCA 

TTTTTGGGAGGACTGTGGATGATTATGAATGACAGGCTTACTGAATATCCTCTTGTAATT 

AATGCAGTAAAACGCTTCCATATTTATCCAGAGGTAATCATAGCCTCCTGGTATCGCACA 

TTCATGGGAATAGTGAATTTATTTGGACTAGAAACTAAGACCTGCTGGAATGTCACCAGA 

ATAGAACCTCTTAATGAAGTTCAAAGCTGATTGCGAGATCCTGCTTGCTTTTATGTTGGT 

GTAATCTTTATTTTAAATGGACTAATGATGGGATTGTTCTTCATATATGGAACATACCTA 

AGTGGTACTGAACTGGGAGGTCTTATTACAGTACTGTGCTTCTTTTTCAACCATGGAGAG 

GCCACCTGTGTGATGTGGACACCACCTCTCCGTGAAAGTTTTTCCTATCCTTTCCTTGTA 

CTTCAGATGTATGTTTTAACTTTGATTCTCAGGACCTCAAGCAATGATAGAAGGCCCTTC 

ATTGCACTCTGTCTTTCCAATGTTGCTTTTATGCTTCCCTGGCAATTTGCTCAGTTTATA 

CTTTTTACACAGATAGCATCATTATTTCCCATGTATGTTGTGGGATACATTGAACCAAGC 

AAATTTCAGAAGATCATTTATATGAACATGATTTCAGTTACCCTTAGTTTCATTTTGATG 

TTTGGAAATTCAATGTACTTATCTTCTTATTATTCTTCATCTTTGTTAATGACATGGGCA 

ATAATTCTAAAGAGAAATGAAATTCAAAAACTGGGAGTATCTAAACTCAACTGCTGGCTA 

ATTCAAGGTAGTGCCTGGTGGTGTGGAACAATCATTTTGAAATTTCTGACATCTAAAATC 

TTAGGCGTTTCAGACCATATTTGCCTGAGTGATCTTATAGCAGCCGGAATCTTAAGGTAT 

ACAGATTTTGATACTTTAAAATACACCTGTTCTCCCGAATTTGACTTCATGGAAAAAGCG 

ACTCTGCTGATATACACAAAGACATTATTGCTTCCAGTTGTTATGGTGATTACATGTTTT 

ATCTTTAAAAAGACTGTTGGTGATATTTCGCGTGTTTTAGCTACAAACGTTTATCTAAGA 

AAACAGCTCCTTGAACACAGTGAGCTGGCTTTTCACACATTGCAGTTGTTAGCATTTACT 

GCCCTTGCCATTTTAATTTTGAGGCTAAAGCTGTTTTTGACACAGCACATGTGTGTTATG 

GCTTCCTTGATATGCTCTTGACGGAAATAAATTGTTTCTTTTGTTTCAGCTCTTTGGCTG 

GCTTTTTCGCAGAGTTCGCAGAGAGAATGTTATCTTTGGCATTCTAACAGTGATGTCAAT 

ACAAGGTTATGCAAACCTCTGTAATCAATGGAGCATAACAGGAGAATTTAATGATTTGCC 

TCAGGAAGAACTTTTACAGTGGATCAAATACAATACCGTACCAGATGCTGTCTTTGCAGG 

TGCCATGCCTACAATGGCAAGTGTCAAGCTGTCTACACTTCATCCCATTGTGAATCATCC 

ACATTACGAAGATGCAGACTTGAGGGCTTGGACAAAAATAGTTTATTCTACATATAGTGG 

AAAATCTGCCAAAGAAGTAAGAGATAAATTGTTGGAGTTACATGTGAATTATTATGTTTT 

AGAAGAGGCATGGTGTGTTGTGAGAACTAAGCCTGGTTGCAGCATGCTTGAAATCTGGGA 

TGTGGAAGACCCTTCCAATGCAGCTAACCCTCCCTTATGTAGCGTCCTCCTTGAG 

Gene 670. >OTTHUMT00007006209 cDNA sequence 

TATAACGTGAGGGCTGAATGCAGCCCATTCTCTGGAGAACTTCCTCACACACCGCAGCAA 
AGAGAAGACTGAAAGACAAACCTGGGTGCAGCCAGAGAGGTCCAGATAGATGAGCTTGTG 
GCATCCATTCCCCAAGTTCAGCCTAGGGACTCCACGTACCCCAGCTGGGTCTCATTGTTC 
CAGAACTGCATTAGTTAAGATTACCCAGACTTGGATTTCAAAGGAATACTTTCATTGTTC 
CGTCTGTAACACGAAGTAATTGGGGCCAGCTGGATGTCAGGATGCGTGTGGTTACCATTG 
TAATCTTGCTCTGCTTTTGCAAAGCGGCTGAGCTGCGCAAAGCAAGCCCAGGCAGTGTGA 
GAAGCCGAGTGAATCATGGCCGGGCGGGTGGAGGCCGGAGAGGCTCCAACCCGGTCAAAC 
GCTACGCACCAGGCCTCCCGTGTGACGTGTACACATATCTCCATGAGAAATACTTAGATT 
GTCAAGAAAGAAAATTAGTTTATGTGCTGCCTGGTTGGCCTCAGGATTTGCTGCACATGC 
TGCTAGCAAGAAACAAGATCCGCACATTGAAGAACAACATGTTTTCCAAGTTTAAAAAGC 
TGAAAAGCCTGGATCTGCAGCAGAATGAGATCTCTAAAATTGAGAGTGAGGCGTTCTTTG 
GTTTAAACAAACTCACCACCCTCTTACTGCAGCACAACCAGATCAAAGTCTTGACGGAGG 
AAGTGTTCATTTACACACCTCTCTTGAGCTACCTGCGTCTTTATGACAACCCCTGGCACT 
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GTACTTGTGAGATAGAAACGCTTATTTCAATGTTGCAGATTCCCAGGAACCGGAATTTGG 
GGAACTACGCCAAGTGTGAAAGTCCACAAGAACAAAAAAATAAAAAACTGCGGCAGATAA 
AATCTGAACAGTTGTGTAATGAAGAAGAAAAGGAACAATTGGACCCGAAACCCCAAGTGT 
CAGGGAGACCCCCAGTCATCAAGCCTGAGGTGGACTCAACTTTTTGCCACAATTATGTGT 
TTCCCATACAAACACTGGACTGCAAAAGGAAAGAGTTGAAAAAAGTGCCAAACAACATCC 
CTCCAGATATTGTTAAACTTGACTTGTCATACAATAAAATCAACCAACTTCGACCCAAGG 
AATTTGAAGATGTTCATGAGCTGAAGAAATTAAACCTCAGCAGCAATGGCATTGAATTCA 
TCGATCCTGGGTCTTTGAGATGAAACCCTGCAAGTAGACTTACGTGAATGATTTTTGCTG 
TGCCGCTTTTTTAGGGCTCACACATTTAGAAGAATTAGATTTATCAAACAACAGTCTGCA 
AAACTTTGACTATGGCGTATTAGAAGACTTGTATTTTTTGAAACTCTTGTGGCTCAGAGA 
TAACCCTTGGAGATGTGACTACAACATTCACTACCTCTACTACTGGTTAAAGCACCACTA 
CAATGTCCATTTTAATGGCCTGGAATGCAAAACGCCTGAAGAATACAAAGGATGGTCTGT 
GGGAAAATATATTAGAAGTTACTATGAAGAATGCCCCAAAGACAAGTTACCAGCATATCC 
TGAGTCATTTGACCAAGACACAGAAGATGATGAATGGGAAAAAAAACATAGAGATCACAC 
CGCAAAGAAGCAAAGCGTAATAATTACTATAGTAGGATAAGGTAGAAATTGTTCTGATTG 
TAATTAGTTTTGTATTTTCTATACTGGTGTTAGAAAACATATGTTTACATTTGATTAACT 
GTGTTGCCTATTTATGCAGGGTAATCCAGCTAAAGGAAGCTTTCTTTAATTATAAGTATT 
ATTGTGACTATTATAGTAATCAAGAGAATGCTATCATCCTGCTTGCCTGTCCATTTGTGG 
AACAGCATCTGGTGATATGCAATTCCACACTGGTAACCTGCAGCAGTTGGGTCCTAATGA 
TGGCATTAGACTTTCATAATGTCCTGTATAAATGTTTTTACTGCTTTTAGAAAATAAAGA 
AAAAAAACTTGGTTCATGTTTA 

Gene 671. >OTTHUMT00007006222 cDNA sequence 

TCCTTCTAGCAGAAATGGCGGCTGCGGCGGCTCGAGTGGTGTTGTCATCCGCGGCGCGGC 
GGCGGCTCTGGGGTTTCAGCGAGAGTCTTCTAATCCGAGGCGCTGCGGGACGGTCATTAT 
ATTTTGGAGAGAACAGATTAAGAAGTACACAGGCTGCTACCCAAGTTGTTCTGAATGTTC 
CTGAAACAAGAGTAACATGTTTAGAAAGTGGACTCAGAGTAGCTTCGGAAGACTCTGGGC 
TCTCAACATGCACAGTTGGACTCTGGATTGATGCTGGAAGTAGATACGAAAATGAGAAGA 
ACAATGGAACAGCACACTTTCTGGAGCATATGGCTTTCAAGGGCACCAAGAAGAGATCCC 
AGTTAGATCTGGAACTTGAGATTGAAAATATGGGTGCTCATCTCAATGCCTATACCTCCA 
GAGAGCAGACTGTATACTATGCCAAAGCATTCTCTAAAGACTTGCCAAGAGCTGTAGAAA 
TTCTTGCTGATATAATACAAAACAGCACATTGGGAGAAGCAGAGATTGAACGTGAGCGTG 
GAGTAATCCTTAGAGAGATGCAGGAAGTTGAAACCAATTTACAAGAAGTTGTTTTTGATT 
ATCTTCATGCCACAGCTTATCAAAATACTGCACTTGGACGGACAATTTTGGGACCAACTG 
AAAATATCAAATCTATAAGTCGTAAGGACTTAGTGGATTATATAACCACACATTATAAGG 
GGCCAAGAATAGTGCTTGCTGCTGCTGGAGGTGTTTCCCATGATGAATTGCTTGACTTAG 
CAAAGTTTCATTTCGGTGACTCTTTATGCACACACAAAGGAGAAATACCAGCTCTGCCTC 
CCTGCAAATTCACAGGAAGTGAGATTCGTGTGAGGGATGACAAGATGCCTTTGGCGCACC 
TTGCAATAGCTGTTGAAGCTGTTGGTTGGGCACATCCAGATACAATCTGTCTCATGGTTG 
CAAACACGCTGATTGGCAACTGGGATCGCTCTTTTGGGGGAGGAATGAATTTATCTAGCA 
AGCTGGCCCAGCTCACTTGTCATGGCAATCTTTGCCATAGCTTTCAGTCTTTCAACACTT 
CCTACACAGATACAGGATTATGGGGACTGTATATGGTTTGTGAATCATCCACTGTTGCAG 
ACATGCTACATGTTGTTCAAAAAGAATGGATGCGACTCTGTACAAGTGTCACAGAAAGTG 
AGGTTGCACGAGCCAGAAATCTTCTGAAAACAAACATGTTGTTGCAGCTTGATGGTTCAA 
CTCCAATTTGTGAAGATATTGGTAGGCAAATGTTATGCTATAATAGAAGGATTCCCATCC 
CTGAGCTTGAAGCAAGAATTGATGCTGTGAATGCTGAGACAATTCGAGAAGTATGTACCA 
AATACATTTATAATAGGAGTCCAGCTATTGCTGCTGTTGGTAAGCCTGGCTTCTTTTCTT 
CTATGCAAAAAGTTGGCCAAGTACTTTTAATTAACTCTTCTTTTTAATCCTTAGGTCCCA 
TTAAGCAACTACCAGATTTTAAACAGATACGCAGTAACATGTGTTGGCTTCGTGATTAAA 
ATGCTCCTAATCAAGATTGTTTGAACACATGTATTTATAAAACAGAGCTAGAGAAAAATA 
AAAATGAACATGTATATACATTTGGAAATTTGAATTAAATACTGTATCATACTTTCAAAG 
GATAAAAAGACTACCCCTCT 

Gene 672. >OTTHUMT00007006239 cDNA sequence 

ACTGGAGCTGCTGCCTCTGTCTGCTAAGATGTGAAGTCCAAGACTGAAAGTAACATAGCA 
GAAGGAGAACCAAAAGATATGTTGAGTCTTGATGCTATTTGTTGAACCAGTCCTGAATCC 
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AGCTGTGTCGGAGTCAGCGCAGCTTTTGAAGCTGGAGAGCATCATATTTTAGAAAGATCA 

AGCAATGTGGATGAGGACACATTAAAAAGAGAAGACCGAGAGGAGGGGACACCACTCAGG 

CTTATAACCTCCAGCTCACATTTCAGCACCAAAGGACCAAAGCCTAGACCTGAGATCTGG 

CACTTGCAAAAAGAAAGATCACCTGGAAGAACAAAATAGAAGACTCCTGCTCCCAATAGG 

CTTGGGTCAGGAAGAAGGCTGTTGGCATAATTGTGGAGTAGGAAGATGGAAAACAACTCC 

TAGAGATCCCAACAGCTGAACGCGTGCTTGGGCAGTGGCTGCGGGTGAAGTCATGGGAAG 

GCAAGTCATGAAGGGCATTAATCAAGGATATGTTCTGGGAGTAACTCCCCTGCTTTCCCT 

GGATGTGTGCGAGAAAGCATAGGCATCCACTTTCTGACCAACAGGAGACCCAGTCTCAGG 

ATGGAGCAGACACCATGCATGGTAGAGCAGAGAGACAGATACAACCTAGGTCCTTGATGA 

AATGATTGGCCACTGGATCAGCCACAGTTAAAGACTGCCTACCTTTGGACTTCTGGTTAT 

CTTAGGCCAAAAATGTCCTTTTTGTTTAAGGCACTTTGAGCCGGGTTTTCTAAGACCTAG 

CAGTCTCAACCATCCAAACTAATAAGCTGAATTAACTAGATTTCCTGTCATGTCCTTCCT 

GCCTGATTGGTAGCCCTTGACTCCAATTTGGCCTCATTTTCCGTACCTTACTGGCTGCCT 

TTTCCTCTACTCATAGGTCACTTGGAAATAAAATATAGATTTACTTCAAA 

Gene 673. >OTTHUMT00007006260 cDNA sequence 

AAGGGGGCGCGGCGCACGCAGTATGGCGCCCAACATCTACTTGGTTCGCCAGCGGATCAG 
TCGACTCGGCCAGAGGATGTCCGGCTTCCAGATCAACCTCAACCCGCTCAAGGAGCCACT 
CGGCTTCATCAAGGTCCTCGAGTGGATTGCTTCTATCTTTGCTTTTGCCACCTGTGGAGG 
TTTTAAGGGCCAAACAGAAATTCAAGTGAATTGTCCTCCTGCAGTTACTGAGAATAAAAC 
TGTTACAGCTACTTTTGGTTATCCATTCAGGTTGAATGAGGCATCATTTCAGCCACCTCC 
AGGTGTAAACATATGTGATGTAAATTGGAAAGATTACGTCCTCATAGGCGATTACTCTTC 
TTCTGCACAATTCTATGTTACCTTTGCAGTCTTTGTGTTCCTGTACTGCATTGCTGCCCT 
TCTGCTTTATGTTGGCTACACGAGTCTGTATCTGGATAGTCGTAAACTTCCTATGATAGA 
CTTTGTTGTTACACTTGTTGCCACTTTTTTGTGGTTGGTGAGCACTTCAGCCTGGGCTAA 
AGCTCTGACAGATATTAAAATAGCTACTGGTCACAATATTATTGATGAACTTCCGCCTTG 
TAAGAAGAAAGCAGTACTGTGTTACTTTGGCTCTGTGACCAGTATGGGATCCCTAAATGT 
ATCTGTGATATTTGGCTTTCTAAATATGATACTCTGGGGAGGAAATGCTTGGTTTGTGTA 
CAAGGAGACCAGCCTACACAGTCCATCAAATACATCTGCCCCTCATAGCCAAGGAGGTAT 
TCCACCTCCTACCGGAATATAATTAAAGGGAGAAATACACTGTATGAAGTATATGTTGAT 
ACTATGACATGTTGCCAACACCTTGAGAAGCATTATTTGTTTCTAATAAAAGTAATGGCT 
TTGTCAATATATTGGTGGGTTTAAAACTTTGCTGCTTTTTTACATAAAGCCTGTGCCTTT 
CCTAGAAAGTTAAGATGTAAATGTATTCTCACATGTAAATTTGAAAGTTCAGGGGTCTAT 
TATGAAATGATACACATTTTTAAATGAACCATAATTTTTTTCACTAAGCTGTTTGCCTTC 
CAAAGTGTTTACACCTTAAGCCTTAACATGTATCTTCATTCAGAAAACAGTTATATTGTC 
ATACCATAGTAGGAAGAAAAACCTTTATTTGGAATATACACTACTGTAAGTTTGTACAGA 
TCATATACCTACCACCTGTCTTTGCTTAAAGAGCCTTGATTACATAAATATGTAGGAAAA 
AACATATTGAGTTCAAAATTTATATCTAACATTGTTTATGTTATGATTTTTTTTTAATTG 
CAAAGACTAGGTGTATATTTTTTTCTGTTTTTCTAAATGACCCGTGGTACTTAATAGGTG 
TACTAAAATTGTGTTGGGAGCAGGGATTTGGAAATTTCTGAGAGATGTGTAGTTAATTTA 
GTAATTCTGTTTCATGAGATATGATCTGTTATGCTAGTGGTTTAATAGGCTTGCTATGTA 
AGTAGAACGTGGCTCAACTAGATATCTTTATATGTATGGGCATTACTCTTAGTGATATTT 
GTTTCCTGTCCTTTGTTGCTCATGCTGTTTAAGTGCAGGCTGAGACCCAGCCTCTTTGTA 
AGTACAGTAAAATAATCCACCGTTTTTTACAGACCCTAGTCAAAGGGTTAAAAAAATTAA 
GATTGCTTTCCATGTTTGAAATTTACCATTGAGAGTCAATGAAGTTGCTATTTTGAGTTT 
AGCATTGATATTGTGAAAATAAGTGCAATTTGGATTTCATGTTTCTTAATATTCATTCTT 
GTTTCACAAATGAATGATTAAGGAATTATGCATCATAAAGGAACCTAAGTGAGGTATATG 
ATGAGTGTATTGTCTTTGCACACACATATAGGTATATTCTGAATACAAGCTTATTCACAT 
TTTGCTTCCTAATCTTTTTGTTGTACAGGGATTCAGGTTTCTTATTCTTACAACATGATT 
GTTTATATGTGAAGCACATCTTGCTGTTGCCTTATTTTTGATGCTTTTATTCATGACAAG 
AATTGTCAATATAAGAATGTATATCTTTTTTGCAACCAATTTAATAAAGGAGTTGAAAGA 
AA 

Gene 674. >OTTHUMT00007006261 cDNA sequence 

CGTCTCAATATGTCTCAAGATGGCGGCCAATGTGGGATCGATGTTTCAATATTGGAAGCG 
CTTTGATTTACAGCAGCTGCAGAGAGAACTCGATGCCACCGCAACGGTATTGGCGAACCG 
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GCAGGATGAAAGTGAGCAGTCCAGAAAGCGGCTTATCGAACAGAGCCGGGAGTTCAAGAA 

GAACACTCCAGAGGATTTGCGCAAGCAGGTAGCGCCGCTGCTGAAGAGTTTCCAAGGAGA 

GATTGATGCACTGAGTAAAAGAAGCAAGGAAGCTGAAGCAGCTTTCTTGAATGTCTACAA 

AAGATTGATTGACGTCCCAGATCCCGTACCAGCTTTGGATCTCGGACAGCAACTCCAGCT 

CAAAGTGCAGCGCCTGCACGATATTGAAACAGAGAACCAGAAACTTAGGGAAACTCTGGA 

AGAATACAACAAGGAATTTGCTGAAGTGAAAAATCAAGAGGTTACGATAAAAGCACTTAA 

AGAGAAAATCCGAGAATATGAACAGACACTGAAGAACCAAGCCGAAACCATAGCTCTTGA 

GAAGGAACAGAAGTTACAGAATGACTTTGCAGAAAAGGAGAGAAAGCTGCAGGAGACACA 

GATGTCCACCACCTCAAAGCTGGAGGAAGCTGAGCATAAGGTTCAGAGCCTACAAACAGC 

CCTGGAAAAAACTCGAACAGAATTATTTGACCTGAAAACCAAATACGATGAAGAAACTAC 

TGCAAAGGCCGACGAGATTGAAATGATCATGACGGACCTTGAAAGGGCAAACCAGAGGGC 

AGAGGTGGCTCAGAGAGAGGCGGAGACCTTAAGGGAACAGCTCTCATCGGCCAATCACTC 

CCTCCAGCTGGCCTCACAGATCCAGAAGGCACCAGACGTGGAGCAGGCCATAGAGGTGCT 

GACCCGCTCCAGCCTAGAAGTTGAGTTGGCCGCCAAGGAGCGGGAGATCGCACAGCTGGT 

GGAGGACGTGCAGAGACTCCAGGCCAGCCTCACCAAGCTGCGGGAGAATTCGGCCAGCCA 

GATCTGA.CAGCTTGAGCAGCAGCTGAGCGCCAAAAACAGCACACTCAAACAACTGGAAGA 

AAAACTCAAAGGCCAGGCTGACTATGAAGAGGTGAAGAAAGAGCTGAACATTCTGAAGTC 

CATGGAGTTTGCACCGTCCGAGGGCGCTGGGACACAGGATGCGGCCAAGCCCCTGGAGGT 

GCTGTTGCTGGAGAAGAACCGCTCGCTGCAGTCCGAGAACGCCGCGCTGCGCATCTCCAA 

CAGCGACCTGAGCGGACGCTGTGCAGAGCTGCAAGTCCGTATCACTGAGGCTGTGGCCAC 

AGCCACTGAGCAGAGAGAGCTGATCGCCCGCCTGGAGCAGGACCTGAGCATCATTCAGTC 

CATCCAGCGGCCCGATGCCGAGGGTGCCGCTGAGCACCGCCTGGAGAAGATCCCAGAGCC 

CATCAAAGAGGCCACTGCCCTATTCTACGGACCTGCAGCACCAGCCAGCGGTGCCCTCCC 

AGAGGGCCAGGTGGATTCACTGCTTTCCATCATCTCCAGCCAGAGGGAGCGCTTCCGTGC 

CCGGAACCAGGAGCTTGAGGCCGAGAACCGCCTGGCCCAGCACACCCTCCAGGCCCTGCA 

GAGTGAGCTGGACAGCCTGCGCGCCGACAACATC^GCTCrTTGAGAAGATCAAGTTCCT 

GCAGAGCTACCCTGGCCGGGGCAGCGGCAGTGATGACACGGAGCTGCGGTACTCGTCCCA 

GTACGAGGAGCGCCTGGACCCCTTCTCCTCCTTCAGCAAGCGGGAGCGGCAGAGGAAGTA 

CCTGAGCTTGAGTCCCTGGGACAAGGCCACCCTCAGCATGGGGCGTCTGGTTCTCTCCAA 

CAAGATGGCGCGCACCATCGGCTTCTTCTACACACTGTTCCTGCACTGCCTGGTCTTCCT 

GGTGCTCTACAAGCTGGCATGGAGCGAGAGCATGGAGAGGGACTGTGCCACCTTCTGCGC 

CAAGAAGTTCGCTGACCACCTGCACAAGTTCCACGAGAATGACAACGGGGCTGCGGCTGG 

TGACTTGTGGCAGTGATACCCCGGGGCCTCCCCCGTGACAGTGACGGCTGCGCCTCCACC 

CCGACTGCTCAGTGCATCTAATCACTTAGACTCCCCTGAAGAATCCCCCATGGAAACTGC 

CCTTATCCGCTGTCCAGCAGCTGCCAGAGGCCCCAGGTCACCTCGGGTCCCCTTGAAAGA 

ATGTCTCGGTCACATCAGGCCCGCTAGGTCCAGAGAGCGAGCCCCCAATGCCCGGCCAGG 

CTAAGCCGCAGAGACCCTCTCAGCCCCCACCTCAGGTTAGGGCTCTGCCCGCAGCCTGAC 

CTCTAGCCCTGGTGGCAGAGGTCCCTCAGCTGCGAGGCTAATTGGGTGACCACCGATTCC 

AGCTGCGGTTAATCCAGCTTGGGCCTGTCTGCACTGCGATCCTCTTGGGCTCTCCTAGGA 

TCCCCCCATGCCCCGTAAGAGGTGGAAGACGCTTCCTTCCAGGACAGCAGGCTTTGAGTC 

CAGCACCCCCAGCCTGCCTTTGCCACCAGCCCCACCCTGCAGAGTATATGAGGCTTGACA 

GAGTCTGCCCCCTCCCCCACTGCACCCCAAGAGAGAGAGCCCCAGCCAGCGGAACAGTTT 

CTATTACCCCCTCCCTGCCCCCAGACCCATGTGATTTCTGCTTTCTTCTTTAGCAAGATA 

TTCTGGTTTCTAGATAAGGAAGAGTCTCTAATGAGCCCCCGAGCCCCAGTCTCTTCAGAC 

TCATGGATTGGTCTGAGGGGTCTGAACGTCTCCTAGCCAATCAGAACTGGCTGTGGACCA 

CCCTAGCACGGCCACCTCTCAGGGCCACTGGCAGG 

Gene 675. >OTTHUMT00007006262 cDNA sequence 

ATGAAAGCAGAGGTTGGAACGATGGAAGCAGAAGTTGGAACGATGGAAGCAGAAGTTGGA 

ATGATGGAAGCAGAAGTTGGAATGATGGAAGCAGAGGTTGGAATGATGGAAGCAGAGGTT 

GGAATGATAGAAGTAGAGGTTGGAATGATAGAAGCAGAGGTTGGAATGATGGAAGCAGAG 

GTTGGAATGATGGAAGCAGAGGTTGGAATGAGGGAAGCAGAAGTTGGAATGATAGAAGCA 

GAGGTTGGATTGAGGGAAGAAGAGGTTGGAATGTGGAAGCAGAGGTTGGAACGATGGAAG 

CAGAGGTTGGAACGATGGAAGCAGAAGCTGGAATGA 

Gene 676. >OTTHUMT00007006265 cDNA sequence 
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CGGAAAAGGACAAGGATCCAAACTGGCGAATTTGCTGATCTTC6CGTCCCTCTCCGCTTT 
CCGGCCGGCAGCGCTGCCAGGGTATATTTCCTTTTTTCCGATCCTGCAACAGCCTCTTTA 
AACTGTTTAAATGAGAATGTCCTTGGCTCAGAGAGTACTACTCACCTGGCTTTTCACACT 
ACTCTTCTTGATCATGTTGGTGTTGAAACTGGATGAGAAAGCACCTTGGAACTGGTTCCT 
CATATTCATTCCAGTCTGGATATTTGATACTATCCTTCTTGTCCTGCTGATTGTGAAAAT 
GGCTGGGCGGTGTAAGTCTGGCTTTGACCCTCGACATGGATCACACAATATTAAAAAAAA 
AGCCTGGTACCTCATTGCAATGTTACTTAAATTAGCCTTCTGCCTCGCACTCTGTGCTAA 
ACTGGAACAGTTTACTACCATGAATCTATCCTATGTCTTCATTCCTTTATGGGCCTTGCT 
GGCTGGGGCTTTAACAGAACTCGGATATAATGTCTTTTTTGTGAGAGACTGACTTCTAAG 
TACATCATCTCCTTTCTATTGCTGTTCAACAAGTTACCATTAAAGTGTTCTGAATCTGTC 
AAGCTTCAAGAATACCAGAGAACTGAGGGAAAATACCAAATGTAGTTTTATACTACTTCC 
ATAAAACAGGATTGGTGAATCACGGACTTCTAGTCAACCTACAGCTTAATTATTCAGCAT 
TTGAGTTATTGAGATCCTTATTATCTCTATGTAAATAAAGTTTGTTTTGGACCTCATTTT 
TCTACATGA 

Gene 677. >OTTHUMT00007006268 cDNA sequence 

ATGGCCAAGCGCAGCTCGCTGTACATCCGCATCGTGGAGGGGAAGAACCTTCCCGCCAAG 
GACATCACTGGCAGCAGCGACCCCTACTGCATCGTGAAGGTGGACAATGAGCCCATCATC 
AGGTACCGCCCCCACCCCCAGGACCGAGGGGCGCTCAGCCTCTCATCGGCCCGCGCTCTC 
CCCGCAAAGGGGACAGCCACAGTGTGGAAGACCCTGTGCCCCTTCTGGGGTGAGGAGTAC 
CAAGTGCACCTGCCGCCCACCTTCCACGCTGTGGCTTTCTATGTCATGGATGAGGATGCC 
CTCAGCCGGGACGACGTTATCGGAAAGGTCTGCCTTACAAGGGACACCATAGCCTCTCAC 
CCTAAGGGTTTCAGCGGGTGGGCCCACCTGACGGAGGTCGACCCCGATGAGGAGGTGCAG 
GGCGAGATCCACCTGCGGCTGGAAGTGTGGCCAGGGGCCCGGGCCTGCCGGCTACGCTGC 
TCTGTGCTGGAGGCCAGGGATCTGGCCCCAAAGGACCGCAATGGCACATCTGACCCCTTC 
GTCCGAGTGCGCTACAAGGGCCGGACACGGGAGACCTCGATCGTGAAGAAGTCATGCTAC 
CCACGCTGGAATGAGACGTTTGAATTTGAGCTGCAGGAGGGGGCCATGGAGGCGCTGTGC 
GTGGAGGCCTGGGACTGGGACCTTGTCAGCCGAAACGACTTCCTGGGCAAAGTGGTGATT 
GATGTCCAGAGACTGCGGGTGGTGCAGCAGGAGGAGGGCTGGTTCCGGCTGCAGCCCGAC 
CAGTCCAAGAGCCGGCGGCATGACGAGGGCAACCTGGGCTCCTTGCAGCTGGAGGTGCGG 
CTGCGGGACGAGACGGTGCTGCCCTCCAGCTACTACCAGCCACTGGTGCACCTGCTGTGC 
CACGAGGTCAAGCTGGGCATGCAGGGCCCAGGGCAGCTGATCCCACTCATCGAGGAGACA 
ACCAGCACCGAGTGTCGCCAGGACGTGGCCACGAACCTGCTCAAGCTCTTCCTGGGGCAG 
GGGCTGGCCAAGGACTTCCTGGACCTGCTCTTCCAGCTGGAGCTGAGTCGCACCAGTGAG 
ACCAACACCCTGTTCCGGAGCAACTCTCTGGCCTCAAAGTCCATGGAGTCTTTTCTGAAG 
GTGGCCGGGATGCAGTACCTGCACGGCGTCCTGGGCCCCATCATCAACAAGGTGTTTGAG 
GAGAAGAAGTACGTGGAGCTGGACCCCAGCAAAGTGGAAGTTAAGGATGTAGGGTGCTCC 
GGGCTGCACCGCCCGCAGACCGAGGCCGAGGTGCTGGAGCAGAGCGCGCAGACGCTGCGC 
GCCCACCTGGGGGCCCTGCTGAGCGCGCTCAGCCGCTCGGTTCGCGCGTGCCCCGCCGTG 
GTGCGCGCCACCTTCCGCCAGCTCTTCCGGCGCGTGCGCGAGCGCTTCCCCGGCGCCCAG 
CACGAGAATGTACCGTTCATCGCCGTCACCAGCTTCCTGTGCCTGCGCTTCTTCTCTCCC 
GCCATCATGTCGCCCAAGCTCTTCCACCTGCGGGAGCGCCACGCGGACGCCCGCACCAGC 
CGCACCCTGCTCCTGTTGGCCAAGGCAGTCCAGAACGTGGGCAACATGGACACGCCGGCT 
TCCAGGGCCAAGGAGGCTTGGATGGAGCCGCTGCAGCCCACCGTGCGCCAGGGCGTGGCG 
CAGCTGAAGGACTTCATCACCAAGCTCGTGGACATCGAGGAGAAGGACGAGCTGGACCTG 
CAGCGGACGCTGAGTTTGCAGGCGCCACCTGTGAAGGAGGGGCCACTCTTCATCCACAGG 
ACCAAGGGCAAGGGCCCCCTCATGTCCTCCTCCTTCAAGAAGCTCTACTTCTCCCTCACT 
ACCGAGGCCCTCAGCTTCGCGAAGACGCCCAGCTCCAAGAAAAGCGCCCTCATCAAGTTA 
GCCAACATCCGGGCAGCGGAAAAGGTTGAGGAAAAGAGCTTTGGCGGCTCGCACGTCATG 
CAGGTCATCTACACGGACGACGCCGGCAGGCCCCAGACTGCCTACCTGCAGTGCAAGTGT 
GTGAATGAGCTTAACCAGTGGCTGTCTGCGCTGCGGAAGGTGAGCATCAACAACACCGGA 
CTGCTGGGCTCCTACCACCCTGGCGTCTTCCGTGGGGACAAGTGGAGCTGCTGCCACCAA 
AAAGAGAAGACAGGTCAGGGCTGCGATAAGACCCGGTCACGGGTGACCCTGCAGGAGTGG 
AATGACCCTCTTGACCATGACCTTGAGGCCCAGCTCATCTGCCGGCACCTGCTGGGCGTG 
GAGGCCATGCTGTGGGAGAGGCACCGGGAGCTGAGCGGGGGCGCAGAGGCAGGCACGGTG 
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CCCACGAGCCCTGGCAAAGTCCCCGAGGACTCATTGGCCCGGCTGCTCCGGGTGCTGCAG 
GACCTCCGCGAGGCCCATAGCTCCAGCCCGGCCGGCTCCCCACCCTCAGAGCCCAACTGC 
CTCCTGGAGCTGCAGACGTGA 

Gene 678. >OTTHUMT00007007215 cDNA sequence 

GTCGCCCTCCGTCGTGGTCTGGCGTGTATTCCGAGCGTTGGTGTCTGGCGGTTTCCGAGC 

GTTGGTGTCTGGCGGTTTCCGACCGTTGGTGTCTGGCGGTTTCCGACCGTTGGTGTCTGG 

CACGCGCCACCCTCTCTTGCTTTGGTTGCGCCATGCCGATGTACCAGACAAGAAGACAAG 

AAAATGATTTGAGGACAGCTTCAATCGCGGTGTGAAGAAGAAAGCAGCAAAACGACCACT 

GAAAACAACGCCGGTGGCAAAATATCCAAAGAAAGGGTCCCAAGCGGTACATCGTCATAG 

CCGGAAACAGTCAGAGCCACCAGCCAATGATATTTTCAATGCTGCGAAAGCTGCCAAAAG 

TGACATGCAGCACCGAGAAGTCCGCGTGAAGTGCGTGAAGGCTCTGAAAGGGCTGTACGG 

TAACCGGGACCTGACCGCACGCCTGGAGCTCTTCACTGGCCGCTTCAAGGACTGGATGGT 

TTCCATGATCGTGGACAGAGAGTACAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACT 

TATCCTTAAGAACATGGAAGGGGTGCTGATGGACGTGGACTGTGAGAGCGTCTACCCCAT 

TGTGTAGGCCTCTAATTGAGGCCTGGCCTCTGCTGTGGGTGAATTTCTGTACTGGAAACT 

TTTCTACCCTGAGTGCGAGATAAGAACGATGGGTGGAAGAGAGCAACGCCAGAGCCCAGG 

CGCCCAGAGGACTTTCTTCCAGCTTCTGCTGTCCTTCTTTGTGGAGAGCAAGCTCCACGA 

CCACGCTGCTTACTTAGTAGACAACCTGTGGGACTGTGCAGGGACTCAGCTGAAGGACTG 

GGAGGGTCTGACAAGCCTGCTGCTGGAGAAGGACCAGAGCACGTGCCACATGGAGCCAGG 

GCCAGGGACCTTCCACCTCCTAGGGTGAAACCAGGAGAGATTGCTTGCTTCACTTGTACA 

AGGCAGGAACGGTGGCATGGCGTGGGGGAAACTTGGAGTTGGAAGGTGGCTAATCTTTGA 

TTCTATGTTTTTGATCCTCCTGGCACTCCAGACCTGGGTGATATGCAGGAGAGCACACTG 

ATAGAAATCCTTGTGTCCAGTGCCCAGCAACTCCTGCCTCAGCCTCCCGAGCAGCTGGGA 

CTACAGGTGCCCGCCACCACGCCCGTCTCTACTAAAAACACAAAAAATTAGCCGGGCGTG 

GTGGCGCATGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

TAGGAGGCAGAGGTTGCAGTGAGCTGAGATCGCACCACTGCACCCCAGCCTGGGCAATAA 

GAGTGAAACTCCATCTCAAAAAAAAAAAAAAAAA 

Gene 679. >OTTHUMT00007007218 cDNA sequence 

CAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACrrATCCTTAAGAACATGGAAGGGGT 
GCTGATGGACGTGGACTGTGAGAGCGTCTACCCCATTGTGTAGGCCTCTAATTGAGGCCT 
GGCCTCTGCTGTGGGTGAATTTCTGTACTGGAAACTTTTCTACCCTGAGTGCGAGATAAG 
AACGATGGGTGGAAGAGAGCAACGCCAGAGCCCAGGTGCCCAGAGGACTTTCTTCCAGCT 
TCTGCTGTCCTTCTTTGTGGAGAGCAAGCTCCACGACCACGCTGCTTACTTAGTAGACAA 
CCTGTGGGACTGTGCAGGGACTCAGCTGAAGGACTGGGAGGGTCTGACAAGCCTGCTGCT 
GGAGAAGGACCAGAGCACGTGCCACATGGAGCCAGGGCCAGGGACCTTCCACCTCCTAGG 
GTGAAACCAGGAGAGATTGCTTGCTTCACTTGTACAAGAATCGGCTCCCAGACACCTGCC 
ACTCGTGAATGCATCTGATAAACTCACTCACACTGAGGCCTTGGGGACTGAGGCCCTGGC 
GGATCACGGGTGCCCAGGGGCTCGGAGGCCGCCTCCTCTGGGAAGCCTGCCCAGGTTCCG 
ATGGACTCCCACAGGCAATACCCCTGGGCCTTCCTCGCGGCCCCTGTTGGCCCCAATTCC 
CCCACCCCCTGCAAGGTCTGTGCCTCTCCTGCAGCCCCGCCACCAACTAGGGCGAGAGGA 
GCTCGCCCCCACCCAAACGTATTGGTTCGATGAAGGAAGGGCCCATGGTTCTGCCACTGG 
CCCTGGACACCCAGTGCTGGTTTCCCGTGGAAGTCCCCCTGGACTGAGTGGCGGCTGGGT 
GCTCTAGTGATTTGCGACCTGGGGCCTCTGACTCCCATCATGTTGGGAAAGTCGTTGAAC 
CTCACCGGTGAAACGGGCACAGTGAAGTCATTTCCCCGAAGTCTCAGGACTCTGTGTAAG 
GCTGGGGACAGGGGCTTGTTGGGGCCTAAGGGCACCTTGGGAACTGCAGGAGCCCGTTCT 
GCCTCCATAAGACACTCACTCCTGGCAGGGTCCCCTCTCCGGGCACAGCCCAGATCCACC 
CCCATCATCCCTCTCCATCTGTGGCTCCCTGCCCCTCACAGAGGATTCATCACTCTGTTC 
AGAATCCCCAGGACTCCCTAGGGAAGGAGGTCCCAGCCTGGCCTCCCAAGACCGTGCTTG 
CCCAATTCCAGGACTTCCTCACATGGCTCCTACCTCCAGCACAGAAGCGGCACTAAACCA 
GGTGGTCAATCAGGGAGCACCACCGAGGTTCTGAATGGTCCAGGGATGAGCAGTGATGCC 
TCAAGCTAAGCCAATCAAAGCCTTCCCTGGGATTGTCTCAAGGAGTCCGCAGTGAGATTC 
TGGGTCTCAGTACTGGGAAAGGGTGAGGCTGAGGCTGCCTGCTGTCCTGGGGGCCTCACC 
CTGCCACCAACAGGAAGCCACACAGAGGGAAGCAGAAATGAGACGCAGCCAGTGAGGGCA 
GGGTACAAAGGTGAGATCCCGGAGAGACAGATGCTGGGACATCATCCTTGGGTACTGGTT 
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CCAACAGTGCCTGCAGATGGAGCCACCCTCGGAGAGTCCACAACAGCAGCCAATCCATTC 

TATGCGTGTCTGAGCTACTTTAAGTCGGGTTTTTGACTGTTTGAATGAGAGTCTCATCTT 

GGCTAGGCACCATGGCGCAACAACTGGGGAGGTGGAGGTAGGAAGATTGCTTGAGGCCAA 

GAGTCCCAGAGCAGCCTGGGCAACCTATCAAGACGCrGTCTTTACGAAAAGAAAAAAAAC 

TAGCTAGGTGTGGTGGTGCGTGCCTGTGGTCCCAGCTACTGGGGAGGCTGAGGTGGGAGG 

ATTGCTTGAGCCCAGGAAGTGGAGGCTGCAGTGACCTATGATGGCACCACTGTACTCCAG 

CCTGGGTGACAGAGCAAGACCCTGTCTAAAAAAAAAAAAAAAAAA 

Gene 680. >OTTHUMT00007006277 cDNA sequence 

ATGGGGGGAAGCGCGTTAAACCAGGGAGTCCTGGAAGGGGACGACGCCCCCGGCCAGTCC 

CTGTACGAGCGGTTAAGTCAGAGGATGCTGGACATCTCGGGGGACCGGGGCGTGCTGAAG 

GACGTCATCCGAGAAGGAGCTGGAGACCTAGTGGCGCCTGATGCTTCGGTGCTAAAATAC 

TATGGATACCTGGAACACTTGGACAGACCCTTCGATTCTAATTACTTTAGGAAAACTCCT 

CGGCTAATGAAACTTGGAGAGATTACATTGTGGGGCATGGAGCTGGGCCTTCTGAGCATG 

CAGAGAGGAGAGCTGGCCAGGTTTCTGTTCAAACCGAACTACGCCTATGGAACGCTGGGC 

TCCCCTCCCTTGATCCCCCCAAACACCACTGTCCTGTTCAAGATTGAGCTGCTTGACTTC 

CTAGACTGTGCTGAGTCAGACAAGTTTTGTGCTCTCTCAGCT 

Gene 681. >OTTHUMT00007007220 cDNA sequence 

CAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACTTATCCTTAAGAACATGGAAGGGGT 

GCTGATGGACGTGGACTGTGAGAGCGTCTACCCCATTGTGTAGGCCTCTAATTGAGGCCT 

GGCCTCTGCTGTGGGTGAATTTCTGTACTGGAAACTTTTCTACCCTGAGTGCGAGATAAG 

AACGATGGGTGGAAGAGAGCAACGCCAGAGCCCAGGTGCCCAGAGGACTTTCTTCCAGCT 

TCTGCTGTCCTTCTTTGTGGAGAGCAAGCTCCACGACCACGCTGCTTACTTAGTAGACAA 

CCTGTGGGACTGTGCAGGGACTCAGCTGAAGGACTGGGAGGGTCTGACAAGCCTGCTGCT 

GGAGAAGGACCAGAGCACGTGCCACATGGAGCCAGGGCCAGGGACCTTCCACCTCCTAGG 

GTGAAACCAGGAGAGATTGCTTGCTTCACTTGTACAAGAATCGGCTCCCAGACACCTGCC 

ACTCGTGAATGCATCTGATAAACTCACTCACACTGAGGCCTTGGGGACTGAGGCCCTGGC 

GGATCACGGGTGCCCAGGGGCTCGGAGGCCGCCTCCTCTGGGAAGCCTGCCCAGGTTCCG 

CTGGACTCCCACAGGCAATACCCCTGGGCCTTCCTCGCGGCCCCTGTTGGCCCCAATTCC 

CCCACCCCCTGCAAGGTCTGTGCCTCTCCTGCAGCCCCGCCACCAACTAGGGCGAGAGGA 

GCTCGCCCCCACCCAAACGTATTGGTTCGATGAAGGAAGGGCCCATGGTTCTGCCACTGG 

CCCTGGACACCCAGTGCTGGTTTCCCGTGGAAGTCCCCCTGGACTGAGTGGCGGCTGGGT 

GCTCTAGTGATTTGCGACCTGGGGCCTCTGACTCCCATCATGTTGGGAAAGTCGTTGAAC 

CTCACCGGTGAAACGGGCACAGTGAAGTCATTTCCCCGAAGTCTCAGGACTCTGTGTAAG 

GCTGGGGACAGGGGCTTGTTGGGGCCTAAGGGCACCTTGGGAACTGCAGGAGCCCGTTCT 

GCCTCCATAAGACACTCACTCCTGGCAGGGTCCCCTCTCCGGGCACAGCCCAGATCCACC 

CCCATCATCCCTCTCCATCTGTGGCTCCCTGCCCCTCACAGAGGATTCATCACTCTGTTC 

AGAATCCCCAGGACTCCCTAGGGAAGGAGGTCCCAGCCTGGCCTCCCAAGACCGTGCTTG 

CCCAATTCCAGGACTTCCTCACATGGCTCCTACCTCCAGCACAGAAGCGGCACTAAACCA 

GGTGGTCAATCAGGGAGCACCACCGAGGTTCTGAATGGTCCAGGGATGAGCAGTGATGCC 

TCAAGCTAAGCCAATCAAAGCCTTCCCTGGGATTGTCTCAAGGAGTCCGCAGTGAGATTC 

TGGGTCTCAGTACTGGGAAAGGGTGAGGCTGAGGCTGCCTGCTGTCCTGGGGGCCTCACC 

CTGCCACCAACAGGAAGCCACACAGAGGGAAGCAGAAATGAGACGCAGCCAGTGAGGGCA 

GGGTACAAAGGTGAGATCCCGGAGAGACAGATGCTGGGACATCATCCTTGGGTACTGGTT 

CCAACAGTGCCTGCAGATGGAGCCACCCTCGGAGAGTCCACAACAGCAGCCAATCCATTC 

TATGCGTGTCTGAGCTACTTTAAGTCGGGTTTTTGACTGTTTGAATGAGAGTCTCATCTT 

GGCTAGGCACCATGGCGCAACAACTGGGGAGGTGGAGGTAGGAAGATTGCTTGAGGCCAA 

GAGTCCCAGAGCAGCCTGGGCAACCTATCAAGACGCTGTCTTTACGAAAAGAAAAAAAAC 

TAGCTAGGTGTGGTGGTGCGTGCCTGTGGTCCCAGCTACTGGGGAGGCTGAGGTGGGAGG 

ATTGCTTGAGCCCAGGAAGTGGAGGCTGCAGTGACCTATGATGGCACCACTGTACTCCAG 

CCTGGGTGACAGAGCAAGACCCTGTCTAAAAAAAAAAAAAAAAAA 

Gene 682. >OTTHUMT00007007226 CDNA sequence 

ATGGCCCAGGAGGAGGGTGGGAGCCTGCCCGAGGTGCGGGCGCGGGTCAGGGCCGCGCAT 
GGCATCCCCGACCTGGCCCAAAAGCTCCATTTCTATGACCGCTGGGCTCCGGACTACGAC 
CAGGATGTGGCCACCCTGCTGTACCGTGCGCCCCGCCTCGCAGTGGACTGCCTCACACAA 
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GCCCTTCCAGGCCCGCCCCACAGTGCCCTGATCCTGGACGTGGCCTGTGGCACAGGCCTA 

GTGGCTGCCGAGCTGCGGGCTCCAGGCTTCCTCCAGCTGCATGGGGTGGATGGGAGCCCA 

GGGATGCTGGAACAGGCCCAGGCCCCCGGCCTCTATCAGCGCCTCAGCCTCTGCACCCTG 

GGCCAGGAGCCTCTGCCCAGCCCGGAAACCTTCGACGCGGTGCTGATAGTCGGTGCCCTC 

AGTGACGGCCAGGTGCCCTGCAATGCGATACCTGAGCTACATGTCACCAAGCCATGCCTT 

TGGAGCATCTCTTTCTCTTTCCTGGTCTCAGTCTTCTCATCTGGGAAATGGGGCTGCTCA 

GGGGAGATGAGAGCTGTGAGCACCGTTTGTAAACTTTGCACATTGCGCTGCCCGGGCTGG 

GCTGGTGTGTCTGACCACCAGGACCAACTCGTCCAACCTTCAATACAAGGAGGCTCTGGA 

GGCCACCCTGGACAGGCTGGAGCAGGCTGGGATGTGGGAAGGCCTGGTGGCCTGGCCTGT 

GGACCGCCTGTGGACCGCTGGGAGCTGGCTACCTCCGAGCTGGAGGTGGTATCCGGCATC 

TCTGCCAAGGATGGCTTCATCTCCGGCATTGTCTACCTGTACCGAAAGTGGAAGGCGACC 

CAGGTTGAGGAAGTGAGATCCAGCCCCCAGCCCCCAGCTGGCCCCTGA 

Gene 683 . >OTTHUMT00007007227 cDNA sequence 

ATGTGGGGCAGCACCAAGGGCCTGGGCCTGGCCTTGCTCAGTGCCTGGGAGCAGCTGGGC 
CTGTCTGTGGCCATCTGGACAGATCTGTTTTTGTCATGTCTGCACGGCCTGATGTTGGTG 
GCCTTGCTCTTGGTGGTAGTGACCTGGAGGGTGTGTCAGAAGTCCCACTGCTTCCGACTG 
GGCAGGCAGCTCAGTAAGGCCTTGCAAGTGAACTGCGTGCTGTCTGACCTGCTAGAGGAC 
CTACAGAGACAGAATGAGCAGAAAGCACCCTGGGGCCGTTGGCATCATCCTTGGACCATC 
CTGATGGACCTTCCCATCTCATCCCATCCGCAGCCCGCTGCTGGAAATGGGAAGCTGACA 
TGTCCCAAAGGTCGATGCACTGGAATGCCCGGAGGTCATCCTCTGGGAGTGTCCACATAT 
TTGTGA 

Gene 684. >OTTHUMT00007006280 cDNA sequence 

ATGTCTCCGGCGGCTGCGGCGGCTGGAGCAGGCGAGCGGCGGCGGCCGATAGCGAGTGTC 
AGGGACGGCCGGGGCCGGGGCTGCGGCGGGCCGGCCGGGGCGGCGCTTCTCGGCCTGTCG 
CTGGTCGGCCTCCTACTGTACCTCGTGCCTGCTGCGGCTGCGCTGGCCTGGCTGGCCGTG 
GGGACTACCGCGGCCTGGTGGGGACTGAGCCGCGAGCCCCGAGGTTCGCGCCCCTTGTCC 
TCCTTCGTTCAGAAGGCGCGACATCGGCGAACACTGTTCGCTTCGCCTCCGGCCAAGTCG 
ACAGCCAACGGAAACCTCCTAGAGCCGCGGACCCTGCTCGAAGGACCTGACCCTGCCGAA 
CTGCTCCTCATGGGCAGTTACCTGGGCAAGCCCGGGCCGCCGCAGCCCGCCCCCGCTCCG 
GAGGGCCAGGACCTGCGGAATAGGCCTGGCCGCCGCCCACCCGCCCGCCCGGCGCCGCGC 
TCCACACCGCCCTCCCCGCCGACCCATCGCGTTCACCACTTTTACCCCTCTCTCCCCACT 
CCTCTTCTCCGACCCTCCGGGAGGCCTTCCCCAGATCGTGGGACTTTACCAGATCGGTTT 
GTAATAACACCTCGAAGACGCTATCCGATCCATCAGACCCAGTATTCCTGTCCGGGGGTA 
CTTCCCACAGTGTGCTGGAATGGTTATCACAAGAAGGCTGTGCTGTCCCCTCGCAACTCC 
AGGATGGTGTGTAGCCCAGTGACTGTGAGGATCGCCCCTCCTGACAGAAGATTTTCACGT 
TCTGCGCCAGAGCAGATAATCAGCTCAACACTGTCGTCACCATCAAGTAATGCCCCAGAC 
CCATGTGCAAAGGAGACTGTACTGAGTGCCCTCAAAGAGAAGAAGAAGAAAAGGACAGTG 
GAGGAAGAAGACCAAATATTCCTTGATGGCCAGGAAAATAAAAGACGCCATGATAGCAGT 
GGCAGTGGACATTCAGCATTTGAGCCCCTGGTGGCCAGTGGAGTCCCCGCTTCTTTTGTG 
CCTCCTGGGTCTCTGAAGAGAGGCCTCAATTCTCAGAGCTCAGATGACCACTTGAATAAG 
AGATCCCGAAGCTCTTCCATGAGCTCCTTGACAGGCGCTTACACAAGTGGCATCCCTAGC 
TCCAGCCGCAATGCCATTACCAGTTCCTACAGCTCCACTCGAGGCATCTCACAGCCCAGC 
CTCATCCCGCTCCCAGACACCGGAGAGGCCAGCAAAGAAAATAAGGTATTCGGCATTCTC 
CTGCAGTTTTCATTTGCTACGTGGACAGAAGGGGGTGAGGAAGAAGAAGAGCTGTGTCAT 
CATTCCAGTTCTTCAACTCCATTGGCAGCAGACAAGGAGTCCCAGGGAGAAAAGGCAGAT 
ACAACCCCAAGGAAGAAACAAAACTCGAATTCTCAGTCTACACCTGGCAGCTCTGGGCAG 
CGTAAGCGGAAAGTTCAGCTGCTGCCTTCTCGGCGAGGGGAACAGCTGACCTTGCCTCCA 
CCTCCCCAGCTTGGCTATTCGATCACTGCCGAGGACCTAGACTTAGAGAAGAAGGCTTCA 
TTACAGTGGTTCAACCAGGCCTTGGAGGACAAGAGTGCTGCCTCGAACTCTGTCACTGAG 
ACCCCACCTACCACTCAGCCTTCATTTACCTTTACCCTGCCTGCTGCTGCAACTGCCTCC 
CCACCCACCTCCCTCCTGGCCCCAAGCACCAACCCACTGTTAGAGAGCTTGAAGAAGATG 
CAGACTCCCCCGAGCCTGCCACCCTGCCCATCTGCTGGAGCAGCAACCACTGAGGCCCTC 
TCACCTCCAAAGACACCCAGCCTCCTACCCCCGCTGGGTTTATCACAGTCAGGGCCGCCA 
GGGCTGCTCCCCAGCCCCTCCTTTGACTCCAAACCCCCGACCACTTTGCTGGGGCTGATC 
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CCTGCTCCATCCATGGTACCAGCCACTGACACCAA.GGCACCTCCAACCCTTCAAGCAGAG 
ACGGCTACCAAACCCCAAGCCACATCTGCCCCGTCCCCCGCCCCCAAGCAAAGCTTCCTG 
TTTGGAACACAGAACACCTCACCTTCCAGCCCTGCCGCCCCTGCTGCATCTTCAGCATCT 
CCCATGTTCAAGCCCATTTTCACGGCTCCACCCAAGAGTGAGAAGGAAGGCCCCACACCG 
CCTGGCCCTTCAGTCACAGCCACAGCGCCCTCCAGCTCCTCCCTCCCCACGACCACCAGC 
ACCACAGCCCCGACCTTCCAGCCTGTCTTTAGCAGCATGGGGCCACCTGCATCTGTGCCC 
TTGCCTGCTCCCTTCTTCAAGCAGACAACTACTCCCGCCACTGCTCCCACCACAACTGCC 
CCGCTCTTCACTGGCCTGGCCAGCGCCACCTCTGCTGTGGCTCCCATCACCTCTGCCAGT 
CCATCCACAGACTCTGCTTCGAAGCCTGCGTTTGGCTTTGGCATAAACAGTGTGAGCAGC 
AGCAGTGTGAGTACCACGACCAGCACCGCCACTGCCGCCTCACAGCCTTTCCTCTTCGGG 
GCGCCCCAGGCCTCTGCTGCCAGCTTCACCCCGGCCATGGGCTCCATATTCCAGTTTGGC 
AAACCTCCTGCCTTGCCCACAACCACCACAGTCACCACCTTCAGCCAGTCCCTGCCCACT 
GCCGTGCCAACGGCCACCAGCAGCAGCGCTGCCGACTTTAGTGGTTTTGGCAGCACCCTC 
GCCACCTCCGCCCCGGCCACCAGCAGCCAGCCCACTCTGACGTTCAGTAACACGAGCACC 
CCCACGTTCAACATTCCCTTTGGCTCAAGCGCCAAGTCCCCGCTCCCATCATATCCGGGA 
GCCAACCCCCAGCCCGCATTTGGGGCCGCTGAGGGGCAGCCACCGGGGGCCGCCAAGCCA 
GCCCTTACCCCCAGCTTTGGCAGCTCTTTCACTTTTGGAAACTCTGCAGCCCCGGCCCCG 
GCTACTGCACCCACACCTGCACCTGCGTCCACGATCAAGATCGTGCCTGCGCACGTGCCT 
ACGCCCATCCAGCCTACCTTTGGCGGTGCCACGCACTCGGCGTTTGGATTGAAAGCCACG 
GCTTCCGCCTTCGGCGCTCCCGCCAGCTCACAGCCCGCCTTTGGCGGCTCCACTGCTGTC 
TTCTCCTTCGGTGCAGCCACCAGCTCCGGCTTTGGAGCCACCACCCAGACCGCCAGCAGC 
GGGAGCAGCAGCTCGGTGTTTGGCAGCACAACACCATCACCCTTCACGTTTGGGGGTTCG 
GCAGCCCCCGCTGGCAGTGGGAGCTTTGGGATCAACGTGGCCACCCCAGGCTCCAGCGCC 
ACCACCGGAGCTTTCAGCTTTGGAGCAGGACAGAGTGGGAGCACAGCCACCTCCACCCCC 
TTCACAGGGGGCTTAGGTCAGAACGCCCTGGGCACCACCGGCCAGAGCACACCGTTTGCC 
TTCAACGTGGGC^GCACAACTGAGAGCAAACCTGTGTTTGGAACCGCCACCCCCACCTTT 
GGTCAGAACACCCCTGCGCCTGGAGTGGGCACATCGGGCAGCAGCCTCTCCTTTGGGGCA 
TCTTCAGCACCCGCCCAAGGCTTTGTTGGTGTTGGACCGTTCTCGGCGGCCCCTTCATTT 
TCCATTGGTGCGGGATCCAAGACCCCAGGGGCTCGACAGCGACTGCAGGCCCGAAGGCAG 
CACACCCGCAAAAAGTAG 

Gene 685. >OTTHUMT00007006283 cDNA sequence 

ATGGCCATACTGCCCAAAGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATG 

ACTTTCTTCACAGAATTGGAAAAAACTACTTTAAAGTTCATATGGAACCAAAAAAGAGCC 

CGCATTGCCAAGACAATCCTAAGCCAAAAGAACAAAGATGGAGGCATCACACTACCTGAC 

TTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCACTGAGGGCTTTATCTGTTTGT 

CCAGAAGCCAGGGAGGATGTGGATGGAGAGCACGCAGTGAAGCGTCAGAAGGTAAGAGGC 

CAGACACGCTGCAGGCCAGAAACGGCCCGCAAGTGGCTCCAGGTAGCACAGTTTGAAACC 

AGCAGATCCAATCCCTTCATTTTACAGAAAAAGAAACCCACAGAAGGTGAAAAAATGGGG 

AAACGTGACAAAATTCACAGTGTGATGCATCCAGCCTGGGCCAGAAACAAAAGAGGCCTG 

GAGAGAATGTCAGGGGCGTGGTGTAGAAGTCGAACCTTGCTTGGTAGAGGCGGTGGCTTT 

GAGGACCCTGGCGATGGAGAGGGTGTGTACACTGTTAAGGGCCCATCTGGGAAACCGCAG 

CCTGTGGAGATGTTGGGGACAAAGCCTTTTTTGTCCTTTGCCACCGGAAAAGAAACAATT 

ATTGAACACATACTACATGTCAGGTACATCTTGGCAGCCTATGAATACAACTGCAAGCAG 

CGACCTGGAAAATCTTGGTCTTGTCCAGCATATGCAAAGGGCAGGAATTCCGTGAGGAGC 

TCTTTGCATGAGAAACTGAATGCAAATCCTCCCAGCCCTTCCATCCTTGCCGAAGCAAGA 

AGGGAGGAAGAGCCAAACATTGCCACTCACTTGGGTTCTCCTTCAAACTCCATGAAGGAC 

ATCTCATCAGCTCCATTTGGCACTGCCCCTTCATGGGCAGGCTTTCACTCCAGACCACGT 

TATGGCCACGGCTCAAATCTGTTCAGTCCTGCTGATACACCAGGTTCCCTCTACCACAGG 

ACCTTTGCACTGTCTACACTGCCTGGAATGTTGAGGCTGCAAGAAAACATGTGA 

Gene 686. >OTTHUMT00007006288 cDNA sequence 

ATGGCGGGTCTGACGGCGGCGGCCCCGCGGCCCGGAGTCCTCCTGCTCCTGCTGTCCATC 
CTCCACCCCTCTCGGCCTGGAGGGGTCCCTGGGGCCATTCCTGGTGGAGTTCCTGGAGGA 
GTCTTTTATCCAGGGGCTGGTCTCGGAGCCCTTGGAGGAGGAGCGCTGGGGCCTGGAGGC 
AAACCTCTTAAGCCAGTTCCCGGAGGGCTTGCGGGTGCTGGCCTTGGGGCAGGGCTCGGC 
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GCCTTCCCCGCAGTTACCTTTCCGGGGGCTCTGGTGCCTGGTGGAGTGGCTGACGCTGCT 

GCAGCCTATAAAGCTGCTAAGGCTGGCGCTGGGCTTGGTGGTGTCCCAGGAGTTGGTGGC 

TTAGGAGTGTCTGCAGGTGCGGTGGTTCCTCAGCCTGGAGCCGGAGTGAAGCCTGGGAAA 

GTGCCGGGTGTGGGGCTGCCAGGTGTATACCCAGGTGGCGTGCTCCCAGGAGCTCGGTTC 

CCCGGTGTGGGGGTGCTCCCTGGAGTTCCCACTGGAGCAGGAGTTAAGCCCAAGGCTCCA 

GGTGTAGGTGGAGCTTTTGCTGGAATCCCAGGAGTTGGACCCTTTGGGGGACCGCAACCT 

GGAGTCCCACTGGGGTATCCCATCAAGGCCCCCAAGCTGCCTGGTGGCTATGGACTGCCC 

TACACCACAGGGAAACTGCCCTATGGCTATGGGCCCGGAGGAGTGGCTGGTGCAGCGGGC 

AAGGCTGGTTACCCAACAGGGACAGGGGTTGGCCCCCAGGCAGCAGCAGCAGCGGCAGCT 

AAAGCAGCAGCAAAGTTCGGTGCTGGAGCAGCCGGAGTCCTCCCTGGTGTTGGAGGGGCT 

GGTGTTCCTGGCGTGCCTGGGGCAATTCCTGGAATTGGAGGCATCGCAGGCGTTGGGACT 

CCAGCTGCAGCTGCAGCTGCAGCAGCAGCCGCTAAGGCAGCCAAGTATGGAGCTGCTGCA 

GGCTTAGTGCCTGGTGGGCCAGGCTTTGGCCCGGGAGTAGTTGGTGTCCCAGGAGCTGGC 

GTTCCAGGTGTTGGTGTCCCAGGAGCTGGGATTCCAGTTGTCCCAGGTGCTGGGATCCCA 

GGTGCTGCGGTTCCAGGGGTTGTGTCACCAGAAGCAGCTGCTAAGGCAGCTGCAAAGGCA 

GCCAAATACGGGGCCAGGCCCGGAGTCGGAGTTGGAGGCATTCCTACTTACGGGGTTGGA 

GCTGGGGGCTTTCCCGGCTTTGGTGTCGGAGTCGGAGGTATCCCTGGAGTCGCAGGTGTC 

CCTGGTGTCGGAGGTGTTCCCGGAGTCGGAGGTGTCCCGGGAGTTGGCATTTCCCCCGAA 

GCTCAGGCAGCAGCTGCCGCCAAGGCTGCCAAGTACGGAGTGGGGACCCCAGCAGCTGCA 

GCTGCTAAAGCAGCCGCCAAAGCCGCCCAGTTTGGGTTAGTTCCTGGTGTCGGCGTGGCT 

CCTGGAGTTGGCGTGGCTCCTGGTGTCGGTGTGGCTCCTGGAGTTGGCTTGGCTCCTGGA 

GTTGGCGTGGCTCCTGGAGTTGGTGTGGCTCCTGGCGTTGGCGTGGCTCCCGGCATTGGC 

CCTGGTGGAGTTGCAGCTGCAGCAAAATCCGCTGCCAAGGTGGCTGCCAAAGCCCAGCTC 

CGAGCTGCAGCTGGGCTTGGTGCTGGCATCCCTGGACTTGGAGTTGGTGTCGGCGTCCCT 

GGACTTGGAGTTGGTGCTGGTGTTCCTGGACTTGGAGTTGGTGCTGGTGTTCCTGGCTTC 

GGGGCAGGTGCAGATGAGGGAGTTAGGCGGAGCCTGTCCCCTGAGCTCAGGGAAGGAGAT 

CCCTCCTCCTCTCAGCACCTCCCCAGCACCCCCTCATCACCCAGGGTACCTGGAGCCCTG 

GCTGCCGCTAAAGCAGCCAAATATGGAGCAGCAGTGCCTGGGGTCCTTGGAGGGCTCGGG 

GCTCTCGGTGGAGTAGGCATCCCAGGCGGTGTGGTGGGAGCCGGACCCGCCGCCGCCGCT 

GCCGCAGCCAAAGCTGCTGCCAAAGCCGCCCAGTTTGGCCTAGTGGGAGCCGCTGGGCTC 

GGAGGACTCGGAGTCGGAGGGCTTGGAGTTCCAGGTGTTGGGGGCCTTGGAGGTATACCT 

CCAGCTGCAGCCGCTAAAGCAGCTAAATACGGTGCTGCTGGCCTTGGAGGTGTCCTAGGG 

GGTGCCGGGCAGTTCCCACTTGGAGGAGTGGCAGCAAGACCTGGCTTCGGATTGTCTCCC 

ATTTTCCCAGGTGGGGCCTGCCTGGGGAAAGCTTGTGGCCGGAAGAGAAAATGA 

Gene 687. >OTTHUMT00007006291 cDNA sequence 

ATGGCTCAGAGGCTCAGGCAAGAGCTACAGATGCTCATGACCGAATGTCTCACCTGGGCC 
CGGAATGGCAGCAGCAAGCACCCTCTCAGCCTAGCCCAGAAGCCAGAGTTCCTATTTCAT 
CAGTTGCAAAGCAGAGACAATGCCATCTGCCCGATAGCAGAGCAAAAGGCAGCCCCTGGG 
GTAGATCCCAGCCCCCCACGTAGGTCCCTTGGCTGGAAAAGGAAGAGGGAATGTTTGGAT 
GAATCTGATGATGAGCCAGAGAAGGAGCTCGCCCCTGAGCCTGAGGAGACCTGGGTGGCG 
GAGACGCTGTGTGGCCTCAAGATGAAGGCGAAGCGACGGCGAGTGTCGCTCGTGCTCCCT 
GAGTACTACGAGGCCTTCAACAGGCTGCTTGAGGATCCTGTCATTAAAAGACTCCTGGCC 
TGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATGGTCATAGCGTATTTC 
AGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCATTTCTTCCTGGCTCTCTAT 
CTGGCCAATGACATGGAGGAGGACGATGAGGCCCCCAAACAAAACATCTTCTACTTCCTG 
TACGAGGAGACCCGCTCTCATATACCCTTGCTCCGTGAGCTTTGGTTCCAGTTATGCCGT 
TACATGAACCCGAGGGCCAGGAAGAACTGCTCTCAGATAGCCTTGTTCCGGAAGTATCGG 
TTCCACTTCTTTTGTTCCATGCGCTGCAGGGCTTGGGTTTCCCTGGAGGAGTTGGAAGAG 
ATCCAGGCTTATGACCCAGAGCACTGGAACACCGGACCCAGGGGAGATGTGGATTTTCAG 
CAGGAACTTTATTCCAATGCTAATGGCAGACATCAGGAAGGAGGAGAGGAACCATTTGTG 
CAGATCATCTAG 

Gene 688. >OTTHUMT00007007252 cDNA sequence 

ATGTTGTCCAGGCTGGCCTTGAACTCCTGGGTTCAAGCAATCCTCCTGCCGTGGCCTCCC 
AAAGTGCTGGGATTACAGCCCCGGCGCCGCGGCTCCTTTAAGAGCGGGAGGGGCGCCCCC 
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TGGCGGCGGAGCGGTGCGTGCGGCCGGAGCCGGAGCGGATCCTGGAGCCGGAGCGGAGCG 

GAGCGGAGCGGAGCCGGGGCGGAGCGGGCCGAGCGGGCCGAGCCAGCAGCCGAGCTGGGG 

GCGCGGGCGGGCGGCATGTACCGGGCCCGGGCGGCGCGGGCGGGGCCGGAGCCCGGCAGC 

CCGGGGCGCTTTGGGATCCTCAGCACCGGGCAGCTCCGGGACCTGCTTCAGGATGAGCCC 

AAGCTGGACCGGATCGTGCGGCTCAGCAGGAAGTTCCAGGGCCTGCAGCTGGAGCGTGAG 

GCCTGCCTGGCCTCCAACTACGCGCTGGCCAAGGAGAACCTGGCCCTGCGGCCCCGCCTG 

GAGATGGGCCGGGCTGCCCTGGCCATCAAATACCAGGAGCTTCGTGAGGTGGCCGAGAAC 

TGCGCGGACAAGCTGCAGCGACTGGAAAGCATGCATCGCTGGAGTCCCCACTGCGCGCTG 

GGCTGGCTGCAGGCTGAGCTAGAAGAGGCGGAGCAGGAGGCAGAGGAGCAGATGGAGCAG 

CTGCTGCTCGGGGAGCAAAGCCTGGAGGCCTTCCTGCCTGCCTTCCAGCGTGGCCGCGCC 

CTGGCCCACCTGAGGCGGACGCAGGCAGAGAAGCTGCAGGAGCTGCTGCGGCGTCGGGAG 

CGTTCTGCCCAGCCGGCCCCCACCTCGGCTGCTGATCCCCCCAAATCCTTCCCGGCTGCA 

GCTGTCCTGCCCACTGGGGCCGCCCGGGGGCCACCAGCAGTGCCCCGGAGCCTGCCCCCC 

TTGGACTCCCGCCCAGTGCCCCCACTGAAGGGCTCCCCCGGGTGCCCCCTCGGCCCGGCC 

CCCCTGCTGAGCCCTCGGCCCTCGCAGCCAGAGCCCCCCCACTTCACACTCAGTCCCGAA 

CAGAAACACTTGAGCACCTACAATCTCACAGCCAACTCCCTGCCAACGTCCAGTGACTCA 

CAGTTAAGAGAGCTTCAGCAGCAGCTCTGA 

Gene 689. >OTTHUMT00007007256 cDNA sequence 

CTCGGCGGGGGCCCGCTCCCAGGCCCGCTCCCGAGCCCGTTCCGCTCCCGTCCGCCTTCT 
TCTCGCCTTCTCTCCGCGTGGCTCCTCCGTCCCGGCGTCTCCAAAACTGAATGAGCGAGC 
GGCGCGTAGGGCGCGCGGCGGCGGCGGCGGCGGCGGCGGCATGGAGCGCAGTGGCTGGGC 
CCGGCAGACTTTCCTCCTAGCGCTGTTGCTGGGGGCGACGCTGAGGGCGCGCGCGGCGGC 
TGGCTATTACCCCCGCTTTTCGCCCTTCTTTTTCCTGTGCACCCACCACGGGGAGCTGGA 
AGGGGATGGGGAGCAGGGCGAGGTGCTCATTTCCCTGCATATTGCGGGCAACCCCACCTA 

GCTGGTGACAGGACTATACACATCTACAAGTGTTCAGGCATCACAGAGCATTGGAGGTTC 
CAGTGCTTTCGGATTTGGGATCATGTCTGACCACCAGTTTGGTAACCAGTTTATGTGCAG 
TGTGGTAGCCTCTCACGTGAGTCACCTGCCCACAACCAACCTCAGTTTCATCTGGATTGC 
TCCACCTGCGGGCACAGGCTGTGTGAATTTCATGGCTACAGCAACACACCGGGGCCAGGT 
TATTTTCAAAGATGCTTTAGCCCAGCAGTTGTGTGAACAAGGAGCTCCAACAGATGTCAC 
TGTGCACCCACATCTAGCTGAAATACATAGTGACAGCATTATCCTGAGAGATGACTTTGA 
CTCCTACCACCAACTGCAATTAAATCCAAATATATGGGTTGAATGTAACAACTGTGAGAC 
TGGAGAACAGTGTGGCGCGATTATGCATGGCAATGCCGTCACCTTCTGTGAACCATATGG 
CCCACGAGAACTGATTACCACAGGCCTTAATACAACAACAGCTTCTGTCCTCCAATTTTC 
CATTGGGTCAGGTTCATGTCGCTTTAGTTATTCAGACCCCAGCATCATCGTGTTATATGC 
CAAGAATAACTCTGCGGACTGGATTCAGCTAGAGAAAATTAGAGCCCCTTCCAATGTCAG 
CACAATCATCCATATCCTCTACCTTCCTGAGGACGCCAAAGGGGAGAATGTCCAATTTCA 
GTGGAAGCAGGAAAATCTTCGTGTAGGTGAAGTGTATGAAGCCTGCTGGGCCTTAGATAA 
CATCTTGATCATCAATTCAGCTCACAGACAAGTCGTTTTAGAAGATAGTCTCGACCCAGT 
GGACACAGGCAACTGGCTTTTCTTCCCAGGAGCTACAGTTAAGCATAGCTGTCAGTCAGA 
TGGGAACTCCATTTATTTCCATGGAAATGAAGGCAGCGAGTTCAATTTTGCCACCACCAG 
GGATGTAGATCTTTCCACAGAAGATATTCAAGAGCAATGGTCAGAAGAATTTGAGAGCCA 
GCCTACAGGATGGGATGTCTTGGGAGCTGTCATTGGTACAGAATGTGGAACGATAGAATC 
AGGCTTATCAATGGTCTTCCTCAAAGATGGAGAGAGGAAATTATGCACTCCATCCATGGA 
CACTACCGGTTATGGGAACCTGAGGTTTTACTTTGTGATGGGAGGAATTTGTGACCCTGG 
AAATTCTCATGAAAATGACATAATCCTGTATGCAAAAATTGAAGGAAGAAAAGAGCATAT 
AACACTGGATACCCTTTCCTATTCCTCATATAAGGTTCCGTCTTTGGTTTCTGTGGTCAT 
CAATCCTGAACTTCAGACTCCTGCTACCAAATTTTGTCTCAGGCAAAAGAACCATCAAGG 
ACATAATAGGAATGTCTGGGCTGTAGACTTTTTCCATGTCTTGCCTGTTCTCCCTTCTAC 
AATGTCTCACATGATACAGTTTTCCATCAATCTGGGATGTGGAACGCATCAGCCTGGTAA 
CAGTGTCAGCTTGGAATTTTCTACCAACCATGGGCGCTCCTGGTCCCTCCTTCACACTGA 
ATGCTTACCTGAGATCTGTGCTGGACCCCACCTCCCCCACAGCACTGTCTACTCCTCTGA 
AAACTACAGTGGGTGGAACCGAATAACAATTCCCCTTCCTAACGCAGCACTAACCCGGAA 
CACCAGGATTCGCTGGAGACAAACAGGACCAATCCTTGGAAACATGTGGGCAATTGATAA 
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TGTTTATATTGGCCCGTCATGTCTCAAATTCTGTTCTGGCAGAGGACAGTGCACTAGACA 
TGGTTGCAAGTGTGACCCTGGATTTTCTGGCCCAGCTTGTGAGATGGCATCCCAGACATT 
CCCAATGTTTATTTCTGAAAGCTTTGGCAGTTCCAGGCTCTCCTCTTACCATAACTTTTA 
CTCTATCCGTGGTGCTGAAGTCAGCTTTGGTTGTGGTGTCTTGGCCAGTGGTAAGGCCCT 
GGTTTTCAACAAAGATGGGCGGCGTCAGCTAATTACATCTTTCCTTGACAGCTCACAATC 
CAGGTTTCTCCAGTTCACACTGAGACTGGGGAGCAAATCTGTTCTGAGCACGTGCAGAGC 
CCCTGATCAGCCTGGTGAAGGAGTTTTGTTGCATTATTCTTATGATAATGGGATAACTTG 
GAAACTCCTGGAGCATTATTCATATCTCAGCTATCATGAGCCCAGAATAATCTCCGTAGA 
ACTACCAGGTGATGCAAAGCAGTTTGGAATTCAGTTCAGATGGTGGCAACCGTATCATTC 
TTCCCAGAGAGAAGATGTATGGGCTATTGATGAGATTATCATGACATCTGTGCTTTTCAA 
CAGCATTAGTCTTGACTTTACCAATCTTGTGGAGGTCACTCAGTCTCTGGGATTCTACCT 
TGGAAATGTTCAGCCATACTGTGGCCACGACTGGACCCTTTGTTTTACAGGAGATTCTAA 
ACTTGCCTCAAGTATGCGCTATGTGGAAACACAATCAATGCAGATAGGAGCATCCTATAT 
GATTCAGTTCAGTTTGGTGATGGGATGTGGCCAGAAATACACCCCACACATGGACAACCA 
GGTGAAGCTGGAGTACTCAACCAACCACGGCCTTACCTGGCACCTCGTCCAAGAAGAATG 
CCTTCCAAGTATGCCAAGTTGTCAGGAATTTACATCAGCAAGTATTTACCATGCCAGTGA 
GTTTACACAGTGGAGGAGAGTCATAGTGCTTCTTCCCCAGAAAACTTGGTCCAGTGCTAC 
CCGTTTCCGCTGGAGCCAGAGCTATTACACAGCTCAAGACGAGTGGGCTTTGGACAGCAT 
TTACATTGGGCAGCAGTGCCCCAACATGTGCAGTGGGCATGGCTCATGCGATCATGGCAT 
ATGCAGGTGTGACCAGGGGTACCAAGGCACTGAATGCCACCCAGAAGCTGCCCTTCCGTC 
CACAATTATGTCAGATTTTGAGAACCAGAATGGCTGGGAGTCTGACTGGCAAGAAGTTAT 
TGGGGGAGAAATTGTAAAACCAGAACAAGGGTGTGGTGTCATCTCTTCTGGATCATCTCT 
GTACTTCAGCAAGGCTGGGAAAAGACAGCTGGTGAGTTGGGACCTGGATACTTCTTGGGT 
GGACTTTGTCCAGTTCTACATCCAGATAGGCGGAGAGAGTGCTTCATGCAACAAGCCTGA 
CAGCAGAGAGGAGGGCGTCCTCCTTCAGTACAGCAACAATGGGGGCATCCAGTGGCACCT 
GCTAGCAGAGATGTACTTTTCAGACITCAGCAAACCCAGATTTGTCTATCTGGAGCTTCC 
AGCTGCTGCCAAGACCCCTTGCACCAGGTTCCGCTGGTGGCAGCCCGTGTTCTCAGGGGA 
GGACTATGACCAGTGGGCAGTCGATGACATCATCATTCTGTCCGAGAAGCAGAAGCAGAT 
CATCCCAGTTATCAATCCAACTTTACCTCAGAACTTTTATGAGAAGCCAGCTTTTGATTA 
CCCTATGAATCAGATGAGTGTGTGGTTGATGTTGGCTAATGAAGGAATGGTTAAAAATGA 
AACCTTCTGTGCTGCCACACCATCAGCAATGATATTTGGAAAATCAGATGGAGATCGATT 
TGCAGTAACTCGAGATTTGACCCTGAAACCTGGATATGTGCTACAGTTCAAGCTAAACAT 
AGGTTGTGCCAATCAATTCAGCAGTACTGCTCCAGTTCTTCTTCAGTACTCTCATGATGC 
TGGTATGTCCTGGTTTCTGGTGAAAGAAGGCTGTTACCCGGCTTCTGCAGGCAAAGGATG 
CGAAGGAAACTCCAGAGAACTAAGTGAGCCCACCATGTATCACACAGGGGACTTTGAAGA 
ATGGACAAGAATCACCATTGTTATTCCAAGGTCTCTTGCATCCAGCAAGACCAGATTCCG 
ATGGATCCAGGAGAGCAGCTCACAGAAAAACGTGCCTCCATTTGGTTTAGATGGAGTGTA 
CATATCCGAGCCTTGTCCCAGTTACTGCAGTGGCCATGGGGACTGCATTTCAGGAGTGTG 
TTTCTGTGACCTGGGATATACTGCTGCACAAGGAACCTGTGTGTCAAATGTCCCCAATCA 
CAATGAGATGTTCGATAGGTTTGAGGGGAAGCTCAGCCCTCTGTGGTACAAGATAACAGG 
TGCCCAGGTTGGAACTGGCTGTGGAACACTTAACGATGGCAAATCTCTCTACTTCAATGG 
CCCTGGGAAAAGGGAAGCCCGGACGGTCCCTCTGGACACCAGGAATATCAGACTTGTTCA 
ATTTTATATACAAATTGGAAGCAAAACTTCAGGCATTACCTGCATCAAACCAAGAACTAG 
AAATGAAGGGCTTATTGTTCAGTATTCAAATGACAATGGGATACTCTGGCATTTGCTTCG 
AGAGTTGGACTTCATGTCCTTCCTGGAACCACAGATCATTTCCATTGACCTGCCACAGGA 
CGCGAAGACACCTGCAACGGCATTTCGATGGTGGCAACCGCAACATGGGAAGCATTCAGC 
CCAGTGGGCTTTGGATGATGTTCTTATAGGAATGAATGACAGCTCTCAAACTGGATTTCA 
AGACAAATTTGATGGCTCTATAGATTTGCAAGCCAACTGGTATCGAATCCAAGGAGGTCA 
AGTTGATATTGACTGTCTCTCTATGGATACTGCTCTGATATTCACTGAAAACATAGGAAA 
ACCTCGTTATGCTGAGACCTGGGATTTTCATGTGTCAGCATCTACCTTTTTGCAGTTTGA 
AATGAGCATGGGCTGTAGCAAGCCCTTCAGCAACTCCCACAGTGTACAGCTCCAGTATTC 
TCTGAACAATGGCAAGGACTGGCATCTTGTCACCGAAGAGTGTGTTCCTCCAACCATTGG 
CTGTCTGCATTACACGGAAAGTTCAATTTACACCTCGGAAAGATTCCAGAATTGGAAGCG 
GATCACTGTCTACCTTCCACTCTCCACCATTTCTCCCAGGACCCGGTTCAGATGGATTCA 
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GGCCAACTACACTGTGGGGGCTGATTCCTGGGCGATTGATAATGTTGTACTGGCCTCAGG 
GTGCCCTTGGATGTGCTCAGGACGAGGGATTTGTGATGCTGGACGCTGTGTGTGTGACCG 
GGGCTTTGGTGGACCCTATTGTGTTCCTGTTGTTCCTCTGCCCTCGATTCTTAAAGACGA 
TTTCAATGGGAATTTACATCCTGACCTTTGGCCTGAAGTGTATGGTGCAGAGAGGGGGAA 
TCTGAATGGTGAAACCATCAAATCTGGAACATCTCTAATTTTTAAAGGGGAAGGACTAAG 
GATGCTTATTTCAAGAGATCTAGATTGTACAAATACAATGTATGTCCAGTTTTCACTTAG 
ATTTATAGCAAAAAGTACCCCAGAGAGATCTCACTCTATTCTGTTACAATTCTCCATCAG 
TGGAGGAATCACTTGGCACCTGATGGATGAATTTTACTTTCCTCAAACAACGAATATACT 
TTTC7iTC7\ATGTTCCCTTGCCATACACTGCCCAAACCAATGCTACAAGATTCAGACTCTG 
GCAACCTTATAATAACGGTAAGAAAGAAGAAATCTGGATTGTTGATGACTTCATTATCGA 
TGGAAATAATGTAAACAACCCTGTGATGCTCTTGGATACATTTGATTTTGGGCCCAGAGA 
AGACAATTGGTTTTTCTATCCTGGTGGTAACATCGGTCTTTATTGTCCATATTCTTCAAA 
GGGGGCACCTGAAGAAGATTCAGCTATGGTGTTTGTTTCAAATGAAGTTGGTGAGCATTC 
CATTACCACCCGTGACCTAAATGTGAATGAGAACACCATCATACAATTTGAGATCAACGT 
TGGCTGTTCGACTGATAGCTCATCCGCGGATCCAGTGAGACTGGAATTTTCAAGGGACTT 
CGGGGCGACCTGGCACCTTCTGCTGCCCCTCTGCTACCACAGCAGCAGCCACGTCAGCTC 
TTTATGCTCCACCGAGCACCACCCCAGCAGCACCTACTACGCAGGAACCATGCAGGGCTG 
GAGGAGGGAGGTCGTGCACTTTGGGAAGCTGCACCTTTGTGGATCTGTCCGTTTCAGATG 
GTACCAGGGATTTTACCCTGCCGGCTCTCAGCCAGTGACATGGGCCATTGATAATGTCTA 
CATCGGTCCCCAGTGTGAGGAGATGTGTAATGGACAGGGGAGCTGTATCAATGGAACCAA 
ATGTATATGTGACCCTGGCTACTCAGGTCCAACCTGTAAAATAAGCACCAAAAATCCTGA 
TTTTCTCAAAGATGATTTCGAAGGTCAGCTAGAATCTGATAGATTCTTATTAATGAGTGG 
TGGGAAACCATCTCGAAAGTGTGGAATCCTTTCTAGTGGAAACAACCTCTTTTTCAATGA 
AGATGGCTTGCGCATGTTGATGACACGAGACCTGGATTTATCACATGCTAGATTTGTGCA 
GTTCTTCATGAGACTGGGATGTGGTAAAGGCGTTCCTGACCCCAGGAGTCAACCCGTGCT 
CCTACAGTATTCTCTCAACGGTGGCCTCTCGTGGAGTCTTCTTCAGGAGTTCCTTTTCAG 
CAATTCCAGCAATGTGGGCAGGTACATTGCCCTGGAGATACCCTTGAAAGCCCGTTCTGG 
TTCTACTCGCCTTCGCTGGTGGCAACCGTCTGAGAATGGGCACTTCTACAGCCCCTGGGT 
TATCGATCAGATTCTTATTGGAGGAAATATTTCTGGTAATACGGTCTTGGAAGATGATTT 
CACAACCCTTGATAGTAGGAAATGGCTGCTTCACCCAGGAGGCACCAAGATGCCCGTGTG 
TGGCTCTACTGGTGATGCCCTGGTCTTCATTGAAAAGGCCAGCACCCGTTACGTGGTCAG 
CACAGACGTTGCCGTGAATGAGGATTCCTTCCTACAGATAGACTTCGCTGCCTCCTGCTC 
AGTCACAGACTCTTGTTATGCGATTGAATTGGAATACTCAGTAGATCTTGGATTGTCATG 
GCACCCATTGGTAAGGGACTGTCTGCCTACCAATGTGGAATGCAGTCGCTATCATCTGCA 
ACGGATCCTGGTGTCAGACACTTTCAACAAGTGGACTAGAATCACTCTGCCTCTCCCTCC 
TTATACCAGGTCCCAAGCCACTCGTTTCCGTTGGCATCAACCAGCTCCTTTTGACAAGCA 
GCAGACATGGGCAATAGATAATGTCTATATCGGGGATGGCTGCATAGACATGTGCAGTGG 
CCATGGGAGATGCATCCAGGGAAACTGCGTCTGTGATGAACAGTGGGGTGGCCTGTACTG 
TGATGACCCCGAGACCTCTCTTCCAACCCAACTCAAAGACAACTTCAATCGAGCTCCATC 
CAGTCAGAACTGGCTGACTGTGAACGGAGGGAAATTGAGTACAGTGTGTGGAGCCGTGGC 
GTCGGGAATGGCTCTCCATTTCAGTGGGGGTTGTAGTCGATTATTAGTCACTGTGGATCT 
AAACCTCACTAATGCTGAGTTCATCCAATTTTACTTCATGTATGGGTGCCTGATTACACC 
AAACAACCGTAACCAAGGTGTTCTCTTGGAATATTCTGTCAATGGAGGCATTACCTGGAA 
CCTGCTCATGGAGATTTTCTATGACCAGTACAGTAAGCCCGGATTTGTGAATATCCTTCT 
CCCTCCTGATGCTAAAGAGATTGCCACTCGCTTCCGCTGGTGGCAGCCAAGACATGACGG 
CCTGGATCAGAACGACTGGGCCATTGACAATGTCCTCATCTCAGGCTCTGCTGACCAAAG 
GACCGTTATGCTGGACACCTTCAGCAGCGCCCCAGTACCCCAGCATGAGCGCTCCCCTGC 
AGATGCCGGCCCTGTCGGGAGGATCGCCTTTGACATGTTTATGGAAGACAAAACTTCAGT 
GAATGAGCACTGGCTATTCCATGATGATTGTACAGTAGAAAGATTCTGTGACTCCCCTGA 
TGGTGTGATGCTCTGTGGCAGTCATGATGGACGGGAGGTGTATGCAGTGACCCATGACCT 
GACTCCCACTGAAGGCTGGATTATGCAATTCAAGATCTCAGTTGGATGTAAGGTGTCTGA 
AAAAATTGCCCAGAATCAAATTCATGTGCAGTATTCTACTGACTTCGGTGTGAGTTGGAA 
TTATCTGGTCCCTCAGTGCTTGCCTGCTGACCCAAAATGCTCTGGAAGTGTTTCTCAGCC 
ATCTGTATTCTTTCCAACTAAAGGGTGGAAAAGGATCACCTACCCACTTCCTGAAAGCTT 
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AGTGGGAAATCCGGTAAGGTTTAGGTTCTATCAGAAGTACTCAGACATGCAGTGGGCAAT 

CGATAATTTCTACCTGGGCCCTGGATGCTTGGACAACTGCAGGGGCCATGGAGATTGCTT 

AAGGGAACAGTGCATCTGTGATCCGGGATACTCAGGGCCAAACTGCTACTTGACCCACAC 

TCTGAAGACTTTCCTGAAGGAACGCTTTGACAGTGAAGAAATCAAACCTGACTTATGGAT 

GTCCTTAGAAGGTGGAAGTACTTGCACTGAGTGTGGAATTCTTGCCGAGGACACTGCACT 

CTATTTTGGGGGATCCACTGTGAGACAAGCGGTTACACAAGATTTGGATCTTCGAGGTGC 

AAAGTTCCTGCAATACTGGGGGCGCATCGGTAGTGAGAACAACATGACCTCTTGCCATCG 

TCCCATCTGCCGGAAGGAAGGCGTGCTGTTGGACTACTCTACCGATGGAGGAATTACCTG 

GACTTTGCTCCATGAGATGGATTACCAGAAATACATTTCTGTTAGACACGACTACATACT 

TCTTCCTGAAGATGCCCTCACCAACACAACTCGACTTCGCTGGTGGCAGCCTTTTGTGAT 

CAGCAATGGAATTGTGGTCTCTGGGGTGGAGCGTGCTCAGTGGGCACTGGACAACATTTT 

GATTGGTGGAGCAGAAATCAATCCCAGCCAATTGGTGGACACTTTTGATGATGAAGGCAC 

TTCCCATGAAGAAAACTGGAGTTTTTACCCTAATGCTGTAAGGACAGCAGGATTTTGTGG 

CAATCCATCCTTTCACCTCTATTGGCCAAATAAAAAGAAGGACAAGACTCACAATGCTCT 

CTCCTCCCGAGAACTCATTATACAGCCAGGATACATGATGCAGTTTAAAATTGTGGTGGG 

TTGTGAAGCCACTTCTTGTGGTGACCTTCATTCCGTAATGCTGGAATACACTAAGGATGC 

AAGATCGGATTCCTGGCAGCTCGTACAGACCCAGTGCCTTCCTTCCTCTTCTAACAGCAT 

TGGCTGCTCCCCTTTCCAGTTCCATGAAGCCACCATCTACAACTCTGTCAACAGCTCAAG 

CTGGAAAAGAATCACCATCCAGCTGCCTGACCATGTCTCCTCTAGTGCAACACAGTTCCG 

CTGGATCCAGAAGGGAGAAGAAACTGAGAAGCAAAGCTGGGCAATTGACCACGTGTACAT 

TGGAGAGGCTTGCCCCAAGCTCTGCAGCGGGCACGGATACTGCACGACCGGTGCCATCTG 

CATCTGCGACGAGAGCTTCCAAGGTGATGACTGCTCTGTTTTCAGTCACGACCTTCCCAG 

TTATATTAAAGATAATTTTGAGTCCGCAAGAGTCACCGAGGCAAACTGGGAGACCATTCA 

AGGTGGAGTCATAGGAAGTGGCTGTGGGCAGCTGGCCCCCTACGCCCATGGAGACTCACT 

GTACTTTAATGGCTGTCAGATCAGGCAAGCAGCTACCAAGCCTCTGGATCTCACTCGAGC 

AAGCAAAATCATGTTTGTTTTGCAAATTGGGAGCATGTCGCAGACGGACAGCTGCAACAG 

TGACCTGAGTGGCCCCCACGCTGTGGACAAGGCAGTGCTGCTGCAATACAGCGTCAACAA 

CGGGATCACCTGGCATGTCATCGCCCAGCACCAGCCAAAGGACTTCACACAAGCTCAGAG 

AGTGTCTTACAATGTCCCCCTGGAGGCACGGATGAAAGGAGTCTTACTGCGCTGGTGGCA 

ACCACGCCACAATGGAACAGGTCATGATCAATGGGCTTTGGACCATGTGGAGGTCGTCCT 

TAACAGCACTCGCAAACAAAATTACATGATGAATTTTTCACGACAACATGGGCTCAGACA 

TTTCTACAACAGAAGACGAAGGTCACTTAGGCGATACCCATGAAGAATCAAAAAGTTTAT 

TTTTTTTCTTCCAACATGTGATGTGTTGCTCTCCATTCTTTTAAATCTCGCACTACATCT 

GATATCAGGAAATATCTGTGAAGGACTTGGTGATTACCTGAAAGCCCTTCTCAAGACCGA 

GTGTACACCACTTTCCCACACTGTGAACTAATGACAAGTGACTTATTTGCTCATAAGTAA 

ATGTCTTCATGTTGATGTGTCCGTGAAAGTTGTGATCTGTTGTAATATCAGTTACAGTGG 

CAGTATTGACAATAAGAAACAGTTTAACAGAAAAATGAAATTTAAGCACAAAAAATTTAA 

GAGATTTTATGTTTAAAATGGCATTTAGCACAGTATTTAACATTCTTGGTCACAAAGCTA 

TTTAAGTGGACTGTATTTCGGCTATGTCTCATGTTTTATATGATTAAATTATCATTGTTT 

GTCCTTTATGTATTCTCTTCTACAATACAACACATTGAAACTGTATTTACTTGTTATGTT 

GTAATATTTTGCTGCTGAATTTGGGGCTACTTATATTCTGCAGAAAATTAATTGAAATAC 

CTATTCAAGAAGATAGTTGTAAAGATATTGTATCTCCTTTAATATACTCCTTAAAAATGT 

ATGTTGGTTTAGCGTTGTTTTGTGGATAAGAAAAATGCTTGACCCTGAAATATTTTCTAC 

TTTAAATTGTGGATGAAGACCCTATCTCCCACAAATAAGTTCCCATTTCCTTGTCTAAAG 

ATCTTTTTTTAAGTGTTCTGTGGCTGATTTACTAACAGTAACTGCCATTTTTTGTCTGTG 

ATAACAGAGTGATTTGTAAAACAGTGGTTGTTTTTTCATTGTGTTTTCTTCGTGGATTGT 

TTTTTCTGCGGGTCATATTCATACCTTCTGATGAAGTTGTACAACACCAGCAACATTATA 

ATGGCCCTGTAGCTCTGAATGCTATTTGTGTAACTGAAAGGTTGCACTCTAGGGTGAA.ee 

AAGCTATAAAAGCCCATGCTTAAATAAAAATTATGTCCAAAAGCC 

Gene 690. >OTTHUMT00007006602 cDNA sequence 

AAAAGGAAGAAGGAGTGGTCAGATGAATCTGAGGAGGAGCCGGAGAAGGAGCTCGCCCCT 
GAGCCTGAGGAGACCTGGGTAGTGGAGATGCTGTGTGGGCTCAAGATGAAGCTGAAGCAA 
CAGCGAGTGTCACCCATCCTCCCTGAGCACCACAAGGACTTCAACAGTCAGCTTGCCCCT 
GGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAGAGGGAGTGGTGG 
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GACGAATCTGAGGAGTCGTTGGAGGAGGAGCC^CGGAAGGTGCTCGCCCCTGAGCCTGAG 

GAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGACGGCGAGTG 

TCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAGGATCCTGTCATT 

AAAAGATTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATG 

GTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCATTTC 

TTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAGGACGACGAGGACCCCAAACAAAAC 

ATCTTCTACTTCCTGTATGGGAAGACCCGCTCTCGCATACCCTTGGTCCGTAACCGTCGG 

TTCCAGTTATGCCGTTGCTTGAACCCGAGGGCCAGGAAGAACCGCTCTCAGATAGCCCTG 

TTCCAGAAACTTCGGTTCCATGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGG 

GCCAGGAAGAACTGCTCTCAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGT 

TCCATGCGCTGCAGGGCTTGGGTTTCCCTGGAGGAGTTGGAAGAGATCCAGGCTTATGAC 

CCAGAGCACTGGGTGTGGGCGCGAGATCGCGCCCACCTTTCC 

Gene 691. >OTTHUMT00007006603 cDNA sequence 

ATGGCCAAGCGCAGCTCGCTGTACATCCGCATCGTGGAGGGGAAGAACCTTCCCGCCAAG 
GACATCACTGGCAGCAGCGACCCCTACTGCATCGTGAAGGTGGACAATGAGCCCATCATC 
AGGTACCGCCCCCACCCCCAGGACCGAGGGGCGCTCAGCCTCTCATCGGCCCGCGCTCTC 
CCCGCAAAGGGGACAGCCACAGTGTGGAAGACCCTGTGCCCCTTCTGGGGTGAGGAGTAC 
CAAGTGCACCTGCCGCCCACCTTCCACGCTGTGGCTTTCTATGTCATGGATGAGGATGCC 
CTCAGCCGGGACGACGTTATCGGAAAGGTCTGCCTTACAAGGGACACCATAGCCTCTCAC 
CCTAAGGGTTTCAGCGGGTGGGCCCACCTGACAGAGGTCGACCCCGACGAGGAGGTGCAG 
GGCGAGATCCACCTGCGGCTGGAAGTGTGGCCAGGGGCCCGGGCCTGCCGGCTACGCTGC 
TCTGTGCTGGAGGCCAGGGATCTGGCCCCAAAGGACCGCAATGGCACATCTGACCCCTTC 
GTCCGAGTGCGCTACAAGGGCCGGACACGGGAGACCTCGATCGTGAAGAAGTCATGCTAC 
CCACGCTGGAATGAGACGTTTGAATTTGAGCTGCAGGAGGGGGCCATGGAGGCGCTGTGC 
GTGGAGGCCTGGGACTGGGACCTTGTCAGCCGAAACGACTTCCTGGGCAAAGTGGTGATT 
GATGTCCAGAGACTGCGGGTGGTGCAGCAGGAGGAGGGCTGGTTCCGGCTGCAGCCCGAC 
CAGTCCAAGAGCCGGCGGCATGACGAGGGCAACCTGGGCTCCTTGCAGCTGGAGGTGCGG 
CTGCGGGACGAGACGGTGCTGCCCTCCAGCTACTACCAGCCACTGGTGCACCTGCTGTGC 
CACGAGGTCAAGCTGGGCATGCAGGGCCCAGGGCAGCTGATCCCACTCATCGAGGAGACA 
ACCAGCACCGAGTGTCGCCAGGACGTGGCCACGAACCTGCTCAAGCTCTTCCTGGGGCAG 
GGGCTGGCCAAGGACTTCCTGGACCTGCTCTTCCAGCTGGAGCTGAGTCGCACCAGTGAG 
ACCAACACCCTGTTCCGGAGCAACTCTCTGGCCTCAAAGTCCGTGGAGTCTTTTCTGAAG 
GTGGCCGGGATGCAGTACCTGCACGGCGTCCTGGGCCCCATCATCAACAAGGTGTTTGAG 
GAGAAGAAGTACGTGGAGCTGGACCCCAGCAAAGTGGAAGTTAAGGATGTAGGGTGCTCC 
GGGCTGCACCGCCCGCAGACCGAGGCCGAGGTGCTGGAGCAGAGCGCGCAGACGCTGCGC 
GCCCACCTGGGGGCCCTGCTGAGCGCGCTCAGCCGCTCGGTTCGCGCGTGCCCCGCCGTG 
GTGCGCGCCACCTTCCGCCAGCTCTTCCGGCGCGTGCGCGAGCGCTTCCCCGGCGCCCAG 
CACGAGAATGTACCGTTCATCGCCGTCACCAGCTTCCTGTGCCTGCGCTTCTTCTCTCCC 
GCCATCATGTCGCCCAAGCTCTTCCACCTGCGGGAGCGCCACGCGGACGCCCGCACCAGC 
CGCACCCTGCTCCTGTTGGCCAAGGCAGTCCAGAACGTGGGCAACATGGACACGCCGGCT 
TCCAGGGCCAAGGAGGCTTGGATGGAGCCGCTGCAGCCCACCGTGCACCAGGGCGTGGCG 
CAGCTGAAGGACTTCATCACCAAGCTCGTGGACATCGAGGAGAAGGACGAGCTGGACCTG 
CAGCGGACGCTGAGTTTGCAGGCGCCACCTGTGAAGGAGGGGCCACTCTTCATCCACAGG 
ACCAAGGGCAAGGGCCCCCTCATGTCCTCCTCCTTCAAGAAGCTCTACTTCTCCCTCACT 
ACCGAGGCCCTCAGCTTCGCGAAGACGCCCAGCTCCAAGAAAAGCGCCCTCATCAAGTTA 
GCCAACATCCGGGCAGCGGAAAAGGTTGAGGAAAAGAGCTTTGGCGGCTCGCACGTCATG 
CAGGTCATCTACACGGACGACGCCGGCAGGCCCCAGACTGCCTACCTGCAGTGCAAGTGT 
GTGAATGAGCTTAACCAGTGGCTGTCTGCGCTGCGGAAGGTGAGCATCAACAACACCGGA 
CTGCTGGGCTCCTACCACCCTGGCGTCTTCCGTGGGGACAAGTGGAGCTGCTGCCACCAA 
AAAGAGAAGACAGGTCAGGGCTGCGATAAGACCCGGTCACGGGTGACCCTGCAGGAGTGG 
AATGACCCTCTTGACCATGACCTTGAGGCCCAGCTCATCTACCGGCACCTGCTGGGCGTG 
GAGGCCATGCTGTGGGAGAGGCACCGGGAGCTGAGCGGGGGCGCAGAGGCAGGCACGGTG 
CCCACGAGCCCTGGCAAAGTCCCCGAGGACTCATTGGCCCGGCTGCTCCGGGTGCTGCAG 
GACCTCCGCGAGGCCCATAGCTCCAGCCCGGCCGGCTCCCCACCCTCAGAGCCCAACTGC 
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CTCCTGGAGCTGCAGACG 

Gene 692. >OTTHUMT0 0007006613 cDNA sequence 

CCCCGCGCTGCGCGGAGCAGGGACCAGGCGGTTGCGGCGGCGACAGCCATGGCCGGCGCG 
CTGGCAGGTCTGGCCGCGGGCTTGCAGGTCCCGCGGGTCGCGCCCAGCCCAGACTCGGAC 
TCGGACACAGACTCGGAGGACCCGAGTCTCCGGCGCAGCGCGGGCGGCTTGCTCCGCTCG 
CAGGTCATCCACAGCGGTCACTTCATGGTGTCGTCGCCGCACAGCGACTCGCTGCCCCGG 
CGGCGCGACCAGGAGGGGTCCGTGGGGCCCTCCGACTTCGGGCCGCGCAGTATCGACCCC 
ACACTCACACGCCTCTTCGAGTGCTTGAGCCTGGCCTACAGTGGCAAGCTGGTGTCTCCC 
AAGTGGAAGAATTTCAAAGGCCTCAAGCTGCTCTGCAGAGACAAGATCCGCCTGAACAAC 
GCCATCTGGAGGGCCTGGTATATCCAGTATGTGAAGCGGAGGAAGAGCCCCGTGTGTGGC 
TTCGTGACCCCCCTGCAGGGGCCTGAGGCTGATGCGCACCGGAAGCCGGAGGCCGTGGTC 
CTGGAGGGGAACTACTGGAAGCGGCGCATCGAGGTGGTGATGCGGGAATACCACAAGTGG 
CGCATCTACTACAAGAAGCGGCTCCGTAAGCCCAGCAGGGAAGATGACCTCCTGGCCCCT 
AAGCAGGCGGAAGGCAGGTGGCCGCCGCCGGAGCAATGGTGCAAACAGCTCTTCTCCAGT 
GTGGTCCCCGTGCTGCTGGGGGACCCAGAGGAGGAGCCGGGTGGGCGGCAGCTCCTGGAC 
CTCAATTGCTTTTTGTCCGACATCTCAGACACTCTCTTCACCATGACTCAGTCCGGCCCT 
TCGCCCCTGCAGCTGCCGCCTGAGGATGCCTACGTCGGCAATGCTGACATGATCCAGCCG 
GACCTGACGCCACTGCAGCCAAGCCTGGATGACTTCATGGACATCTCAGATTTCTTTACC 
AACTCCCGCCTCCCACAGCCGCCCATGCCTTCAAACTTCCCAGAGCCCCCCAGCTTCAGC 
CCCGTGGTTGACTCCCTCTTCAGCAGTGGGACCCTGGGCCCAGAGGTGCCCCCGGCTTCC 
TCGGCCATGACCCACCTCTCTGGACACAGCCGTCTGCAGGCTCGGAACAGCTGCCCTGGC 
CCCTTGGACTCCAGCGCCTTCCTGAGTTCTGATTTCCTCCTTCCTGAAGACCCCAAGCCC 
CGGCTCCCACCCCCTCCTGTACCCCCACCTCTGCTGCATTACCCTCCCCCTGCCAAGGTG 
CCAGGCCTGGAGCCCTGCCCCCCACCTCCCTTCCCTCCCATGGCACCACCCACTGCTTTG 
CTGCAGGAAGAGCCTCTCTTCTCTCCCAGGTTTCCCTTCCCCACCGTCCCTCCTGCCCCA 
GGAGTGTCTCCGCTGCCTGCTCCTGCAGCCTTCCCACCCACCCCACAGTCTGTCCCCAGC 
CCAGCCCCCACCCCCTTCCCCATAGAGCTTCTACCCTTGGGGTATTCGGAGCCTGCCTTT 
GGGCCTTGCTTCTCCATGCCCAGAGGCAAGCCCCCCGCCCCATCCCCTAGGGGACAGAAA 
GCCAGCCCCCCTACCTTAGCCCCTGCCACTGCCAGTCCCCCCACCACTGCGGGGAGCAAC 
AACCCCTGCCTCACACAGCTGCTCACAGCAGCTAAGCCGGAGCAAGCCCTGGAGCCACCA 
CTTGTATCCAGCACCCTCCTCCGGTCCCCAGGGTCCCCGCAGGAGACAGTCCCTGAATTC 
CCCTGCACATTCCTTCCCCCGACCCCGGCCCCTACACCGCCCCGGCCACCTCCAGGCCCG 
GCCACATTGGCCCCTTCCAGGCCCCTGCTTGTCCCCAAAGCGGAGCGGCTCTCACCCCCA 
GCGCCCAGCGGCAGTGAACGGCGGCTGTCAGGGGACCTCAGCTCCATGCCAGGCCCTGGG 
ACTCTGAGCGTCCGTGTCTCTCCCCCGCAACCCATCCTCAGCCGGGGCCGTCCAGACAGC 
AACAAGAACCGGCGTATCACACACATCTCCGCGGAGCAGAAGCGGCGCTTCAACATCAAG 
CTGGGGTTTGACACCCTTCATGGGCTCGTGAGCACACTCAGTGCCCAGCCCAGCCTCAAG 
GAGCGTGCGGGCTTGCAGGAGGAGGCCCAGCAGCTGCGGGATGAGATTGAGGAGCTCAAT 
GCCGCCATTAACCTGTGCCAGCAGCAGCTGCCCGCCACAGGGGTACCCATCACACACCAG 
CGTTTTGACCAGATGCGAGACATGTTTGATGACTACGTCCGAACCCGTACGCTGCAGAAC 
TGGAAGTTCTGGGTGTTCAGCATCCTCATCCGGCCTCTGTTTGAGTCCTTCAACGGGATG 
GTGTCCACGGCAAGTGTGCACACCCTCCGCCAGACCTCACTGGCCTGGCTGGACCAGTAC 
TGCTCTCTGCCCGCTCTCCGGCCAACTGTCCTGAACTCCCTACGCCAGCTGGGCACATCT 
ACCAGTATCCTGACCGACCCGGGCCGCATCCCTGAGCAAGCCACACGGGCAGTCACAGAG 
GGCACCCTTGGCAAACCTTTATAGTCCTGGCCAGACCCTGCTGCTCACTCAGCTGCCCTG 
GGGGCTGCTTTCCCTGGGCACGGGCTCCAGGGATCATCTCTGGGCACTCCCTTCCTGCCC 
CAGGCCCTGGCTCTGCCCTTCCCTGGGGGGTGGAGCAGGGTCCAGGTTTCACACTTGCCA 
CCTCCTGGAGGTCAAGAAGAGCAGAGTCCCCGTCCCTGCTCTGCCACTGTGCTCCAGCAC 
CGTGACCTTGGGTGACTCGTCCGCTGTCTTTGGACCGCTGTGTTTCAATCTGCAAAATGG 
GGATGGGGAAGGTTCAATCAGCAGATGACCCCCAGGCCTTGGCAGCTGTGACATTGGGGG 
CCTAGGCTGGCAACTCCGGGGGCTCAACGGTGGAAAGAGGAGGATGCTGTTTCTCTGTCA 
CCTCCACTTGCTCCCCGACAGGTGGGGCACAGACCTCTGTTCCTGAGCAGAGAAGCAGAA 
AAGGAGGTTCCCTCTCTCTGCTCCTTCACTGCTGACCCAGAGGGGCTGCAGGATGGTTTC 
CCCTGGGAGAGGCCAGGAGGGCCTGATCCCAGGAGACACCAGGGCCAGAGTGACCACAGC 
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AGGGCAGGCATCATGTGTGTGTGTGTGTGTGGATGTGT6TGT6T6GGTTTTGTAAAGAAT 

TCTTGACCAATAAAAGCAAAAACTGTCTGCTGGTT 

Gene 693. >OTTHUMT00007006614 cDNA sequence 

CCTGCCGAATCAATTCAACATGGCAGCCATGCGCTGGCGATGGTGGCAGCGGCTGTTACC 

TTGGAGGTTGCTGCAGGCCCGTGGCTTTCCACAAAATTCTGCACCCAGCCTGGGCCTAGG 

AGCGAGGACTTATTCCCAGGGCGACTGCTCGTATTCGCGCACGGCGCTGTATGATCTGCT 

CGGCGTCCCCTCCACAGCCACGCAGGCCCAAATCAAGGCGGCTTACTACCGTCAGTGCTT 

TCTCTACCACCCGGACCGCAACTCCGGGAGCGCGGAGGCCGCCGAGCGCTTCACGCGCAT 

CTCCCAGGCCTACGTGGTGCTGGGCAGTGCCACCCTCCGTCGCAAGTATGATCGCGGCCT 

ACTCAGCGACGAGGACCTGCGCGGACCTGGCGTCCGGCCCTCCAGGACGCCCGCACCCGA 

CCCCGGCTCGCCGCGTACCCCGCCGCCCACCTCTCGGACCCACGACGGTTCTCGGGCCTC 

CCCCGGCGCCAACCGCACGATGTTCAACTTTGACGCCTTCTACCAGGCCCACTACGGGGA 

ACAACTGGAGCGGGAACGGCGCCTGAGGGCCCGGCGGGAGGCCCTTCGCAAACGGCAGGA 

GTATCGGTCCATGAAAGGCCTCCGCTGGGAGGATACCCGAGACACGGCTGCCATTTTCCT 

CATCTTTTCAATCTTCATCATCATCGGCTTTTATATTTAATCGGAGAGAGAAGGGAAGGG 

GAGTGTCCCCAGCCAACCCCCCAGAAACGGCCTTTTTTCCTGCCTCTGAACCCTTGGCCA 

TTGATAGTCTACCTTTGCTGGGATCCGAAGGAACTGTACTCCCCCTGCCCTCCCCGACCC 

GCCCAGCTTAGCCGATGACCTGCACATCGCTCCACTGTGGTCCAGAAAAGGAGGCCTTTC 

GATGTCTGAGAAAGAGGCCCCACGCTGTAGAGTCCCGAAAGCCCAGGAGTGAAGGGGGTT 

CCTGGAGTCTCTAGGGTGCTTCTTCCAGAGTCTGTCTTCTTGCTTCCAGATGTGGTCAAC 

TTCTGGAACACTCGCTGTAGCTTTATTGTTTAGCCCCAAGCAAGATTTATCTCCTCCTGC 

CCCGCATGTGTATGGTGGGCCTCTGTAACCTTGAAATGTGCAATGTGACCAATTGTTGAC 

TACCAAAAGAAAAGGTCTGGGGTTGTACGAAA 

Gene 694. >GTTHUMT00 0070 07275 CDNA sequence 

AGGGGAGTGGGGTCTCTCAGCGTGAAAACAGGAGTCATTGTCAGCCTCGCTCCCCCAGCT 

CTGCCTCCCA.TGACTGGCGTTTTTGGTTCTATTCTAATTTCCTGCTGGGTT 

Gene 695. >OTTHUMT00007006628 cDNA sequence 

GGAGAAGGAGCGCGGGGAGGACGTACCTTGTGAGATGCGAGCCGGCCAACAGCTTGCAAG 
CATGCTCCGCTGGACCCGAGCCTGGAGGCTCCCGCGTGAGGGACTCGGCCCCCACGGCCC 
TAGCTTCGCGAGGGTGCCTGTCGCACCCAGCAGCAGCAGCGGCGGCCGAGGGGGCGCCGA 
GCCGAGGCCGCTTCCGCTTTCCTACAGGCTTCTGGACGGGGAGGCAGCCCTCCCGGCCGT 
CGTCTTTTTGCACGGGCTCTTCGGCAGCAAAACTAACTTCAACTCCATCGCCAAGATCTT 
GGCCCAGCAGACAGGCCGTAGGGTGCTGACGGTGGATGCTCGTAACCACGGTGACAGCCC 
CCACAGCCCAGACATGAGCTACGAGATCATGAGCCAGGACCTGCAGGACCTTCTGCCCCA 
GCTGGGCCTGGTGCCCTGCGTCGTCGTTGGCCACAGCATGGGAGGAAAGACAGCCATGCT 
GCTGGCACTACAGAGGCCAGAGCTGGTGGAACGTCTCATTGCTGTAGATATCAGCCCAGT 
GGAAAGCACAGGTGTCTCCCACTTTGCAACCTATGTGGCAGCCATGAGGGCCATCAACAT 
CGCAGATGAGCTGCCCCGCTCCCGTGCCCGAAAACTGGCGGATGAACAGCTCAGTTCTGT 
CATCCAGGACATGGCCGTGCGGCAGCACCTGCTCACTAACCTGGTAGAGGTAGACGGGCG 
CTTCGTGTGGAGGGTGAACTTGGATGCCCTGACCCAGCACCTAGACAAGATCTTGGCTTT 
CCCACAGAGGCAGGAGTCCTACCTCGGGCCAACACTCTTTCTCCTTGGTGGAAACTCCCA 
GTTCGTGCATCCCAGCCACCACCCTGAGATTATGCGGCTCTTCCCTCGGGCCCAGATGCA 
GACGGTGCCGAACGCTGGCCACTGGATCCACGCTGACCGCCCACAGGACTTCATAGCTGC 
CATCCGAGGCTTCCTGGTCTAAGAGTTGCTGGCAAGAAGATGGCCGGGCGTGGTGGCTCA 
TGCCTGTAATTCCAGCACTTTGGGAGGCTAAGGCGGGAGGATGACTTGAGGCCAGGAGTT 
GGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCC 
TGGCGTGGTGGTGCACACCTGTAATCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATCAC 
TTGAACCCTGGAGGCAGAGGTTGCAATGAGCCGAGATCACACCACTACACTCCAGCCTAG 
GCAACAGAGCAAGACTCTGTCTCAAAAAAAACAAAACAAAAAGGAGGCACAAAACCCCAG 
GCTTCAAGTCTCTGCAGCCTGCTCCACATTTGGGCACAGAAGGACTCAGACAGGCACTGT 
GTGGGCACGAGGTTTTACAGGGGTGGTCAGACCTCAGGCTTTAATGAATAAAGACACTAC 
TCCCAAA 

Gene 696. >OTTHUMT00007006630 cDNA sequence 

GTGCTGCTGAGGCGTGAGAATGGCGTCCCGCGGCCGGCGTCCGGAGCATGGCGGACCCCC 
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AGAGCTGTTTTATGACGAGACAGAAGCCCGGAAATACGTTCGCAACTCACGGATGATTGA 

TATCCAGACCAGGATGGCTGGGCGAGCATTGGAGCTTCTTTATCTGCCAGAGAATAAGCC 

CTGTTACCTGCTGGATATTGGCTGTGGCACTGGGCTGAGTGGAAGTTATCTGTCAGATGA 

AGGGCACTATTGGGTGGGCCTGGATATCAGCCCTGCCATGCTGGATGAGGCTGTGGACCG 

AGAGATAGAGGGAGACCTGCTGCTGGGGGATATGGGCCAGGGCATCCCATTCAAGCCAGG 

CACATTTGATGGTTGCATCAGCATTTCTGCTGTGCAGTGGCTCTGTAATGCTAACAAGAA 

GTCTGAAAACCCTGCCAAGCGCCTGTACTGCTTTTTTGCTTCTCTTTTTTCTGTTCTCGT 

CCGGGGATCCCGAGCTGTCCTGCAGCTGTACCCTGAGAACTCAGAGCAGTTGGAGCTGAT 

CACAACCCAGGCCACAAAGGCAGGCTTCTCCGGTGGCATGGTGGTAGACTACCCTAACAG 

TGCCAAAGCAAAGAAATTCTACCTCTGCTTGTTTTCTGGGCCTTCGACCTTTATACCAGA 

GGGGCTGAGTGAAAATCAGGATGAAGTTGAACCCAGGGAGTCTGTGTTCACCAATGAGAG 

GTTCCCATTAAGGATGTCGAGGCGGGGAATGGTGAGGAAGAGTCGGGCATGGGTGCTGGA 

GAAGAAGGAGCGGCACAGGCGCCAGGGCAGGGAAGTCAGACCTGACACCCAGTACACCGG 

CCGCAAGCGCAAGCCCCGCTTCTAAGTCACCACGCGGTTCTGGAAAGGCACTTGCCTCTG 

CACTTTTCTATATTGTTCAGCTGACAAAGTAGTATTTTAGAAAAGTTCTAAAGTTATAAA 

AATGTTTTCTGCAGTAAAAAAAAAGTTCTCTGGGCCGGGCGTGGTGGCTCACACCTGTAA 

TCCCAGCACCTTGGGAGGCTGAGGTGGGAGGATCATTTGAGGCCAGGAGTTTGAGACCTG 

CCTGGGCAACATAATGAAACTTCCTTTCCAGGGAGGAAAAAAAAAAAAAAAAAAAGCTCT 

GAGAGCATCTTATTTTGTTTAAAGGCAAGAAATAAAATTTCCTTTTGTGGA 

Gene 697. >OTTHUMT00 007006631 cDNA sequence 

CACTTGTAATCCTAGCACTTGGAAAGGCTGAGACAGGAGGATCACTTGAGGCCAGGAGTT 
TGAGACCAACCTGGGCAATATAGTGAGACCCTATTTCTACAAAAAATAAAATAAATAGCC 
AGGCCTGGTGGTATGCACCTGTAGTCCTAGCTACTGAGGAGGCTGACGGAGGAGGATCAC 
TTGAGCCCAGGAATTGGAGGCTGCAGTGAGCTATGATCACGCCACTGCACTCCAGCCTGG 
GCGACAGAGCCAGACCCTATCTCTGAAAACAATAATAAAACGACAACCAATGCTGACTGT 
GTCTCCATCACTGGGTGGGGCTGAGGAAGCAGGCCTCAGAAAGGAAGCCAGTTTTCCCCC 
AAAA.TTATTCCCTGAGGCTGCCTCTGGGCCTGTGGATCCAGATGTGTGGGGGCCTTCAGG 
AGTGGCAGGGGAGTGGGGCCTCCAGCGTGAAAACAGAAGTCACCGTCAGCCTTGCACCCC 
CGGCTCTGCCTCCCAGGACTGGTGTTTTTGCCTCTGTTTTAATTTCCTGCTGGGTCCTCC 
CTTGGACATTGTCAGGTATGCAGGCTGGGACATCCCTTCTTTCCTCCTACATTCCCCCTA 
GAGCCCAAGGCTCTGTCCGTGGTCCAGCCACTCCATGGCAGGGAAGCTGTACCTCCATAA 
TCAGCTGCCTGAGGGCCCCTGACCCACCACCAGGCACCACCCTGGTGGGGCTGAGGTTAG 
AAGGGAAAGAATGCCAGAACTCCAGTCCTGGAGGCAGGAGAGTGTGTGAGCCCAGCCCCG 
CCCTCTCAGACTCTCAGACCTTTATTTCATCCTCATTTTCCTGGCTAGAGGTTCCATGCA 

GTGGTGCTATGTCGGCTCACTGAAACCTCCGCCTCTCAGGTTCAAGCAATTCTCCTGCCT 
CCGCCTCCCAAGTAGCTGGGATTACAGGCATGCACCACCACACCTGGCTAGTTTTTGTAT 
TTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAG 
GTGATCCACCTGCCTGGGCTTCCCAAAGTACTGGGATTATAGGCTTGAGCCACCACGCCC 
GGCTGGTTCCATGCATCTTACCTGGATGACTTGGGTCCCTAAATGGGCCCCTGGGTGCCC 
AGCCTCCCCTCCTCCAATACATTCTCTGATAATCTGACCTTGTCATGACCATTGGGGCAC 
CTGTTGCCCACAGGGTAGAGGCCAGGTGCCTGAGGACAGCACTGAAGGCCGTGCACCTCC 
ACCTCCAGCCTCCAGTCACCTCACCTAGCTCACTGCTCTCTCTCCTGCAAAGTCTCTCCT 
GCTTCCCTCCCTAAGGGAAGGGCTGGCCGCTCACTGCTTGGGCCCCCTTGATTTCTAAGA 
CACCTGTGAAGGGTCCCACAAGGCCAGGCACAGTGGCTCTTGTCTGTAATCCCAGCGCTC 
TGGGAGGCTGAGGCAGGAGGATCACTTGAGGTCAGGAGTTCAATGTGGACAACACAGTAA 
GACCCTGTCTCTACAAAAAAATTTAAAACTTAGCTGGCATTGGTGGCGCATGCCTATAGT 
CCCAGCTACTTGGGAGGTTGAGGTAGGAGGATCGCTTGAACCCAGGAGTTCAAGTCTGCA 
GTGAGCTATGATTGCACCACTGCACTCCAGCCTGGGTGATAGAGCAAGACCCCAACTCAA 
AAAAAAAAAAAAGGATCCCACGGTTCACCTTGTGCTGCCACGATCGGTTGGCAGCTCTGC 
TCTGTGCCGTCCTGTGCCTGTCACTGAGTAAGATGCAGGAGAAGTTGGGCAAAAGCCCTC 
AGGATAAACGAATAAGTCATTCAGAGTAGGTGCTGGTGGGAAATGGGCTTGAGTCACTCA 
CCTGGGGCCAGAAGAGGCCCCCAGGGAGTTGTGAGCAGATTAGACCCTCCAAGACCGCCC 
CAGGGGTTGGCCCATGCTTTCCCTAACTGTGCAAAAATGGTTTGGGATAGGCTGGGTGCC 
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GTGGGTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGTGGATCACCTCAAGT 

CAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAGA 

AATTAGCTGGGTGTGGTTGCACACGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGGAGG 

AGAATCCCTTGAACCCGGGAGGCGGAGGTTCATGGGGAACCCAGCAGGAAATTAGAATAG 

AACCAAAAACGCCAGTCATGGGAGGCAGAGCTGGGGGAGCGAGGCTGACAATGACTCCTG 

TTTTCACGCTGAGAGACCCCACTCCCCTGCTGAGATCGCGCCACTGCACTCCAGCCTGGG 

CGACAGAGCAAGACTCCATCTCAAAAAAAAAGTTAATTAATTAA.TTAGATTAAAGTACAA 

CAATTAGCAGGGCATGGTGGTGCACGTCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAG 

AAGAATCGCTTGAACCCTGGAGGCGGAGGTTGCCGTGAGCCAAGATCGCACCACTGCACT 

CCAGCCTGGGCGACAAAGTGAGACTCTGTCTCCAAAAA 

Gene 698. >OTTHUMT00007006642 cDNA sequence 

AGGGGGAGAGGTAGAGATGAGACAAGAGGTAGAGGGGAGAGGTAGAGGTAGCCACGAGCT 
GATAATTACAGACAAGAGATGCGGAGTATGTGGGGGCTCATTATCCTGCATAGTCTATCT 
TTGTATATCTTTGAACTTTTCAAGAATAAAAAAGCTTAAAAAGTATACATGGCCTGGTCC 
TACCAGAGACTCACCCAATGCCAGCCTCCAGCCAGGGAGAGCCAAGTTTGCATTTTCACA 
CGCATCTCACACTCCTCTGCACTCTCAACTTGGAGAGCTCCAAACAGGGAAACCCCAAGC 
CTTGCTGGCTTCTGCCAACCCCCTGAGCAGAAGCATGGGTCCCCCTGATCACCACCTCAC 
CACCCTCATCCTGATCTCACTGTACACTCCCTTTCCTGGTCTGCTAAGTAGCGGGTGTTT 
TTCCTTGACACTAACGCTACAGCTAGACCACGGTGGGCTTGGCAACAGGTGTCTTCCCAG 
ATGCTGGCGTTACCGCTAGACCAAGGAGCCCTCTGGTGGCCCTGTCCGGGCATAACAGAA 
AGCTCGCACTCTTGTCTTCTGGTCACTCCTCATTGTCCCCTCAGCTCCTATCTCTGTATG 
GCCTGGTGTTTCCTAGGTTATGATTGTAGAGCGAGGATTATTATAATATTGGAATAAAGA 
ATAATTACTACAAACTAATGATTAATGATTCATATATAATCATATCTAAGATCTATATCT 
AGTATAACTATTCTTATTTTATATATTTTATTATACTGGAACAGCTCGTGCCCTCGGTCT 
CTTGCCTCGGCACCTGGGTGGCTTGCTGCCCACATCCACCAAGTGCACTTTGGGAGGCTG 
AGGCTGGAGGACTGCTGGAGGCCAGGAGTTCAATACCAGCCTGGGCAACATAGGGAGACC 
CCCCCCCCCACCATCTC 

Gene 699. >OTTHUMT00007006643 cDNA sequence 

AGGGGGAGAGGTAGAGATGAGACAAGAGGTAGAGGGGAGAGGTAGAGGTAGCCACGAGCT 
GATAATTACAGACAAGAGATGCGGAGTATGTGGGGGCTCATTATCCTGCATAGTCTATCT 
TTGTATATCTTTGAACTTTTCAAGAATAAAAAAGCTTAAAAAGTATACATGGCCTGGTCC 
TACCAGAGACTCACCCAATGCCAGCCTCCAGCCAGGGAGAGCCAAGTTTGCATTTTCACA 
CGCATCTCACACTCCTCTGCACTCTCAACTTGGAGCGCTCCAAAGAGGGAAACCCCAAGC 
CTTGCTGGCTTCTGCCAACCCCCTGAGCAGAAGCATGGGTCCCCCTGATCACCACCTCAC 
CACCCTCATCCTGATCTCACTGTACACTCCCTTTCCCGGTCTGCTAAGTAGCGGGTGTTT 
TTCCTTGACACTAACGCTACCGCTAGACCACGGTGGGCTTGGCAACAGGTGTCTTCCCAG 
ATGCTGGCGTTACCGCTAGACCAAGGAGCCCTCTGGTGGCCCTGTCCGGGCATAACAGAA 
AGCTTGCACTCTTGTCTTCTGGTCACTCCTCACTGTCCCCTCAGCTCCCATCTCTGTATG 
GCCTGGTTTTTCCTAGGTTATGATTGTAGAGCGAGGATTATTATAATATTGGAATAAAGA 
ATAATTACTACAAACTAATGATTAATGATTCATATATAATCATATCTAAGATCTATATCT 
AGTATAACTATTCTTATTTTATATATTTTATTATACTGGAACAGCTCGTGCCCTCGGTCT 
CTTGCCTCGGCACCTGGGTGGCTTGCTGCCCACATCCACCAAGTGCACTTTGGGAGGCTG 
AGGCTGGAGGACTGCTGGAGGCCAGGAGTTCAATACCAGCCTGGGCAACATAGGGAGACC 
CCCCCCCCCCCCA 

Gene 700. >OTTHUMT00007006649 cDNA sequence 

GCCCGGCAGGTCAAAGAGCAGCTGATTAAGCACAATATCGGACAACGTATTTTCGGACAT 
TATGTGTTGGGACTGTCTCAAGGGTCCGTGAGCGAGATTCTGGCCCGGCCCAAGCCATGG 
AATAAACTGACTGTTCGTGGCAAGGAGCCATTTCACAAGATGAAACAGTTCCTCTCCGAT 
GAGCAGAACATCCTGGCCCTCCGTAGCATCCAAGGCAGACAAAGAGAGAATCCAGGCCAG 
AGCCTGAACAGACTATTTCAGGAAGTACCGAAACGAAGAAATGGGTCTGAAGGTAACATC 
ACCACCCGGATCCGAGCCTCGGAGACTGGCTCTGATGAAGCCATCAAGTCCATCCTAGAG 
CAAGCCAAGAGGGAGCTCCAAGTGCAGAAAACTGCAGAGCCGGCCCAGCCTTCCTCCGCA 
TCCGGCAGCGGGAACTCTGATGACGCCATCCGCTCCATCCTGCAGCAAGCCCGCCGGGAG 
ATGGAGGCCCAGCAGGCTGCCCTCGACCCTGCCTTAAAGCAGGCACCACTGTCCCAGAGT 
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GACATCACCATCCTCACCCCCAAGCTTCTGTCCACCTCGCCCATGCCCACCGTGTCCAGC 
TACCCACCTCTCGCCATCTCCCTGAAGAAGCCCTCCGCAGCTCCTGAGGCCGGTGCCTCT 
GCTCTGCCGAACCCCCCGGCCCTCAAAAAGGAGGCCCAGGACGCCCCCGGGCTGGACCCC 
CAGGGAGCAGCCGATTGTGCACAAGGGGTCCTGAGACAGGTGAAAAATGAGGTGGGCCGC 
AGCGGTGCCTGGAAGGACCACTGGTGGAGCGCGGTGCAGCCGGAGAGAAGAAATGCCGCC 
TCCTCCGAGGAGGCCAAGGCCGAAGAAACGGGCGGCGGGAAAGAGAAGGGCAGCGGTGGC 
AGCGGAGGTGGCAGCCAG 

Gene 701. >OTTHUMT0 00 07006660 cDNA sequence 

ATGCAGAGCGACGTTTGTGGGCGCGGCCCCTCTCCCACCCCTTACCGCTGGGGGCAGCTC 

CCAGGGCGGGTCACTGCCGCGCTGCCGCTCGCAGATCAGACAGGTCCGGATGCCCTTGCA 

ACCGCATTCCCGAAGGACTTCGGGGGTCTCGGCGGCAGCCGCCGCCATCGCGCCGTCCGC 

GTGGCCACCGCGGACGCCAGTGCCGGGCTCCAGGAGACGCAGGGCGACGCCACACGCCGG 

GGTGGCCGACTGGGTCAGCGCGGGCTGCGCCTCCTCGCCATGGGCCCCCTCTCGGCGCGG 

CTGCTAATGCAGCGCGGGCGCCCCAAGAGCGACCGGCTGGGGAAGATCCGGAGTCTGCTG 

TCAGGATTGGAGCTGCTTTCCGAGCACCTGGACCCCAAACTCCTGTGCCGCCTGACGCAG 

CTGCAGGAGCTTGACCTGTCTAACAACCACCTGGAGACGCTGCCGGACAACCTGGGCCTG 

TCCCACCTGCGTGTCCTCCGCTGCGCCAACAACCAGCTGGGGGATGTTACTGCCTTGTGC 

CAGTTCCCCAAGCTCGAGGAACTCAGCCTGGAGGGCAACCCCTTCCTGACGGTCAATGAC 

AACCTGAAAGTCTCCTTTCTCCTGCCCACGCTCCGTAAGGTCAATGGCAAGGATGCGTCC 

TCAACTTACTCTCAGGTGGAGAACCTGAATCGGGAGCTGACCAGCAGGGTCACAGCTCAC 

TGGGAGAAGTTCATGGCCACACTGGGTCCTGAAGAGGAGGCTGAGAAGGCCCAGGCGGAC 

TTTGTGAAGTCGGCTGTCAGGGATGTCCGCTACGGGCCCGAGTCCCTCAGCGAGTTCACC 

CAGTGGCGGGTGCGGATGATCTCTGAGGAGCTGGTGGCCGCCAGTAGGACCCAGGTGCAA 

AAGGCTAACAGCCCAGAGAAGCCCCCAGAAGCTGGAGCTGCCCACAAGCCCAGGGCCAGA 

CTGGCGGCCTTGAAACGGCCAGACGACGTCCCACTCAGCCTCTCTCCCAGCAAGCGGGCG 

TGTGCCTCCCCGTCGGCCCAGGTGGAGGGCAGCCCTGTGGCAGGCTCCGATGGCAGCCAG 

CCTGCTGTGAAGCTGGAGCCCCTGCACTTCCTGCAGTGCCACAGCAAGAACAACAGCCCC 

CAGGACCTCGAGACCCAGCTGTGGGCCTGTGCCTTCGAGCCGGCCTGGGAGGAGGCCACA 

TCCCAGACCGTGGCCACGTGCGGCGGGGAGGCTGTGTGCGTAATTGATTGCCAGACGGGC 

ATCGTGCTCCACAAGTACAAGGCACCCGGCGAGGAGTTCTTTTCTGTGGCCTGGACCGCT 

CTGATGGTGGTCACACAGGCTGGCCACAAGAAGCGCTGGAGTGTGCTGGCGGCTGCAGGC 

CTACGGGGCCTGGTCCGGCTGCTGCACGTGCGTGCCGGCTTCTGCTGCGGGGTCATCCGA 

GCCCACAAGAAGGCCATCGCCACCCTGTGCTTCAGCCCCGCCCACGAGACCCATCTCTTC 

GCCTCCTATGACAAGCGGATCATCCTCTGGGACATCGGGGTGCCCAACCAGGACTACGAA 

TTCCAGGCCCAGCTGCTCACACTGGACACCACCTCTATCCCCCTGCGCCTCTGCCCTGTC 

GCCTCCTGCCCGGACGCCCGCCTGCTGGCCGGCTGCGAGGGCGGCTGCTGCTGCTGGGAC 

GTGCGGCTGGACCAGCCCCAAAAGAGGGTGTGTGAAGTGGAATTCGTCTTCTCTGAGGGC 

TCCGAGGCATCTGGACGGAGAGTGGATGGGCTGGCATTTGTGAATGAGGACATCGTGTCC 

AAGGGGAGCGGCCTGGGCACCATCTGCCTGTGGAGCTGGAGGCAGACGTGGGGGGGCCGG 

GGCAGCCAGTCCACGGTGGCAGTGGTGGTCCTGGCGCGGCTGCAATGGTCGTCCACCGAG 

TTGGCCTACTTCTCGCTCAGCGCCTGCCCTAAGGGGATTGTGCTCTGTGGGGATGAGGAG 

GGCAACGTGTGGCTCTACGACGTCAGCAACATCCTGAAGCAGCCACCCCTGCTGCCGGCA 

GCCCTGCAGGCCCCCACACAGATCCTGAAGTGGCCCCAGCCCTGGGCCCTTGGCCAGGTG 

GTGACCAAGACCATGGTGAACACAGTGGTGGCCAATGCCTCCTTCACCTACCTCACCGCC 

CTGACGGACTCCAACATCGTAGCCATCTGGGGGAGGATGTAG 

Gene 702. >OTTHUMT00007006661 cDNA sequence 

ATGGCTTGGCAGGTGAGCCTGCTGGAGCTGGAGGACCGGCTTCAGTGTCCCATCTGCCTG 
GAGGTCTTCAAGGAGTCCCTAATGCTACAGTGCGGCCACTCCTACTGCAAGGGCTGCCTG 
GTTTCCCTGTCCTACCACCTGGACACCAAGGTGCGCTGCCCCATGTGCTGGCAGGTGGTG 
GACGGCAGCAGCTCCTTGCCCAACGTCTCCCTGGCCTGGGTGATCGAAGCCCTGAGGCTC 
CCTGGGGACCCAGAGCCCAAGGTCTGCGTGCACCACCGGAACCCGCTCAGCCTTTTCTGC 
GAGAAGGACCAGGAGCTCATCTGTGGCCTCTGCGGTCTGCTGGGCTCCCACCAACACCAC 
CCGGTCACGCCCGTCTCCACCGTCTGCAGCCGCATGAAGGAGGAGCTCGCAGCCCTCTTC 
TCTGAGCTGAAGCAGGAGCAGAAGAAGGTGGATGAGCTCATCGCCAAACTGGTGAAAAAC 
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CGGACCCGAATCGTCAATGAGTCGGATGTCTTCAGCTGGGTGATCCGCCGCGAGTTCCAG 

GAGCTGCGCCACCCGGTGGACGAGGAGAAGGCCCGCTGCCTGGAGGGGATAGGGGGTCAC 

ACCCGTGGCCTGGTGGCCTCCCTGGACATGCAGCTGGAGCAGGCCCAGGGAACCCGGGAG 

CGGCTGGCCCAAGCCGAGTGTGTGCTGGAAAGTTCCACTCCATGGCCTCCACCAGTCATC 

ACTTCCACAGGGATGACTCAGAAGTTCCCTCTCCGGGAGACCCGTCCCTTACAGGCCACA 

TCCAGTAGCGCTCCAGCCATTCAGCAGCTCCGCCTGGACGTCAAGGGCATGTCCAAAACC 

GCGCTCATGATCTTCCTACTCCCCCATCCCTGA 

Gene 703 . >OTTHUMT00007006666 cDNA sequence 

ATGATGATGATAAAGGCTGTGACCATAGATAAACTGCAGGGAAGTTCTGTTACTGTATCT 

ACCGAAGATGGGTTGCTGAAAGCCAAGTATCTTTATACAGAATCATCATTTCTGTCTTCT 

GCTGCTGGGGATATTACATTAGGAAGTGTTCATAATATAACATTACAAAGCGAGATGGGT 

AACATCACAGTATCGTCTTCTGGATGTCTAAAAGCCTCAACTAATCAGGGTGCCATAGAT 

GTTTATGTCAGCCAACTGGGGAAAGTGGAATTGAAATCCCATAAAGAACGCGGCTCCTCA 

CCAGTAACGGAACAAAGCTGGATGGAGAATGACTTTGACGAGTTGAGAGAAGAAGGCTTC 

AGACAATCAAACTACTCTGAGCTAAAGGAGGAAGTTTGA 

Gene 704. >OTTHUMT00007006667 cDNA sequence 

ATGTTGAGGAGCCTAGACTTAATTCTGAAGGTGATGAGGTCCTTTGAAGGGTCTAAAGCA 
ACACAAGAGTCAGAGGTCCAACTGCTACAGAATGCCAAACGTTTCACTGAGCAAATACAA 
CAGCAGCAGTTTCACCTGCAGCAAGCTGATAATTTTCCAGAAGCATTCTCCACGGAGGTC 
TCCT^AAATGAGAGAACAACTTCTCAAGTATCAAAATGAATATAATGCAGTGAAGGAAAGA 
GAGTTCCATAATCAGTACAGATTAAATAAAGCCATCTCATTGAGAGCTGCAGTCAGAGAA 
CACACTCCACCAAACCAGTTATTAGCATTCCCTTGCCCTTCCCCTGCCCTGGCAGTGGCC 
CCCTCATCCCATGACTATAGCAGTACCAGAGCACGCATCTGCATGGAAATGGAGAAGAAG 
ATGAAAATATTGAGAGAAAGCACTGAAGAATTACGTAAAGAAATAATGCAGAAGAAATTA 
GAAATTAAAAATTTACGAGAAGATTTGGCATCTAAACAAAAGCAATTATTAAAAGAGCAG 
AAGGAACTAGAAGAATTGTTGGGACATCAGGTCGTCCTAAAGTTACCTCCTCTTCAAAAT 
GATAACAAATATAGCTCTCTTACAAGGTCAGAAATGGAAAAGAAAAAAATTGTCTTGGAA 
CAAGAAGTCAAAACGCTAAATGACTCCCTAAAGAAAGTTGAAAACAAGGTTAGTGCTATA 
GTGGATGAGAAGGAAAATGTAATAAAGGAAGTTGAAGGCAAACGAGCCTTACTTGAAATC 
AAAGAACGAGAACATAACCAATTGGTCAAGCTATTGGAATTAGCCAGAGAGAATGAAGCA 
ACTTCATTAACTGAAGGGATCTTGGATCTCAATTTACGCAACAGTCTCATTGACAAGCAG 
AACTACCATGATGAACTTTCTCGTAAGCAAAGAGAGAAAGAACGAGATTTTCGAAATTTA 
AGAAAGATGGAACTGCTCTTGAAAGTGTCCTGGGATGCACTTAGGCAAACTCAAGCACTG 
CATCAAAGGCTTCTATTAGAGATGGAAGCTATCCCCAAAGATGATTCTACATTATCTGAG 
AGAAGGCGAGAGCTTCACAAGGAAGTTGAAGTAGCTAAGAGGAATTTGGCCCAACAGAAA 
ATTATATCAGAAATGGAGTCTAAGTTAGTAGAACAACAACTTGCAGAAGAAAACAAGCTT 
TTAAAGGAGCAAGAAAACATGAAAGAGCTAGTAGTCAACCTTCTCCGCATGACTCAAATC 
AAAATTGATGAAAAGGAACAAAAGTCCAAGGATTTCCTGAAAGCTCAGCAAAAATACACC 
AACATTGTTAAAGAAATGAAAGCAAAGGATCTTGAAATCAGGATACACAAGAAGAAAAAA 
TGTGAAATTTATCGGCTGAGAGAGTTTGCTAAACTGTATGACACCATTCGAAATGAAAGA 
AACAAATTTGTTAACTTACTCCACAAAGCTCATCAGAAAGTAAATGAAATAAAAGAAAGG 
CATAAAATGTCATTAAATGAACTTGAAATTCTGAGAAATAGTGCCGTTAGTCAAGAAAAG 
CTACAAAATTCCATGCTGAAACACGCCAACAATGTTACCATCAGAGAGAGCATGCAAAAC 
GATGTGCGCAAAATTGTATCAAAACTTCAGGAAATGAAAGAAAAGAAGGAAGCCCAGTTA 
AATAACATTGACAGACTTGCCAACACGATCACAATGATCGAAGAGGAGATGGTGCAGCTT 
CGCAAAAGATACGAAAAAGCTGTTCAGCATCGAAATGAAGGCGTTCAGCTGATAGAGCGG 
GAAGAAGAAATATGCATTTTTTATGAAAAAATAAATATCCAAGAGAAGATGAAACTAAAT 
GGAGAAATTGAAATACATCTACTGGAAGAAAAGATCCAATTCCTGAAAATGAAGATTGCT 
GAGAAGCAAAGACAAATTTGTGTGACCCAGAAATTACTGCCAGCCAAGAGGTCCCTGGAT 
GCCGACCTAGCTGTGCTCCAAATTCAGTTTTCACAGTGTACAGACAGAATTAAAGACCTG 
GAGAAACAGTTCGTAAAGCCTGATGGTGAGAATAGAGCTCGCTTCCTTCCAGGGAAAGAT 
CTGACCGAAAAA.GAAATGATCCAAAAATTAGACAAGCTGGAACTACAACTGGCCAAGAAG 
GAGGAGAAGCTGCTGGAGAAGGATTTCATCTATGAGCAGGTCTCCAGGCTCACAGACAGG 
CTCTGCAGCAAAACTCAGGGCTGCAAGCAGGACACACTGCTCTTAGCCAAGAAGATGAAT 
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GGCTATCAAAGAAGGATCAAAAATGCAACTGAGAAAATGATGGCTCTTGTTGCTGAGCTG 
TCCATGAAACAAGCCCTAACCATTGAACTCCAAAAGGAAGTCAGGGAGAAAGAAGACTTC 
ATCTTCACTTGCAATTCCAGGATAGAAAAAGGTCTGCCACTCAATAAGGAAATTGAGAAA 
GAATGGTTGAAAGTCCTTCGAGATGAAGAAATGCACGCCTTGGCCATCGCTGAAAAGTCT 
CAGGAGTTCTTGGAAGCAGATAATCGCCAGCTGCCCAATGGTGTTTACACAACTGCAGAG 
CAGCGTCCGAATGCCTACATCCCAGAAGCAGATGCCACTCTTCCTTTGCCAAAACCTTAT 
GGTGCTTTGGCTCCTTTTAAACCCAGTGAACCTGGAGCCAATATGAGGCACATAAGGAAA 
CCTGTTATAAAGCCAGTTGAAATCTGA 

Gene 705. >OTTHUMT0 00 070063 04 cDNA sequence 

CGGCTCGGCCGCGGGGCGCGCAGGCGGCTGCTGGGCGGCCTCGGTGCGCGCCTCCCGCCT 
TCCCAGAGACGTGGCGCGAGGCCCGGGCCCTGAGCACCTATCGCGGGGATCCCCGGCGCC 
AGGAGGGGGTGCAGCCGGTGGGCAGCGCCGCGCAGGGAGGGGCCGCAGCATCCTCGCCCC 
CCAGCGCGCCCGGGCCCGAGAGGAGGAGGCCGGGGCTCTCCGGGCCTCCCGCCGCTTAGC 
CTGATGCTGGAAGGACGAAGGTGAGTGAAGATGGCAGAGAGGACGTGACCAGCACTCACC 
CTTGTCCACCTGCCCAGTGGCACCGCCATGCAGAAGCCCAGCGGCCTGAAGCCCCCCGGC 
CGTGGGGGGAAGCACTCCAGCCCCATGGGCCGGACATCTACTGGGTCAGCTTCATCCTCG 
GCGGCGGTGGCCGCTAGCTCCAAGGAAGGCTCCCCACTGCACAAACAGTCATCTGGACCC 
TCCTCCTCCCCGGCCGCAGCTGCTGCCCCCGAGAAGCCGGGCCCCAAGGCGGCGGAAGTG 
GGGGATGACTTCCTGGGGGACTTTGTGGTGGGCGAGCGGGTGTGGGTGAACGGCGTGAAG 
CCAGGCGTGGTGCAGTATCTGGGAGAGACGCAGTTCGCACCGGGCCAGTGGGCTGGCGTG 
GTGCTGGACGACCCGGTGGGCAAGAATGATGGCGCGGTGGGCGGCGTGCGCTACTTCGAG 
TGCCCGGCCCTCCAGGGTATCTTCACGCGGCCCTCCAAGCTGACCCGGCAGCCCACGGCC 
GAGGGCTCGGGGAGTGATGCCCACTCCGTGGAGTCGCTGACTGCCCAGAACCTGTCATTG 
CATTCGGGCACGGCCACGCCCCCGCTGACCAGCCGCGTCATCCCCCTGCGGGAGAGCGTC 
CTCAACAGCTCCGTGAAGACTGGCAACGAGTCGGGATCCAACCTCTCAGACAGCGGCTCT 
GTGAAGCGGGGCGAAAAGGACCTGCGCCTGGGGGACCGCGTGCTGGTTGGCGGGACGAAG 
ACTGGCGTGGTGCGGTACGTGGGGGAGACAGACTTTGCCAAGGGCGAGTGGTGTGGCGTG 
GAGCTGGACGAGCCCCTTGGGAAGAATGATGGGGCGGTGGCGGGCACCAGGTACTTCCAG 
TGCCCACCCAAGTTTGGTCTCTTCGCGCCCATCCACAAAGTGATCCGTATCGGCTTCCCA 
TCTACCAGCCCAGCCAAGGCCAAGAAGACCAAGCGTATGGCCATGGGTGTGTCAGCACTG 
ACCCACAGTCCCAGCAGTTCCTCCATCAGCTCCGTCAGCTCTGTGGCCTCCTCCGTGGGG 
GGTCGGCCCAGCCGCAGTGGCCTGCTCACGGAGACCTCTTCACGCTACGCCCGCAAGATC 
TCGGGCACCACGGCCTTGCAGGAGGCACTGAAGGAGAAGCAGCAGCACATTGAGCAGCTG 
CTGGCTGAACGAGACCTGGAACGGGCTGAGGTGGCCAAGGCCACAAGCCACATCTGCGAG 
GTGGAGAAGGAGATTGCCCTGCTCAAGGCACAGCATGAGCAGTATGTTGCAGAAGCCGAG 
GAGAAGCTGCAGCGAGCCCGGCTGCTCGTGGAGAGCGTGCGGAAAGAGAAGGTGGACCTG 
TCCAACCAGCTGGAGGAGGAGAGGAGGAAGGTGGAGGATCTGCAGTTCCGCGTGGAGGAG 
GAGTCCATCACCAAGGGAGACCTGGAGACCCAGACGCAGCTGGAGCACGCGCGCATTGGG 
GAGCTGGAACAGAGCCTGCTACTGGAGAAGGCGCAGGCCGAGCGGCTGCTCCGAGAATTA 
GCGGACAACAGGCTGACCACAGTGGCCGAGAAGTCGCGCGTGCTGCAGCTGGAGGAGGAG 
CTCACCCTGCGCCGAGGTGAAATCGAGGAGCTCCAGCAGTGCCTGTTGCACTCGGGTCCC 
CCACCTCCGGACCACCCAGACGCCGCCGAGATCCTGCGGCTACGGGAGCGGCTGCTCTCG 
GCCAGCAAGGAACACCAGAGGGAGAGTGGGGTGCTGCGGGATAAATACGAGAAGGCCCTG 
AAGGCCTACCAGGCGGAGGTGGACAAGCTCCGCGCGGCCAACGAGAAGTACGCACAGGAG 
GTGGCGGGCCTGAAGGACAAGGTTCAGCAGGCCACCAGCGAGAACATGGGGCTAATGGAC 
AACTGGAAATCCAAGCTGGACTCGCTGGCCTCGGACCACCAGAAGTCCCTGGAGGACCTC 
AAAGCCACCCTGAACTCGGGCCCAGGCGCCCAGCAGAAGGAGATCGGCGAGCTGAAGGCA 
GTGATGGAGGGCATCAAGATGGAGCACCAGCTGGAGCTGGGTAACTTGCAGGCCAAGCAT 
GACCTGGAGACCGCCATGCACGTGAAGGAGAAGGAGGCCCTGCGAGAGAAGCTGCAGGAG 
GCCCAGGAGGAGCTGGCTGGGCTGCAGCGGCACTGGCGGGCCCAGCTGGAGGTGCAAGCC 
AGCCAGCACCGGCTGGAGCTGCAGGAGGCCCAGGACCAGCGCCGGGATGCCGAGCTGCGT 
GTGCACGAGCTGGAAAAACTGGACGTGGAGTACCGGGGCCAGGCGCAGGCTATCGAGTTC 
CTCAAGGAGCAGATCTCGCTGGCCGAGAAGAAGATGTTGGACTACGAGCGGCTGCAGCGG 
GCAGAAGCCCAGGGCAAACAGGAGGTCGAGAGTTTGCGGGAGAAGCTCCTGGTGGCTGAG 
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AACAGACTCCAGGCGGTCGAGGCCCTGTGCTCCTCCCAGCACACCCACATGATTGAGTCG 

AATGACATTTCAGAGGAGACGATCAGGACGAAGGAAACTGTGGAGGGCCTGCAGGACAAG 

CTGAACAAGAGGGACAAAGAGGTGACAGCCTTGACCTCCCAGACCGAGATGCTCAGGGCC 

CAAGTAAGTGCGCTGGAGAGCAAGTGTAAGTCAGGCGAGAAGAAGGTGGACGCCCTCCTG 

AAGGAGAAGCGGCGCCTGGAGGCAGAGCTGGAGACCGTGTCCCGGAAGACCCATGACGCC 

TCGGGCCAGCTAGTCCTCATCAGCCAGGAGCTGCTGCGGAAGGAGCGGAGCCTGAACGAA 

CTGCGGGTGTTGCTGCTGGAGGCCAATCGTCACTCCCCAGGGCCGGAGAGGGACCTGAGC 

CGTGAGGTACACAAGGCTGAGTGGCGGATCAAGGAGCAGAAACTCAAGGATGACATCCGG 

GGCCTGCGTGAAAAGCTGACCGGGCTGGACAAAGAGAAATCCCTGTCGGATCAGAGGCGC 

TACTCCCTCATCGACCGGTCCTCGGCGCCCGAGCTTCTGCGGCTGCAGCACCAGCTGATG 

AGCACGGAGGACGCCCTGCGGGATGCGCTGGACCAGGCTCAGCAGGTGGAGAAGCTGATG 

GAGGCCATGAGGAGCTGCCCTGACAAGGCCCAGACCATCGGCAATTCCGGTTCTGCAAAC 

GGCATCCACCAGCAGGACAAAGCTCAGAAACAA.GAGGACAAGCACTGATCCTGAGGGGAT 

ACTGTGGAGCAGCCCAGTCCACACCAGAGCCCCACGCGGCTGCCCGGCAGTACCTCCTCC 

AGGCAGGAGCCGGGACTGTCACTTTGGAGACAAAACAGTGTTTGTAACAATAACGTACTC 

ACCGCCGCGGACAATCCCCCACCCCGATCCCTCGCCAGACCAGGACGCTTCCTCAAGCCC 

AGCCTTCTACAGAGAGTGTGAACGGTACAGCCCCGGCCTGACCCGGGGACCTTCAGCCTG 

GACACCCGGCAGCTTCTGGAGTTTGTCAGTGGAGGCAGAGGGGATCCGGCCAGGCCCCTC 

TGTCCAGAAGGAGCTGCCCTGAGGACCATCTTAGCGGCCCTGTCCTCTTTTTCCGCCCAT 

TCTCCCTCGGGTCTCCCCAGAGGGGCCGGCGGGGGCTGGGGAGGGGGTAAGTTTATCCAT 

GCAGAGACCAAGGGGGAGCATCCAGTCTTTAAGAGCCAAGTGGGGGCCCCTTTTCCGAAG 

CCACTTCCAGGCCAAGGCAGTCGCCAGGGCTTCTTGTCCCCACCTTCTGAACCTTCTTCA 

AACAGTAGTACAAGCTCCCCTCAGCCAGCCTGCCTGCCCAGCGAGGCCCCCAGGTTCAAG 

GTGTTGGCGGGGGCGGAGGGCAGGGGAACGGGATCCTTCTCCCGCTGCCCACCAACACCA 

ACACACACACACCTCTAAGCTGCTGGCCGAAGATGTCACCAAGGCCAAAGACACAGTATT 

ATGAAGGTTTGGAAACCCCTCTCCTCACCTCCCACCGTGACCTTGGGCAAACCCTGGCTC 

GGAGCCCAGGGCAGAGGCAGCTCAGAGTGGAGGCTCTAGGCAGGTTTGACAAAGGTCAGT 

AATACGGTTTCCCCTGGGGTTGACCAGATGTTCCAAAATATCTGCATCCACCTGGAGATG 

CAGCTAAGTGGGTCCTTATGTACACACCACGTTCACACACACACAGAGGGACCACGTGTG 

CACGCATGACCGTGTGGGTGGCGGCGTTTGCTGTGAACCACGCTCAGGCCACACAGAGAC 

ACATACTTGGTTTCTGGGACTGAGACCCAGGCCTGGCAGGACCGTGCCTACAGATACTGC 

AAACGTTCCTACAGCCTAGAGGTGCGTATACACACCCAAGTACACGCAGCCAGGCATTCA 

GGGGTGTGTTTGCCACATGGAGCATCCCTTCCTGGTCTTGCCAGGCACCTGCACAGAGCG 

TCTCCAGCCCCATCTCCTAACGGGGGCTGGGGGTAAGAGAAATCTAACTGCGCTCCCCCA 

ACCCCTCGCCCTGCCATCTTCCCCTCAAGCCTGCTAAGTTATCCCAGGCCTGTGCGTGGT 

GGAAAAAGCCAGCCTTGGCCCTGCAGCCTCCACCTCGCCGCTGGGGGACCAACAGGTTGC 

TTACAGCTTTGCACCCCGGCATCAGCACAGGGGTCCCTGCCCCACCCTCCGGCAGCTCAG 

GGAGTGTTTTCCTGTGAGGCCTCCCCCATCAGTGGACCAGAGGGAGAAGCCCGATGCCCC 

ATCCCGGCTTTCCCGTAACGCACAGGACACGTGTGCAATTCATAGGAACGGCCCAGATCG 

CCCTCATGAGTGCCACCTGGTACAGGTAGGTGGCGCTCACGTTCCTGCCCAAATGCAGCC 

CATCGGGGAGTCACAGTCAGTCCCCCCGGCCCCCCTCCCAGTCCCTGTTGGCTTTCGGTA 

GCTCTCGCATGCAGTTCTATTAACAGCCGTCTAGAAGCGATGCTTTAGTGGCCTAACCCA 

GGGTCAAATACAGCTCTTTCTAGCAAAATCAGGCAGCTCTGCCCCATCGGTAGGGGCACC 

GATTAGTCTACTAACAGCCAGAGGTCCATCTAGCAGGGTGCCGGGAGGAGCTGAGCCCCC 

GGAGGTGGGCTCCTGGTGACGGGTGTCCAAGAAGCGGTTTCCTTGGGAGCTTCTGCCTCC 

GTGGGCCTCTCAGCCCGCCCCGTGTGGCCGCCCGGGTGTGGCTCAGCCATGTCCCCTCCC 

CAGGTCCTTCATTCACCCCTCCCCTCCCCACAGTGGAATTGTTGAAGTGTGGCGAGTCTG 

TGCTCGGGACAATAAAGCTTGTGACAGGTCCAGGA 

Gene 706. >OTTHUMT00007006307 cDNA sequence 

ATGGCGGAACCGCCGAGCCCCGTGCACTGTGTCGCTGCCX3CGGCCCCCACCGCCACCGTC 
TCGGAGAAAGAACCGTTTGGCAAGCTGCAACTCTCCTCCCGGGACCCTCCGGGTTCTCTG 
TCCGCCAAGAAGGTCCGGACTGAGGAGAAGAAGGCACCGCGGAGAGTGAACGGAGAAGGG 
GGCAGCGGCGGGAACAGCAGGCAGCTGCAGCCGCCGGCAGCACCTTCGCCTCAGAGCTAT 
GGCAGCCCCGCGTCTTGGAGCTTTGCCCCTCTGTCTGCTGCTCCCTCCCCGTCCTCTTCT 
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CGGAGCAGTTTCTCTTTCTCCGCTGGCACGGCCGTTCCCTCCTCAGCCTCCGCTTCCTTG 
TCTCAGCCGGTGCCGCGCAAACTGCTGGTCCCTCCTACGCTGCTGCACGCTCAGCCTCAC 
CATCTCCTCCTGCCCGCCGCCGCCGCCGCTGCCTCGGCTAACGCCAAGTCGCGCAGACCT 
AAGGAGAAGCGGGAGAAGGAGAGGAGGAGGCACGGTCTCGGTGGGGCCCGAGAGGCCGGC 
GGGGCCTCCCGGGAGGAGAACGGGGAGGTGAAGCCGCTGCCCCGAAATGATAAAACCAGG 
AGCTTTGACGATTTTTCGCCAGATCAAGCGGCTGCAGAATGTTTGAGCATTAGAAAAAGG 
CGAATTCTTAAGGGTTCTTGTCAGACATGTTTTGCAGCTTCCATTGTGGTGTTTTTATGT 
GTGGAATTCTTTTTATTTATTCCAAAAATCAAAGACAAAATTAAAGAGAGAGACAAAGAA 
AAAGAAAGAGAAAAAAAGAAACATAAAGTAATGAATGAGATCAAGAAAGAGAATGGAGAA 
GTAAAGATTTTGCTGAAAGGGAAGGAGAAACCAAAAACAAATATAGAAGACTTACAAATT 
AAAAAGGTAAAGAAGAAAAAGAAAAAGAAACACAAAGAGAATGAAAAACGGAAGCGTCCG 
AAAATGTATAGCAAATCTATTCAGACCATCTGCTCAGGATTGCTAACTGATGTTGAAGAT 
CAAGCAGCCAAAGGCATCCTAAATGATAACATAAAAGATTACGTTGGGAAGAATTTGGAT 
ACCAAGAACTATGATTCCAAAATTCCAGAGAACAGTGAGTTTCCATTTGTCTCATTAAAG 
GAGCCACGAGTTCAGAATAACCTCAAAAGGTTGGACACTTTGGAATTTAAACAACTCATT 
CATATAGAGCACCAGCCTAATGGAGGTGCATCGGTTATCCATGCCTACAGTAACGAACTC 
TCCCACCTGTCTCCTATGGAGATGGAGAGGTTTGCAGAAGAGTTTGTGGGTCTAGTGTTC 
AGTGAAAATGAAAACTCTGCAGCTTTCTACGTGATGGGTATTGTTCATGGGGCAGCTACT 
TATTTACCTGACTTTTTAGACTATTTTTCATTTAATTTTCCCAATTCACCAGTGAAAATG 
GAGATATTGGGAAAGAAAGATATAGAGACAACGACTATGTCCAATTTTCATGCTCAGGTA 
AAAAGAACGTATTCTCATGGTACTTACAGAGCTGGCCCAATGAGACAAATAAGCTTGGTG 
GGAGCAGTTGATGAAGAAGTAGGAGATTATTTCCCTGAGTTCCTTGACATGTTGGAAGAG 
TCACCATTTTTAAAATGTACACTGCCATGGGGGACGCTATCTAGTCTAAAATTACAGAGT 
CGAAAAGATAGTGATGATGGTCCCATCATGTGGGTTCGTCCAGGAGAACAAATGATCCCT 
GTGGCTGATATGCCAAAGTCACCTTTCAAAAGGAAACCTGATCAACCCCGTATAACCAAA 
GATGTAATTTGTTTTCATGCTGAAGATTTCTTAGAAGTAGTTCAACGAATGCAGTTAGAT 
TTACATGAACCTCCACTGTCCCAGTGTGTCCAATGGGTTGATGATGCAAAACTGAATCAA 
CTGAGGAGGGAAGGCATTCGCTATGCCAGGATTCAGCTATATGATAATGACATTTATTTT 
ATTCCAAGGAATGTTGTTCATCAGTTCAAGACAGTTTCAGCTGTATGCAGTTTAGCATGG 
CATATTCGGCTCAAATTATATCACTCAGAGGAGGACACTTCTCAGAATACAGCTACTCAT 
GAAACAGGCACATCATCAGATTCCACATCATCTGTTCTTGGACCTCACACTGACAACATG 
ATTTGTGCTGTAAGCAAAGCCTCCTTGGATTCTGTTTTTTCAGATAAACTTCATTCTAAA 
TATGAATTACAGCAGATTAAACATGAACCTATTGCATCTGTAAGAATCAAGGAAGAACCT 
GTGAATGTTAATATTCCTGAAAAGACTACAGCACTGAATAATATGGATGGCAAGAATGTT 
AAAGCAAAATTGGATCATGTTCAATTTGCAGAATTTAAGATTGACATGGATTCTAAATTT 
GAAAATAGCAACAAAGATTTAAAGGAAGAATTGTGCCCTGGAAATCTAAGTCTAGTTGAT 
ACAAGGCAACACAGTTCAGCACATTCAAATCAAGATAAAAAAGACGATGACATTTTGTGC 
TAA 

Gene 707. >OTTHUMT00007006310 cDNA sequence 

ATGGCGTCCAAAGTCACAGATGCTATAGTCTGGTATCAAAAGAAGGAGTTTCTCTCTGTG 
GCCACCACCGCCCCAGGCCCACAGCAAGTACTGCCTGGCTACTGCCAGTGTTCACTCAAG 
GACCAAGGGCTCTTCATTCAGTGTTTGTTTAATGGAGTTGTGTCTCCTCTTGGCAGTGTT 
CCTCCCTCTGGAACTAAGACCTCCAGGCCAGGAGAACGTAATGTCTCAGGAACAGGAAGC 
AAAAATTTTACTAGTGTATCACTAGGGGTGATGATTGGAGCATATGATCAACAAATATGG 
GAAAAATCTGTTGAACAGAGAGAAATCAAGTTTATTAAACTGGGGCTAAGGAATAAACCA 
AAGAAAACAGCACATGTGAAACCAGACCTCATAGATGTTGATCTTGTAAGATCTGCATTT 
GCAAAGGCAAAGCCTGAAAGTCCTTGGACTTCTCTGACCAGAAAGGGAATTGTTCGAGTT 
GTATTTTTCCCCTTTTTCTTCCGGTGGTGGTTACAAGTAACATCAAAGGTCATCTTTTTC 
TGGCTTCTTGTCCTTTATCTTCTTCAAGCTGCAATAGTATTATTCTGCTCCACTTCTAGC 
CCACACAGCATACCTCTGACAGAGGTGATTGGGCCGATATGGCTGATGCTGCTCCTGGGA 
ACTGTGCATTGCCAGATTGTTTCCACAAGAACACCCAAACCTCCTCTAAGTACAGGGGGT 
AAAAGAAGATCAAAGAAAGCAAAGAATTCAATTGATAAATCAACTGAAACTGACAATGGC 
TATGTATCCCTTGATGGGAAGAAGACTGTTAAAAGCGGTGAAGATGGAATACAAAACCAT 
GAACCTCAGTGTGAAACTATTCGACCAGAAGAGACAGCCTGGAACACAGGAACACTGAGG 



459/1290 



FIGURE 1 (CONT'D) 



AATGGTCCTAGCAAAGATACCCAAAGGACAATAACAAATGTCTCTGATGAAGTCTCCAGT 

GAGGAAGGTCCTGAAACAGGATACTCATTACGTCGTCATGTGGACAGGACTTCTGAAGGT 

GTTCTTCGGAATAGAAAGTCACACCATTATAAGAAACATTACCCTAATGAGGACGCCCCT 

AAATCGGGTACTAGTTGCAGCTCTCGCTGTTCAAGTTCCAGACAGGATTCTGAGAGTGCA 

AGGCCAGAATCTGAAACAGAAGATGTGTTATGGGAAGACTTGTTACATTGTGCAGAATGC 

CATTCATCTTGTACCAGTGAGACAGATGTGGAAAATCATCAGATTAATCCATGTGTGAAA 

AAAGAAT AT AGAGATGAC C CTTTT C AT CAGGTGAACAG C CAT AT AC CAGGAAT AGGAT AC 

CAGATTTTTGGAAATGCAGTCTCTCTCATACTGGGTTTAACTCCATTTGTTTTCCGACTT 

TCTCAAGCTACAGACTTGGAACAACTCACAGCACATTCTGCTTCAGAACTTTATGTGATT 

GCATTTGGTTCTAATGAAGATGTCATAGTTCTTTCTATGGTTATAATAAGTTTTGTGGTT 

CGCGTGTCTCTTGTGTGGATTTTCTTTTTTTTGCTCTGTGTAGCAGAAAGAACTTATAAA 

CAGCGATTACTTTTTGCAAAACTCTTTGGACATTTAACATCTGCAAGGAGGGCTCGAAAA 

TCTGAGGTTCCTCATTTCCGGTTGAAGAAAGTACAGAATATAAAAATGTGGCTATCTCTC 

CGTTCCTATCTTAAGCGTCGAGGTCCTCAGCGATCAGTTGATGTAATAGTTTCATCTGCT 

TTCTTATTGACTATCTCAGTTGTATTTATCTGTTGTGCCCAGATAAACCTCTACTTGAAA 

ATGGAGAAAAAACCTAACAAAAAGGAGGAACTGACACTAGTGAATAATGTTTTAAAACTG 

GCTACTAAACTGCTAAAGGAGTTGGACAGTCCTTTTAGATTATATGGGCTTACAATGAAT 

CCGCTGCTTTATAACATCACCCAGGTTGTTATCCTGTCAGCTGTTTCTGGTGTTATCAGT 

GACTTGCTTGGATTTAATTTAAAGCTATGGAAGATTAAGTCATGA 

Gene 708. >OTTHUMT00007006314 cDNA sequence 

GAGCACATCAGCTATGTGCCCCAGCTCTCAAACGACACCTTGGCGGGGAGGCTCACCCTG 
TCCACCTTCACGCTGGAGCAGCCTCTAGGCCAGTTCAGCAGCCACAACATCTCTGACTTG 
GATACCATCTGGCTGGTGGTGGCCCTCAGCAACGCCACCCAGAGCTTCACGGCCCCACGG 
ACAAACCAGGACATCCCTGCTCCTGCCAACTTCTCCCAGAGGGGCTACTATCTCACACTG 
AGGGCCAACCGGGTGCTGTACCAGACCAGAGGCCAGCTCCATGTCCTCCGCGTCGGCAAT 
GATACCCACTGCC^ACCAACAAAAATTGGCTGCAACCATCCCCTACCAGGACCCGGCCCC 
TACAGGGTGAAGTTCCTGGTGATGAATGACGAAGGACCCGTGGCTGAAACCAAGTGGTCC 
AGCGACACTCGCCTGCAGCAAGCCCAGGCACTTCGGGCTGTCCCCGGCCCCCAGAGCCCG 
GGCACCGTGGTCATCATCGCCATCCTGTCTATCCTCCTGGCCGTCCTCCTCACGGTCCTC 
CTGGCTGTGCTCATATACACCTGCTGCAGGAGCACTTCCCTATCAGGCCCAGAGGAGGCA 
GGGAGTGTGAGAAGATACACCACGCACCTCGCGTTCAGCACTCCTGCCGAGGGGGCTTCC 
Gene 709. >OTTHUMT00007006319 cDNA sequence 

CCATTGAATCCCAGTCCTAACAGAAGTACTGCGAATCTTGTGGCCTCATTCTGAACAAAA 
GGGATTAGAGAAGAAAAATCTCTTGATATAAGGCTTGAAAGCAAGGGCAGGCAATCTTGG 
TTGTGAATATTTTCTGATTTTTCCAGAAATCAAGCAGAAGATTGAGCTGCTGATGTCAGT 
TAACTCTGAGAAGTCGTCCTCTTCAGAAAGGCCGGAGCCTCAACAGAAAGCTCCTTTAGT 
TCCTCCTCCTCCACCGCCACC^CC^CCACCACCGCCACCTTTGCCAGACCCCACACCCCC 
GGAGCCAGAGGAGGAGATCCTGGGATCAGATGATGAGGAGCAAGAGGACCCTGCGGACTA 
CTGCAAAGGTGGATATCATCCAGTGAAAATTGGAGACCTCTTCAATGGCCGGTATCATGT 
TATTAGAAAGCTTGGATGGGGGCACTTCTCTACTGTCTGGCTGTGCTGGGATATGCAGGG 
GAAAAGATTTGTTGCAATGAAAGTTGTAAAAAGTGCCCAGCATTATACGGAGACAGCCTT 
GGATGAAATAAAATTGCTCAAATGTGTTCGAGAAAGTGATCCCAGTGACCCAAACAAAGA 
CATGGTGGTCCAGCTCATTGACGACTTCAAGATTTCAGGCATGAATGGGATACATGTCTG 
CATGGTCTTCGAAGTACTTGGCCACCATCTCCTCAAGTGGATCATCAAATCCAACTATCA 
AGGCCTCCCAGTACGTTGTGTGAAGAGTATCATTCGACAGGTCCTTCAAGGGTTAGATTA 
CTTACACAGTAAGTGCAAGATCATTCATACTGACATAAAGCCGGAAAATATCTTGATGTG 
TGTGGATGATGCATATGTGAGAAGAATGGCAGCTGAGGCCACTGAGTGGCAGAAAGCAGG 
TGCTCCTCCTCCTTCAGGGTCTGCAGTGAGTACGGCTCCACAGCAGAAACCTATAGGAAA 
AATATCTAAAAACAAAAAGAAAAAACTGAAAAAGAAACAGAAGAGGCAGGCTGAGTTATT 
GGAGAAGCGCCTGCAGGAGATAGAAGAATTGGAGCGAGAAGCTGAAAGGAAAATAATAGA 
AGAAAACATCACCTCAGCTGCACCTTCCAATGACCAGGATGGCGAATACTGCCCAGAGGT 
GAAACTAAAAACAACAGGATTAGAGGAGGCGGCTGAGGCAGAGACTGCAAAGGACAATGG 
TGAAGCTGAGGACCAGGAAGAGAAAGAAGATGCTGAGAAAGAAAACATTGAAAAAGATGA 
AGATGATGTAGATCAGGAACTTGCGAACATAGACCCTACGTGGATAGAATCACCTAAAAC 
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CAATGGCCATATTGAGAATGGCCCATTCTCACTGGAGCAGCAACTGGACGATGAAGATGA 
TGATGAAGAAGACTGCCCAAATCCTGAGGAATATAATCTTGATGAGCCAAATGCAGAAAG 
TGATTACACATATAGCAGCTCCTATGAACAATTCAATGGTGAATTGCCAAATGGACGACA 
TAAAATTCCCGAGTCACAGTTCCCAGAGTTTTCCACCTCX3TTGTTCTCTGGATCCTTAGA 
ACCTGTGGCCTGCGGCTCTGTGCTTTCTGAGGGATCACCACTTACTGAGCAAGAGGAGAG 
CAGTCCATCCCATGACAGAAGCAGAACGGTTTCAGCCTCCAGTACTGGGGATTTGCCAAA 
AGCAAAAACCCGGGCAGCTGACTTGTTGGTGAATCCCCTGGATCCGCGGAATGCAGATAA 
AATTAGAGTAAAAATTGCTGACCTGGGAAATGCTTGTTGGGTGCATAAACACTTCACGGA 
AGACATCCAGACGCGTCAGTACCGCTCCATAGAGGTTTTAATAGGAGCGGGGTACAGCAC 
CCCTGCGGACATCTGGAGCACGGCGTGTATGGCATTTGAGCTGGCAACGGGAGATTATTT 
GTTTGAACCACATTCTGGGGAAGACTATTCCAGAGACGAAGACCACATAGCCCACATCAT 
AGAGCTGCTAGGCAGTATTCCAAGGCACTTTGCTCTATCTGGAAAATATTCTCGGGAATT 
CTTCAATCGCAGAGGAGAACTGCGACACATCACCAAGCTGAAGCCCTGGAGCCTCTTTGA 
TGTACTTGTGGAAAAGTATGGCTGGCCCCATGAAGATGCTGCACAGTTTACAGATTTCCT 
GATCCCGATGTTAGAAATGGTTCCAGAAAAACGAGCCTCAGCTGGCGAATGCCTTCGGCA 
TCCTTGGTTGAATTCTTAGCAAATTCTACCAATATTGCATTCTGAGCTAGCAAATGTTCC 
CAGTACATTGGACCTAAACGGTGACTCTCATTCTTTAACAGGATTACAAGTGAGCTGGCT 
TCATCCTCAGACCTTTATTTTGCTTTGAGGTACTGTTGTTTGACATTTTGCTTTTTGTGC 
ACTGTGATCCTGGGGAAGGGTAGTCTTTTGTCTTCAGCTAAGTAGTTTACTGACCATTTT 
CTTCTGGAAACAATAACATGTCTCTAAGCATTGTTTCTTGTGTTGTGTGACATTCAAATG 
TCATTTTTTTGAATGAAAAATACTTTCCCCTTTGTGTTTTGGCAGGTTTTGTAACTATTT 
ATGAAGAAATATTTTAGCTGAGTACTATATAATTTACAATCTTAAGAAATTATCAAGTTG 
GAACCAAGAAATAGCAAGGAAATGTACAATTTTATCTTCTGGCAAAGGGACATCATTCCT 
GTATTATAGTGTATGTAAATGCACCCTGTAAATGTTACTTTCCATTAAATATGGGAGGGG 
GACTCAAATTTCAGAAAAGCTACCAAGTCTTGAGTGCTTTGTAGCCTATGTTGCATGTAG 
CGGACTTTAACTGCTCCAAGGAGTTGTGCAAACTTTTCATTCCATAACAGTCTTTTCACA 
TTGGATTTTAAACAAAGTGGCTCTGGGTTATAAGATGTCATTCTCTATATGGCACTTTAA 
AGGAAGAAAAGATATGTTTCTCATTCTAAAATATGCATTATAATTTAGCAGTCCCATTTG 
TGATTTTGCATATTTTTAAAAGTACTTTTAAAGAAGAGCAATTTCCCTTTAAAAATGTGA 
TGGCTCAGTACCATGTCATGTTGCCTCCTCTGGGCGCTGTAAGTTAAGCTCTACATAGAT 
TAAATTGGAGAAACGTGTTAATTGTGTGGAATGAAAAAATACATATATTTTTGGAAAAGC 
ATGATCATGCTTGTCTAGAACACAAGGTATGGTATATACAATTTGCAGTGCAGTGGGCAG 
AATACTTCTCACAGCTCAAAGATAACAGTGATCACATTCATTCCATAGGTAGCTTTACGT 
GTGGCTACAACAAATTTTACTAGCTTTTTCATTGTCTTTCCATGAAACGAAGTTGAGAAA 
ATGATTTTCCCTTTGCAGGTTGCACACAGTTTTGTTTATGCATTTCCTTAAAATTAATTG 
TAGACTCCAGGATACAAACCATAGTAGGCAATACAATTTTAGAATGTAATATATAGAGGT 
ATATTTAGCCTCTTTTAGAAGTCAGTGGATTGAATGTCTTTTTATTTTAAATTTTACATT 
CATTAAGGTGCCTCGTTTTTGACTTTGTCCATTAACATTTATCCATATGCCTTTGCAATA 
ACTAGATTGTGAAAAGCTAACAAGTGTTGTAACAATAATCCATTGTTTGAGGTGCTTGCA 

Gene 710. >OTTHUMT00007006331 cDNA sequence 

GCGCCCCGGCCGGGCCACTGGGCCACAGGCCACGCGGCCACGCAGTCCGAGCGGGAGCCG 
AGCCGGGCGGGGCGAGGGCAGCTCCGCCTGGCTCCCACCATGAGTGCTGAGCTTAACGTG 
CCTATCGACCCCTCTGCTCCTGCCTGCCCTGAGCCCGGCCATAAGGGCATGGATTACCGG 
GACTGGGTCCGCCGCAGCTACCTGGAACTGGTCACCTCTAACCACCACTCGGTACAGGCC 
CTGTCGTGGCGGAAGCTCTACCTGAGCAGGGCCAAGCTGAAGGCCTCCAGCAGGACCTCC 
GCCCTCCTCTCCGGCTTTGCCATGGTGGCCATGGTGGAGGTGCAGCTGGAGACGCAGTAC 
CAGTACCCGCGGCCGCTGCTGATTGCCTTCAGCGCCTGCACCACGGTGCTGGTGGCCGTG 
CACCTGTTCGCCCTCCTCATCAGCACCTGCATCCTGCCCAATGTGGAGGCCGTGAGCAAC 
ATCCACAACCTGAACTCCATCAGCGAGTCCCCGCATGAGCGCATGCACCCCTACATCGAG 
CTGGCCTGGGGCTTCTCCACCGTGCTTGGCATCCTACTCTTCCTGGCCGAGGTGGTGCTG 
CTCTGCTGGATCAAGTTCCTCCCCGTGGATGCCCGGCGCCAGCCTGGCCCCCCACCTGGC 
CCTGGGAGTCACACGGGCTGGCAGGCCGCCCTGGTGTCCACCATCATCATGGTGCCCGTG 
GGCCTCATCTTCGTGGTCTTCACCATCCACTTCTACCGCTCCCTGGTGCGCCACAAAACG 
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GAGCGCCACAACCGCGAGATCGAGGAGCTCCACAAGCTCAAGGTCCAGCTGGACGGGCAT 
GAGCGCAGCCTGCAGGTCTTGTGAGGGGCCGAGGGCCGGGGCTGGGAGCGGCCCTGTGCC 
CGGGAGTCCGCAGAGGCGGGGATTTGTCAGATGCAGACATTTTGCAAGGCTGCCGGGTAG 
TTCAAGACCAAAGTTTTCCTCTTGTCTTAATACCATAAGGACTGGATGACTTCTCCTGAG 
ATAGAACCGTTTGGTTCAATGAGGGACTGTGTTGCTAAGAGCGTTGGGGGCAAAGCCAGG 
CTGGTTCCTTGGCCTCGGGGTTTCCTGGGTCGGGGACACGGTGAAGAGGCTCCAGCGGGA 
CCTGCCCATCAGTCCTGGGCCAGGAGGGGCTCCAAGCAGCACCCAGCGGTCCGGGGGAGT 
CTCAGACCCGGCATGCGTGGCTGGCAGACCTGGGAGAGCCAGGGCAGGGTTTTGCGTTCA 
GAGAAGGATTGCCCCAGAGACCCGTGGTGGACTTCATGGGTGCTGAGTGGCCCGTGTGAC 
AGTGATGACACGAAGGCTTCGGCGTTTGAGTGGGTGCAGGTGCACGCCAGGGCTTGGTGC 
TTCCCTGCCTGGCCCTGGAGGGAGCTGGGTGGCCTGGCTTCAGGGGAAGACAGGAGCCAG 
GACACACGTCAGCCCAGCAGGTGTGGGGGGTGCTGCAGCCCTCGGCAGTGGGGTCAGGCC 
CTGGGGGATGTTTCCAATGGTGGGCAGCCTGGCCAGGCCGGAGAAGACATGTTCACGGGC 
ATCTATCAGATGCCCCCTTGAGGAGGCTGAGTTATTTGAGGGCTGCTGCAAAGTACGCTA 
GGCTCAAATTCTCTTTTCCCAGCCAGAGCCCTGGCCACACGGACTCAGAGGGGCCACCGG 
GGTGGGGAAAGGACCCCTCCCCCACCCCCCGCAGCCACTGGCCTCCAGCTCTCGGCCACA 
GAATGGCCTCTAAGGCTGACTCAGCCACTCCCTTGGGCTGTGGCAGCAGGAGGCGGGGGC 
TCTGGCTCAGGCCCCGGAGCCTGTGCAGCTTGCCCATGGCCCTAGGCAGCGAGGGGACAG 
CCTGGGGGACTTCCTGCCTAGGCAAGGTCATTGGCCGGGCCTGGCCTGTGGATAGTGGGG 
CCAGGGGCCGGCCCAGGCCAAATGAGTGCCCTCCTTGTTATGACACCAAGTGACTACAAG 
GGAGGCAAGACCCCTCCAGGCCTCTCAGCCGACACTGGGTCCCACCACACACAGTGACTG 
TGCCGTGCAGTGCAGGTTCTGGCCTTTTCCTTGAAGGCATCTGGTAGACCCGAAGCCACG 
CTCTCGGGCCGCACATGCACGCCGCAGCACCAGCTGCCCTGAGCTGCTTGTACAACCAAA 
CACCTTTCCCCTCTTCTCCAGCTGTAACCTGGAGAGTCAGCCATGCCTTGTCTTTTGTTC 
TCATAAATAGTCACTGGGGCCGGGCGCAGTGACTCACGCCTGTAATCCCAGCACTTTGGG 
AGGCCTAGGTGGGCGGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGT 
GAAACCCTGTCTCTACTAAAAAAATACAGAAAATTAGCTGGGCGTGGTGGCGGGCGCCTG 
TAGCCCCAGCTACTTGGGAGGCTGAGGCGGGAGAATGGCAATGGCGTGAACCCGGGAGGC 
AGAGCTTGCAGTGAGCTGAGATGGCGCCACTGCACTCCAGCCTGGGCGACAGAGCCAGAC 
TCCATCTC 

Gene 711. >OTTHUMT00007006349 cDNA sequence 

GACGGCAAATGGCGGACTTCGACACCTACGACGATCGGGCCTACAGCAGCTTCGGCGGCG 
GCAGAGGGTCCCGCGGCAGTGCTGGTGGCCATGGTTCCCGTAGCCAGAAGGAGTTGCCCA 
CAGAGCCCCCCTACACAGCATACGTAGGAAATCTACCTTTCAATACGGTTCAGGGCGACA 
TAGATGCTATCTTTAAGGATCTCAGCATAAGGAGTGTACGGCTAGTCAGAGACAAAGACA 
CAGATAAATTTAAAGGATTCTGCTATGTAGAATTCGATGAAGTGGATTCCCTTAAGGAAG 
CCTTGACATACGATGGTGCACTGTTGGGCGATCGGTCACTTCGTGTGGACATTGCAGAAG 
GCAGAAAACAAGATAAAGGTGGCTTTGGATTCAGAAAAGGTGGACCAGATGACAGAGGAA 
TGGGTAGCTCTCGAGAATCTAGAGGTGGATGGGATTCCCGGGATGACTTCAATTCTGGCT 
TCAGGGATGACTTCTTAGGGGGCAGGGGAGGTAGTCGCCCAGGCGACCGGCGAACAGGCC 
CCCCCATGGGCAGCCGCTTCAGAGATGGCCCTCCCCTCCGTGGATCCAACATGGATTTCA 
GAGAACCCACAGAAGAGGAAAGAGCACAGAGACCACGACTCCAGCTTAAACCTCGAACAG 
TCGCGACGCCCCTCAATCAAGTAGCCAATCCCAACTCTGCTATCTTCGGGGGTGCCAGGC 
CTAGAGAGGAAGTCGTTCAAAAGGAGCAAGAATGAGCCTGCGGTTGGGAGGGAATGGGGC 
GTGGGGGGTTAGAGCAGGACCACAGCCTGGTGAGTCCCCGGGCAGCCGTCCTGCAGCCGC 
CACTCCTGCGCCTGCCATTGGCCTCCTCACAGCGGAAACACAGCTTGTGAGTGCATGTCA 
GCTGTTAACAAGTGGTTTTTAGTACATTCTGGGCTTTGCTGTATCTATCTAGTGCCTGTT 
TGTGCGTTTTTTTCTTTCTTCCGCTGCTTCCCCATTTTCCTTCTGTCCTTTTTCTCCTGC 
TCCTTGTTTTCCCAGCAGCACATGGGGTTCCTCGGAGGAGCAGAGGTGGCCGCCGTGGGG 
GGGCGTTTGGGCTGCGGTGCTGCGTCATTTTTCCTTTGCTTTCTCTTTACTTTAGACACT 
GGCCCAACTCCAGGCGTTTCCTTTCATTCCCTCAGTGCTTCTCTTCTGACCTGCATGTTG 
AGTTCTGTATTGCTGGGGCTTCCAACAAAAACCAGAGTCACTGACAGAGGGAACAGCAGA 
GACCTTGTTGGTATTCAGCTGTGATGGATATAGAGAATCAGAGGCACCTTGTTTTCACAA 
CTAGGATAAAAATATCTGCAGGGTCCTTTCCATTCCTATTTAGAGGGAGTCCTGGCTCCA 
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TGACCCCCTCCCGAGTGGACTGTCCAAGCAGATAGGCTCACACGAGAAACAGTGAGGCTG 
AAAGGGGGGGCTATGGAAGAGCGGTAGGGAGTCCACGGAGAAGATGCAGTGAATGCTTGC 
ATGCATTCACACGTGTGTGTGTCCCAGCTAGTTCACTCCTTTCGCCGTGCGTGGTGGAGG 
CTGGCCTCTCTGGCTGGGTGCAGTGAATGGCCAGCGGGTTTCTTTTCTGCTGGGCCAAGG 
CGCTTTGGGGGTGGAGGGGGTGGTGCTGGTGCTGCACTGGGCTGACTGCGGCGCTGACGC 
AGCGTTTCCCCCCATCCCTGTTGCCTGTGTGTTGTGTGGATCTGTTCCTAGTATAGGCAA 
CATAATGAGATACTGTGCTTCCCACCTCCCCTTCAGTTCAGAGCCAAAATGGGTCTAGAA 
TCTGGCACTTTACTCATTTCCTTTGATAAATTGTACTATGCAGAGCTGTCAGGAACCTTC 
AGATAGCAGTAGAGGACTGCAGCTGTCTAGGTCTGCGGCCACATCTTGGGGACACACTGG 
ACTGTTCCCATGTGCAGGGTTCAGCAGTTATGTGGGAGTGCTAGGGGTTAGGCTTTTGAG 
CTTGAACGCCTGCGTGTGAACAGATGAAAAATCCTTCAGTACCCAAGTCCCAGTCTGTCC 
TATGGGGAGCAGTTTGGGGGCGGCCGGCAGCAGGAGCCTGGGAAAGAGGCCCTCGCCAGG 
TGATGGCAGGGCCAGGGTGGCCTGGGGCACCCAGCGGAATGTGCTTAGTATTTGGTCACC 
AGCCGTCATCCTGGGCTTTTCCTACTGTGTCTTGTTACAAGGCCTCAGCAATCCACAGAA 
CTCTCTCTCCTTCCTTCCACCTGTCAGCTTCTCTGCTTCTGAGATAAGAACCATTTGTGT 
AACACCAACACTTAACTTCAGAAAGACATGCATTATGTGGTGTAATCAAACCCGATGCTT 
TCAGATGACCTACTTACATCTTCAATGTGGATAAGATAAAGAACAAAACACATGCATCTA 
AACTGCTGGGCAATCCAGTTGACTTTTAAATGTAAGAATGGAATTCCAAACACTTAACAC 
ATTCAGCTATATGACAGAAAGTAAATCTATGGATATGGTATTTTGTGAATGATCTTTTAA 
ATAAAAGAAAACCTTACGTAATATTT 

Gene 712. >OTTHUMT00007006353 cDNA sequence 

CAGTGCGGCGGATGTACGGATGATTCAGTGGCTGGCAGGAAGCCCGCCCTGCCCGCCCGC 
CAGTGTCAGTGGTGTTGGCATCAGCTTGGGCAGGTGTGCGGGCTCAGGATGGGGCGGCCG 
TGGTGAGGAACCCTGGACTCTCAGCATCACAAGAGGCAACACCAGGAGCCAACATGAGCT 
CGGGGACTGAACTGCTGTGGCCCGGAGCAGCGCTGCTGGTGCTGTTGGGGGTGGCAGCCA 
GTCTGTGTGTGCGCTGCTCACGCCCAGGTGCAAAGAGGTCAGAGAAAATCTACCAGCAGA 
GAAGTCTGCGTGAGGACCAACAGAGCTTTACGGGGTCCCGGACCTACTCCTTGGTCGGGC 
AGGCATGGCCAGGACCCCTGGCGGACATGGCACCCACAAGGAAGGACAAGCTGTTGCAAT 
TCTACCCCAGCCTGGAGGATCCAGCATCTTCCAGGTACCAGAACTTCAGCAAAGGAAGCA 
GACACGGGTCGGAGGAAGCCTACATATGATGATGCCAATTCCTACGAGAATGTGCTCATT 
TGCAAGCAGAAAACCACAGAGACAGGTGCCCAGCAGGAGGGCATAGGTGGCCTCTGCAGA 
GGGGACCTCAGCCTGTCACTGGCCCTGAAGACTGGCCCCACTTCTGGTCTCTGTCCCTCT 
GCCTCCCCGGAAGAAGATGAGGAATCTGAGGATTATCAGAACTCAGCATCCATCCATCAG 
TGGCGCGAGTCCAGGAAGGTCATGGGGCAACTCCAGAGAGAAGCATCCCCTGGCCCGGTG 
GGAAGCCCAGACGAGGAGGACGGGGAACCGGATTACGTGAATGGGGAGGTGGCAGCCACA 
GAAGCCTAGGGCAGACCAAGAAGAAAGGAGCCAAGGCAAAGAGGGACCACTGTGCTCATG 
GACCCATCGCTGCCTTCCAAGGACCATTTCCCAGAGCTACTCAACTTTTAAGCCCCTGCC 
ATGGTTGCTCCTGGAAGGAGAACCAGCCACCCTGAGGACCACCTGGCCATGCGTGCACAG 
CCTGGGAAAAGACAGTTACTCACGGGAGCTGCAGGCCCGTCACCAAGCCCTCTCCCGACC 
CAGGCTTTGTGGGGCAGGCACCTGGTACCAAGGGTAACCCGGCTCCTGGTATGGACGGAT 
GCGCAGGATTTAGGATAAGCTGTCACCCAGTCCCCATAACAAAACCACTGTCCAACACTG 
GTATCTGTGTTCTTTTGTGCTATGAATTTGGATTCCTAATTGCTATTGTTGGTTGCTGGG 
GTTTTAAATGATTGATAAGCTTGTACAGTTAACTTATAGAGGGGGAGCCATATTTAACAT 
TCTGGATTTCAGAGTAGAGATTTCTGTGTTGTCTCCTAGAAAGCATTACATGTAGTTTAT 
TTCAGCATCCTTGTTGGGTGGGGCCCTGGCTCTCTTCCCCTTTGGTGGGACCTCCCCTTT 
CTTTGGGCTTCAGTTCACTCAGGAAGAAATGAGGCTGTCGCCATCTTTATGTGCTTCCAG 
TGGAAATGTCACTTGCTACAGACAATAGTGCATGAGAGTCTAGAGAAGTAGTGACCAGAA 
CAGGGCAGAGTAGGTCCCCTCCATGGCCCTGAATCCTCCTCTGCTCCAGGGCTGGCCTCT 
GCAGAGCTGATTAAACAGTGTTGTGACTGTCTCATGGGAAGAGCTGGGGCCCAGAGGGAC 
CTTGAGTCAGAAATGTTGCCAGAAAAAGTATCTCCTCCAACCAAAACATCTCAATAAAAC 
CATTTTAGTTGAAAAGC 

Gene 713. >OTTHUMT00007007303 cDNA sequence 

GCCGCTCCTGCCGTGCATGTTGGGGAGCCAGTACATGCAGGTGGGCTCCACACGGAGAGG 
GGCGCAGACCCCGTGATAGGGCTTTACCTGGTACATCGGCATGGCGCAACCAAAGCAAGA 
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GAGGGTGGCGCGTGCCAGACACCAACGGTCGGAAACCGCCAGACACCAACGGTCGGAAAC 

CGCCAGACACCAACGCTCGGAAACCGCCAGACACCAACGCTCGGAATACACGCCAGACCA 

CGACGGAGGGCGACCACCTCCCTTCTGACCCTGCTGCGGGCGTTCGGAAAAAAAACGCAG 

TCCGGTGTGCTCTGATTGGTCCAGGCTCTTTGACGTCACGGACTCGACCTTTGACAGAGC 

CACTAGGCGAAAAGGAGAGACGGGAAGTATTTTTTCCGCCCCGCCCGGAAAGGGTGGAGC 

ACAACGTCGAAAGCAGCCAATGGGAGCCCAGGAGGCGGGGCGCCTGTGGGAACCGTGGAG 

GGCACTTTCCCAGTCCCCGAGGCGGATCCGGTGTTGCATCCTTGGAGAGAGCTGAGAGCT 

GGAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTT 

GCTCTGGGCCGGTAGTACTGAGTCTAAGCACTGCGGTGAAGAAGATGGTAGAAAACAGTC 

TGGATGCTGGTGCCACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTCATTG 

AAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAACTCTGAAAC 

ATCACACATCTAAGATTCAAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTTC 

GGGGGGAAGCTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCACG 

TATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAA 

CCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTAC 

CTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTCG 

CCTTCTGCCGTGATTGTCAGTTCCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCTG 

CAAAACTGACTCCTAGAAGTACCCCACCCCACCCCTGCTCCTTGGAGGACAACGTGATCA 

CTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTAGA 

Gene 714. >OTTHUMT00007006363 cDNA sequence 

GCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTG 

GTACTGAGTCTAAGCACTGCGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCC 

ACTAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAAT 

GGATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAATGATGTCACCATTTCTACCTGCC 

ACGTATCGGCGAAGGTTGGGACTCAACTGGTGT 

Gene 715. >OTTHUMT00007006375 cDNA sequence 

CCGCCTTCGGCCCGGGCCTCCCGGGATGGCCGTGGCGCCTCTGCGGGGGGCGCTGCTGCT 
GTGGCAGCTGCTGGCGGCGGGCGGCGCGGCACTGGAGATCGGCCGCTTCGACCCGGAGCG 
CGGGCGCGGGGCTGCGCCGTGCCAGGCGGTGGAGATCCCCATGTGCCGCGGCATCGGCTA 
CAACCTGACCCGCATGCCCAACCTGCTGGGCCACACGTCGCAGGGCGAGGCGGCTGCCGA 
GCTAGCGGAGTTCGCGCCGCTGGTGCAGTACGGCTGCCACAGCCACCTGCGCTTCTTCCT 
GTGCTCGCTCTACGCGCCCATGTGCACCGACCAGGTCTCGACGCCCATTCCCGCCTGCCG 
GCCCATGTGCGAGCAGGCGCGCCTGCGCTGCGCGCCCATCATGGAGCAGTTCAACTTCGG 
CTGGCCGGACTCGCTCGACTGCGCCCGGCTGCCCACGCGCAACGACCCGCACGCGCTGTG 
CATGGAGGCGCCCGAGAACGCCACGGCCGGCCCCGCGGAGCCCCACAAGGGCCTGGGCAT 
GCTGCCCGTGGCGCCGCGGCCCGCGCGCCCTCCCGGAGACCTGGGCCCGGGCGCGGGCGG 
CAGTGGCACCTGCGAGAACCCCGAGAAGTTCCAGTACGTGGAGAAGAGCCGCTCGTGCGC 
ACCGCGCTGCGGGCCCGGCGTCGAGGTGTTCTGGTCCCGGCGCGACAAGGACTTCGCGCT 
GGTCTGGATGGCCGTGTGGTCGGCGCTGTGCTTCTTCTCCACCGCCTTCACTGTGCTCAC 
CTTCTTGCTGGAGCCCCACCGCTTCCAGTACCCCGAGCGCCCCATCATCTTCCTCTCCAT 
GTGCTACAACGTCTACTCGCTGGCCTTCCTGATCCGTGCGGTGGCCGGAGCGCAGAGCGT 
GGCCTGTGACCAGGAGGCGGGCGCGCTCTACGTGATCCAGGAGGGCCTGGAGAACACGGG 
CTGCACGCTGGTCTTCCTACTGCTCTACTACTTCGGCATGGCCAGCTCGCTCTGGTGGGT 
GGTCCTGACGCTCACCTGGTTCCTGGCTGCCGGGAAGAAATGGGGCCACGAGGCCATCGA 
GGCCCACGGCAGCTATTTCCACATGGCTGCCTGGGGCCTGCCCGCGCTCAAGACCATCGT 
CATCCTGACCCTGCGCAAGGTGGCGGGTGATGAGCTGACTGGGCTTTGCTACGTGGCCAG 
CACGGATGCAGCAGCGCTCACGGGCTTCGTGCTGGTGCCCCTCTCTGGCTACCTGGTGCT 
GGGCAGTAGTTTCCTCCTGACCGGCTTCGTGGCCCTCTTCCACATCCGCAAGATCATGAA 
GACGGGCGGCACCAACACAGAGAAGCTGGAGAAGCTCATGGTCAAGATCGGGGTCTTCTC 
CATCCTCTACACGGTGCCCGCCACCTGCGTCATCGTTTGCTATGTCTACGAACGCCTCAA 
CATGGACTTCTGGCGCCTTCGGGCCACAGAGCAGCCATGCGCAGCGGCCGCGGGGCCCGG 
AGGCCGGAGGGACTGCTCGCTGCCAGGGGGCTCGGTGCCCACCGTGGCGGTCTTCATGCT 
CAAAATTTTCATGTCACTGGTGGTGGGGATCACCAGCGGCGTCTGGGTGTGGAGCTCCAA 
GACTTTCCAGACCTGGCAGAGCCTGTGCTACCGCAAGATAGCAGCTGGCCGGGCCCGGGC 
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CAAGGCCTGCCGCGCCCCCGGGAGCTACGGACGTGGCACGCACTGCCACTATAAGGCTCC 
CACCGTGGTCTTGCACATGACTAAGACGGACCCCTCTTTGGAGAACCCCA.CACACCTCTA 
GCCACACAGGCCTGGCGCGGGGTGGCTGCTGCCCCCTCCTTGCCCTCCACGCCCTGCCCC 
CTGCATCCCCTAGAGACAGCTGACTAGCAGCTGCCCAGCTGTCAAGGTCAGGCAAGTGAG 
CACCGGGGACTGAGGATCAGGGCGGGACCCCGTGAGGCTCATTAGGGGAGATGGGGGTCT 
CCCCTAATGCGGGGGCTGGACCAGGCTGAGTCCCCACAGGGTCCTAGTGGAGGATGTGGA 
GGGGCGGGGCAGAGGGGTCCAGCCGGAGTTTATTTAATGATGTAATTTATTGTTGCGTTC 
CTCTGGAAGCTGTGACTGGAATAAACCCCCGCGTGGCACTGCTGAGTCCTCTCTGGCTGG 
GAAGGGGGGAAGGTAGGAGG 

Gene 716. >OTTHUMT000 07007328 cDNA sequence 

CAGAAACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGCTTCTTGAGGGCTCC 
CCAGCCATGCTTCCTGTACAGCCTGCAAAACTTACAGAACCTGCTAAGGCCATCAAACCT 
ATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCAGGTGGTACTGAGTCTAAGCACT 
GGATGAAGAAGATAGTAGAAAACAGTCTGGATGCTGGTGCCACTAATGTTGATCTAAAGC 
TTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAG 
AAAACTTCGAAGGCTTAATCCTTACTTTACAGTCTCTTTCAGCTCTGAAACATCACACAT 
CTAAGATTCAAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTTCGGGGGAAAG 
CTCTGAGCTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCACGTATCGGCGA 
AGGTTGGGACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAACCCCCTACC 
CCCACCCCAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGCC 
ATAAGGAATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTCGCCTTCTGCC 
GTGATTGTCAGCTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCTGCAAAACTTG 
TCCAGGATGTAACTAGAGAGCTACGGGCATGCAGAAGTTGGAAGATGAGGGAAGGCATCA 
CAGAGGCTGTGGGG 

Gene 717. >OTTHUMT00006011974 cDNA sequence 

ACCTTGGCAGCTTTGCCAAGGCTACCTTCAATGCCATCTCCAGGACCTACAGCTCTGACT 
TGTGGAAAGAGGATGTATTTACCAAGTCTCCCTATCAGGAATTCACTGGTCACCTTGTAA 
AGA 

Gene 718. >OTTHUMT0 00070 073 30 cDNA sequence 

TTACTAGAAAAAGAAACTCTGTATTAI^GAAAAGCAACTGGGTACAAGGTACCTCAAAAT 

CACGACCTACCAAATGCAGCATAGGCACAGAAAAAGAACAGTTTAAATAAGCTGAACCCC 

TTATTGATGAAGAGATAGAGTTAACACAGGGATTTACCAATTGAACTCAGAGATTTTAAC 

CAGCTTATCAAAGCTAATTAAAATGGGGTTGTGATATTGAAAATATAGCAAGAGAAGAAG 

AGGGAAAAAGCTTACGGGAGGTCCTTGAATACTCAACTGTGTTCTGGGAAAAACGCAATG 

AGCTCCAGGACATAGACAAGATTATGGCTCAGAGTGAAAGGGAGAGATAAGAATTCAGAG 

AATAATTTGCATCAGAAAAGCACCTGACAAAAAGATCAGATGGTACAGAGCATCTAGCAC 

CTTTTCTTCAGCTGAGGATATCATGGTACTAGTATAACAGAGGGAAAAACTGTACTGAGG 

AAGAGGATCATTCTGTACTTTGTGTGCTTGGATTCAACAAGGAAAATATTTATGATGAAA 

TGCAATAGTGTAATCACAACTCTCCTCAGTTCAGATTT 

Gene 719. >OTTHUMT00007007332 cDNA sequence 

AAAGGAAAGGAGGCCAAGGGGAAGAAGTTGGCTCTGGCCCCTGCTTTTGTGAAGAAGCAG 

GAGGCCAAGAAAGTGGTGAATCCCCTGTTTGAGAAAAGGCCTAAGAATTTTGGCATTGGA 

CAGGACATCCAGCCCAAAAGAGACCTCACCTGCTTTGTGAAATGGCCCCGCTATATCAGG 

TTGCAATGGCAGAGATCCATACTCTATAAGCAGCTGAAAGTGCCTCCTGCGATTAACCAG 

TTCACCCAGGCCCTGGAAGGCCAAACAGCTACTCAGCTGCTTAAGCTGGCCCACAAATAC 

AGACCAGAGACAAAGCAAGAGAAGAAGTGGAGGCTGTTGGCCCAGGCAGAGTTGTGGGCA 

AAGGGGACCTCCCCATGAAGAGACTACCTGTCTTTCGAGCAGGAGTTAACACCGTCACCA 

CCTTTGTGGATAACAAGAAAGCTCCGCTGGTGGTGACTACACACGACATGGATCCCATTG 

AGCTGACTGTTTTCCTGCCTGTCCTGTGTCATAAAATGGGGGCCACTTGCTGCATTATCA 

AGGGGAAGGCAAGACTGGGATGTCTAGTTCACAGGAAGACCTACACCACTGTCGACTTCA 

CACAGGTTAACTCAGAAGACAAAGGAGCTTTGGCTAAGCTGGTGGAAGCTATCGGGACCA 

ATTACAATGCCAGATACGATGAGACCCACTGTCACTGGGACGGCAATGTCCTGGGTCCCA 

AGTCTGTGGCTCACATTGCCAAGCTCGAAAAGGCAAAGGCTAAAGAACTTGCCACTAAA 

Gene 720. >OTTHUMT00007007334 cDNA sequence 
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CATTCCTGTCTCAAGGCCACACCTTCCACCTGCAGTGGAGTCTTCCACACCCAGCGCTTC 

GACCTTTACCAGCAGGCCTCCCCACCAGATGCCCTGCACTGGATACCTAAGCCTTGGGAA 

TGGACACGGCCGCCACCTCGAGAAGGGCCCTCCCAAAAGGCAGAGGAGCCTGGGTCCCAA 

GGGGACAAGGAGCCTGGTTTGCCCCCACCC 

Gene 721. >OTTHUMT00007007336 cDNA sequence 

AAAAATCGAACCTGTGGTGCAGGACAGGATCCTGTGCCCTATATGATTTCTCTGATTCAC 

AAACTCTAAGAATGGTTTACTGTGGAGCAGTTGGAAGACTATTTGAATTTTGCAAACCAC 

CTCTTGTGGGTTTTTACACCATTAACACTTCTAATACTTCCTTACTTTACTATCTTTCTT 

CTCTACCTTACTATTATTTTCCTACACATTTATAAGAGAAAGAACGTATTAAAAGAAGCC 

TACTCTCATAATTTATGGGATGGTGCAAGGAACACGGAGGCAAGTCTGTGGGATGGGCAT 

GCAGCAGTTTGGCATGGTAAGCGAGGATGCTTTCATCTCTGTGTTGCCATTCATGTGTGC 

TGCATTGGAACTGTGTTACCATGCCATTTTATTGAC 

Gene 722. >OTTHUMT00007007337 cDNA sequence 

GAGCTCGCCCCTGAGCCTGAGGAGACCTGGGTAGTGGAGACGCTGTGTGGGCTCAAGATG 
AAGCTGAAGCAACAGCGAGTGTCACCCATCCTCCCTGAGCACCACAAGGACTTCAACAGT 
CAGCTTGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAAAGGAAG 
ATGGAGTGGTGGGACAAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCC 
CCTGAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAG 
CGACGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAG 
GATCCTGTCATTAAAAGATTCCTGGCCTGGGACAAAGGTCTGAGGGTGTCGGACAAGTAT 
CTCCTGGCTATGGTCATAGTGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAA 
TGCATTCATTTCTTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAGGACGACGAGGAC 
CCCAAACAAAACATCTTCTACTTCCTGTATGGGAAGACCCGCTCTCGCATACCCTTGCTC 
CGTAAGCGTCGGTTCCAGTTATGCCGTTGCATGAACCCGAGGGCCAGGAAGAACCGCTCT 
CAGATAGTCCTGTTCCAGAAACTTCGGTTCCAGTTCTTCTGTTCCATGAGCTGCAGGGCT 
TGGGTTTCCCCGGAGGAGTTGGAGGAGATCCAGGCTTATGACCCAGAGCACTGGGTGTGG 
GCGCGAGATCGCGCTCGCCTTTCC 

Gene 723. >OTTHUMT00007007338 cDNA sequence 

CCCAGTGTCCAGGATGTAACTAGAGAGCTACGGGCATGCAGAAGTTGGAAGATGAGGGAA 
GGCATCACAGAGGCTGTGGGG 

Gene 724. >OTTHUMT000070073 56 cDNA sequence 

AAAAGGAAGAGGGAATGTTTGGATGAATCTGATGATGAGCCAGAGAAGGAGCTCGCCCCT 
GAGCCTGAGGAGACCTGGGTGGCGGAGACGCTGTGTGGCCTCAAGATGAAGGCGAAGCGA 
CGGCGAGTGTCGCTCGTGCTCCCTGAGTACTACGAGGCCTTCAACAGGCTGCTTGCCCCT 
GGGGTAGATCCCAGCCCCCCACGTAGGTCCCTTGGCTGGAAAAGGAAGAGGGAATGTTTG 
GATGAATCTGATGATGAGCCAGAGAAGGAGCTCGCCCCTGAGCCTGAGGAGACCTGGGTG 
GCGGAGACGCTGTGTGGCCTCAAGATGAAGGCGAAGCGACGGCGAGTGTCGCTCGTGCTC 
CCTGAGTACTACGAGGCCTTCAACAGGCTGCTTGAGGATCCTGTCATTAAAAGACTCCTG 
GCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATGGTCATAGCGTAT 
TTCAGCCGGGCCGGCCTCCCCTCCTGGCAATACCAACGCATTCATTTCTTCCTGGCTCTC 
TATCTGGCCAATGACATGGAGGAGGACGACGAGGCCCCCAAACAAAACATCTTCTACTTC 
CTGTACGAGGAGACCCGCTCTCATATACCCTTGCTCAGTGAGCTTTGGTTCCAGTTATGC 
CGTTACATGAACCCGAGGGCCAGGAAGAACTGCTCTCAGATAGCCTTGTTCCGGAAGTAT 
CGTGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAACTGCTCT 
CAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGCAGGGCT 
TGGGTTTCCCTGGAGGAGTTGGAAGAGATCCAGGCTTATGACCCAGAGCACTGGGTGTGG 
GCGCGAGATCGCGCCCACCTTTCC 

Gene 725. >OTTHUMT00007007357 cDNA sequence 

ATGGGGGGAAGCGCGTTAAACCAGGGAGTCCTGGAAGGGGACGACGCCCCCGGCCAGTCC 
CTGTACGAGCGGTTAAGTCAGAGGATGCTGGACATCTCGGGGGACCGGGGCGTGCTGAAG 
GACGTCATCCGAGAAGGAGCTGGAGACCTAGTGGCGCCTGATGCTTCGGTGCTAGTGAAA 
TAGTATGGATACCTGGAACACTTGGACAGACCCrTCGATTCTAATTACTTTAGGAAAACT 
CCTCGGCTAATGAAACTTGGAGAGGATATTACATTGTGGGGCATGGAGCTGGGCCTTCTG 
AGCATGCAGAGAGGAGAGCTGGCCAGGTTTCTGTTCAAACCGAACTACGCCTATGGAACG 
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CTGGGCTCCCCTCCCTTGATCCCCCCAAACACCACTGTCCTGTTCAAGATTGAGCTGCTT 

GACTTCCTAGACTGTGCTGAGTCAGACAAGTTTTGTGCTCTCTCAGCT 

Gene 726. >OTTHUMT00007007358 cDNA sequence 

GCCGCTCCTGCCGTGCATGTTGGGGAGCCAGTACATGCAGGTGGGCTCCACACGGAGAGG 
GGCGCAGACCCGGTGATAGGGCTTTACCTGGTACATCGGCATGGCGCAACCAAAGCAAGA 
GAGGGTGGCGCGTGCCAGACACCAACGGTCGGAAACCGCCAGACACCAACGACACCAAGG 
CTCGGAATACACGCCAGACCACGACGGAGGGCGACCACCTCCCTTCTGACCCTGCTGCGG 
GCGTTCGGAAAAAAAACGCAGTCCGGTGTGCTCTGATTGGTCCAGGCTCTTTGACGTCAC 
GGACTCGACCTTTGACAGAGCCACTAGGCGAAAAGGAGAGACGGGAAGTATTTTTTCCGC 
CCCGCCCGGAAAGGGTGGAGCACAACGTCGAAAGCAGCCAATGGGAGCCCAGGAGGCGGG 
GCGCCTGTGGGAGCCGTTGAGGGCACTTTCCCAGTCCCCGAGGCGGATCCGGTGTTGCAT 
CCTTGGAGAGAGCTGAGAGCTCGAGTACAGAACCTGCTAAGGCCATCAAACCTATTGATC 
GGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACTGAGTCTAAGCACTGCGGTGA 
AGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCACTAATATTGATCTAAAGCTTAAGG 
ACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGGATGTGGGGTAGAAGAAGAAAACT 
TCGAAGGCTTAACTCTGAAACATCACACATCTAAGATTCAAGAGTTTGCCGACCTAACTC 
GGGTTGAAACTTTTGGCTTTCGGGGGAAAGCTCTGAGCTCACTTTGTGCACTGAGTGATG 
TCACCATTTCTACCTGCCACGTATCGGCGAAGGTTGGGACTCGACTGGTGTTTGATCACG 
ATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCAGAGGGACCACAGTCAGCGTGA 
AGCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGAATTTCAAAGGAATATTAAGAAGA 
AACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCTTGAGGGCTCCCCAG 
CCATGCTTCCTGTACAGCCTGCAAAACTGACTCCTAGAAGTACCCCA.CCCCACCCCTGCT 
CCTTGGAGGACAACGTGATCACTGTATTCAGCTCTGTCAAGAATGGTCCAGGTTCTTCTA 
GA 

Gene 727. >CTTHUMT00007007377 cDNA sequence 

ATGGGGCTGTACGCTGCGGTGGCAGGCGTGCTGGCCGGCGTGGAGAGCCGCCAGGGCTCT 
ATCAAGGGGCTGGTGTACTCCAGCAACTTCCAGAACGTGAAGCAGCTGTACGCGCTGGTG 
TGCGAAACGCAGCGCTACTCCGCCGTGCTGGATGCCGTGATCTCCAGCGCCGGCCTCCTC 
AGTGCGAAGAAGCTGCAGCCGCACCTGGCCAAGGTGTATGAGTTGTTGGGAAAGGGCTTT 
CGAGGGGGTGGGGGCCAATGGAAGGCTCTGTTGGGACGGCACCAGGCGAGGTGTTGAGTT 
GGCTCGGCTCAAGGTTCTTCGGGGTGTGAGCTGGCATGAGGACCTGTTGGAAGTGGGATC 
CAGGCCTGGTCCAGCCTCCCAGCTGCCTCGATTTGTGCGTGTGAACACTCTCAAGACCTG 
CTCCGTTTATGTAGTTATTTCAAGAGACAAGGTTTCTCCTATCAGGGTCGGGCTTCCAGC 
CTTGATGACTTACAAGCCCTCAAGGGGAAGCATTTTCTCCTGGACTCCTTGATGCCGGAG 
CTGCTGGTGTTTCCCGCCCAGACAGATCTGCATGAACACCCACTGTACCGGGCCGGACAC 
CTCATTCTGCAGGACAGGGCCAGCTGTCTCCCAGCCATGCTGCTGGACCCCCGCCAGGCT 
CCCATGTCATCGATGCCTGTGCCGCCCCAGGCAATAAGACCAGTCACTTGGCTGCTCTTC 
TGAAGAACCAAGGGAAGATCTTTGCCTTTGACCTGGATGCCAAGCGGCTGGCATCCATGG 
CCACGCTGCTGGCCTGGGTTGGCGTCTCCTGCTGTGAGCTGGCTGAGGAGGACTTCCTGG 
CGGTCTCCCCCTTAGATCCGCGCTATCGTGAGGTCCACTATGTCCTGCTGGATCCTTCCT 
GCAGTGGCTCGGGTATGCCGAGCAGACAGCTGGAGGATCCCGGGGCAGGGACACCTAGCC 
CGGTGCGTCTGCATGCCCTGGCAGGGTTCCAGCAGCGAGCCCTGTGCCACGCGCTCACTT 
TCCCTTCCCTGCAGCGGCTCGTCTACTCCATGTGCTCCCTCTGCCAGGAGGAGAATGAAG 
ACATGGTACCAGATGCGCTGCAGCAGAACCCGGGCGCCTTCAGGCTAGCTCCCGCCCTGC 
CTGCCCGGCCCCACCGAGGCCTGAGCACGTTCCCGGGTGCCGAGCACTGCCTCCGGGCTT 
CCCCCAAGACCACGCTTAGCGGTGGCTTCTTCGTTGCTGTT^ATTGAACGGGTCGAGATGC 
CG 

Gene 728. >OTTHUMT00007007380 cDNA sequence 

ATGTGTCCTTGGCGGCCTAGACTAGGCCGTCGCTGTATGGTGAGCCCCAGGGAGGCGGAT 
CTGGGCCCCCAGAAGGACACCCGCCTGGATTTGCCCCGTAGGCCCGGCCCGGGCCCCTCG 
GGAGCAGAACAGCCTTGGTGAGGTGGACAGGAGGGGACCTCGCGAGCAGACGCGCGCGCC 
AGCGACAGCAGCCCCGCCCCGGCCTCTCGGGAGCCGGGGGGCAGAGGCTGCGGAGCCCCA 
GGAGGGTCTATCAGCCACAGTCTCTGCATGTTTCCAAGAGCAACAGGAAATGAACACATT 
GCAGGGGCCAGTGTCATTCAAAGATGTGGCTGTGGATTTCACCCAGGAGGAGTGGCGGCA 
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ACTGGACCCTGATGAGAAGATAGCATACGGGGATGTGATGTTGGAGAACTACAGCCATCT 
AGTTTCTGTGGGGTATGATTATCACCAAGCCAAACATCATCATGGAGTGGAGGTGAAGGA 
AGTGGAGCAGGGAGAGGAGCCGTGGATAATGGAAGGTGAATTTCCATGTCAACATAGTCC 
AGAACCTGCTAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGG 
GCCAGTGGTACTGAGTCTAAGCACTGCAGTGAAGGAGTTAGTAGAAAACAGTCTGGATGC 
TGGTGCCACTAATATTGATCTAAAGCTTAAGGACTATGGAGTGGATCTCATTGAAGTTTC 
AGACAATGGATGTGGGGTAGAAGAAGAAAACTTTGAAGGCTTAATCTCTTTCAGCTCTGA 
AACATCACACATG 

Gene 729. >OTTHXJMT00007007381 cDNA sequence 

CAAGATGATGATTATTCTCCACCGTCTAAGAGACCAAAGGCCAATGAGCTACCGCAGCCA 
CCAGTCCCGGAACCCGCCAATGCTGGGAAGCGGAAAGTGAGGGAGTTCAACTTCGAGAAA 
TGGAATGCTCGCATCACTGATCTACGTAAACAAGTTGAAGAATTGTTTGAAAGGAAATAT 
GCTCAAGCCATAAAAGCCAAAGGTCCGGTGACGATCCCGTACCCTCTTTTCTAGTCTCAT 
GTTGAAGATCTTTATGTAGAAGGACTTCCTGAAGGAATTCCTTTTAGAAGGCCATCTACT 
TACGGAATTCCTCGCCTGGAGAGGATATTACTTGCAAAGGAAAGGATTCGTTTTGTGATT 
AAGAAACATGAGCTTCTGAGTTCAACACGTGAAGATTTACAGCTTGATAAGCCAGCTTCA 
GGAGTAAAGGAAGAATGGTATGCCAGAATCACTAAATTAAGAAAGATGGTGGATCAGCTT 
TTCTGCAAAAAATTTGCGGAAGCCTTGGGGAGCACTGAAGCCAAGGCTGTACCGTACCAA 
AAATTTGAGGCACACCCGAATGATCTGTACGTGGAAGGACTGCCAGAAAACATTCCTTTC 
CGAAGTCCCTCATGGTATGGAATCCCAAGGCTGGAAAAAATCATTCAAGTGGGCAATCGA 
ATTAAATTTGTTATTAAAAGACCAGAACTTCTGACTCACAGTACCACTGAAGTTACTCAG 
CCAAGAACGAATACACCAGTCAAAGAAGATTGGAATGTCAGAATTACCAAGCTACGGAAG 
CAAGTGGAAGAGATTTTTAATTTGAAATTTGCTCAAGCTCTTGGACTCACCGAGGCAGTA 
AAAGTACCATATCCTGTGTTTGAATCAAACCCGGAGTTCTTGTATGTGGAAGGCTTGCCA 
GAGGGGATTCCCTTCCGAAGCCCTACCTGGTTTGGAATTCCACGACTTGAAAGGATCGTC 
CACGGGAGTAATAAAATCAAGTTCGTTGTTAAAAAACCTGAACTAGTTATTTCCTACTTG 
CCTCCTGGGATGGCTAGTAAAATAAACACTAAAGCTTTGCAGTCCCCCAAAAGACCACGA 
AGTCCTGGGAGTAATTCAAAGGTTCCTGAAATTGAGGTCACCGTGGAAGGCCCTAATAAC 
AACAATCCTCAAACCTCAGCTGTTCGAACCCCGACCCAGACTAACGGTTCTAACGTTCCC 
TTCAAGCCACGAGGGAGAGAGTTTTCCTTTGAGGCCTGGAATGCCAAAATCACGGACCTA 
AAACAGAAAGTTGAAAATCTCTTCAATGAGAAATGTGGGGAAGCTCTTGGCCTTAAACAA 
GCTGTGAAGGTGCCGTTCGCGTTATTTGAGTCTTTCCCGGAAGACTTTTATGTGGAAGGC 
TTACCTGAGGGTGTGCCATTCCGAAGACCATCGACTTTTGGCATTCCGAGGCTGGAGAAG 
ATACTCAGAAACAAAGCCAAAATTAAGTTCATCATTAAAAAGCCCGAAATGTTTGAGACG 
GCGATTAAGGAGAGCACCTCCTCTAAGAGCCCTCCCAGAAAAATAAATTCATCACCCAAT 
GTTAATACTACTGCATCAGGTGTTGAAGACCTTAACATCATTCAGGTGACAATTCCAGAT 
GATGATAATGAAAGACTCTCGAAAGTTGAAAAAGCTAGACAGCTAAGAGAACAAGTGAAT 
GACCTCTTTAGTCGGAAATTTGGTGAAGCTATTGGTATGGGTTTTCCTGTGAAAGTTCCC 
TACAGGAAAATCACAATTAACCCTGGCTGTGTGGTGGTTGATGGCATGCCCCCGGGGGTG 
TCCTTCAAAGCCCCCAGCTACCTGGAAATCAGCTCCATGAGAAGGATCTTAGACTCTGCC 
GAGTTTATCAAATTCACGGTCATTAGACCATTTCCAGGACTTGTGATTAATAACCAGCTG 
GTTGATCAGAGTGAGTCAAAAGGCCCCGTGATACAAGAATCAGCTGAACCAAGCCAGTTG 
GAAGTTCCAGCCACAGAAGAAATAAAAGAGACTGATGGAAGCTCTCAGATCAAGCAAGAA 
CCAGACCCCACGTGG 

Gene 730. >OTTHUMT00007007383 cDNA sequence 

AGCGATGTCACCATTTCTACCTGCCACGCGTCGGTGAAGGTTGGGACTCGACTGGTGTTT 
GATCACGATGGGAAAATCATCCAGGAAACCCCCTACCCCCACCCCAGAGGGACCACAGTC 
AGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGAATTTCAAAGGAATATT 
AAGAAGGTACAACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCCTGAG 
GCCTCCCCAGCCATGCTTCCTGTACAGCCTGCAGAACTGACTCCTAGAAGGACCCCACCC 
CCCTCCCCCCACCCCTGCTCCTAGGAGGACAACGTGATCACTGTATTCAGCTCCATCAAG 
AATGGTCCAGGTTCTTCTAGA 

Gene 731. >OTTHUMT00007006727 cDNA sequence 

GCCACTTCCGGGAGTCGGAAAGGAAAGCTGTGGGACCATCCTGGCAACCCCGGTGTTTGG 
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CTGGGTTCTAGCGTAGCCGTCTGTGTGGCCGGTGGGGGACCTGCGGTCGGAGTGGGAGGG 

CCAGTCTGCACCCAAGAGGTGGAAGAGGACGGGCTTTAGGCTGGAAGCGCCTTAGAGGAG 

CCATTTTTCCAGGTGGGGCCCCAGGCAGAGGCTCCGACAGGGAGCCTGGCCATAGTCGCG 

CAGCCGGGGAGGTGGAGCGCGTCCCAGACCCGAGCCCCCGACCTCAGCCAAACCCATTCC 

TTCTGCCCTTGGAGGCCAGAGGGGACTCTGAGCTCCGGAAAGGATGCCTGGTTTGCTTTT 

ATGTGAACCAACAGAGCTTTACAACATCCTGAATCAGGCCACAAAACTCTCCAGATTAAC 

AGACCCCAACTATCTCTGTTTATTGGATGTCCGTTCCAAATGGGAGTATGACGAAAGCCA 

TGTGATCACTGCCCTTCGAGTGAAGAAGAAAAATAATGAATATCTTCTCCCGGAGTCTGT 

GGACCTGGAGTGTGTGAAGTACTGCGTGGTGTATGATAACAACAGCAGCACCCTGGAGAT 

ACTCTTAAAAGATGATGATGATGATTCAGACTCTGATGGTGATGGCAAAGATCTTGTGCC 

TCAAGCAGCCATTGAGTATGGCAGGATCCTGACCCGCCTCACCCACCACCCCGTCTACAT 

CCTGAAAGGGGGCTATGAGCGCTTCTCAGGCACGTACCACTTTCTCCGGACCCAGAAGAT 

CATCTGGATGCCTCAGGAACTGGATGCATTTCAGCCATACCCCATTGAAATCGTGCCAGG 

GAAGGTCTTCGTTGGCAATTTCAGTCAAGCCTGTGACCCCAAGATTCAGAAGGACTTGAA 

AATCAAAGCCCATGTCAATGTCTCCATGGATACAGGGCCCTTTTTTGCAGGCGATGCTGA 

CAAGCTTCTGCACATCCGGATAGAAGATTCCCCGGAAGCCCAGATTCTTCCCTTCTTACG 

CCACATGTGTCACTTCATTGAAATTCACCATCACCTTGGCTCTGTCATTCTGATCTTTTC 

CACCCAAGGTATCAGCCGCAGTTGTGCCGCCATCATAGCCTACCTCATGCATAGTAACGA 

GCAGACCTTGCAGAGGTCCTGGGCCTATGTCAAGAAGTGCAAAAACAACATGTGTCCAAA 

TCGGGGATTGGTGAGCCAGCTGCTGGAATGGGAGAAGACTATCCTTGGAGATTCCATCAC 

AAACATCATGGATCCGCTCTACTGATCTTCTCCGAGGCCCACCGAAGGGTACTGAAGAGC 

CTCACCTGGGGGCATTTTGTGGGTGGAGGGCCAGAGTGTGTATACCCAGGCTTGTCTGGA 

AGGAGAAGGCCTTTGCTGCCTGAAAGTCTCA 

Gene 732. >OTTHUMT00007007384 cDNA sequence 

TGTCCCATCTGCCTGGAGGTCTTCAAGGAGCCCCTGATGCTGCAGTGTGGCCACTCTTAC 
TGCAAGGGCTGCCTGGTTTCCCTGTCCTGCCACCTGGATGCCGAGCTGCGCTGCCCCGTG 
TGCCGGCAGGCGGTGGACGGCAGCAGCTCCCTGCCCAACGTCTCCCTGGCCAGGGTGATC 
GAAGCCCTGAGGCTCCCTGGGGACCCGGAGCCCAAGGTCTGCGTGCACCACCGGAACCCG 
CTCAGCCTTTTCTGCGAGAAGGACCAGGAGCTCATCTGTGGCCTCTGCGGTCTGCTGGGC 
TCCCACCAACACCACCCGGTCACGCCCGTCTCCACCGTCTACAGCCGCATGAAGGTGGGG 
AGTGAGGGTGCAGGGGCGGCTGGAGAGGCCGCGGGGACCAGATCCTGTGCTCTCTGGTGC 
CATCACCTGGCACCAAAAGGATCCAGCTATCCTCGATTTCCCTGCAGCTCTGGGTGATCC 
GCCGCGAGTTCCAGGAGCTGCACCACCTGGTGGATGAGGAGAAGGCCCGCTGCCTGGAGG 
GGATAGGGGGTCACACCCGTGGCCTGGTGGCCTCCCTGGACATGCAGCTGGAGCAGGCCC 
AGGGAACCCGGGAGCGGCTGGCCCAAGCCGAGTGTGTGCTGGAACAAGGAAAGTCATGTC 
CCTGCCTTCAAGGGTCTCGTAGATGGGTGGGGAGGCAGATGGTGAACTGTGGGTACCTAG 
AACAGCAGAAGTTCACTCAAGCTACAGAAATACTAGAGGAGGGTAGCTCATGCCTGCAAT 
CCCAGTACTTTGGGAAGCCAAGGCAGGAGGATTGCTTGAGGCCAGGAGTTCGAGACCAGC 
CTGGCCAATGTACCCCGGAGCCTCTCAAGTTGGACCCTGCCACTGCCCACCCACTCCTGG 
AGCTCTCCAAGGGCAACACGGTGGTGCAGTGCGGGCTTCTGGCCGAGCGGCGAGCCAGCC 
AGCCTGAGCGCTTCGACTACAGCACCTGCGTCCTGGCCAGCCGCGGCTTCTCCTGCGGCC 
GCCACTACTGGGAGGTGGTGGTGGGCAGCAAGAGCGACTGGCGCCTGGGGGTCATCAAGG 
GCACAGCCAGCCGTAAGGGCAAGCTGAACAGGTCCCCCGAGCACGGCGTGTGGCTGATCG 
GCCTGAAGGAGGGCCGGGTGTACGAAGCCTTTGCCTGCCCCCGGGTACCCCTGCCCGTGG 
CCGGCCACCCCCACCGCATCGGGCTCTACCTGCACTATGAGCAGGGCGAACTCACCTTCT 
TCGATGCCGACCGCCCCGATGACCTGCGGCCGCTCTACACCTTCCAGGCCGACTTCCAGG 
GCAAGCTCTACCCCATCCTGGACACCTGCTGGCACGAGAGGGGCAGCAACTCGCTGCCCA 
TGGTGCTGCCCCCGCCCAGC 

Gene 733. >OTTHUMT00007006731 cDNA sequence 

CCACCCAGTCATGGGGGACACCTTCATCCGTCACATCGCCCTGCTGGGCTTTGAGAAGCG 
CTTCGTACCCAGCCAGCACTATGTGTACATGTTCCTGGTGAAATGGCAGGACCTGTCGGA 
GAAGGTGGTCTACCGGCGCTTCACCGAGATCTACGAGTTCCATAAAACCTTAAAAGAAAT 
GTTCCCTATTGAGGCAGGGGCGATCAATCCAGAGAACAGGATCATCCCCCACCTCCCAGC 
TCCCAAGTGGTTTGACGGGCAGCGGGCCGCCGAGAACCACCAGGGCACACTTACCGAGTA 
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CTGCGGCACGCTCATGAGCCTGCCCACCAAGATCTCCCGCTGTCCCCACCTCCTTGACTT 
CTTCAAGGTGCGCCCTGATGACCTCAAGCTCCCCACGGACAACCAGACAAAAAAGCCAGA 
GACATACTTGATGCCCAAAGATGGCAAGAGTACCGCGACAGACATCACCGGCCCCATCAT 
CCTGCAGACGTACCGCGCCATTGCCAACTACGAGAAGACCTCGGGCTCCGAGATGGCTCT 
GTCCACGGGGGACGTGGTGGAGGTCGTGGAGAAGAGCGAGAGCGGTTGGTGGTTCTGTCA 
GATGAAAGCAAAGCGAGGCTGGATCCCAGCATCCTTCCTCGAGCCCCTGGACAGTCCTGA 
CGAGACGGAAGACCCTGAGCCCAACTATGCAGGTGAGCCATACGTCGCCATCAAGGCCTA 
CACTGCTGTGGAGGGGGACGAGGTGTCCCTGCTCGAGGGTGAAGCTGTTGAGGTAATTCA 
CAAGCTCCTGGACGGCTGGTGGGTCATCAGGAAAGACGACGTCACAGGCTACTTCCCGTC 
CATGTACCTGCAAAAGTCAGGGCAAGACGTGTCCCAGGCCCAACGCCAGATCAAGCGGGG 
GGCGCCGCCCCGCAGGTCGTCCATCCGCAACGTGCACAGCATCCACCAGCGGTCGCGGAA 
GCGCCTCAGCCAGGACGCCTATCGCCGCAACAGCGTCCGTTTTCTGCAGCAGCGACGCCG 
CCAGGCGCGGCCGGGACCGCAGAGCCCCGGGAGCCCGCTCGAGGAGGAGCGGCAGACGCA 
GCGCTCTAAACCGCAGCCGGCGGTGCCCCCGCGGCCGAGCGCCGACCTCATCCTGAACCG 
CTGCAGCGAGAGCACCAAGCGGAAGCTGGCGTCTGCCGTCTGAGGCTGGAGCGCAGTCCC 
CAGCTAGCGTCTCGGCCCTTGCCGCCCCGTGCCTGTATATACGTGTTCTATAGAGCCTGG 
CGTCTGGACGCCGAGGGCAGCCCCGACCCCTGTCCAGCGCGGCTCCCGCCACCCTCAATA 
AATGTTGCTTGGAGTGGA 

Gene 734. >OTTHUMT00007006732 cDNA sequence 

CGACTTCCTCTTTCCAGTGCATTTAAGGCGCAGCCTGGAAGTGCCAGGGAGCACTGGAGG 
CCACCCAGTCATGGGGGACACCTTCATCCGTCACATCGCCCTGCTGGGCTTTGAGAAGCG 
CTTCGTACCCAGCCAGCACTATGTGTACATGTTCCTGGTGAAATGGCAGGACCTGTCGGA 
GAAGGTGGTCTACCGGCGCTTCACCGAGATCTACGAGTTCCATAAAACCTTAAAAGAAAT 
GTTCCCTATTGAGGCAGGGGCGATCAATCCAGAGAACAGGATCATCCCCCACCTCCCAGC 
TCCCAAGTGGTTTGACGGGCAGCGGGCCGCCGAGAACCGCCAGGGCACACTTACCGAGTA 
CTGCGGCACGCTCATGAGCCTGCCCACCAAGATCTCCCGCTGTCCCCACCTCCTCGACTT 
CTTCAAGGTGCGCCCTGATGACCTCAAGCTCCCCACGGACAACCAGACAAAAAAGCCAGA 
GACATACTTGATGCCCAAAGATGGCAAGAGTACCGCGACAGACATCACCGGCCCCATCAT 
CCTGCAGACGTACCGCGCCATTGCCAACTACGAGAAGACCTCGGGCTCCGAGATGGCTCT 
GTCCACGGGGGACGTGGTGGAGGTCGTAGAGAAGAGCGAGAGCGGTTGGTGGTTCTGTCA 
GATGAAAGCAAAGCGAGGCTGGATCCCAGCGTCCTTCCTCGAGCCCCTGGACAGTCCTGA 
CGAGACGGAAGACCCTGAGCCCAACTATGCAGGTGAGCCATACGTCGCCATCAAGGCCTA 
CACTGCTGTGGAGGGGGACGAGGTGTCCCTGCTCGAGGGTGAAGCTGTTGAGGTCATTCA 
CAAGCTCCTGGACGGCTGGTGGGTCATCAGGAAAGACGACGTCACAGGCTACTTCCCGTC 
CATGTACCTGCAAAAGTCAGGGCAAGACGTGTCCCAGGCCCAACGCCAGATCAAGCGGGG 
GGCGCCGCCCCGCAGGTCGTCCATCCGCAACGCGCACAGCATCCACCAGCGGTCGCGGAA 
GCGCCTCAGCCAGGACGCCTATCGCCGCAACAGCGTCCGTTTTCTGCAGCAGCGACGCCG 
CCAGGCGCGGCCGGGACCGCAGAGCCCCGGGAGCCCGCTCGAGGAGGAGCGGCAGACGCA 
GCGCTCTAAACCGCAGCCGGCGGTGCCCCCGCGGCCGAGCGCCGACCTCATCCTGAACCG 
CTGCAGCGAGAGCACCAAGCGGAAGCTGGCGTCTGCCGTCTGAGGCTGGAGCGCAGTCCC 
CAGCTAGCGTCTCGGCCCTTGCCGCCCCGTGCCTGTACATACGTGTTCTATAGAGCCTGG 
CGTCTGGACGCCGAGGGCAGCCCCGACCCCTGTCCAGCGCGGCTCCCGCCACCCTCAATA 
AATGTTGCTTGGAGTG 

Gene 735. >OTTHUMT00007006736 cDNA sequence 

GGGGGCGACGGCCGCTGTGACGCTGCGGCGGCGGCGGGCGGGCGGCGGCGCGTGAGGCGC 
GCGATCCCCGGTGTCTTGGGAGCAGTGCCCCGGCCCCCGCCGCTCCCGCCGCCGCCATGT 
CGGGCCGGTCGGTCCGGGCGGAGACCCGCAGCCGGGCCAAGGACGACATCAAGAAGGTGA 
TGGCGGCCATCGAGAAAGTGCGGAAATGGGAGAAGAAGTGGGTGACTGTGGGTGACACGT 
CCCTGAGGATATTTAAGTGGGTTCCTGTGACAGACAGCAAGGAGAAAGAAAAGTCAAAAT 
CGAACAGTTCAGCAGCCCGAGAACCTAATGGCTTTCCTTCTGATGCCTCAGCCAATTCCT 
CTCTCCTTCTTGAATTCCAGGACGAAAACAGCAACCAGAGTTCCGTGTCTGACGTCTATC 
AGCTTAAGGTGGACAGCAGCACCAACTCAAGCCCCAGCCCCCAGCAGAGTGAGTCCCTGA 
GCCCAGCACACACCTCCGACTTCCGCACGGATGACTCCCAGCCCCCAACGCTGGGCCAGG 
AGATCCTGGAGGAGCCCTCCCTGCCCTCCTCGGAAGTTGCTGATGAACCTCCTACCCTCA 
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C CAAGGAAGAAC CAGTT C CACT AGAGACACAGGT CGTTGAGGAAGAGGAAGACTCAGGTG 

CCCCGCCCCTGAAGCGCTTCTGTGTGGACCAACCCACAGTGCCGCAGACGGCGTCAGAAA 

GCTAGCACCATCCCGGCCCTCCGCCTCCTGGCCCTGCCTCTATTTATTGCATTCTGGTTC 

TGGCCGCGCCGCGTTGCTGGGGTAAGGGCAAGCACTGGGGTCAAGAGCCTGCACACATGA 

GCCTTCCGGGCTGGAAGGCTGGCGTAGGACTTGGGGCTGTAGCATCATCTTCCTGACCCT 

GGCACCTGTGTCTACTTGCTCCCGAGAAGAGGAGCGCTCATGTCTTTTTTGCACCCCAAG 

TTGGCTGGAGCATCGGCCACCCCAAGATTCATCTGTGACCTCCAGGCAGCAGTCTCTGCT 

CCAGAATCTCTGGACGGAGCTGCTGGCAGCTTCTGCGAGAAGAGAGAGATGTGGAAGGCA 

CCTTCTAGAAGAGAGCGTGCCTCAGGTTACTTGAACTTGAACGGAGACTGTAGACTCCCG 

GACTTTCCCCTAGGACTGGGGGCCCTGTAGGCTGCTGTTGGAGGACTGGGTAGAGACATT 

GGAGGGAAGGGAAGGGCTTTTCTCCACACAAGGGCAGAGAGTCCGTCTAGATTTCTTGCT 

GTCCTGCCAGCTCTGCCCATGCCTGAGGTGGTCCTACCTCTCACGGGCACCCTAGCTGCT 

GACAGCCCTTTGTGGCCGCCGTCCCCATCCCCTGCCCTCAGCACACACATCTGCACACAC 

GCAGCTTTGTTCTCACCTCTACCTGTCATTCCAGCATCCCTGCCTCTTGTCACAAACTGC 

CCCAGCAAGAATTTGAGGTTCTGACAACAGTACCCATCCCCCACAGTACCCCTTCAGCTC 

AGTTTCTAGAAAGCTCCCTTTTCTTTGAAATCTGCATGTTGAATTGAACTTTGTGATTTT 

ATTTTTTGTTTCAAAAAAGTTTAAGAAAATGGAAATGGGCAACAGTGAGTGAAGACATAT 

TTTAGCACTGAATAGAATATTTTTAAAATTAAACTATTTGAAATATG 

Gene 736. >OTTHUMT00 00700674 8 cDNA sequence 

CAAAGCCACAGGCAGGTGCAGGCGCAGCCGCGGCGAGAGCGTATGGAGCCGAGCCGTTAG 

CGCGCGCCGTCGGTGAGTCAGTCCGTCCGTCCGTCCGTCCGTCGGGGCGCCGCAGCTCCC 

GCCAGGCCCAGCGGCCCCGGCCCCTCGTCTCCCCGCACCCGGAGCCACCCGGTGGAGCGG 

GCCTTGCCGCGGCAGCCATGTCCATGGGCCTGGAGATCACGGGCACCGCGCTGGCCGTGC 

TGGGCTGGCTGGGCACCATCGTGTGCTGCGCGTTGCCCATGTGGCGCGTGTCGGCCTTCA 

TCGGCAGCAACATCATCACGTCGCAGAACATCTGGGAGGGCCTGTGGATGAACTGCGTGG 

TGCAGAGCACCGGCCAGATGCAGTGCAAGGTGTACGACTCGCTGCTGGCACTGCCACAGG 

ACCTTCAGGCGGCCCGCGCCCTCATCGTGGTGGCCATCCTGCTGGCCGCCTTCGGGCTGC 

TAGTGGCGCTGGTGGGCGCCCAGTGCACCAACTGCGTGCAGGACGACACGGCCAAGGCCA 

AGATCACCATCGTGGCAGGCGTGCTGTTCCTTCTCGCCGCCCTGCTCACCCTCGTGCCGG 

TGTCCTGGTCGGCCAACACCATTATCCX3GGACTTCTACAACCCCGTGGTGCCCGAGGCGC 

AGAAGCGCGAGATGGGCGCGGGCCTGTACGTGGGCTGGGCGGCCGCGGCGCTGCAGCTGC 

TGGGGGGCGCGCTGCTCTGCTGCTCGTGTCCCCCACGCGAGAAGAAGTACACGGCCACCA 

AGGTCGTCTACTCCGCGCCGCGCTCCACCGGCCCGGGAGCCAGCCTGGGCACAGGCTACG 

ACCGCAAGGACTACGTCTAAGGGACAGACGCAGGGAGACCCCACCACCACCACCACCACC 

AACACCACCACCACCACCGCGAGCTGGAGCGCGCACCAGGCCATCCAGCGTGCAGCCTTG 

CCTCGGAGGCCAGCCCACCCCCAGAAGCCAGGAAGCCCCCGCGCTGGACTGGGGCAGCTT 

CCCCAGCAGCCACGGCTTTGCGGGCCGGGCAGTCGACTTCGGGGCCCAGGGACCAACCTG 

CATGGACTGTGAAACCTCACCCTTCTGGAGCACGGGGCCTGGGTGACCGCCAATACTTGA 

CCACCCCGTCGAGCCCCATCGGGCCGCTGCCCCCATGCTCGCGCTGGGCAGGGACCGGCA 

GCCCTGGAAGGGGCACTTGATATTTTTCAATAAAAGCCTTTCGTTTTGCA 

Gene 737. >OTTHUMT00007006749 cDNA sequence 

GGCAGCTGTCGGCTGGAAGGAACTGGTCTGCTCACACTTGCTGGCTTGCGCATCAGGACT 
GGCTTTATCTCCTGACTCACGGTGCAAAGGTGCACTCTGCGAACGTTAAGTCCGTCCCGA. 
GCGCTTGGAATCCTACGGCCCCCACAGCCGGATCCCCTCAGCCTTCCAGGTCCTCAACTC 
CCGTGGACGCTGAACAATGGCCTCCATGGGGCTACAGGTAATGGGCATCGCGCTGGCCGT 
CCTGGGCTGGCTGGCCGTCATGCTGTGCTGCGCGCTGCCCATGTGGCGCGTGACGGCCTT 
CATCGGCAGCAACATTGTCACCTCGCAGACCATCTGGGAGGGCCTATGGATGAACTGCGT 
GGTGCAGAGCACCGGCCAGATGCAGTGCAAGGTGTACGACTCGCTGCTGGCACTGCCGCA 
GGACCTGCAGGCGGCCCGCGCCCTCGTCATCATCAGCATCATCGTGGCTGCTCTGGGCGT 
GCTGCTGTCCGTGGTGGGGGGCAAGTGTACCAACTGCCTGGAGGATGAAAGCGCCAAGGC 
CAAGACCATGATCGTGGCGGGCGTGGTGTTCCTGTTGGCCGGCCTTATGGTGATAGTGCC 
GGTGTCCTGGACGGCCCACAACATCATCCAAGACTTCTACAATCCGCTGGTGGCCTCCGG 
GCAGAAGCGGGAGATGGGTGCCTCGCTCTACGTCGGCTGGGCCGCCTCCGGCCTGCTGCT 
CCTTGGCGGGGGGCTGCTTTGCTGCAACTGTCCACCCCGCACAGACAAGCCTTACTCCGC 
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CAAGTATTCTGCTGCCCGCTCTGCTGCTGCCAGCAACTACGTGTAAGGTGCCACGGCTCC 
ACTCTGTTCCTCTCTGCTTTGTTCTTCCCTGGACTGAGCTCAGCGCAGGCTGTGACCCCA 
GGAGGGCCCTGCCACGGGCCACTGGCTGCTGGGGACTGGGGACTGGGCAGAGACTGAGCC 
AGGCAGGAAGGGAGCAGCCTTCAGCCTCTCTGGCCCACTCGGACAACTTCCCAAGGCCGC 
CTCCTGCTAGCAAGAACAGAGTCCACCCTCCTCTGGATATTGGGGAGGGACGGAAGTGAC 
AGGGTGTGGTGGTGGAGTGGGGAGCTGGCTTCTGCTGGCCAGGATAGCTTAACCCTGACT 
TTGGGATCTGCCTGCATCGGCGTTGGCCACTGTCCCCATTTACATTTTCCCCACTCTGTC 
TGCCTGCATCTCCTCTGTTCCGGGTAGGCCTTGATATCACCTCTGGGACTGTGCCTTGCT 
CACCGAAACCCGCGCCCAGGAGTATGGCTGAGGCCTTGCCCACCCACCTGCCTGGGAAGT 
GCAGAGTGGATGGACGGGTTTAGAGGGGAGGGGCGAAGGTGCTGTAAACAGGTTTGGGCA 
GTGGTGGGGGAGGGGGCCAGAGAGGCGGCTCAGGTTGCCCAGCTCTGTGGCCTCAGGACT 
CTCTGCCTCACCCGCTTCAGCCCAGGGCCCCTGGAGACTGATCCCCTCTGAGTCCTCTGC 
CCCTTCCAAGGACACTAATGAGCCTGGGAGGGTGGCAGGGAGGAGGGGACAGCTTCACCC 
TTGGAAGTCCTGGGGTTTTTCCTCTTCCTTCTTTGTGGTTTCTGTTTTGTAATTTAAGAA 
GAGCTATTCATCACTGTAATTATTATTATTTTCTACAATAAATGGGACCTGTGCACAGGA 
Gene 738. >OTTHUMT00007006751 cDNA sequence 

GGCCAGGCCGCGCCCCCGCGTGCGTGCGCGGCCCGGCAGAGCCGTGCGGGCGCCCGCGTA 
CTCACTAGCTGAGGTGGCAGTGGTTCCACCAACATGGAGCTCTCGCAGATGTCGGAGCTC 
ATGGGGCTGTCGGTGTTGCTTGGGCTGCTGGCCCTGATGGCGACGGCGGCGGTAGCGCGG 
GGGTGGCTGCGCGCGGGGGAGGAGAGGAGCGGCCGGCCCGCCTGGCCCAGGAGCTTTTTT 
CCTGTTGGAATTGGGGAGCATCTGCAGTCATTTACCACATGCCAGCTTTGTGACTCAATT 
AAGTATCTTTTACAAAAGTGACTGGCTCCACTCCCCCGCACAGGACTCAACAGATGTTGA 
CTTCTCATCCCCGAGTTCTTTCAGGCCAAAAAGCAAATGGATTTCCACCTGACAAATCTT 
CGGGATCCAAGAAGCAGAAACAATATCAGCGGATTCGGAAGGAGAAGCCTCAACAACACA 
ACTTCACCCACCGCCTCCTGGCTGCAGCTCTGAAGAGCCACAGCGGGAACATATCTTGCA 
TGGACTTTAGCAGCAATGGCAAATACCTGGCTACCTGTGCAGATGATCGCACCATCCGCA 
TCTGGAGCACCAAGGACTTCCTGCAGCGAGAGCACCGCAGCATGAGAGCCAACGTGGAGC 
TGGACCACGCCACCCTGGTGCGCTTCAGCCCTGACTGCAGAGCCTTCATCGTCTGGCTGG 
CCAACGGGGACACCCTCCGTGTCTTCAAGATGACCAAGCGGGAGGATGGGGGCTACACCT 
TCACAGCCACCCCAGAGGACTTCCCTAAAAAGCACAAGGCGCCTGTCATCGACATTGGCA 
TTGCTAACACAGGGAAGTTTATCATGACTGCCTCCAGTGACACCACTGTCCTCATCTGGA 
GCCTGAAGGGTCAAGTGCTGTCTACCATCAACACCAACCAGATGAACAACACACACGCTG 
CTGTATCTCCCTGTGGCAGATTTGTAGCCTCGTGTGGCTTCACCCCAGATGTGAAGGTTT 
GGGAAGTCTGCTTTGGAAAGAAGGGGGAGTTCCAGGAGGTGGTGCGAGCCTTCGAACTAA 
AGGGCCACTCCGCGGCTGTGCACTCGTTTGCTTTCTCCAACGACTCACGGAGGATGGCTT 
CTGTCTCCAAGGATGGTACATGGAAACTGTGGGACACAGATGTGGAATACAAGAAGAAGC 
AGGACCCCTACTTGCTGAAGACAGGCCGCTTTGAAGAGGCGGCGGGTGCCGCGCCGTGCC 
GCCTGGCCCTCTCCCCCAACGCCCAGGTCTTGGCCTTGGCCAGTGGCAGTAGTATTCATC 
TCTACAATACCCGGCGGGGCGAGAAGGAGGAGTGCTTTGAGCGGGTCCATGGCGAGTGTA 
TCGCCAACTTGTCCTTTGACATCACTGGCCGCTTTCTGGCCTCCTGTGGGGACCGGGCGG 
TGCGGCTGTTTCACAACACTCCTGGCCACCGAGCCATGGTGGAGGAGATGCAGGGCCACC 
TGAAGCGGGCCTCCAACGAGAGCACCCGCCAGAGGCTGCAGCAGCAGCTGACCCAGGCCC 
AAGAGACCCTGAAGAGCCTGGGTGCCCTGAAGAAGTGACTCTGGGAGGGCCCGGCGCAGA 
GGATTGAGGAGGAGGGATCTGGCCTCCTCATGGCACTGCTGCCATCTTTCCTCCCAGGTG 
GAAGCCTTTCAGAAGGAGTCTCCTGGTTTTCTTACTGGTGGCCCTGCTTCTTCCCATTGA 
AACTACTCTTGTCTACTTAGGTCTCTCTCTTCTTGCTGGCTGTGACTCCTCCCTGACTAG 
TGGCCAAGGTGCTTTTCTTCCTCCCAGGCCCAGTGGGTGGAATCTGTCCCCACCTGGCAC 
TGAGGAGAATGGTAGAGAGGAGAGGAGAGAGAGAGAGAATGTGATTTTTGGCCTTGTGGC 
AGCACATCCTCACACCCAAAGAAGTTTGTAAATGTTCCAGAACAACCTAGAGAACACCTG 
AGTACTAAGCAGCAGTTTTGCAAGGATGGGAGACTGGGATAGCTTCCCATCACAGAACTG 
TGTTCCATCAAAAAGACACTAAGGGATTTCCTTCTGGGCCTCAGTTCTATTTGTAAGATG 
GAGAATAATCCTCTCTGTGAACTCCTTGCAAAGATGATATGAGGCTAAGAGAATATCAAG 
TCCCCAGGTCTGGAAGAAAAGTAGAAAAGAGTAGTACTATTGTCCAATGTCATGAAAGTG 
GTAAAAGTGGGAACCAGTGTGCTTTGAAACCAAATTAGAAACACATTCCTTGGGAAGGCA 
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AAGTTTTCTGGGACTTGATCATACATTTTATATGGTTGGGACTTCTCTCTTCGGGAGATG 

ATATCTTGTTTAAGGAGACCTCTTTTCAGTTCATCAAGTTCATCAGATATTTGAGTGCCC 

ACTCTGTGCCCAAATAAATATGAGCTGGGGATTAAA 

Gene 73 9. >OTTHUMT00007007711 cDNA sequence 

ATGGGTCACCAGAAGCTATGCTGGAGCCACCCGCGAAAATTCGGCCAGGGTTCTCGCTCT 
TGTCGCGTCTGTTCAAACCGGCACGGTCTGATCCGGAAATATGGCCTCAATATGTGCCGC 
CAGTGTTTTTGTCAGTATGGGAAGGATATTGGTTTCATTAAGTTGGAC 
Gene 740. >OTTHUMT00007006772 cDNA sequence 

GCGCCGAGCCGGTTTCCCCGCCGGTGTCCGAGAGGCGCCCCCGGCCCGGCCCGGCCCGGC 
CCGCGCCCTCCGCCCCCGCCTCCCCGGGCCGGCGGCGGTGGGCGAGCTCGCGGGCCCGGC 
CGCCCCCAGCCCCAGCCCCGCCGGGCCCCGCCCCCCGTCGAGTGCATGAGGTTGACGCTA 
CTTTGTTGCACCTGGAGGGAAGAACGTATGGGAGAGGAAGGAAGCGAGTTGCCCGTGTGT 
GCAAGCTGCGGCCAGAGGATCTATGATGGCCAGTACCTCCAGGCCCTGAACGCGGACTGG 
CACGCAGACTGCTTCAGGTGTTGTGACTGCAGTGCCTCCCTGTCGCACCAGTACTATGAG 
AAGGATGGGCAGCTCTTCTGCAAGAAGGACTACTGGGCCCGCTATGGCGAGTCCTGCCAT 
GGGTGCTCTGAGCAAATCACCAAGGGACTGGTTATGGTGGCTGGGGAGCTGAAGTACCAC 
CCCGAGTGTTTCATCTGCCTCACGTGTGGGACCTTTATCGGTGACGGGGACACCTACACG 
CTGGTGGAGCACTCCAAGCTGTACTGCGGGCACTGCTACTACCAGACTGTGGTGACCCCC 
GTCATCGAGCAGATCCTGCCTGACTCCCCTGGCTCCCACCTGCCCCACACCGTCACCCTG 
GTGTCCATCCCAGCCTCATCTCATGGCAAGCGTGGACTTTCAGTCTCCATTGACCCCCCG 
CACGGCCCACCGGGCTGTGGCACCGAGCACTCACACACCGTCCGCGTCCAGGGAGTGGAT 
CCGGGCTGCATGAGCCCAGATGTGAAGAATTCCATCCACGTCGGAGACCGGATCTTGGAA 
ATCAATGGCACGCCCATCCGAAATGTGCCCCTGGACGAGATTGACCTGCTGATTCAGGAA 
ACCAGCCGCCTGCTCCAGCTGACCCTCGAGCATGACCCTCACGATACACTGGGCCACGGG 
CTGGGGCCTGAGACCAGCCCCCTGAGCTCTCCGGCTTATACTCCCAGCGGGGAGGCGGGC 
AGCTCTGCCCGGCAGAAACCTGTCTTGAGGAGCTGCAGCATCGACAGGTCTCCGGGCGCT 
GGCTCACTGGGCTCCCCGGCCTCCCAGCGCAAGGACCTGGGTCGCTCTGAGTCCCTCCGC 
GTAGTCTGCCGGCCACACCGCATCTTCCGGCCGTCGGACCTCATCCACGGGGAGGTGCTG 
GGCAAGGGCTGCTTCGGCCAGGCTATCAAGGTGACACACCGTGAGACAGGTGAGGTGATG 
GTGATGAAGGAGCTGATCCGGTTCGACGAGGAGACCCAGAGGACGTTCCTCAAGGAGGTG 
AAGGTCATGCGATGCCTGGAACACCCCAACGTGCTCAAGTTCATCGGGGTGCTCTACAAG 
GACAAGAGGCTCAACTTCATCACTGAGTACATCAAGGGCGGCACGCTCCGGGGCATCATC 
AAGAGCATGGACAGCCAGTACCCATGGAGCCAGAGAGTGAGCTTTGCCAAGGACATCGCA 
TCAGGGATGGCCTACCTCCACTCCATGAACATCATCCACCGAGACCTCAACTCCCACAAC 
TGCCTGGTCCGCGAGAACAAGAATGTGGTGGTGGCTGACTTCGGGCTGGCGCGTCTCATG 
GTGGACGAGAAGACTCAGCCTGAGGGCCTGCGGAGCCTCAAGAAGCCAGACCGCAAGAAG 
CGCTACACCGTGGTGGGCAACCCCTACTGGATGGCACCTGAGATGATCAACGGCCGCAGC 
TATGATGAGAAGGTGGATGTGTTCTCCTTTGGGATCGTCCTGTGCGAGATCATCGGGCGG 
GTGAACGCAGACCCTGACTACCTGCCCCGCACCATGGACTTTGGCCTCAACGTGCGAGGA 
TTCCTGGACCGCTACTGCCCCCCAAACTGCCCCCCGAGCTTCTTCCCCATCACCGTGCGC 
TGTTGCGATCTGGACCCCGAGAAGAGGCCATCCTTTGTGAAGCTGGAACACTGGCTGGAG 
ACCCTCCGCATGCACCTGGCCGGCCACCTGCCACTGGGCCCACAGCTGGAGCAGCTGGAC 
AGAGGTTTCTGGGAGACCTACCGGCGCGGCGAGAGCGGACTGCCTGCCCACCCTGAGGTC 
CCCGACTGAGCCAGGGCCACTCAGCTGCCCCTGTCCCCACCTCTGGAGAATCCACCCCCA 
CCAGATTCCTCCGCGGGAGGTGGCCCTCAGCTGGGACAGTGGGGACCCAGGCTTCTCCTC 
AGAGCCAGGCCCTGACTTGCCTTCTCCCACCCCGTGGACCGCTTCCCCTGCCTTCTCTCT 
GCCGTGGCCCAGAGCCGGCCCAGCTGCACACACACACCATGCTCTCGCCCTGCTGTAACC 
TCTGTCTTGGCAGGGCTGTCCCCTCTTGCTTCTCCTTGCATGAGCTGGAGGGCCTGTGTG 
AGTTACGCCCCTTTCCACACGCCGCTGCCCCAGCAACCCTGTTCACGCTCCACCTGTCTG 
GTCCATAGCTCCCTGGAGGCTGGGCCAGGAGGCAGCCTCCGAACCATGCCCCATATAACG 
CTTGGGTGCGTGGGAGGGCGCACATCAGGGCAGAGGCCAAGTTCCAGGTGTCTGTGTTCC 
CAGGAACCAAATGGGGAGTCTGGGGCCCGTTTTCCCCCCAGGGGGTGTCTAGGTAGCAAC 
AGGTATCGAGGACTCTCCAAACCCCCAAAGGAGAGAGAGGGCTGATCCCATGGGGCGGAG 
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CTTAAAGCCACTTTAGTGAGAAGCAGGTACCAAGCCTCAGGGTGAAGGGGGTCCCTTGAG 

GGAGCGTGGAGCTGCGGTGCCCTGGCCGGCGATGGGGAGGAGCCGGCTCCGGCAGTGAGA 

GGATAGGCACAGTGGACCGGGCAGGTGTCCACCAGCAGCTCAGCCCCTGCAGTCATCTCA 

GAGCCCCTTCCCGGGCCTCTCCCCCAAGGCTCCCTGCCCCTCCTCATGCCCCTCTGTCCT 

CTGCGTTTTTTCTGTGTAATCTATTTTTTAAGAAGAGTTTGTATTATTTTTTCATACGGC 

TGCAGCAGCAGCTGCCAGGGGCTTGGGATTTTATTTTTGTGGCGGGCGGGGGTGGGAGGG 

CCATTTTGTCACTTTGCCTCAGTTGAGCATCTAGGAAGTATTAAAACTGTGAAGCTTTCT 

CAGTGCACTTTGAACCTGGAAAACAATCCCAACAGGCCCGTGGGACCATGACTTAGGGAG 

GTGGGACCCACCCACCCCCATCCAGGAACCGTGACGTCCAAGGAACCAAACCCAGACGCA 

GAACAATAAAATAAATTCCGTACTCCCCACCC 

Gene 741. >OTTHUMT00007006787 cDNA sequence 

ATGCTCATTGCTGCCCCATCCCTCTGGGCTGGAGGAGCAAACGCCTGGAGGCTGAAATGC 

AAGTTCTTCAGTCTGACTGAGACGCCAGAGGATTACACTATCATTGTCGATGAGGAAGGA 

TTCCTAGGTCTCAGGCCTGGGCTTCTCCCCAAGACCACTCTGGGTCTCATCCAAACCTGC 

CAAGAGACTCCTAGTGGCAGAGTCTTGGTTATGTCAGCACCCCCTCAAGGTGTACACTTC 

ACCACCTCGGAGGCTATATCAGCAGCCGCTTCCGCTGGGGAGGACAGAGCCAGGATTGGC 

CCCTCGGAGCCCGAAGCCTGCGGCTTTGATAAGAGACAGGCCTCCCACTGCTCAAGACTG 

GGGCCGCCCTTTCCCATTTCTGTGCAGCCGCCTGCCTCTCTAGCCACCCACTGGCTGACC 

ACTGGTCCTTCTCAGCCAGCGGGACCAATGGGCTCCTTGGGCTGTGGTCACCATGGTGAC 

CGGAGCTGGGCACTGCCCTCCTCGGAGCACCTGAGTGTGGCAGATGCCACCTGGCTGGCC 

CTGAACGTGGTGTCCGGCGGTGGCAGCTTCTCCAGCTCCCAGCCCATCGGCGTGACCAAG 

ATCGCCAAGTCAGTCATCGCCCCACTGGCTGACCAGAACATATCCGTGTTCATGCTGTCC 

ACGTATCAGACAGACTTCATCCTGGTGCGCGAGCGGGACCTGCCCTTTGTCACCCACACA 

TTGTCATCAGAGTTCACCATCCTGCGGGTCGTCAATGGCGAGACCGTGGCAGCCGAGAAC 

CTCGGCATCACCAATGGCTTCGTGAAGCCCAAGCTGCAGAGGCCAGTCATCCACCCACTG 

TCCAGCCCGAGCAACAGGTTCTGTGTCACCAGCCTGGACCCTGACACGCTGCCTGCTGTT 

GCCACACTCCTCATGGATGTCATGTTCTACTCCAATGTGAAGGACCCCATGGCCACTGGG 

GATGACTGCGGCCACATCCGCTTCTTCTCCTTCTCCCTCATCGAGGGCTACATCTCCCTG 

GTGATGGACGTGCAGACGCAGCAGTTTCCTAGTAACTTGCTGTTCACAAGCGCATCCGGA 

GAGCTCTGGAAGATGGTCCGGATTGGAGGACAGCCCCTGGGGTTTGAGTGTGGCATCGTG 

GCCCAGATCTCAGAGCCCTTGGCTGCTGCAGACATCCCAGCCTACTACATCAGTACTTTC 

AAGTTTGATCATGCACTTGTCCCCGAAGAGAACATCAATGGTGTCATCAGTGCCCTGAAG 

GGCCTGGGCCCGACTCCCAGCAAGACTGCCAAGAGGGCCCTGTCCAGACCCTCCCCCACA 

AGCACTCAGTCCTTGGGGGAGGAGGGAGGGTCCCAGGAGACCCACCAGCCTGGAGCACCA 

GCTCCTGTCCCCTCGGCTCTCCCTGGACCCGACTTGGGCGACAGGCAGTGGGAATCGGGA 

GATGTCACAGGAGCCTGGGCCCTCTCTTCTGAAGGGAAGCTAGGAGCAGAGATCTGTTAC 

AAGACGCTGGAGCCGCTGGCACCCCACATGGGAACTCCCACCAACCAGCTGTAG 

Gene 742. >OTTHUMT00007006793 cDNA sequence 

AGGAGGAGGAGGGTGAGAGAGAAGCTGGGAGAGCAGAGAAAAGGGGCCACCGGTCGCCCC 
CCCGCTTCCCCGCACGCGCTCTCCAGCCGCGGCCGCCCGCCTGCCGCGGTCACCCCGGCC 
TCTGCCTCTGTCCCCCAGTGATCGGATCAAGGCGCTGAGCGAGGCCCTGCCTGCGGGGCG 
GCCATGCGGCGGTGACAGGAGCGCGACCGACACGCACGGGCCCCTCGCCCCCTCTCGCCT 
CCCGTCCGCTCGCCAGCTCCCCTCAGCCGAGGCTGCTCCGCGGCGGCCGCAGCCCGCGCG 
CGGCCCACACTCGCCTCCCCTCGGCACCCCCGGCCCCGGAGCTGCCTGGAGGCGGCCGCA 
CTCGGGGATCATGGCCCAAGTTGCAATGTCCACCCTCCCCGTTGAAGATGAGGAGTCCTC 
GGAGAGCAGGATGGTGGTGACATTCCTCATGTCAGCTCTCGAGTCCATGTGTAAAGAACT 
GGCCAAGTCCAAAGCCGAAGTGGCCTGCATTGCAGTGTATGAAACAGACGTGTTTGTCGT 
CGGAACTGAAAGAGGACGTGCTTTTGTCAATACCAGAAAGGATTTTCAAAAAGATTTTGT 
AAAATATTGTGTTGAAGAAGAAGAAAAAGCTGCAGAGATGCATAAAATGAAATCTACAAC 
CCAGGCAAATCGGATGAGTGTAGATGCTGTAGAAATTGAAACACTCAGAAAAACAGTTGA 
GGACTATTTCTGCTTTTGCTATGGGAAAGCTTTAGGCAAATCCACAGTGGTACCTGTACC 
ATATGAGAAGATGCTGCGAGACCAGTCGGCTGTGGTAGTGCAGGGGCTTCCGGAAGGTGT 
TGCCTTTAAACACCCCGAGAACTATGATCTTGCAACCCTGAAATGGATTTTGGAGAACAA 
AGCAGGGATTTCATTCATCATTAAGAGACCTTTTTTAGAGCCAAAGAAGCATGTAGGTGG 



474/1290 



FIGURE 1 (CONT'D) 



TCGTGTGATGGTAACAGATGCTGACAGGTCAATACTATCTCCAGGTGGAAGTTGTGGCCC 
CATCAAAGTGAAAACTGAACCCACAGAAGATTCTGGCATTTCCCTGGAAATGGCAGCTGT 
GACAGTAAAGGAAGAATCAGAAGATCCTGATTATTATCAATATAACATTCAAGCAGGCCC 
TTCTGAAACTGATGATGTTGATGAAAAACAGCCCCTATCGAAGCCTTTGCAAGGAAGCCA 
CCATTCTTCAGAGGGCAATGAAGGCACAGAAATGGAAGTACCAGCAGAAGATTCTACTCA 
ACATGTCCCTTCAGAAACAAGTGAGGACCCTGAAGTTGAGGTGACTATTGAAGATGATGA 
TTATTCTCCACCGTCTAAGAGACCAAAGGCCAATGAGCTACCGCAGCCACCAGTCCCGGA 
ACCCGCCAATGCTGGGAAGCGGAAAGTGAGGGAGTTCAACTTCGAGAAATGGAATGCTCG 
CATCACTGATCTACGTAAACAAGTTGAAGAATTGTTTGAAAGGAAATATGCTCAAGCCAT 
AAAAGCCAAAGGTCCGGTGACGATCCCGTACCCTCTTTTCCAGTCTCATGTTGAAGATCT 
TTATGTAGAAGGACTTCCTGAAGGAATTCCTTTTAGAAGGCCATCTACTTACGGAATTCC 
TCGCCTGGAGAGGATATTACTTGCAAAGGAAAGGATTCGTTTTGTGATTAAGAAACATGA 
GCTTCTGAATTCAACACGTGAAGATTTACAGCTTGATAAGCCAGCTTCAGGAGTAAAGGA 
AGAATGGTATGCCAGAATCACTAAATTAAGAAAGATGGTGGATCAGCTTTTCTGCAAAAA 
ATTTGCGGAAGCCTTGGGGAGCACTGAAGCCAAGGCTGTACCGTACCAAAAATTTGAGGC 
ACACCCGAATGATCTGTACGTGGAAGGACTGCCAGAAAACATTCCTTTCCGAAGTCCCTC 
ATGGTATGGAATCCCAAGGCTGGAAAAAATCATTCAAGTGGGCAATCGAATTAAATTTGT 
TATTAAAAGACCAGAACTTCTGACTCACAGTACCACTGAAGTTACTCAGCCAAGAACGAA 
TACACCAGTCAAAGAAGATTGGAATGTCAGAATTACCAAGCTACGGAAGCAAGTGGAAGA 
GATTTTTAATTTGAAATTTGCTCAAGCTCTTGGACTCACCGAGGCAGTAAAAGTACCATA 
TCCTGTGTTTGAATCAAACCCGGAGTTCTTGTATGTGGAAGGCTTGCCAGAGGGGATTCC 
CTTCCGAAGCCCTACCTGGTTTGGAATTCCACGACTTGAAAGGATCGTCCGCGGGAGTAA 
TAAAATCAAGTTCGTTGTTAAAAAACCTGAACTAGTTATTTCCTACTTGCCTCCTGGGAT 
GGCTAGTAAAATAAACACTAAAGCTTTGCAGTCCCCCAAAAGACCACGAAGTCCTGGGAG 
TAATTCAAAGGTTCCTGAAATTGAGGTCACCGTGGAAGGCCCTAATAACAACAATCCTCA 
AACCTCAGCTGTTCGAACCCCGACCCAGACTAACGGTTCTAAC6TTCCCTTCAAGCCACG 
AGGGAGAGAGTTTTCCTTTGAGGCCTGGAATGCCAAAATCACGGACCTAAAACAGAAAGT 
TGAAAATCTCTTCAATGAGAAATGTGGGGAAGCTCTTGGCCTTAAACAAGCTGTGAAGGT 
GCCGTTCGCGTTATTTGAGTCTTTCCCGGAAGACTTTTATGTGGAAGGCTTACCTGAGGG 
TGTGCCATTCCGAAGACCATCGACTTTTGGCATTCCGAGGCTGGAGAAGATACTCAGAAA 
CAAAGCCAAAATTAAGTTCATCATTAAAAAGCCCGAAATGTTTGAGACGGCGATTAAGGA 
GAGCACCTCCTCTAAGAGCCCTCCCAGAAAAATAAATTCATCACCCAATGTTAATACTAC 
TGCATCAGGTGTTGAAGACCTTAACATCATTCAGGTGACAATTCCAGATGATGATAATGA 
AAGACTCTCGAAAGTTGAAAAAGCTAGACAGCTAAGAGAACAAGTGAATGACCTCTTTAG 
TCGGAAATTTGGTGAAGCTATTGGTATGGGTTTTCCTGTGAAAGTTCCCTACAGGAAAAT 
CACAATTAACCCTGGCTGTGTGGTGGTTGATGGCATGCCCCCGGGGGTGTCCTTCAAAGC 
CCCCAGCTACCTGGAAATCAGCTCCATGAGAAGGATCTTAGACTCTGCCGAGTTTATCAA 
ATTCACGGTCATTAGACCATTTCCAGGACTTGTGATTAATAACCAGCTGGTTGATCAGAG 
TGAGTCAGAAGGCCCCGTGATACAAGAATCAGCTGAACCAAGCCAGTTGGAAGTTCCAGC 
CACAGAAGAAATAAAAGAGACTGATGGAAGCTCTCAGATCAAGCAAGAACCAGACCCCAC 
GTGGTAGACCTCTTCCCTCCTAGGCTTAAAGTATCAGTGGTTGAGAAGAGCTTTTCGGAC 
CTGTTACTACCCCAAGCTGTGTAATATACTTGTATAACAGAAATACCTTCTATACAAACC 
TTTTTTTCTACTTTTAGATAGAAATGTCTACTTTTTCAGCAGTTCTGTGAATTAAAGAGC 
AGAGTGACTGTGGGTCTGGAATGGCTGGTGTACTTGGGAATGTACTATCAGGATTTTACA 
GCAATGCTGGGAAATGACAGGGAAAATGACAGGAATGAATCTCACCAGATTTTTTATGTA 
CTCAGCAGAGCCTTGAGTTACGGTGTTTATTTTCCAATCAAGTGAAGATATCTCCTACTT 
CTCCTACTGGAACATCTCAGCTTCTGCAGTGAAGAAAAATTCCTGTGATAGTTCAGTTCT 
TTAGTTTTTCTATTTGAAAAAAAAAAATCATTTAAATGATCCTTTGTTCACGGCTCTCCT 
TAATGACTGAGTGAACAGTTCCTATCTGTATATTTGACTAAACCTTTTCCTAAGCTATCT 
CTCATGGTTCCTATGTTTTTTTATCATAATTAAAAGCAAAACCATCTGGATCACCTAACA 
GTCAGAGGTCAGTATCTCAGCGTGTGAATTATAGAGGAAATACAGAGAGAACCTCTTCCA 
CTTTTACTTTTCGTCCAAATAAAATGCATGGTGTACCAGAAGTTGAAGATCGGGTTGAGG 
ATTGGGGCTAGCTCGATGACACTAAGGCCCCAACATCGCGGGACCTGCTGTGGCGCGGAT 
TCTTAGGAACGCTGTTCTAGCCGGCCCCCTCTCCAGGGGTCGCCGTGGCCGGCATTATTT 
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CCTAGTTCTTCTTGTAACCCTGAGGTGCCAGCGCGGGGAGTGAGGAGGGGTCAGGGGGCT 

AAGGATGCAACCTCTGACGTTCTGCGCCTTCCTAGGAGAGTCTTACATGTGTTGAGATTT 

CACAAGCAATGCGAGTTGTAAAATACCAGCTCTACAAGAAGCTAGGCTCTGTGACGGCAT 

AGTTTTCAGTAGCTTTATCACAATATTCACAATGGAGAATTATATGACATGGTAGCAGAA 

ATAGGCCCTTTTATGTGTTGCTTCTATTTTACCTCAAATTGTAGATATAGGGTAATCAAT 

AAAATCCATCCATGCCTTTCACACACTAA 

Gene 743. >OTTHUMT00007006797 cDNA sequence 

ATGGACTCACCCACACCCCATGACCCAGCAGCTCCGCTCCTGGTGACTGTTCTAGAGAGT 
GTCCAGAAGAAGACCAAGGACAGAACAGAGACTAGGTTTGGTGAGATGGGACAGATTTTG 
GGAAAGATCATGATGAGCCATCAACCGCAGCCCCAGGAAGAGCGGAGCCCCCAGCGGAGC 
ACCTCAGGGTACCCCCTCCAGGAGGTGGTGGATGATGAAGTGTCGGGACCATCACCTGGG 
GTAGATCCCAGCCCCCCACGTAGGTCCCTTGGCTGGAAAAGGAAGAGGGAATGTTTGGAT 
GAATCTGATGATGAGCCAGAGAAGGAGCTCGCCCCTGAGCCTGAGGAGACCTGGGTGGCG 
GAGACGCTGTGTGGCCTCAAGATGAAGGCGAAGCGACGGCGAGTGTCGCTCGTGCTCCCT 
GAGTACTACGAGGCCTTCAACAGGCTGCTTGGTAGGAGGACACCCCAGAGAGCACCTCCA 
ATCCTGTTCTTTCTAAAGAGGAAACTTCCAATAACCACACTTTTCCAATGGGAAAAATAT 
GCCCCAGTGGATCCTGTCATTAAAAGACTCCTGGCCTGGGACAAAGATCTGAGGGTGTCG 
GACAAGTATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGG 
CAATACCAACGCATTCATTTCTTCCTGGCTTATCTGGCCAATGACATGGAGGAGGACGAC 
GAGGCCCCCAAACAAAACATCTTCTACTTCCTGTACGAGGAGACCCGCTCTCATATACCC 
TTGCTCAGTGAGCTTTGGTTCCAGTTATGCCGTTACATGAACCCGAGGGCCAGGAAGAAC 
TGCTCTCAGATAGCCTTGTTCCGGAAGTATCGGTTCCACTTCTTTTGTTCCATGCGCTGC 
AGGGCTTGGGTTTCCCTGGAGGAGTTGGAAGAGAACACCGGACCCAGGGGAGATGTGGAT 
TTTCAGCAGGAACTTTATTCCAATGCTAATGGCAGACATCAGGAAGGAGGAGAGGAACCA 
TTTGTGCAGATCATCTAG 

Gene 744. >OTTHUMT0 00 07007749 cDNA sequence 

AAAAAAGTAAAGAAAAACCTCTTGCAGTATGATTGCTTCTCCTTATGGGAAGCCCATTTA 
GATAACCTGGAAGTTGAACCCAGTGAAAACAGTACTTGAATTTAATCAGACACAGGAAGA 
ATGTGTGGTCAAGCTTGTGAGAACACACTATGAGTGTAAACAGAAAACTAGTACCTTGAG 
CAGGGAAGTACATGGCTTTTAGTAACAGCATGGGAACTTTTCTGGTTACATGGAATAATT 
CAGACACATTAAGAAAAGCCAAGTGTACAGAATCAAGTTATACTGGAGGAAAACATTGCT 
TTTGTAGGCCATCAAGACAAACATTTTAGAGTTAGACTTTAACAGCAGAGTTATAATCAG 
AGGAAAAAAGTGACAGGAGCTGATGAAAAAGTTAAAAGAGAGAGTTATCACCTCAATCAA 
GATTAAAGGTGTACTTTCTCAAGGGGAGAAAGAGTTGAAAGCAGTGATGTATGACATGCA 
GTAAGATGCAGCAAACATTAAACTTCTGAGATATAAGTCTGAGAAGCTTTAAGAGGAAAA 
CTCTACCTCAAGAAATGAAATTACCATCCTAAGTGAAGAAGACAGCTTTACTAACGTGAA 
ACTA 

Gene 745. >OTTHUMT00007007750 cDNA sequence 

CCCCACCAGGCCCAGCTCTTGCCTCAGCATGGCCGCCTCAGGCCAGGCTCGTGTTCTGCC 
TGTGGGCAGCCTCCACGGGCCCGGCTCTCGCCTCTGGCCATCCTCTCCAGGCCCAGAAGT 
GTTTCCAGCCAGCCTCTCCAGGCCCAGCTCTCCTTGCCGGCTGCGCCTGCCGGCCCAGCT 
CCTGCCTCGCAACAGCCACGTTCGGCCCAGCTCCTGCCCAGCTCCTGGCAGCCTTTGTAG 
GCCCCAGG 

Gene 746. >OTTHUMT00007007754 cDNA sequence 

ATGGCGGCCTCAGCAAAAAAGAAGAATAAGAAGGGGAAGACTATCTCCCTAACAGACTTT 
CTGGCTGAGGATGGGGGTACTGGTGGAGGAAGCACCTATGTTTCCAAACCAGTCAGCTGG 
GCTGATGAAACGGATGACCTGGAAGGAGATGTTTCTACAACTTGGCACAGTAACGATGAC 
GATGTGTACAGGGCGCCTCCAATTGACCGTTCCATCCTTCCCACTGCTCCACGGGCTGCT 
CGGGAACCCAATATCGACCGGAGCCGTCTTCCCAAATCGCCACCCTACACTGCTTTTCTA 
GGAAACCTACCCTATGATGTTACAGAAGAGTCAATTAAGGAATTCTTTCGAGGATTAAAT 
ATCAGTGCAGTGCGTTTACCACGTGAACCCAGCAATCCAGAGAGGCTGAAAGGTTTTGGT 
TATGCTGAATTTGAGGACCTGGATTCCCTGCTCAGTGCCCTGAGTCTCAATGAAGAGTCT 
CTAAGTAACAGGAGAATTCGAGTGGACGTTGCTGATCAAGCACTGGATAAAGACAGGGAT 
GATCCTCCTTTTGGCCGTGATAGAAATCGGGATTCTGACAAAACAGATACAGACTGGAGG 
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GCTCGTCCTGCTACAGACACCTTTGATGACTACCCACCTAGAAGAGGTGATGATAGCTTT 
GGAGACAAGTATCGAGATCGTTATGATTCAGACCGGTATCGGGATGGGTATCGGGATGGC 
CCACGCCGGGATATGGATCGATATGGTGGCCGGGATCGCTATGATGACCGAGGCAGCAGA 
GACTATGATAGAGGCTATGATTCCCGGATAGGCAGTGGCAGAAGAGCATTTGGCAGTGGG 
TATCGCAGGGATGATGACTACAGAGAAGGCAGGGACTGCTATGAAGACCAATATGACAGA 
CGGGATGATCGGTCGTGGAGCTCCAGAGATGATTACTCTCGGGATGATTATAGGCGTGAT 
GATAGAGGTCCCCCCCCCCCCAAAGACCCAAACTGAATCTAAAGCCTCGGAGTACTCCTA 
AGGAAGATGATTCCTCTGCTAGTAACTCCCAGTCCACTCGAGCTGCTTCTATCTTTGGAG 
GGGCAAAGCCTGTTGACACAGCTGCTAGAGAAAGAGAAGTAGAAGAACGGCTACGAAGGA 
ACAAGAGAAGTTGCAGCGTCAGCTGGATGGGCCAAAACTAGAACGACGGCCTCGGGAGAG 
ACACCCAAGCTGGCAAAGTGAAGAAACTCAGGAACGGGAACGGTCGAGGACAGGAAGTGA 
GT CAT CACAGACTGGGAC CT C CAC CACATCTGGCAGAAATG CATGAAGGAGAGAGAGTGA 
GAAGTCTCTAGAAAATGAAACACTCAATAAGGAGGAAGATTGCCACTCTCCAACTTCTAA 
ACCTCCCAAACCTGATCAGCCCCTAAAGGTAATGCCAGCCCCTCCACCAAAGGAGAATGC 
TTGGGTGAAGCGAAGTTCTAACCCTCCTGCTCGATCTCAGAGCTCAGACACAGAGCAGCA 
ATCCCCTACAAGTGGTGGGGGAAAAGTAGCTCCAGCTCAACCATCTGAGGAAGGACCAGG 
AAGGAAAGATGAAAATAAAGTAGATGGGATGAATGTCCCAAAAGGCCAAACTGGGAACTC 
TAGCCGTGGTCCAGGAGACTGAGGGAACAGAGACCACTGGAAGGAGTCAGATAGGAAAGA 
TGGCAAAAAGGATCAAGACTCCAGATCTGCACCTGAGCCAAAGAAACCTGAGGAAAATCC 
AGCTTCGAAGTTCAGTTCTGCAAGCAAGTATGCTGCTCTCTCTGTTGATGGTGAAGATGA 
AAATGAGGGAGAAGATTATGCCAAA 

Gene 747. >OTTHUMT00007007758 cDNA sequence 

AAACTGAAGCTACAGAGTGGAGAGATAACAAAAGAAGAGAAGCAGCCCTGCATCAGCGCA 

GTCCATCCCACGCAGCATCCCTCATCCTTCCCCTAGGCAGAGGCCCAGAGGCTGTTTCAC 

CTCTGATTCTTCCACAGCCTTACCTGGCCCAAATCCTAGCACCATGGATTCTGAAAGTAA 

CGATAAGAACAGAAATTCATCAGATAAATGGAGCCCCTTTGAATCAAGATCCCTCCAGGA 

GTATGATTCAGGAAGTTTTGCCACCCAGGCCTACTGAGGAGCCCAAAGCCCTCTCCAATG 

GAATGGATCTGTGTCCAAGCCACTCAAATGGCTGAAGACCCATCATGACCCTGAAGCTGC 

CCAAGATGGACAGCCCAGTTATGGAAGGGAGGAAACAGCTGCCATGGACCCATAATCTCA 

AACCCTGTGGTTTGAATATGCTCACTCTCACTGGCTTC 

Gene 748. >OTTHUMT00007007780 cDNA sequence 

ATGGTGAGGCATTTGGCTACCTTGAAAGTCATCTTTACTCCCTGTTACCCTCACTTTATT 

GAATTTCTTTACTTTGACTTTCAGAGCTCTGGGCAGAAATCACATATTAGTTTGGAGGAC 

TTTGTTATTTTATTCAAGTTAAAGTATAGGGTT 

Gene 749. >OTTHUMT00007007782 cDNA sequence 

CTTTATATACAGAATATTTCTTCCCCAGAAAGTTCTCCAGAAATAAAGAGACGCACTTAT 
AGTCAAGAGGGATATGACAGATCTTCAACCATGTTAACATTGGGGCCTTTTAGAAATTCT 
AATTTAACTGAACTGGGTCTGCAAGAAATAAAGACTATTGGTTATACGAGCCCTAGGAGT 
AGGACTGAAGTCAACAGGCAGTGTCCTGGAGAAAAGGAACCTGTGTCAGACCTTCAGCTA 
GGACTCGATGCAGTTGAGCCAACTGCCCTACATAAAACCCTGGAAACGCCTGCACATGAC 
AGGGCTGAGCCCAACAGCCAACTGGACTCGACTCACTCTGGACGGGGCACAATGTATTCT 
TCCTGGGTAAAGAGCCCTGACAGAACAGGAGTTAACTTCTCAGTGAACTCCAACTTGAGG 
GACCTGACACCCTCGCATCAGTTGGAGGTTGGAGGAGGCTTCCGAATAAGTGAGTCAAAG 
TGCCTGATGCAGGATGATACTAGAGGCATGTTTATGGAAACAACTGTGTTTTGTACTTCC 
GAAGATGGGCTTGTATCTGGTTTCGGACGGACTGTTAATGACAATTTGATCGACGGGAAT 
TGCACACCCCAGAATCCACCACAAAAGAAAAAGGTTTCTCTATTAGAATACCGTAAGAGA 
CAACGTGAAGCTAGGAAAAGTGGCTCTAAGACAGAGAACTTTCCACTCATTAGTGTATCA 
CCCCATGCAAGTGGAAGCTTGAGCAACAATGGTGATGGCTGTGCCAGCAGTAATGACAAT 
GGGGAGCAGGTGGACCACACTGCTAGCCTACCTTTACCAACACCAGCTACAGTTTATAAT 
GCCACTTCTGAAGAAACTAGCAATAACTGCCCTGTTAAGGATGCTACTGCTAGTGAGAAG 
AATGAACCAGAAGTTCAATGGACTGCCTCAACTTCAGTGGAACAAGTCAGAGAAAGGAGT 
TATCAGAGAGCTTTACTTCTCAGTGATCACCGAAAAGATAAAGATAGTGGGGGAGAATCA 
CCATGTGTCTCATGTTCACCGAGTCATGTTCAGTCTTCACCTTCATCTCATTCAAATCAC 
ATACCCCAGTTGCAAGCTAAGGGCCCAGTCCCTTCTTTCAGTGAACTTATGGAAGACCCT 
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GATCCTGAAAATCCAGAACCCACAACTACGAATGAATGTCCATCCCCAGATACTTCTCAA 
AATACTTGTAAAAGTCCTCCAAAAATGAGCAAGCCTGGTTCACCTGGATCTGTAATTCCT 
GCTCAAGCACACGGGAAAATATTCACAAAACCAGATCCCCAATGGGACTCCACAGTTAGT 
GCATCCGAAGCTGAAAATGGTGTTCACCTAAAAACAGAGCTCCAACAAAAACAGCTATCA 
AATAACAACCAAGCACTTTCAAAGAATCATCCTCCTCAGACACACGTTCGTAATTCATCT 
GAGCAACTTTCACAAAAGCTGCCTTCTGTGCCAACAAAGTTGCACTGTCCTCCATCACCT 
CACCTAGAAAATCCTCCAAAGTCATCCACGCCTCACACACCTGTACAGCATGGTTATCTT 
TCACCAAAGCCTCCTTCACAGCAGTTAGGATCTCCCTACAGGCCTCATCATTCACAGTCA 
CCTCAAGTTGGAACACCTCAGCGAGAGCCTCAAAGAAACTTTTATCCAGCAGCA.CAGAAC 
CTTCCAGCCAATACTCAGCAGGCAACTTCTGGAACATTATTTACACAGACACCCTCAGGA 
CAATCTTCAGCAACATAC 

Gene 750. >OTTHUMT00 007007787 cDNA sequence 

GAATTCGCCTGCATCTACTCCACCCTCATTCTTCACTATGAACGAGGTGACCGTCACAGA 
GGATAAATCAAGGCCCTAATTAAAGTAGGTGGTGTAAATGTTGAACCTTTTCGGCCTGGT 
TTGTTGGCAAAGGCCCTGGCCTATGGTGACATCGAGAGACTCATCCTAATGTAGGGGTTG 
GTGGACCTGCTCCAGCAGCTGCTGCTGCATCAACAGTAGGTCCTGCCCTGTCCAGAGCAG 
CTGCTCCAGCTGAGGAGAAGGAAGTGAAAAACAAAGAAGAATCTGAGGAGTGTGATGATG 
GCATGGGCTTTGGTCTTTTTGAC 

Gene 751. >OTTHUMT00007007788 cDNA sequence 

TCAGTTGCCCGACATGTGAGTGCCATTCCTTGGGGCATTTCTGCAACGGCAGCCCTCAGG 

CCTGCTGCGTCTAGAAGAACAAGCTTGACAAACATATTGTGGTCTGGTTCTGGTCAAGCA 

AAATTCTTTAGCACCAGTTCCTCACACCATGCACCTGCTGTCACCCAGCATGCGCCCTAT 

TTTAAGGGTATAGCCGTTGTCAATGAAGAGTTCAAAGACCTAAGC 

Gene 752. >OTTHUMT00007007791 cDNA sequence 

GCTCTGCGCTACCCTATGGCCGTGGGCCTCAACAAGGGCCAAAAGGTGACCAAGAACGTG 
AGCGAGCCCAGGCACAGCCGCCGCCGCGGGCGTCTGACCAAACACACCAAGTTTGTGCGG 
GACATGATCCCGGAGGCATGTGGCTTCGCCCCGTACAAGCAGCACGCCAAGGAGTTACTG 
AAAGGTCTCCAAAGACAAACGGGTCCTCAAGTTCATCAAGAAAA.GGGTGTGGGCGCACAT 
CCGCGCCAAGAGGAAGCGGGAGGAGCAAAGCAACGTCCTGGCCGCCATGAGGAAAGCCGC 
TGCCAAGAAAGAC 

Gene 753 . >OTTHUMT00007007792 cDNA sequence 

AGTGCCAACGAGGACCAGGAGATGGAACTAGAAGCATTACGCTCTATTTATGAAGGAGAT 
GAAAGTTTCCGGGAATTAAGTTCAGTTTCTTTTCAATATAGGATAGGTGAAAATGGTGAT 
CCCAAAGCCTTCTTAATAGAGATTTCCTGGACAGAAACATATCCCCAAACACCTCCAATT 

TAGCCAAGTTACAGGAAGCAGTAGAAGCTAATCTTGGAACCGCTATGACCTGTACATTGT 
TTGAATATGCCAAAGACAATAAGAGCAGTTCATGGAGAATCACAATCCCATTAATTCCAC 
AACATCGATAAGCAATATCATCTCAATTGAAACTCCTAATACAGCCCCATCAAGTAAGAA 
AAAAGACAAAAAAGAATAACTTTCAAAAGCCCAGAAGCGTAAGCTGGCAGACAAAACAGA 
TCACAAAGGAGAACTTCCTCGAGGCTGGAACTGGGTTGATGTTGTGAAGCATTTAAGCAA 
AACTGGCTCTAAGGATGATGAG 

Gene 754. >OTTHUMT00007007794 cDNA sequence 

GTGTGGCTTGTGCTTTGGATCGTAATGCTTACCTATGCTACTTAAGTTACATACCCTGTG 

GCCTTTGTGGCCAGGACTGTGGGCTACTACCTGGAGTGATTCGTTAGGGGAAAGGACCCA 

CAGCCTGTGCAGGAGGAAAAAAGCATCTCTGAGTACAGGGTGGATGAGCTGGATGAGCTG 

CCGGGCAAGAGCCACGCACACCCAGGTGGTGAGTCTTAAGGATAAGGTGGAATTTGCCCC 

ATAGCTGTCCTGGACAGAAACTGCCCAGAGAAGAAT 

Gene 755. >OTTHUMT00007007797 cDNA sequence 

CTGACCTCGTGCTGTCTGTGGTCTAGGCACCAGGCAAGTATTCGGGGTGCCCTTGGAAAG 

CCCCAGGGTGTGACAGCCAGGGTTTATGTTGGCCAGGTCATTGTGTCTATCCGTACTAAG 

AGCAGAACCATGAGGGTGTGATTGAGGCCATATGCAGGGCCAAGTCTAAGTTCCCTGGCT 

GCCAGAAGATCCACAGCACAAAGCAGCGGGCCTTGACCAAGTTCAATGTGGAAGAAATCG 

ATCCCACGTGGTGGCTGAGAAGCAGCTCATCTGGCATGGCTGTGGG 

Gene 756. >OTTHUMT00007007007 cDNA sequence 
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ATGACGACACTAAACATGAAATTGGAAAACGACATGTATGATTGGCTCTCACAAGCTGGT 
ATCAGCCCACTTCAGCTCACCACTGTTTTTAACTGTGCACCGAACGTTTTGCTTGGGATG 
CACTTATTTGGCCATTACCCAGCACATGACGACTTCTATCTCGTAGTGTGCAGTGCCTGT 
AACCAGGTCGTCAAGCCACAGGTTTTCCAGTCGCACTGCTGTTTTAGGAGCTGTAGTCCT 
TCTGCTGAAATCCGCAGTCCTGTCAGAACAAATGAGAGAAAACCTGCAACTTGTCTCGGT 
CGATGGGACTAG 

Gene 757. >OTTHUMT00007007028 cDNA sequence 

AACATGGGGCTGTACGCTGCGGTGGCAGGCGTGCTGGCCGGCGTGGAGAGCCGCCAGGGC 

TCTATCAAGGGGCTGGTGTACTCCAGCAACTTCCAGAACGTGAAGCAGCTGTACGCGCTG 

GTGTGCGAAACGCAGCGCTACTCCGCCGTGCTGGATGCCGTGATCTCCAGCGCCGGCCTC 

CTCAGTGCGAAGAAGCTGCAGCCGCACCTGGCCAAGGGTGCTAGTGTATGAGTTGTTGGG 

AAAGGGCTTTCGAGGGGGTGGGGGCCAATGGAAGGCTCTGTTGGGACGGCACCAGGCGAG 

GTGTTGAGTTGGCTCGGCTCAAGGTTCTTCGGGGTGTGAGCTGGCATGAGGACCTGTTGG 

AAGTGGGATCCAGGCCTGGTCCAGCCTCCCAGCTGCCTCGATTTGTGCGTGTGAACACTC 

TCAAGACCTGCTCCGTTTATGTAGTTATTTCAAGAGACAAGGTTTCTCCTATCAGGGTCG 

GGCTTCCAGGCTGGATGGAGTGCCCTGGCGCGATCTTGGCTCACCGCAACCTCTGCCTCC 

TGGGTTCAAGCGATTCTCCTGCTTCAGCCTTCTGAGCAGCTGGGATTATGAAGGGGTGGC 

CTGCCCCTCCACATCTGTGGGATATCTCATCAGCCTCGATGACTTACGAGCCCTCAAGGG 

GAAGCATTTTCTCCTGGACCCCTTGATGCCGGAGCTGCTGGTGTTTCCCGCCCAGACAGA 

TCTGCATGAACACCCACTGTACCGGGCCGGACACCTCATTCTGCAGGACAGGGCCAGCTG 

TCTCCCAGCCATGCTGCTGGACCCCCGCCAGGCTCCCATGTCATGGATGCCTGTGCCACC 

CCAGGCAATAAAGACCAGTCACTTGGCTGCTCTTCTGAAGAACCAAGGGAAGATCTTTGC 

CTTTGACCTGGATGCCAGGCGGCTGGCATCCATGGCCACGCTGCTGGCCTGGGCTGGCGT 

CTCCTGCTGTGAGCTGGCTGAGGAGGACTTCCTGGCGGTCTCCCCCTTAGATCCGCGCTA 

TCGTGAGGTCCACTATGTCCTGCTGGATCCTTCCTGCAGTGGCTCGGGTATGCCGAGCAG 

ACAGCTGGAGGAGCCCGGGGCAGGGACACCTAGCCCGGTGCGTCTGCATGCCCTGGCAGG 

GTTCCAGCAGCGAGCCCTGTGCCACGCGCTCACTTTCCCTTCCCTGCAGCGGCTCGTCTA 

CTCCATGTGCTCCCTCTGCCAGGAGGAGAATGAAGACATGGTACAAGATGCGCTGCAGCA 

GAACCCGGGCGCCTTCAGGCTAGCTCCCGCCCTGCCTGCCCGGCCCCACCGAGGCCTGAG 

CACGTTCCCGGGTGCCGAGCACTGCCTCCGGGCTTCCCCCAAGACCACGCTTAGCGGTGG 

CTTCTTCGTTGCTGTAATTGAACGGGTCGAGATGCCGACCTCAGCCTCACAGGCCAAAGC 

ATCAGCACCAGAACGCACACCCAGCCCAGCCCCAAAGAGAAAGAAGAGAGCAAAAAGCTG 

CAGCCGGTGCTTGCACACCGCCTTGCACATAGCAGAGGCTCCGGGCTCACTCCTTCCTGG 

TGGGAAAGGAAGATGCCTGTCCTCTCCGTGGAAGACCCTGGGCCCTCACCGCAGGCAGCA 

GTTTGCGTTTTGAAAGGTTATTGGGTCCCTTCCTCGGGCTGTGTTCTTGCTGGTGAGCAA 

AAGTGTTGCCTGCAGAAATAAAATGCAGAACGTACTCT 

Gene 758. >OTTHUMT00007007030 cDNA sequence 

TAAAGGCGCGCGGGAACATGGGGCTGTATGCTGCAGCTGCAGGCGTGTTGGCCGGCGTGG 
AGAGCCGCCAGGGCTCTATCAAGGGGTTGGTGTACTCCAGCAACTTCCAGAACGTGAAGC 
AGCTGTACGCGCTGGTGTGCGAAACGCAGCGCTACTCCGCCGTGCTGGATGCTGTGATCG 
CCAGCGCCGGCCTCCTCCGTGCGGAGAAGAAGCTGCGGCCGCACCTGGCCAAGGTGCTAG 
TGTATGAGTTGTTGTTGGGAAAGGGCTTTCGAGGGGGTGGGGGCCGATGGAAGGCTCTGT 
TGGGCCGGCACCAGGCGAGGCTCAAGGCTGAGTTGGCTCGGCTCAAGGTTCATCGGGGTG 
TGAGCCGGAATGAGGACCTGTTGGAAGTGGGATCCAGGCCTGGTCCAGCCTCCCAGCTGC 
CTCGATTTGTGCGTGTGAACACTCTCAAGACCTGCTCCGATGATGTAGTTGATTATTTCA 
AGAGACAAGGTTTCTCCTATCAGGGTCGGGCTTCCAGCCTCGATGACTTACGAGCCCTCA 
AGGGGAAGCATTTTCTCCTGGACCCCTTGATGCCGGAGCTGCTGGTGTTTCCCGCCCAGA 
CAGATCTGCATGAACACCCACTGTACCGGGCCGGACACCTCATTCTGCAGGACAGGGCCA 
GCTGTCTCCCAGCCATGCTGCTGGACCCCCCGCCAGGCTCCCATGTCATCGATGCCTGTG 
CCGCCCCAGGCAATAAGACCAGTCACTTGGCTGCTCTTCTGAAGAACCAAGGGAAGATCT 
TTGCCTTTGACCTGGATGCCAAGCGGCTGGCATCCATGGCCACGCTGCTGGCCCGGGCTG 
GCGTCTCTTGCTGTGAACTGGCTGAGGAGGACTTCCTGGCGGTCTCCCCCTCGGATCCAC 
GCTACCATGAGGTCCACTACATCCTGCTGGATCCTTCCTGCAGTGGCTCGGGTATGCCGA 
GCAGACAGCTGGAGGAGCCCGGGGCAGGCACACCTAGCCCGGTGCGTCTGCATGCCCTGG 
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CAGGGTTCCAGCAGCGAGCCCTGTGCCACGCGCTCACTTTCCCTTCCCTGCAGCGGCTCG 

TCTACTCCACGTGCTCCCTCTGCCAGGAGGAGAATGAAGACGTGGTGCGAGATGCGCTGC 

AGCAGAACCCGGGCGCCTTCAGGCTAGCTCCCGCCCTGCCTGCCTGGCCCCACCGAGGCC 

TGAGCACGTTCCCGGGTGCCGAGCACTGCCTCCGGGCCTCCCCTGAGACCACACTCAGCA 

GTGGCTTCTTCGTTGCTGTAATTGAACGGGTCGAGGTGCCAAGCTCAGCCTCACAGGCCA 

AAGCATCAGCACCAGAACGCACACCCAGCCCAGCCCCAAAGAGAAAGAAGAGACAGCAAA 

GAGCCGCAGCCGGTGCTTGCACACCGCCTTGCACATAGCAGAGGCTCCGGGCTGACTCCT 

TCCTGGTGGGAAAGGAAGATGCCTGTCCTCTCCGTGGAGGACCCTGGGCCCTCACCGCAG 

GAAGCAGTTTGGGTTTTGAAAGGTTATTGGGTCCCTTCCTTGGGCTGTGTTCTTGCTGGT 

GAGCAAAGTGTTGCCTGCAAAAATAAAATGCAGAACGTACTCTA 

Gene 759. >OTTHUMT00007007045 cDNA sequence 

ATGGACAGAACGGAGACTAGGTTCCGTAAGAGGGGACAGATTACGGGAAAGATCACGACC 

AGCCGTCAACCGCACCCCCAGAATGAGCAGAGTCCCCAGCGGAGCACCTCGGGGTACCCC 

CTCCAGGAGGTGGTGGATGATGAAATGTTGGGACCATCAGCCCCTGGGGTAGATCCCAGC 

CCCCCATGTAGGTCCCTTGGCTGGAAAAGGAAGAGGGAGTGGTCAGATGAATCTGAGGAG 

GAGCCGGAGAAGGAGCTCGCCCCTGAGCCTGAGGAGACCTGGGTAGTGGAGATGCTGTGT 

GGGCTCAAGATGAAGCTGAAGCAACAGCGAGTGTCATCCATCCTCCCTGAGCACCACAAG 

GACTTCAACAGTCAGCTTGCCCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGC 

TGGAAAAGGAAGATGGAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGG 

AAGGTGCTCGCCCCTGAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAG 

ATGAAGCTGAAGCGACGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAAC 

AGGCTGCTTGCTGACCTCAGCCGGAGGCCTCTCCTGGTGGTGCCCCTGAGCAGCAACCTG 

ATTTCTGTCCTCAGCTACCTGGCCAATGACATGGAGGAGGACGACGAGGACTCCAAACAA 

AACATCTTCCACTTCCTGTATAGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAGCCT 

TGGTTCCAGTTAGGCCATTCCATGAACCCGAGGGCCAGGAAGAACCGCTCTCGCATACCC 

TTGCTCCGTAAGCGTCGGTTCCAGTTATACCGTTCCACGAACCCGAGGGCCAGGAAGAAC 

CGCTCTCGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTATACCGTTCCATGAACTCG 

AGGGCCAGGAAGAACCGCTCTCAGATAGTCCTGTTCCAGAAACGACGGTTCCACTTCTTC 

TGTTCCATGAGCTGCAGGGCTTGGGTTTCCCCAGAGGAGTTGGAGGAGAACACCGGACCC 

AGGGGAGATGTGGATTTTCAGCGGGAACTTTATTCCAATGCTAATGGCAGACACCAGGCA 

GGAGGAGAGGAACCATTTGTGCAGATCATCTAG 

Gene 760. >OTTHUMT00007007047 cDNA sequence 

ATGGGGAGTACATTTAGAGTGGGAACTGCACTCACTCAATTAGAAAATTTAAATGCCATG 

GGAAT AATTGG AT C C CAAGGTGGCAGTGT C CAAGT AGTGGCACT CAACTGT CAAAGGCAA 

ACAGTAGAGGCTTATGGAGGTCAGGTAATTAATGAAGTTTTAGCTCAGGTCCAACTTACA 

GTGGGTCCATTTGGTCCCCGGACTCATTCTGTGATGATTTCCCCAGGGCCAGAATGCATA 

ATTGGCACAGGCATACTTAGCAGCTGGCAGAATCCCCACATTGGCTGCCTGACAATAAAG 

TGGGTTGTACACAGCAGCATTCCATCATCTAATGGAAGTGGCACAAACGTAATTGGGCTT 

AAGCAGGTCCAGAAGGCACAAGTTTTTAACTTCTTTGCCATGGGTTCAAACTTCCTCTTT 

AGCTCGGAGAAATTTGATCATCTGAAGCCTTCTTCTCTCAACTCGTCAAAGTCATTCTCC 

ATCCAGCTTTGTTCCGTTGCTGCCTGCCTTGTGCTTGGCTGTATGATTTTCCCTGATGGC 

TGGGACTCAGATGAAGTAAAACGGATGTGTGGAGAAAAGACAGACAAGTACACTCTTGGG 

GCTTGCTCAGTCCGCTGGGCATACATCCTGGCTATTATTGGAATTTTGGATGCCCTGATC 

CTCTCATTTCTAGCATTTGTGCTTGGTAATCGACAAGACAGCTTGATGGCAGAGGAACTG 

AAGGCAGAAAACAAATTGCCATCAGAACTTAATGGCTAA 

Gene 761. >OTTHUMT00007008004 cDNA sequence 

GCAGCCCTCCCACTTCACTCTCTCTGTCTCTCCTGCTCCAACATGGCCAGACGTGCCTGC 
TTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCCTGAGGCCTCCCCAGCCACGCTTCCT 
GTACAGCCTGCAGAACTGACTCCTAGAAGGACCCCACCCCCCTCCCCCCACCCCTGCTCC 
TAGGAGGACAACGTGATCACTGTATTCAGCTCCATCAAGAATGGTCCAGGTTCTTCTAGA 
Gene 762. >OTTHUMT00007006403 cDNA sequence 

CTAGATTGTCCCAGCCTGCCCTGTGCTTCATTAGCCGGTCAACAGATCCATCTCAAATAC 
CTCCCATGGGTACTCACTGATTGCTTTAACCCAAACCATGGCACTCTTGAAGACTTTCCC 
TCAGGAAGCTCAAGGACTATGCATCCTTCTGGGTCAGAACTGGACACACAGCCACCAGTG 
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CTGGACAATGGCGGCGGCTCAGGGACACACTGGAGCCCTGGCCCCTGCAGAGCTCCCAGC 

ATGGTTGGGAAGAGAGATGCAAAATGACCACACGGCGGGTGAGGAGGAGCTCCCTCGGTG 

CGGCTGGGATGAGCCCTAGACACTCTCAATCACCCCCACGATGACCCCTTCCCAGAGGTC 

CCCT<^GTCATCTGCCCTGAACC^AGCTCTTCCTGATCCTAGACCCTCCACCCTCCCTCT 

ATCTTCCAGGGCTTGGTGACATTCCA.GGCAGAAATTTCTGACCCTTTTACTTTGGTCCCT 

CCCTCCCCAGCCCAGTCTCTGGTCAAACTGGATTCCTGGCTGTTCCCAGAACGAGCTGCC 

TTTCCCCACCTTGCCACCTCTGCCCTTGTTCTCTCTGCCTGAATGTCCTCCTTCACTAGC 

CTCGCTGCCTTGCACATCTCTCCTGAGGGCTGTCATCCCAGAATGAGCTGCATTTGTCCA 

GCCTGGCCCACCGTCTACCAGAACGTCCTCCTTCAGCCTGTCCCACTGCCTTGCAAAACT 

TTTCTGGGGGACCTGTTCACGATGCCTTCTGTAGCATACTCCAAGAATCCGGCGCCCCCT 

GGAGTTGTGCCACACAGCACCCCTTTGCAGTCAAGCTCCCTCAGCACCACCACCTCCACC 

CTGGAAGAGTTCCCCTTCCCTTTGAAATCTCATGGGACTTTGCACCCA 

Gene 763. >OTTHUMT00007006404 cDNA sequence 

GTCAGGTGGCGTTTGCTGTGGCGGCTAGGCCCGCGTGCGCTGGAGACCTCCGCGCTGGCC 
CCCGCGAGCCTCCTGCCCTGGCCCGGCGCTGCGGCTCTGCCGCGGCGGCAGCATGGGTGG 
CCCCCGGGGCGCGGGCTGGGTGGCGGCGGGCCTGCTGCTCGGCGCGGGCGCCTGCTACTG 
CATTTACAGGCTGACCCGGGGTCGGCGGCGGGGCGACCGCGAGCTCGGGATACGCTCTTC 
GAAGTCCGCAGAAGACTTAACTGATGGTTCATATGATGATGTTCTAAATGCTGAACAACT 
TCAGAAACTCCTTTACCTGCTGGAGTCAACGGAGGATCCTGTAATTATTGAAAGAGCTTT 
GATTACTTTGGGTAACAATGCAGCCTTTTCAGTTAACCAAGCTATTATTCGTGAATTGGG 
TGGTATTCCAATTGTTGCAAACAAAATCAACCATTCCAACCAGAGTATTAAAGAGAAAGC 
TTTAAATGCACTAAATAACCTGAGTGTGAATGTTGAAAATCAAATCAAGATAAAGATATA 
CATCAGTCAAGTATGTGAGGATGTCTTCTCTGGTCCTCTGAACTCTGCTGTGCAGCTGGC 
TGGACTGACATTGTTGACAAACATGACTGTTACCAATGACCACCAGCACATGCTTCACAG 
TTACATTACAGACCTGTTCCAGGTGTTACTTACTGGAAATGGAAACACGAAGGTGCAAGT 
TTTGAAACTGCTTTTGAATTTGTCTGAAAATCCAGCCATGACAGAAGGACTTCTCCGTGC 
CCAAGTGGATTCATCATTCCTTTCCCTTTATGACAGCCACGTAGCAAAGGAGATTCTTCT 
TCGAGTACTTACGCTATTTCAGAATATAAAGAACTGCCTCAAAATAGAAGGCCATTTAGC 
TGTGCAGCCTACTTTCACTGAAGGTTCATTGTTTTTCCTGTTACATGGAGAAGAATGTGC 
CCAGAAAATAAGAGCTTTAGTTGATCACCATGATGCAGAGGTGAAGGAAAAGGTTGTAAC 
AATAATACCCAAAATCTGATTGGTCATATTTTTCCAAAGAGTAATGCAGTCTGGATATAA 
ACGTATTTTCTGTCTTCCTTATAAGGGGATTCTCCCAGCTGCTAAATTTAAAGAGTAAAT 
ATCACATTTTGTCATTAACACAG 

Gene 764. >OTTHUMT00007008008 cDNA sequence 

GCAGCCCTCCCACTTCACTCTCTCTGTCTCTCCTGCTCCAACATGGCCAGACGTGCCTGC 
TTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCCTGAGGCCTCCCCAGCCACGCTTCCT 
GTACAGCCTGCAGAACTGACTCCTAGAAGGACCCCACCCCCCTCCCCCCACCCCTGCTCC 
TAGGAGGACAACGTGATCACTGTATTCAGCTCCATCAAGAATGGTCCAGGTTCTTCTAGA 
Gene 765. >OTTHUMT00007006406 cDNA sequence 

AAACGCAAGGCTTGAATTTTCTCGGGGCCTTATGATGCTGGTTCTTGAGAAGTTAGCCAC 
TGATATTCCTTGTCTGCTATATGATGACAATCTCTTCTGTCATTTGGTGGATGAAGTACT 
CTTGTTTGAAAGGGAGCTACACAGTGTTCATGGCTATCCTGGCACTTTTGCTAGTTGTAT 
GCATATTCTATCAGAGGAAACCTGTTTTCAGAGATGGTTGACGGTGGAGAGAAAATTTGC 
TCTTCAAAAAATGGACTCAATGCTTTCCTCAGAAGCTGCCTGGGTATCGCAATATAAGGA 
TATCACTGACGTGGATGAAATGAAAGTTCCAGATTGTGCAGAAACTTTTATGACTCTACT 
CTTGGTTATAACTGACAGGTATAAAAATCTTCCCACAGCTTCCCGAAAGCTTCAGTTCCT 
GGAGTTACAGAAGGACTTAGTAGATGATTTTAGGATACGATTAACACAAGTGATGAAAGA 
AGAGACTAGAGCTTCCCTTGGCTTTCGATACTGTGCAATTCTTAATGCTGTGAACTACAT 
CTCT^ACAGTACTAGCAGATTGGGCTGACAATGTTTTCTTTCTACAACTTCAACAGGCTGC 
ACTGGAGGTGTTTGCAGAGAATAATACTCTGAGTAAATTGCAGCTAGGACAGCTAGCCTC 
TATGGAGAGCTCTGTCTTTGATGACATGATTAACCTCTTAGAACGTTTAAAGCATGATAT 
GTTGACCCGTCAAGTAGACCACGTTTTTAGAGAAGTTAAAGATGCTGCAAAATTGTATAA 
AAAAGAAAGATGGTTGTCCTTGCCATCTCAGTCAGAGCAGGCAGTGATGTCCCTGTCCAG 
TTCGGCTTGCCCGTTGCTGCTGACGTTACGAGACCATTTACTTCAGTTGGAGCAGCAGCT 
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TTGTTTCTCCTTATTTAAAATTTTCTGGCAAATGCTTGTAGAGAAGCTGGATGTATACAT 

CTACCAAGAAATAATTCTTGCTAATCACTTCAATGAAGGAGGAGCAGCCCAGCTGCAGTT 

TGATATGACTCGGAATCTTTTCCCTTTGTTTTCTCACTATTGCAAGAGACCAGAAAATTA 

TTTTAAACATATAAAAGAAGCCTGTATTGTTTTGAATTTGAACGTCGGTTCTGCACTACT 

GCTGAAAGATGTACTGCAGTCAGCTTCAGGGCAGCTTCCTGCCACAGCAGCATTAAATGA 

AGTTGGAATTTACAAACTGGCTCAACAAGATGTTGAGATTCTACTTAATTTGAGGACAAA 

TTGGCCTAATACTGGAAAATAATGTCTTTCAGAAAAAGGTTTCTTTGGTTTTTGTTTCTA 

AGAAAGAGGAAGCCAATTGGATTTCAAGTTATATGATGAAATTCTGAATTAATGAAACTG 

GAAAACTTTATAGAATTACTTATTATCTTGGATTTATGGTGTTATTAAAATGCTGACCAT 

ATTTCCTTCATCCTCTTGTTCCTAAGGAAACAAAAACAGAAAACGAAACAATGAAAACTC 

AATTCTATTTACAAGTATAAATGCTGAGTATGTCTGTTGAAGACGAGCAGAGATATTAAA 

TTATAACCAACTTTCAATTTCCTGTGCTAATTAAGGGAAATTCTGTTGTGGATAATCAAA 

CATAGCCAATAAATTTTTTTAAAACTCCCTTTG 

Gene 766. >OTTHUMT00007006412 cDNA sequence 

GCTGGGGTGAGCAGCACTGTAAAGATGAAGCTGGCTAACTGGTACTGGCTGAGCTCAGCT 
GTTCTTGCCACTTACGGTTTTTTGGTTGTGGCAAACAATGAAACAGAGGAAATTAAAGAT 
GAAAGAGCAAAGGATGTCTGCCCAGTGAGACTAGAAAGCAGAGGGAAATGCGAAGAGGCA 
GGGGAGTGCCCCTACCAGGTAAGCCTGCCCCCCTTGACTATTCAGCTCCCGAAGCAATTC 
AGCAGGATCGAGGAGGTGTTCAAAGAAGTCCAAAACCTCAAGGAAATCGTAAATAGTCTA 
AAGAAATCTTGCCAAGACTGCAAGCTGCAGGCTGATGACAACGGAGACCCAGGCAGAAAC 
GGACTGTTGTTACCCAGTACAGGAGCCCCGGGAGAGGTTGGTGATAACAGAGTTAGAGAA 
TTAGAGAGTGAGGTTAACAAGCTGTCCTCTGAGCTAAAATTCATCTTCTGACCAAGAGTA 
AGGAAATGATTCTGAGAATAGATCTTGAAGACTTTAATGGTGTCGAACTATATGCCTTGT 
ATGATCAGTTTTATGTGGCTAATGAGTTTCTCAAATATCGTTTACACGTTGGTAACTATA 
ATGGCACAGCTGGAGATGCATTACGTTTCAACAAACATTACAACCACGATCTGAAGTTTT 
TCACCACTCCAGATAAAGACAATGATCGATATCCTTCTGGGAACTGTGGGCTGTACTACA 
GTTCAGGCTGGTGGTTTGATGCATGTCTTTCTGCAAACTTAAATGGCAAATATTATCACC 
AAAAATACAGAGGTGTCCGTAATGGGATTTTCTGGGGTACCTGGCCTGGTGTAAGTGAGG 
CACACCCTGGTGGCTACAAGTCCTCCTTCAAAGAGGCTAAGATGATGATCAGACCCAAGC 
ACTTTAAGCCATAAATCACTCTGTTCATTCCTCCAGGTATTCGTTATCTAATAGGGCAAT 
TAATTCCTTCAGCACTTTAGAATATGCCTTGTTTCATATTTTTCATAGCTAAAAAATGAT 
GTCTGACGGCTAGGTTCTTATGCTACACAGCATTTGAAATAAAGCTGAAAAACAATGCAT 
TTTAAAGGA 

Gene 767. >OTTHUMT00007007070 cDNA sequence 

ATGGCTTATACCAGCAAAGAGCTCGGTTTTCAGAAGCAGGCAGAACCAGCAAGTCCCAAG 
GTTGGAAGCACTCCAAAGACCTCCGCCAGCTGCAGCCCTGCCCCTGAGTCCCCGATGAGT 
TCCAGTGAGTCGGTGAAGAGCCTGACCGAGCTGGTCCAGCAGCCCTGTCCCCCCATCGAG 
GCGAGCAAGGACAGCAAGCCACCAGAGCCCAGTGACCCGCCAGCATCCGACTCCCAGCCC 
ACAACCCCGCTGCCTCTCTCCGGACACTCGGCCCTCAGCATCCAAGAATTAGTAGCCATG 
TCCCCGGAGCTGGACACCTACGGCATAACCAAGCGGGTGAAGGAGGTGCTGACGGACAAC 
AACCTCCAGCGCTTATTTGGGGAGACCATCTTAGGGCTCACCCAAGGCTCTGTCTCTGAC 
CTCCTTGCCCGCCCCAAACCCTGGCATAAGCTCAGTCTGAAAGGACGAGAGCCCTTCGTC 
CGGATGCAGCTGTGGCTGAACGACCCCAACAATGTGGAGAAGCTGATGGACATGAAACGG 
ATGGAGAAGAAAGTAGGGACCAGCCCCACAGGGTCTGTGGGTCTCTCCCCGTGTGTGGAG 
ACGAGAGAGTATAGAAATAAAGACACAAGACAAAGAGATAAAAGGCAGCTGGGCCCGGGG 
AACCACTACCACCAAGTTGTGGAGACTGGTAGTGGCCCCAAATGCCAGGCTGCACTGATA 
TTTATTGGATACAAGACAAAGGGGCAGGATAAGGAGAGTGAACCATCTCCAATCATATAC 
ATGAAGCGGCGGCACAGCTCAGTCAGTGACAGCCAGCCCTGCGAACCGCCCTCTGTCGGC 
ACCGAGTACAGCCAGGGCGCCAGCCCCCAGCCCCAGCACCAGCTGAAGAAACCCCGGGTG 
GTGCTGGCTCCGGAGGAGAAGGAGGCGCTGAAACGAGCGTATCAGCAAAAGCCATACCCG 
TCACCAAAAACCATCGAAGACCTCGCCACCCAGCTCAACCTGAAAACCAGCACCGTCATC 
AACTGGTTCCACAACTACTCTCGGATCCGCAGAGAACTGTTCATTGAGGAAATTCAGGCC 
GGGAGTCAGGGCCAGGCGGGCGCCAGCGACTCACCCTCGGCCCGCAGCGGCCGGGCGGCG 
CCCAGCTCGGAGGGCGACAGCTGCGACGGCGTGGAGGCCACTGAGGGCCCAGGCAGCGCC 
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GACACCGAGGAGCCCAAGTCTCAGGGAGAGGCCGAGCGGGAGGAGGTGCCGCGGCCGGCG 

GAGCAGACGGAGCCGCCGCCCTCGGGGACCCCGGGCCCGGACGACGCCCGCGACGACGAC 

CACGAGGGAGGCCCCGTGGAAGGCCCGGGGCCCCTGCCCAGCCCCGCCTCCGCGACCGCC 

ACCGCCGCGCCCGCGGCCCCCGAGGACGCCGCTACCTCAGCCGCCGCCGCGCCGGGGGAG 

GGCCCCGCGGCCCCGAGCTCCGCGCCGCCGCCCAGCAACAGCAGCAGCAGCAGCGCCCCC 

CGCAGGCCCAGCTCGCTGCAGAGCCTTTTCGGCCTCCCCGAGGCCGCGGGCGCCCGGGAC 

TCGCGCGACAACCCCCTGCGCAAGAAGAAGGCCGCGAACTTGAACAGCATCATCCACCGC 

CTGGAGAAGGCCGCCAGCCGGGAGGAACCTATCGAATGGGAGTTCTGA 

Gene 768. >OTTHDMT00007006419 cDNA sequence 

AGTAGGAATAGAATAGGAGTGGAAGAGGGCCTAGGACAGAGTCTTAAATAATACTGGCCT 
TTAGGGTTGGGGAGGTATCAGCCAATAAAAGACAAGAAGGAATTTCCAGTTATGCAGGAA 
AAAAAAAATGAGGATGAGGCTCATAAAAGCTAAGGGAAGAGAGTAGACCGGGACAGAGGA 
GTCAAGTAAGATGAGAACTAAAATGCCGTTGAATTTAGCACCATGAAGGTCATTAGTGAC 
GTTAGTGAGAGCTGTTCTAGTGGAGCATTTGAGATGGAAGCTTACTTTGGAATTGACTGA 
AAAGTAAATGGGGATTGAGGGAAGAAATGCAGCAGTATGGAGGCAAAAGATATGCACATT 
TGATCACTTACAAAATATGATTACAGACCAACTAAAAACCTAGGAGATTCCAGAAACTGG 
AATGTACTTCAACACAAATTCTTGGGATACAGATAAATGTCATTCACTTATTCACCAAAC 
ATTTATGAAGCACTCGGTTCCAGGTCTTGTGCTAAAGAAACATGTCAGTCTGATGGCTTT 
TCTTGTGTAGCCACAGTGATTGGAGATGTCTTTGGCTTTGCACTTTAGCTGCTAGTTGTT 
CTATTTAAACGTCTAGGTAAGTAAATAGGTTAAAGTGCTCTCCTGTGTAGGACCCTTCCT 
AGTGTGGTTCTGTCTTCAAAGACTATGATTCTCACCTAGAGCAGATGAGGTGAACATTCT 
TCTTATTCCCATTCCCATTCTGGAATCCTTTTTGCCTCTAGATTAATGGGAATCCAACAT 
CAGTGAAGTGCCCTTTGCTGCTGCTGCCAGCCATTCTGACTCCAGAGCCGGTGAATAGGT 
GCTGCTTCCATCACTAGGTGGAATAACAGGAGCATGTGCTGCCAATCAGCATGGTTGCCT 
AGCAACAGGAGGAGATGCTATTCATTGTCTATCAGTGTGGGGGCAC7VATATATTTTAGTT 
TAAGGTGCTTGATGAACACAATGATTACATGGACCCTCCATGTCAGCCTTGGAAGTTGTG 
ATTCTGAGGCTGGGAAGCTGGACTATCTTTGGAAGCTAAATTTGGAAGTGAAAGGGGGAT 
GTAGGATATGATCATCTGGCTACATAGATAAGTATTGAAAAATAGGATTTGGGTTTCTGG 
CTATGGCTTAAGCTGTAAGAATAATGGGCTCCTGGCAAAGGATAAAGTGTATCATGAAAC 
AAGAAATAATGTGTCTGGCAGGCATGCAATTCTCATTGAATATGAGGAAGTGGGAGACAA 
ATGCCTAGATAATCTGAAAAACAAAAAAGAGATTTTACAGAGGACACCAGGTATAAAGTA 
GAAACAACCACAGTGGGAAAGATACACAGAGTGAATATCAAATTTTAATACAAGACAGTA 
CTCTGTCTCCTAGATCTTATTGAGATTTGGAAGTGTCATGCAAGATGGGTGACTTTGTGG 
TCACCAACTGTCCTAAAAAGATTTGGGACAAATTCCACAGTGTCATGGTATGGATGAAAA 
AATAGGCACTATTGAGAACACTTAAAGAACAAGAACCGAAGATTTTTGGCTGTTTCTCAT 
CATCTCATGGAAAGGTGGGCAGGGATCAGGGTGCCACAGAACCCTTCGTGTGTATCTGTG 
TTTTAGCGAAGGAACCCTCTGCTCCCCTGTGGTTCTCTCTATTTATTGAGAAAGTGGAAA 
ACAACAACAACAAAAACAAAACA 

Gene 769. >CTTHUMT00007007077 cDNA sequence 

GAGGAGCCTCGGGTGGGCCGGGGTTGCTGCGCCGTCCTCCACTACTGGCTACTGGCGCTG 
CAGCCATGCAGCCCCCGCCCCCGGGCCCGCTGGGCGACTGCCTGCGGGACTGGGAGGATC 
TACAGCAGGACTTCCAGAACATCCAGGAGACCCATCGGCTCTACCGCCTGAAGCTGGAGG 
AGCTGACCAAACTTTAGAACAATTGCACCAGCTCCATCACGCGGCAGAAGAAGCGGCTCC 
AGGAGCTGGCCCTCGCCCTGAAGAAATGCAAACCCTCCCTCCCAGGAGAGGCCGAGGGGG 
CCGCACAGGAGCTGGAGAACCAGATGAAAGAGCGCCAAGGCCTCTTCTTTGACATGGAGG 
CCTATTTGCCTAAGAAGAATGGATTGTACCTGAGCCTGGTTCTGGGGAACGTCAACGTCA 
CGCTCCTGAGCAAGCAGGCTAAGTTTGCCTACAAGGACGAGTATGAGAAGTTCAAGCTCT 
ACCTCACCATCATCCTCATCCTCATCTCCTTCACTTGCCGCTTCCTGCTCAACTCCAGGG 
TGACAGATGCTGCCTTCAACTTCCTGCTGGTCTGGTACTACTGCACCCTGACCATCCGGG 
AGAGCATCCTCATCAACAACGGCTCCCGGATCAAAGGCTGGTGGGTGTTCCATCACTACG 
TGTCCACCTTCCTGTCGGGAGTCATGCTGACGTGGCCCGACGGTCTCATGTACCAGAAAT 
TCCGGAACCAATTCCTCTCCTTTTCCATGTACCAGAGCTTCGTGCAGTTTCTCCAGTACT 
ACTACCAGAGCGGCTGCCTCTACCGCCTGCGGGCGCTGGGCGAGCGGCACACCATGGACC 
TCACTGTGGAGGGCTTCCAGTCCTGGATGTGGCGGGGCCTCACCTTCCTGCTGCCTTTTC 
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TTTTCTTTGGACACTTCTGGCAGCTTTTTAACGCGCTGACGTTGTTCAACCTGGCCCAGG 
ACCCTCAGTGCAAGGAGTGGCAGGTGCTTATGTGCGGCTTTCCCTTCCTCCTCCTTTTCC 
TCGGCAATTTCTTCACCACCCTGAGGGTTGTGCACCACAAGTTTCACAGTCAGCGGCACG 
GGAGCAAGAAGGATTGAGGCTGGGCCTTCCCCTGCCGGCCCAGAGGGGCTTCTGTCCTGT 
GTGTTGTGGGAGGGGATGGGAGGCGCCCCTCGAGTGTGCGTGTATCAGGGGGTCTCTTCT 
ATTCTCCCTTGGGTTTTATGGGCGCTGTGGGCCCTGAAGGAAGACCTGGGCCCAGTGCCC 
TCAATAAAGAGAGGCCCAGA 

Gene 770. >OTTHUMT00007006426 cDNA sequence 

ATGCTGTGTGGCCTCAAGATGAAGCTGAAGCGACGGCGAGTGTCGCTCGTGCTCCCTGAG 
CACCACGAGGCCTTCAACAGGCTGCTTGATCCTGTCATTAAAAGATTCTTGGCCTGGGAC 
AAAGATCTGAGGGTGTCGGACAAGTATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGG 
GCCGGCTTCCCCTCCTGGCAATACCAACGCATTCATTTCTTCCTGGCTTACCTGGCCAAT 
GACATGGAGGAGGACGACGAGGACTCCAAACAAAACATCTTCCACTTCCTGTATAGGAAG 
AACCGCTCTCGCATACCCTTGCTCCGTAAGCGTTGGTTCCAGTTAGGCCATTCCATGAAC 
CCGAGGGCCAGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTA 
TACCGTTCCACGAACCCGAGGGCCAGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAG 
CGTCGGTTCCAGTTATACCGTTCCATGAACTCGAGGGCCAGGAAGAACCGCTCTCAGATA 
GTCCTGTTCCAGAAACGACGGTTCCACTTCTTCTGTTCCATGAGCTGCAGGGCTTGGGTT 
TCCCCAGAGGAGTTGGAGGAGAACACCGGACCCAGGGGAGATGTGGATTTTCAGCAGGAA 
CTTTATTCCAATGCTAATGGCAGACACCAGGCAGGAGGAGAGGAACCATTTGTGCAGATC 
ATCTAG 

Gene 771. >OTTHUMT00007007089 cDNA sequence 

ATGGCACTTGTGTATGTCGTAATGGGAACTGGCATTTCAGCTGGGTTTAACTTGAAAGAA 

TCATACAATGTGGATGTCGTTGGAACACTTCCTCTACTGCTACCTCCAGCCAATCCGGAC 

ACCAGCCTCTTCCACCTTGTGTACGTAGATGCCATTGCCATAGCCATCGTTGGATTTTCA 

GTGACCATCTCCATGGCCAAGACCTTAGCAAATAAACATGGCTACCAGGTTGACGGCAAT 

CAGACCTTTTCAATTTCATGCTCCTTGTCTCGAAGCCTTGTTCAGGAGGGAACCGGTGGG 

AAGACACAGCTTGCAGGTTGTTTGGCCTCATTAATGATTCTGCTGGTCATATTAGCAACT 

GGATTCCTCTTTGAATCATTGCCCCAGGCTGTGCTGTCGGCCATTGTGATTGTCAACCTG 

AAGGGAATGTTTATGCAGTTCTCAGATCTCCCCTTTTTCTGGAGAACCAGCAAAATAGAG 

CTGACCATCTGGCTTACCACTTTTGTGTCCTCCTTGTTCCTGGGATTGGACTATGGTTTG 

ATCACTGCTGTGATCATTGCTCTGCTGACTGTGATTTACAGAACACAGCCAAGCTACAAA 

GTCCTTGGAAAGCTTCCTGAAACTGATGTGTATATTGATATAGACGGATATGAGGAGGTG 

AAAGAAATTCCTGGAATAAAAATATTTCAAATAAATGCACCAATTTACTATGCAAATAGC 

GACTTGTATAGCAATGCATTAAAACGAAAGACTGGAGTGAACCCAGCAGTCATCATGGGA 

GCAAGGAGAAAGGCCATGCGGAAGTACGCTAAGGAAGTCGGAAATGCAAATATGGCCAAC 

GCAACTGTTGTCAAAGCAGATGCAGAAGTAGATGGAGAGGATGCTACCAAGCCTGAAGAA 

GAGGATGGTGAAGTAAAATATCCCCCAATAGTGATCAAAAGCACATTTCCTGAGGAAATG 

CAAAGATTTATGCCCCCAGGGGATAACGTCCACACTGTCATTTTGGATTTCACTCAAGTC 

AATTTTATTGATTCTGTTGGAGTGAAAACTCTGGCAGGGATTGTAAAAGAATATGGAGAC 

GTCGGTATATATGTATACTTAGCAGGATGCAGTCAAGTTGTGAATGACCTCACTCGGAAT 

AGATTTTTTGAAAATCCTGCCCTATGGGAGCTGCTGTTCCACAGCATTCATGATGCAGTT 

TTAGGCAGCCAACTTAGAGAGGCACTTGCTGAACAGGAAGCCTCGGCTCCCCCTTCCCAG 

GAGGACTTGGAGCCCAATGCCACTCCTGCCACTCCTGAGGCATAG 

Gene 772. >OTTHUMT00007008045 cDNA sequence 

CTTGGACTCACTGAGGCAGTAAAAGAACCATATCCTGTGTTTGAATCAAATCCCAAGTTC 
CTGTACGTAGAAGGTTTGCCAGACAGGATTCCCTTTCGAAGCCCTCCTGGTTTGGAATTC 
CATGACTTGAAAGGATCGTCCATGGGAGTAATAAAATCAAATTTGTTGGTAAAAAACCTG 
AACTGGTTATTTCCTACTTGCCTCCTGGAGTTGCTAATAAAATAAACACTAAAGCTTCGC 
AGTTTCTAAAAAGACCATGAAGCCCTGAGAGTAATGAAAAGGTTCCTGAAATTGAGGTCA 
CTGTGGAAGGT 

Gene 773 . >OTTHUMT00007006445 cDNA sequence 

GGGACGTGAGCCGCTGCGCCCACCGGGCTAGACCCGGCGCCATCATGCTGCTTCTGCCAA 
GCGCCGCGGACGGCCGGGGCACCGCCATCACCCACGCTCTGACCTCTGCCTCTACACTCT 
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GTCAAGTTGAACCTGTGGGAAGATGGTTTGAAGCTTTTGTTAAGAGGAGAAACAGAAATG 

CTTCTGCCTCTTTTCAGGAACTGGAGGATAAGAAAGAGTTATCCGAGGAATCAGAAGATG 

AAGAATTGCAGTTGGAAGAGTTTCCCATGCTGAAAACACTTGATCCCAAAGACTGGAAGA 

ACCAAGATCATTATGCAGTTCTTGGACTTGGCCATGTGAGATACAAGGCTACACAGAGAC 

AGATCAAAGCAGCTCATAAAGCAATGGTTTTAAAACATCACCCAGACAAACGGAAAGCAG 

CTGGTGAACCAATAAAAGAAGGAGATAATGACTACTTCACTTGCATAACTAAAGCTTATG 

AAATGTTATCTGATCCAGTGAAAAGACGAGCATTTAACAGTGTAGATCCTACTTTTGATA 

ACTCAGTTCCTTCTAAAAGTGAAGCAAAGGATAATTTCTTCGAAGTGTTTACCCCAGTGT 

TTGAAAGGAATTCCAGATGGTCAAATAAAAAAAATGTTCCTAAACTTGGTGATATGAATT 

CATCATTTGAAGATGTAGATATATTTTATTCTTTCTGGTATAATTTTGATTCTTGGAGAG 

AATTTTCTTATTTAGATGAAGAAGAAAAAGAAAAAGCAGAATGTCGTGATGAGAGGAGAT 

GGATTGAAAAGCAGAACAGAGCAACAAGAGCACAAAGAAAAAAAGAAGAAATGAACAGAA 

TAAGAACATTAGTTGACAATGCATACAGCTGTGATCCAAGGATAAAAAAGTTCAAGGAAG 

AAGAAAAAGCCAAGAAAGAAGCAGAAAAGAAAGCAAAAGCAGAA.GCTAAACGGAAGGAGC 

AAGAAGCTAAAGAAAAACAAAGACAAGCTGAATTAGAAGCTGCTCGGTTAGCTAAGGAGA 

AAGAAGAGGAGGAAGTCAGACAGCAAGCA.TTGCTGGCAAAGAAGGAAAAAGATATCCAGA 

AAAAAGCCATTAAGAAGGAAAGGGAAAAACTTCGAAACTCATGCAAGATAGAAGAAATAA 

ATGAGCAAATCAGAAAAGAGAAAGAGGAAGCTGAGGCTCGTATGCGACAAGCATCTAAGA 

ACACAGAGAAATCAACTGGTGGAGGTGGAAATGGAAGTAAAAATTGGTCAGAAGATGATC 

TACAATTACTAATTAAAGCTGTGAATCTGTTCCCTGCTGGAACAAATTCAAGATGGGAAG 

TTATTGCTAATTACATGAACATACATTCTTCCTCTGGAGTCAAAAGAACTGCCAAAGATG 

TTATTGGCAAAGCAAAGAGTCTCCAAAAACTTGACCCTCATCAAAAAGATGACATAAATA 

AAAAGGCATTTGATAAGTTCAAAAAAGAACATGGAGTGGTACCTCAAGCAGACAACGCAA 

CGCCTTCAGAACGATTTGAAGGTCCATATACAGACTTCACCCCTTGGACAACAGAAGAAC 

AGAAGCTTTTGGAACAAGCTTTGAAAACATACCCAGTAAATACACCTGAAAGATGGGAAA 

AAATAGCAGAAGCGGTGCCTGGCAGGACAAAGAAGGACTGCATGAAACGATACAAGGAAC 

TTGTCGAGATGGTAAAAGCAAAGAAAGCTGCTCAAGAACAAGTGCTGAATGCAAGTAGAG 

CCAAGAAATGACAATCTTTGTTGTGTGTGCATTTTTATAATAAAACTGAAAATACTGTAA 

ACATTTTCATTCTTAAAATTATACTCATGGTAATAATTTGAAAGTA 

Gene 774. >OTTHUMT00007006446 cDNA sequence 

ATGGCCCAGGTAGCAGTGTCCACCCTGCCTGTTGAAGAAGAGTCCTCCTCAGAGACCAGG 
ATGGTGGTGACATTCCTCGTGTCTGCCCTCGAATCCATGTGTAAAGAACTGGCCAAGTCC 
AAGGCAGAAGTGGCCTGCATCGCAGTGTACGAAACAGACGTGTTTGTCGTCGGAACCGAG 
AGAGGATGCGCTTTTGTTAATGCCAGGACGGATTTTCAGAAAGATTTTGCAAAATACGTT 
GCAGAGGGACTGTGTGAGGTGAAACCTCCCTGCCCTGTGAACGGGATGCAGGTCCACTCG 
GGCGAAACGGAAATACTCAGGAAGGCAGTGGAGGACTATTTCTGCTTTTGTTATAAAGCC 
TTAGGGACAACAGTGATGGTGCCTGTTCCCTATGAGAAGATGCTGCGAGACCAGTCGGCT 
GTGGTAGTGCAGGGGCTTCCGGAAGGCGTTGCCTTTCAACACCCTGAGAATTACGACCTT 
GCAACCCTGAAATGGATTTTGGAGAACAAAGCAGGGATTTCATTCATCATAAATCCCTTC 
CTAGGACCAGAGAGTCAGCTGGGCCCTGGGATGGTAACAGATGCGGAGAGATCCATAGTA 
TCACCAAGTGAATGCGGCCCCATCAATGTGAAAACTGAACCCATGGAAGATTCTAGCCAC 
CCTTCTTCCACAAGCAATGAAGTAATAGAAATGGAATTACCAATGGAATCCACTCCGCTG 
GTCCCTTCAGAAGAACCAAATGAGGACCCTGAAGCCGAGGTGAAAATCGAAAACACAAAT 
TCATCCAGTGTTACAAATTCTGCAGCAGGTGTTGAAGATCTTAACATCGTTCAAGTGACT 
GTTCCAAATGAGAAGGAAAGATTATCAAGCATTGAAAAGATTAAACAGCTAAGAGAACAA 
GTTAATGACCTCTTTAGCCGAAAATTTGAAGCAATTGGCGTGGATTTCCCTGTGAAAGTT 
CCCTACAGGAAGATCACATTCAACCCTGGCTGTGTGGTGATTGATGGCATGCCCCCGGGG 
GTGGTATTCAAGGCCCCCGGCTATCTGGAAATCAGTTCCATGAGGAGGATCTTGGAGGCA 
GCTGAGTTTATCAAATTCACAGTCATCGTCCATGTGCAGGATGTGCAGGTTTGTTACACA 
GGAAAACGCAAGATAGACCAGGAGGGCCGTGTGTTTCAAGAAAAGTGGGAGAGAGCGTAT 
TTCTTCGTGGAAGTACAGAATATTCCAACATGTCTCATATGCAAACAAAGCATGTCTGTG 
TCCAAAGAATATAACCTAAGACGCCACTATCAAACCAATCACAGCAAGCATTATGACCAG 
TATATGGAAAGAATGCGTGACGAGAAGCTTCACGAGCTGAAAAAAGGGCTCAGGAAGTAT 
CTCTTAGGCTTGTCAGACACCGAGTGTCCCGAGCAAAAACAAGTGTTTGCACACCCAAGT 
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CCAACCCAGAAATCCCCCGTGCAGCCTGTAGAGGACCTAGCTGGGAACTTATGGGAGAAG 

TTACGTGAAAAAATCAGGTCTTTTGTGGCATATTCTATCGCAATCGATGAGATCACGGAT 

ATAAATAATACCACCCAGTTGGCCATATTCATCCGTGGTGTCGATGAGAATTTCGATGTG 

TCCGAAGAACTTCTGGACACGGTGCCCATGACGGGTACAAAATCTGGCAACGAGATCTTT 

TCGCGTGTTGAGAAGAGCCTGAAAAAGTTCTGTATCGACTGGTCGAAATTAGTAAGCGTG 

GCCTCCACTGGCACCCCAGCGATGGTGGATGCCAATAACGGGCTTGTCACAAAACTGAAG 

TCCAGGGTGGCGACGTTCTGCAAGGGTGCGGAACTGAAGTCCATCTGTTGTATAATTCAT 

CCGGAATCACTCTGTGCTCAGAAGTTGAAGATGGACCACGTCATGGACGTGGTAGTGAAG 

TCCGTGAACTGGATATGCTCCCGGGGACTGAACCACAGTGAGTTCACAACCTTGCTCTAT 

GAGCTGGACAGCCAGTATGGTAGCCTCCTGTACTACACGGAGATTAAGTGGCTCAGTCGC 

GGGCTCGTGCTAAAGAGATTTTTCGAATCCTTGGAAGAAATCGACTCCTTCATGTCATCC 

AGAGGGAAACCCCTGCCTCAACTGAGCTCCATAGATTGGATCCGAGACCTGGCCTTCTTG 

GTTGACATGACGATGCATCTGAACGCTTTGAACATCTCTCTCCAAGGACACTCCCAAATC 

GTCACGCAGATGTATGACCTGATCCGGGCGTTCCTAGCAAAACTGTGCCTCTGGGAGACT 

CATTTGACGAGGAATAATCTGGCCCACTTTCCCACCCTGAAATTGGCTTCCAGAAATGAA 

AGCGATGGCCTGAACTACATTCCCAAAATCGCGGAACTCAAGACCGAATTCCAGAAAAGG 

CTGTCTGATTTCAAACTCTACGAAAGCGAACTGACTCTGTTCAGCTCCCCGTTCTCCACG 

AAGATCGACAGTGTGCACGAGGAGCTCCAGATGGAGGTTATCGACCTGCAATGCAACACG 

GTCCTGAAGACGAAATACGACAAGGTGGGAATACCAGAATTCTACAAGTACCTCTGGGGT 

AGCTACCCGAAATACAAGCACCATTGCGCAAAGATTCTTTCCATGTTCGGGAGCACCTAC 

ATCTGCGAACAGCTGTTCTCCATTATGAAACTGAGCAAAACAAAATACTGCTCCCAGTTA 

AAGGATTCCCAGTGGGATTCTGTACTCCACATCGCAACGTGA 

Gene 775. >OTTHUMT00007006447 CDNA sequence 

CAGCATCAATAAGGCCATTAATACGCAGGAAGTGGCTGTAAAGGAAAAACACGCCAGAAC 
GTGCATACTGGGCACCCACCATGAGAAAGGGGCACAGACCTTCTGGTCTGTTGTCAACCG 
CCTGCCTCTGTCTAGCAACGCAGTGCTCTGCTGGAAGTTCTGCCATGTGTTCCACAAACT 
CCTCCGAGATGGACACCCGAACGTCCTGAAGGACTCTCTGAGATACAGAAATGAATTGAG 
TGACATGAGCAGGATGTGGGGCCACCTGAGCGAGGGGTATGGCCAGCTGTGCAGCATCTA 
CCTGAAACTGCTAAGAACCAAGATGGAGTACCACACCAAAAATCCCAGGTTCCCAGGCAA 
CCTGCAGATGAGTGACCGCCAGCTGGACGAGGCTGGAGAAAGTGACGTGAACAACTTTTT 
CCAGTTAACAGTGGAGATGTTTGACTACCTGGAGTGTGAACTCAACCTCTTCCAAACAGT 
ATTCAACTCCCTGGACATGTCCCGCTCTGTGTCCGTGACGGCAGCAGGGCAGTGCCGCCT 
CGCCCCGCTGATCCAGGTCATCTTGGACTGCAGCCACCTTTATGACTACACTGTCAAGCT 
TCTCTTCAAACTCCACTCCTGCCTCCCAGCTGACACCCTGCAAGGCCACCGGGACCGCTT 
CATGGAGCAGTTTACAAAGTTGAAAGATCTGTTCTACCGCTCCAGCAACCTGCAGTACTT 
CAAGCGGCTCATTCAGATCCCCCAGCTGCCTGAGAACCCACCCAACTTCCTGCGAGCCTC 
AGCCCTGTCAGAACATATCAGCCCTGTGGTGGTGATCCCTGCAGAGGCCTCATCCCCCGA 
CAGCGAGCCAGTCCTAGAGAAGGATGACCTCATGGACATGGATGCCTCTCAGCAGAATTT 
ATTTGACAACAAGTTTGATGACATCTTTGGCAGTTCATTCAGCAGTGATCCCTTCAATTT 
CAACAGTCAAAATGGTGTGAACAAGGATGAGAAGGACCACTTAATTGAGCGACTATACAG 
AGAGATCAGTGGATTGAAGGCACAGCTAGAAAACATGAAGACTGAGAGCCAGCGGGTTGT 
GCTGCAGCTGAAGGGCCACGTCAGCGAGCTGGAAGCAGATCTGGCCGAGCAGCAGCACCT 
GCGGCAGCAGGCGGCCGACGACTGTGAATTCCTGCGGGCAGAACTGGACGAGCTCAGGAG 
GCAGCGGGAGGACACCGAGAAGGCTCAGCGGAGCCTGTCTGAGATAGAAAGGAAAGCTCA 
AGCCAATGAACAGCGATATAGCAAGCTAAAGGAGAAGTACAGCGAGCTGGTTCAGAACCA 
CGCTGACCTGCTGCGGAAGAATGCAGAGGTGACCAAACAGGTGTCCATGGCCAGACAAGC 
CCAGGTAGATTTGGAACGAGAGAAAAAAGAGCTGGAGGATTCGTTGGAGCGCATCAGTGA 
CCAGGGCCAGCGGAAGACTCAAGAACAGCTGGAAGTTCTAGAGAGCTTGAAGCAGGAACT 
TGCCACAAGCCAACGGGAGCTTCAGGTTCTGCAAGGCAGCCTGGAAACTTCTGCCCAGTC 
AGAAGCAAACTGGGCAGCCGAGTTCGCCGAGCTAGAGAAGGAGCGGGACAGCCTGGTGAG 
TGGCGCAGCTCATAGGGAGGAGGAATTATCTGCTCTTCGGAAAGAACTGCAGGACACTCA 
GCTCAAACTGGCCAGCACAGAGGAATCTATGTGCCAGCTTGCCAAAGACCAACGAAAAAT 
GCTTCTGGTGGGGTCCAGGAAGGCTGCGGAGCAGGTGATACAAGACGCCCTGAACCAGCT 
TGAAGAACCTCCTCTCATCAGCTGCGCTGGGTCTGCAGATCACCTCCTCTCCACGGTCAC 
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ATCCATTTCCAGCTGCATCGAGCAACTGGAGAAAAGCTGGAGCCAGTATCTGGCCTGCCC 
AGAAGACATCAGTGGACTTCTCCATTCCATAACCCTGCTGGCCCACTTGACCAGCGACGC 
CATTGCTCATGGTGCCACCACCTGCCTCAGAGCCCCACCTGAGCCTGCCGACTCACTGAC 
CGAGGCCTGTAAGCAGTATGGCAGGGAAACCCTCGCCTACCTGGCCTCCCTGGAGGAAGA 
GGGAAGCCTTGAGAATGCCGACAGCACAGCCATGAGGAACTGCCTGAGCAAGATCAAGGC 
CATCGGCGAGGAGCTCCTGCCCAGGGGACTGGACATCAAGCAGGAGGAGCTGGGGGACCT 
GGTGGACAAGGAGATGGCGGCCACTTCAGCTGCTATTGAAACTGCCACGGCCAGAATAGA 
GGAGATGCTCAGCAAATCCCGAGCAGGAGACACAGGAGTCAAATTGGAGGTGAATGAAAG 
GATCCTTGGTTGCTGTACCAGCCTCATGCAAGCTATTCAGGTGCTCATCGTGGCCTCTAA 
GGACCTCCAGAGAGAGATTGTGGAGAGCGGCAGGGGTACAGCATCCCCTAAAGAGTTTTA 
TGCCAAGAACTCTCGATGGACAGAAGGACTTATCTCAGCCTCCAAGGCTGTGGGCTGGGG 
AGCCACTGTCATGGTGGATGCAGCTGATCTGGTGGTACAAGGCAGAGGGAAATTTGAGGA 
GCTAATGGTGTGTTCTCATGAAATTGCTGCTAGCACAGCCCAGCTTGTGGCTGCATCCAA 
GGTGAAAGCTGATAAGGACAGCCCCAACCTAGCCCAGCTGCAGCAGGCCTCTCGGGGAGT 
GAACCAGGCCACTGCCGGCGTTGTGGCCTCAACCATTTCCGGCAAATCACAGATCGAAGA 
GACAGACAACATGGACTTCTCAAGCATGACGCTGACACAGATCAAACGCCAAGAGATGGA 
TTCTCAGGTTAGGGTGCTAGAGCTAGAAAATGAATTGCAGAAGGAGCGTCAAAAACTGGG 
AGAGCTTCGGAAAAAGCACTACGAGCTTGCTGGTGTTGCTGAGGGCTGGGAAGAAGGAAC 
AGAGGCATCTCCACCTACACTGCAAGAAGTGGTAACCGAAAAAGAATAGAGCCAAACCAA 
CACCCCATATGTCAGTGTAAATCCTTGTTACCTATCTCGTGTGTGTTATTTCCCCAGCCA 
CAGGCCAAATCCTTGGAGTCCCAGGGGCAGCCACACCACTGCCATTACCCAGTGCCGAGG 
ACATGCATGACACTTCCAAAGACTCCCTCCATAGCGACACCCTTTCTGTTTGGACCCATG 
GTCATCTCTGTTCTTTTCCCGCCTCCCTAGTTAGCATCCAGGCTGGCCAGTGCTGCCCAT 
GAGCAAGCCTAGGTACGAAGAGGGGTGGTGGGGGGCAGGGCCACTCAACAGAGAGGACCA 
ACATCCAGTCCTGCTGACTATTTGACCCCCACAACAATGGGTATCCTTAATAGAGGAGCT 
GCTTGTTGTTTGTTGACAGCTTGGAAAGGGAAGATCTTATGCCTTTTCTTTTCTGTTTTC 
TTCTCAGTCTTTTCAGTTTCATCATTTGCACAAACTTGTGAGCATCAGAGGGCTGATGGA 
TTCCAAACCAGGACACTACCCTGAGATCTGCACAGTCAGAAGGACGGCAGGAGTGTCCTG 
GCTGTGAATGCCAAAGCCATTCTCCCCCTCTTTGGGCAGTGCCATGGATTTCCACTGCTT 
CTTATGGTGGTTGGTTGGGTTTTTTGGTTTTGTTTTTTTTTTTAAGTTTCACTCACATAG 
CCAACTCTCCCAAAGGGCACACCCCTGGGGCTGAGTCTCCAGGGCCCCCCAACTGTGGTA 
GCTCCAGCGATGGTGCTGCCCAGGCCTCTCGGTGCTCCATCTCCGCCTCCACACTGACCA 
AGTGCTGGCCCACCCAGTCCATGCTCCAGGGTCAGGCGGAGCTGCTGAGTGACAGCTTTC 
CTCAAAAAGCAGAAGGAGAGTGAGTGCCTTTCCCTCCTAAAGCTGAATCCCGGCGGAAAG 
CCTCTGTCCGCCTTTACAAGGGAGAAGACAACAGAAAGAGGGACAAGAGGGTTCACACAG 
CCCAGTTCCCGTGACGAGGCTCAAAAACTTGATCACATGCTTGAATGGAGCTGGTGAGAT 
CAACAACACTACTTCCCTGCCGGAATGAACTGTCCGTGAATGGTCTCTGTCAAGCGGGCC 
GTCTCCCTTGGCCCAGAGACGGAGTGTGGGAGTGATTCCCAACTCCTTTCTGCAGACGTC 
TGCCTTGGCATCCTCTTGAATAGGAAGATCGTTCCACCTTCTACGCAATTGACAAACCCG 
GAAGATCAGATGCAATTGCTCCCATCAGGGAAGAACCCTATACTTGGTTTGCTACCCTTA 
GTATTTATTACTAACCTCCCTTAAGCAGCAACAGCCTACAAAGAGATGCTTGGAGCAATC 
AGAACTTCAGGTGTGACTCTAGCAAGGCTCATCTTTCTGCCCGGCTACATCAGCCTTCAA 
GAATCAGAAGAAAGGCCAAGGTGCTGGACTGTTACTGACTTGGATCCCAAAGCAAGGAGA 
TCATTTGGAGCTCTTGGGTCAGAGAAAATGAGAAAGGACAGAGCCAGCGGCTCCAACTCC 
TTTCAGCCACATGCCCCAGGCTCTCGCTGCCCTGTGGACAGGATGAGGACAGAGGGCACA 
TGAACAGCTTGCCAGGGATGGGCAGCCCAACAGCACTTTTCCTCTTCTAGATGGACCCCA 
GCATTTAAGTGACCTTCTGATCTTGGAAAAACAGCGTCTTCCTTCTTTATCTATAGCAAC 
TCATTGGTGGTAGCCATCAAGCACTTCCCAGGATCTGCTCCAACAGAATATTGCTAGGTT 
TTGCTACATGACGGGTTGTGAGACTTCTGTTTGATCACTGTGAACCAACCCCCATCTCCC 
TAGCCCACCCCCCTCCCCAACTCCCTCTCTGTGCATTTTCTAAGTGGGACATTCAAAAAA 
CTCTCTCCCAGGACCTCGGATGACCATACTCAGACGTGTGACCTCCATACTGGGCTAAGG 
AAGTATCAGCACTAGAAATTGGGCAGTCTTAATGTTGAATGCTGCTTTCTGCTTAGTATT 
TTTTTGATTCAAGGCTCAGAAGGAATGGTGCGTGGCTTCCCTGTCCCAGTTGTGGCAACT 
AAACCAATCGGTGTGTTCTTGATGCGGGTCAACATTTCCAAAAGTGGCTAGTCCTCACTT 
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CTAGATCTCAGCCATTCTAACTCATATGTTCCCAATTACCAAGGGGTGGCCGGGCACAGT 
GGCTCACGCCTGTAATCCCAGCACTTTGAGAGGCTGAGGTGGTAGGATCACCTGAGGTCA 
GGAGTTCAAGACCAGCCTGTCCAACATGGTGAAACCCCCATCTCTACTAAAAATACCAAA 
AATTAGCCGAGCGTAGTGACGGGTGCCCGTAATCCCAGCTACTCAGGAGGCTGAGACAGG 
AGAATCACCTGAACCCCAGAGGCAGAGGTTGCAGTGAGCTGAGATCACGCCATTGTACTC 
CAGCCTGGGCAACAAGAGCAAAACTCCGTCTCAAAAAAAAAAAAAAATTACAAATGGGGC 
AAACAGTCTAGTGTAATGGATCAAATTAAGATTCTCTGCCCAGCCGGGCACAGTGGCGCA 
TGCCTGTAATCCCAGAACTTTGGGAGGCCAAGACGGGATGATTGCTTGAGCTCAGGAGTT 
TGAGACCAGGCTGGGCATCATAGCAAGACCTCATCTCTACTAAAATTCAAAAACAAAATT 
AGCCGGGCATGATGGTGCATGCCTGTAGTCTCAGCTAGTTGGGGAGCTAAGGTGGGAGAA 
TTGCTTGAGCTTGGGAAGTCGAGGCTGCAGTCAGCCCTGATTGTGCCAGTGCACTCCGGC 
CTGGGTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAGATTCTGTGTCAGAGCCCAGCC 
CAGGAGTTTGAGGCTGCAATGAGCCATGATTTCCCACTGCACTCCAGCCTGAGTGACAGA 
GCGAGACTCCATCTCTTTAAAAACAAACAAAAAATTATCTGAATGATCCTGTCTCTAAAA 
AGAAGCCACAGAAATGTTTAAAAACTTCATCGACTTAGCCTGAGTCATAACGGTTAAGAA 
AGCACTTAAACAGAAGCAGAGGCTAATTCAGTGTCACATGAGGAAGTAGCTGTCAGATGT 
CACATAATTACTTTCGTAATAGCTCAGATTAGAATGGCTACCCCATTCTCTAGACAAAAT 
CAAATTGTCCTATTGTGACTCTTCTAAAAATGAAGATGAAGAGCTATTTAATGACACACC 
TTGGATTAAAACGGGAATCACATCTTAAAGCTAAAAATGAACCTGCAAGCCTTCTAAATG 
AGTCACTGAGCATCACTAGTGACAAGTCTCGGGTGAGCGTAAATGGGTCATGACAAGATG 
GGACAGCAACAAAATCATGGCTTAGGATCGACAAGAAGTTAAAAAACAGCTGCATCTGTT 
ACTTAAGTTTGTAAGACAGTGCCCTGAGACCTCTAGAGAAAAGATGTTTGTTTACATAAG 
AGAAAGAGGCCAGACATGGTGTCTCACACGTTTAATCCCAGCACTTTGGGAGGCAGGGGC 
GGGTGGATCACCTGAGGTCAGGAGTTCAAGACTAGCCTGGCCAACATGGTGAAACCCCGT 
CTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGCAGGCGCCTATAATCCCAGCTAC 
TGGGGAGGCTGAGGCAGGAGAATC 

Gene 776. >CTTHUMT00007007406 cDNA sequence 

ATGGATCGGATGGCCAGCTCCATGAAGCAGGTGCCCAACCCACTGCCCAAGGTGCTGAGC 
CGGCGCGGGGTCGGCGCTGGGCTGGAGGCGGCGGAGCGCGAGAGCTTCGAGCGGACTCAG 
Gene 777. >OTTHUMT00007007412 cDNA sequence 

GGTGCCGGCGTGGAGACGGGTGGGAAACTGCTGGTGTCCAATCTAGGTTTTGAAGTATCA 

GACACTGATATTTGGGAACTCTGCAGAATTTGGAACGCTGAAGAAGGCGGCTGTGCACTA 

CGATGGCTCTGGCCGCAGCTTAGGATCAGCAGACATGCGCTTTGAGCGGAAGGCACACGC 

CCTGAAGGCCATGAAGCAGTACTACGGCACCCCTCTGGCTGGCCGCCCTGTGAACATTCA 

GCTTGTCACATCACAGATTGATACATAACAGACACCTGCACAGAGCGTAAACAGAGGTGG 

CATGACTAGAAACCGTGGCGCTGGAGGTTTTGGTGGTAACGGAGGCACCCGGGGAGGCAC 

CCGGGGAGGCACCCGTGGAGGCGACCGGGGAAGAGGCAGAGGCGCCGGCAGGAATTCAAA 

GCAGCAGCTTTTCGGCAGAGGAGATGGACGCCTATAATGCCAGAATGGACACCAGT 

Gene 778. >OTTHUMT00007007413 cDNA sequence 

CCGCAAGGAAAGAAGGCCAAAGGGAAGAAGGTGGCTCCGGCCCCTGCTGGCGTGAAGAAG 

CAGGAGGCCAAGAAAGTGGTTTATCCCGTTTGAGAAAAGGCCTAAGACTTTTGGCACTGG 

ACAGGACTTCCAGGCCAAAACGGACCTCGCCCACTTTGTGCAATGGTCCTGCTCGGTCAG 

GGTGCAGTGGCGGACAGCCATCCTCTATAAGTAGCAGAAACTGTCTCCTGCTATTAACCA 

GTTCACCCAGGCCCTGGACCGCCAAACAGCTATTCAGCTGCTTAAGCTGGCCCAGAAGTA 

CAGACCAGGGGCAAAGCAAGAGAAGAAGCAGAGACTGTTGGCCCTGACTGAGAAGAAAGC 

TGCCAGCAAAGGGGACGTCCCCACTAAGAGGCCACCTGTCCTTGGAGCAGGAATTAACAC 

CGTCACCACCTTGATGGAGAACAAGAACGCTCAGCTGGGCCAGGCACAGAAGGCTCAGCT 

GGTGGTGACTCCACGCAACATGGGTCCCATCAAGCTGGCTGTCTTCCTGCCTGTGCCTGT 

GTGTAAAGTGGGGTCCCTGACTGCATCATCAAGGGGAAGGCAAGACTGGGATGTCTAGTC 

CCCAGGAAGACCTGCACCACTGTCGCCTTCACACAGGTTAACTTGGAAGACAAAGGAGCT 

TGGGCTAAGCTGGTGGAAGCTACCAGGACCAATTACAACAACAAATGTGATGAGATCCGC 

CATCACTGGGGAGGCAGTGTCCTGGGTCCCAAGTCTGTGGCTCACATTGCCAAGCTCAAA 

AAGGCAAAGACTAAAGAAACTACCACTAAACTGGGT 

Gene 779. >OTTHUMT0 0007007414 cDNA sequence 
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CCTTATGTGACCTGGGGATTTCCAAATCTGAAGTCTGTCCAGAAACTCATTTTGAAACGT 

AGACAAGCCAAGGTCAAGAATAAGACCATCCCTCTGACAACACAGTGATTGAGGAGCACC 

TGGGAAAGCTTGGTGTCTTTTGCTTGGAAGACCTCATTCATGAAATTGCCTTCCCAAGGA 

AGCATTTCCAGGAGATCTCATGGTTCTTGTCCCCTTTCCACCTCTCA 

Gene 780. >OTTHUMT00007006487 cDNA sequence 

ATGCCCTTCATGATCAACATGGGAGACTCCCACGTGGACACCAGCTCCACCGTGTCCGAG 

GCGGTGGCCGAAGAAGTATCTCTTTTCAGCATGACGGACATGATTCTGTTTTCGCTCATC 

GTGGGTCTCCTAACCTACTGGTTCCTCTTCAGAAAGAAAAAAGAAGAAGTCCCCGAGTTC 

ACCAAAATTCAGACAACCTCCTCTGTCAGAGAGAGCAGCTTTGTGGAAAAGATGAAGAAA 

ACGATCTTGCAAAGCACGTTCAATTGGCTGAACCGAATTGGCTGCAACTCCAGCCCCAAC 

GGGCTCTGGGGAATAGGATTTCAGGCTTTTCAACAGCTGCTGGAGGAGGAGGGTGGACTG 

ACGGCTGTGACAGTGAGAAGCAAGTCCCAGAGGAACTTAGAAGGGACTCAAAGCCAGGAA 

GGAAAGGGGGCGGCCTGGAGGGCCCCCGCCTGCCAGGCCTGCCCAGGGAGGAACATCATC 

GTGTTCTACGGCTCCCAGACGGGGACTGCAGAGGAGTTTGCCAACCGCCTGTCCAAGGAC 

GCCCACCGCTACGGGATGCGAGGCATGTCAGCGGACCCTGAGGAGTATGACCTGGCCGAC 

CTGAGCAGCCTGCCAGAGATCGACAACGCCCTGGTGGTTTTCTGCATGGCCACCTACGGT 

GAGGGAGACCCCACCGACAATGCCCAGGACTTCTACGACTGGCTGCAGGAGACAGACGTG 

GATCTCTCTGGGGTCAAGTTCGCGGTGTTTGGTCTTGGGAACAAGACCTACGAGCACTTC 

AATGCCATGGGCAAGTACGTGGACAAGCGGCTGGAGCAGCTCGGCGCCCAGCGCATCTTT 

GAGCTGGGGTTGGGCGACGACGATGGGTTGGAGGAGGACTTCATCACCTGGCGAGAGCAG 

TTCTGGCCGGCCGTGTGTGAACACTTTGGGGTGGAAGCCACTGGCGAGGAGTCCATTCGC 

CAGTACGAGCTTGTGGTCCACACCGACATAGATGCGGCCAAGGTGTACATGGGGGAGATG 

GGCCGGCTGAAGAGCTACGAGAACCAGAAGCCCTTTGATGCCAAGAATCCGTTCCTGGCT 

GCAGTCACCACCAACCGGAAGCTGAACCAGGGAACCGAGCGCCACCTCATGCACCTGGAA 

TTGGACATCTCGGACTCCAAAATCTATGAATCTGGGGACCACGTGGCTGTGTACCCAGCC 

AACGACTCTGCTCTCGTCAACCAGCTGGGCAAAATCCTGGGTGCCGACCTGGACGTCGTC 

ATGTCCCTGAACAACCTGGATGAGTCCAACAAGAAGCACCCATTCCCGTGCCCTACGTCC 

TACCGCACGGCCCTCACCTACTACCTGGACATCACCAACCCGCCGCGTACCAACGTGCTG 

TACGAGCTGGCGCAGTACGCCTCGGAGCCCTCGGAGCAGGAGCTGCTGCGCAAGATGGCC 

TCCTCCTCCGGCGAGGGCAAGGAGCTGTACCTGAGCTGGGTGGTGGAGGCCCGGAGGCAC 

ATCCTGGCCATCCTGCAGGACTGCCCGTCCCTGCGGCCCCCCATCGACCACCTGTGTGAG 

CTGCTGCCGCGCCTGCAGGCCCGCTACTACTCCATCGCCTCATCCTCCAAGGTCCACCCC 

AACTCTGTGCACATCTGTGCGGTGGTTGTGGAGTACGAGACCAAGGCTGGCCGCATCAAC 

AAGGGCGTGGCCACCAACTGGCTGCGGGCCAAGGAGCCTGCCGGGGAGAACGGCGGCCGT 

GCGCTGGTGCCCATGTTCGTGCGCAAGTCCCAGTTCCGCCTGCCCTTCAAGGCCACCACG 

CCTGTCATCATGGTGGGCCCCGGCACCGGGGTGGCACCCTTCATAGGCTTCATCCAGGAG 

CGGGCCTGGCTGCGACAGCAGAAGGAGGTGGGGGAGACGCTGCTGTACTACGGCTGCCGC 

CGCTCGGATGAGGACTACCTGTACCGGGAGGAGCTGGCGCAGTTCCACAGGGACGGTGCG 

CTCACCCAGCTCAACGTGGCCTTCTCCCGGGAGCAGTCCCACAAGGTCTACGTCCAGCAC 

CTGCTAAAGCAAGACCGAGAGCACCTGTGGAAGTTGATCGAAGGCGGTGCCCACATCTAC 

GTCTGTGATGCACGGAACATGGCCAGGGATGTGCAGAACACCTTCTACGACATCGTGGCT 

GAGCTCGGGGCCATGGAGCACGCGCAGGCGGTGGACTACATCAAGAAACTGATGACCAAG 

GGCCGCTACTCCCTGGACGTGTGGAGCTAG 

Gene 781. >OTTHUMT00007007439 cDNA sequence 

TCCCACCTTTCGGCAGCCTCTGCAGGCCCAGCTCCTGTGTCCCGATGGCCTTTTTTTGCC 
TGGCTTTGCCTCACCGCGGCCTCTTGAGGCGCAGCTTTTCCCTTCTGGCGACATCTCCAG 
GCCCAGAACTTCCTCAAATCGGCCTCCCCCGGCCCAGTTGCTGCCTGCCGGCCTCCTCTC 
CGGGCCCAGCTATTTGCTCATGGCTGCGCCCACAGGCCCAGCTCCTGCCTCCAAACAGCC 
TCCTTTGACTCGGCTCCTGCCCAGCTCCTGGCAACCTACATCGGCCCAAAGCCTGCTCCA 
GTCCAGCTCTCCAGGCCCGCCTCTTGCCTCGCAGCGGCCTTTCCAGGCCCAGCTCTCGCC 
Gene 782. >OTTHUMT00007006497 cDNA sequence 

ATGCTGACTCATCTGTCCCCTTTCTTCCTCCTCCTCTTCCTCCTCCTCCTCCTCCTCCTA 
GTAGAAGCTGCACCCCTGCCCAGGGTCACCTATCAGGTCCTGAGGAAAAACGTTTACTCT 
CCATCTGCATGGTACGTGCCGTTTGTCATCACTTTGGGCTCCATATTGCTTCTGGGTCTC 
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CTCGTGTACCTGGTCGTCCTATTGGCCAAAGCCATCCACAGACACTGCCCCTGCAAGACT 
GGGAAGAACAAGGAACCTACAAAGAAAGGAACGAAGACTGCAGAGAGAGACGTCGTGGTG 
GAAACTATCCA.GATGAACACTATCTTTGATGGAGAAGCCATAGATCCACAGGGCCAAGAA 
TTTCCTCTTGGTCGGCAAGATGAACATAAGGTAGAGCTGGCCTCCAGAGCTCTCATCACC 
CCCGTGAAATCAGCTCCAAATTTAGCTCCTTTACACTCATCCCTCTGCTTACAAAGGCTC 
AATTATAGACGTGAATAA 

Gene 783. >OTTHUMT00007006498 cDNA sequence 

AGCCGGCGCCGCTGCCACTCCCGGGAGCATGAAGGACCGAACCCAGGAGCTCCGCACGGC 
CAAGGACAGCGATGATGATGATGATGTCGCTGTCACCGTGGACCGAGACCGCTTCATGGA 
TGAGTTCTTTGAGCAGGTGGAGGAGATTCGAGGCTTCATTGACAAGATCGCAGAGAACGT 
GGAGGAGGTGAAGCGGAAGCACAGTGCCATCCTGGCATCCCCCAACCCCGATGAGAAGAC 
GAAGGAGGAGCTGGAAGAACTCATGTCCGACATAAAGAAGACAGCAAACAAAGTTCGTTC 
CAAGTTAAAGAGCATCGAGCAGTCCATCGAGCAAGAGGAAGGCCTGAACCGCTCCTCCGC 
TGACCTGAGGATCCGGAAGACACAGCACTCCACGCTGTCCAGAAAGTTTGTGGAGGTCAT 
GTCGGAGTACAACGCCACGCAGTCCGACTACCGCGAGCGCTGCAAAGGCCGCATCCAGAG 
GCAGCTGGAGATCACCGGCAGGACCACGACCAGTGAGGAGCTGGAGGACATGCTGGAGAG 
TGGGAACCCCGCCATCTTTGCCTCTGGGATCATCATGGACTCCAGCATCTCGAAGCAGGC 
TCTGAGCGAGATTGAGACGCGGCACAGTGAGATCATCAAGCTGGAGAACAGCATCCGTGA 
GCTACACGACATGTTCATGGACATGGCCATGCTCGTGGAGAGCCAGACTATGTGGAGAGG 
GCCGTGTCTGACACCAAGAAGGCCGTCAAGTACCAGAGCAAGGCGCGCCGGAAGAAAATC 
ATGATCATCATCTGCTGTGTGATCCTGGGCATCGTCATCGCCTCCACTGTTGGGGGCATC 
TTCGCCTAGAAGCCACCCAAACTGCCACTCCACTCCAGGTGGGCCACTCCAAGGAGGCCC 
TGGCTGCTGCCACCTGGCTGGGCTGCCCTCCCAACCCCCGCCTCTGGCTCAGAGCACCCT 
CCCTCCCGGCCCCCATGCTCCCTTCTCTGCCATGGGCCCTCCGTCCCCGCCCCGTGTCGT 
GTGCATGATCTCTGTGAGTGTGCGTCTGTACGGGAAGAGGCAGAGGGAGGCAGCCAGCGG 
GGCGTGATGCAGTGTGCACAGCGAGGAGCAGACCCAGGCAGGGCCGCCAGGGTGACACAG 
GCCACCCTTCCTTGCCTTCAGTAACTCGGTGGGCCCAGGTTCTGCTCTTCCCTGGGGACC 
CTAACCTCGCCTCCAGCTGACCTGCCCTGTCCTCTCCAGCTGTCCCCACAAGCAGAGCCC 
TGAGGGGTGGGGACCAGCTGGCCACATGGTGCTGCTTTTCAGGTTAGGGGAGAGGTGGCC 
CTGAGGGACAGCCCAGCTCTGAGTCTCAGTCGCTGATCACTGCCAGGGAGGCTCAGGCTG 
CCATGGCTCCAGGCTCCCTCCCCTGCCTAGGGGCAAAGTCCATCGGGTCCTGGGCCTCAG 
CTTCCCTTCCCACATTCCTCCGGCCCCAGGAGCAACCCCTTGGGCTAGGTCTGACCCCAG 
GTGTCCCTCTGGAAGGGGCTGGCTGGTGCCCTATTTCCAGCCACCCCAGCAGCTAGGGAG 
GCAAAGCAGGCTGCAGTCAGTCCCTCAAGCCAGCGTTGCATGTTTGGGATGGTGGCTCCT 
GTTGTCTTGCGCTCTGGGAAGTCAGATGTCATTTCAGGCCTGCAGTCTCATCCTGCCCTT 
GCCATCCTCCCATCGATGTGCCACGTGGGTGTCACGTGTCCCAGATGCAGTATTCGGCAG 
CCAGCCGGGGAGGGCTACCTCCTCCTCCTCACCACCTTGGGGCTTCTCATGGGAAATGTG 
CCCCCGCCCCAGGACCCTCTCCCTTGTGGACAGGCAGGGAGATGCATGCGAGTGCATGCA 
GCAGGGGATGGGGCCGTGTCCGTGTGCCCCACCCTCCCTCGGCTTTACTCCTGCCCAGTG 
ACTGTGACCACTGTCCGTGTTGCCTTCTTGAACAGCGATTCCCCCCAACCCCTTCACCAA 
AGGTCTTGGTACAACCAGCTGCCCATTTTGTGAAATTTTTATGTAGAATAAACATTTGTA 
TCTGTA 

Gene 784. >OTTHUMT00007007443 cDNA sequence 

GGAATTCATGTGCATCAGTCAGACCTCCTGTGCAAGGAAGGATGTGGTTACTACGGCAAC 
CCTGCCTGGCAGGGTTTCTGCTCCAAGTGCTGGAGGGAAGAGTACCACAAAGCCAGGCAG 
AAGGAGATTCAGGAGGACTGGGAGCTGGCGGAGCGACTCCAGTGGGAGGAAGAGGCCTTT 
GCCAGCAGTCAGAGCAGCCAAGGGGCCCAATCCCTCACATTCTCCAAGTTTGAAGGAAAG 
AAAACCAACGAGAAGACCCACGAGGTTACCACAGTGAAGAAATCTTCAGTGCGTCTTCCA 
GGGTCGGATCAAAGAAGGAAATTCAGGAAGCAAAAGCCAGTCCTTCCATAAACCGGCGAA 
CCAGCATTGAAACGGATAGAGTGTCTAAGGAGTTCATAGAATTTCTCAAGACCTTCCACA 
AGACAGGCCAAGAAATCTATAAACAGACCAAGCTGTTTTTGGAAGGGATGCATTACAAAA 
GGGTAGTCAAGGTGATCACAAAGTGCCATGAGTGCTTGGCCATTTTCACTGAGGGAATGA 
GCTTTTCTGTCTGTTTGGCTATTTCAGTGCCTCCAGAAAGGGTTGAGAAGATAATGGATC 
AGATTGAAAAGTACATCATGACTCATCTCTGTAAATATGCGTTCTGTCCAGAACCCCATG 
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TGGTGGCACGATCTCGGCTCACTGATGATGAGAAGAAAGATCTTGCCATTCAAAAGAGGA 
TCAGG 

Gene 785. >OTTHUMT00007007445 cDNA sequence 

GCGGCTCCATGCGTGAGGCTGGTGCCACGCGGTCTCCCGGTGTTGGCATTGTCTCCAGGC 

CTTCTCCTCAGTTCTGCACACAGCTACAAAACAAAAGAACAGTTGCCAGCACTTGGAAGA 

GGATGTGGATCCAAACCAAATGGAGGACAGATACTCCCTCTATGGACAAGATACTCATGG 

AAGAAGTCAAGTTAGAAGAGCAGCTGAAGGAGGCTGTGGAAGAAGATAAGCAAGCACTGG 

CAGATACTGAGGGCTCAGAGCAGAGCAGCCAAAAA.TTGGTGGAGGAGGGAAATATGTATA 

GCATTCAGGGCTTCTGCAAGGACTCGTTAGAGGTTGCAGATGTTTTGGAGAAGGCAACAC 

AGTGTGTTCCAGAAGAAGAAATTAAAGACAATAACCCTCACCTGAAGAACCTCTCTCTGT 

GAGACTCACAATGAGTGAAGTCCAGATTCAGGAAGTGTTCAGCAAGCACTGCCAAGATGA 

ACTCTGTCACAGCAAGTTCCACCCTTATGAGCGTGAGGGTCTTTTT 

Gene 786. >OTTHUMT00007007446 cDNA sequence 

GGGAGCTCATCTCGGCCCAGCCTCTTTGAAAGGAGGAACATTCGGTGCAGCCATTGGAAC 

CTTATCCTTTATAAAATGGGACAGCTCACAGGATTACATTTC 

Gene 787. >CTTHUMT00007007447 cDNA sequence 

AGGTCAGACAAGGGCAGCATGTCTGAAGACTGCGGGCCAGGAACCTCTGGGGAGCTGGGT 

GGGCTGAGGCCGATCAAAATTGAACCAGAGGTTCTGGACATCATTCAGGTCACTGTCCCA 

GATGCCTTGCCAACCTCTGAGGAAATGACAGACTCAATGCCTGGGCACCTGCCATCGGAG 

GATTCTGGTTATGGGATGGAGACGCTGACAGGAAGGCCCTCAAAAGGGCTCTGGCAGCTT 

TGCCCCCTACACAGGCATGAGACACAGGGGTTGAGATTCCTGGCCCTGTGGCACCGGGTG 

GCCTTACAGCAGCCATGTCTCTGCAGCCAAGGCCATTGGCATCTCGGAGCCCGTCAAGGT 

GCCATACTCCAAGTTTCTGATGCACCCGGAGGAGCTGTTTGTGGTGGGGCTGCCTGAAGG 

CATCTCTCTCCACAGGCCCAACTGCTTCGGGATCGCCAAGCTCTGGAAGATTCTGGAGGC 

CAGCAACAGCATCCAGTTTGTCATCAAGAGG 

Gene 788. >OTTHUMT000 07007472 cDNA sequence 

AATGGAAACCAGAAATCAGATATTTATGCCCAAGCAAA.GCAGGATTTCGTTCAGCACTAC 

TCCCAGATCGTTAGGGTGCTGACTGAGGATGAGATGGGGCACCCAGAGACAGGAGATGCT 

ACTGCCCGGCTCAAGGAGGTCCTGGAGTACAATGCCATTGGAGGCAAGTATCACCGAGGT 

TTGATGGTGCTAGTAGCGTTCCGGGAGCTGGTGGAGCCGAGGAAACTGGATGCTGATAGT 

CTCCAGTGGGCACCGACTGTGGGCTGGTATGCGCAACTGCTGCAAGCTTTCTTCCTGGTG 

GCAGATGACATTATGGATTCATCCCTTACCTGCCAGGGACAGATCTCCTGGTATCAGAAG 

CTGGGCATGGGTTTGGATGCCATCAATGATGCTATCCTTCTGGAAGCATGTATCTACTGC 

CTGCTGAAGCTGTATTGCCGGGAGCAGCCCTATTACCTGAACCTGATGGAGCTCTTCCAG 

CAGAATTCTTATCAGACTGAGATTGGGCAGACCCTCGACCTCATCACAACCCCCCAGGGC 

AATGTGGATCTTCGCAGATGCACCGAAAAAAGGCACAAATCTGTTGTCAAGTACAAGACA 

GCTTTCTACTCCTTCTACCTTCCTGTAGCTGCAGCCATGTACATGTCAAGAATGGATGAC 

AAGAAGGAGCACACCAGTGCCAAGAAGATCCTGCTGGAGATTCAAGAGTTCTTTCAGATT 

CAGGATGATTACCTTGACTTCTCTGGGGACCCCAGTGTGACTGGCAGAGTTGGCAATGAC 

TTCCAGGACAACAAATGCAGCTGGCTGGTGGTTCAGTGTCTGCTACAGGCCACTCCAGAA 

CAGTACCAGATCCTGAAGGAAAATTACAGGCAGAAGGAGGCCGAGAAGGTGGCCCGGGTG 

AAGGCACTATACGAGGAGCTGGATCTGCCAGCCGTGTTCTTGCAGTATGAGAAAGACAGT 

TACAGCCACGTTATGGGTCTCATCGAATAGTACGCAGAGCCCCTGCCCCCAGCCATCTTT 

CTGGGGCTTGTGCACAAAATCTACAAGTGGAAAAAG 

Gene 789. >OTTHUMT00007007474 cDNA sequence 

GTGTGTCCTCAGAGGCCTGGCGCCGGCCGTCGCTGTACGGTGAGCCCCAGGGAGGCGGAT 
CTGGGCCCCGAGAAGGACACCCACCTGGATTTGCCCCATAGGCCCGGCCCGGGCCCCTCG 
GGAGCAGAACAGCCTTGGTGAGGTGGACAGGAGGGGACCTCGTGAGCAGACGCGTGCGCC 
AGCGACAGCAGCCCGCCCCGGCCTCTCAGGAGCCGTGGGGCAGAGGCTGCGGAGCCCCAG 
GAGGGTCTATCAGCCACAGTCTCTGCAAGTTTCCAAGAGCAGCAGAAAATGAACACATTG 
CAG 

Gene 790. >OTTHUMT00007007476 cDNA sequence 

AGCGATGTCACCATTTCTACCTGCCACGCATCGGTGAAGGTTGGGACTCGACTGGTGTTT 
GATCACGATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCAGAGGGACCACAGTC 
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AGCGTGAAGCAGTTATTTTCTACACTACCTGTGCGCCATAAGGAATTTCAAAGGAATGTT 
AAGAAGGTACAACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCCTGAG 
GCCTCCCCAGCCATGCTTCCTGTACAGCCTGCAGAACTGACTCCTAGAAGGACCCCACCC 
CCCTCCCCCCACCCCTGCTCCCAGGAGGACAACGTGATCACTGTATTCAGCTCCATCAAG 
AATGGTCCAGGTTCTTCTAGA 

Gene 791. >OTTHUMT00007006825 cDNA sequence 

AGCGACCGCAGCCGGGGGGACGCGGGAGGATGGAGCAAGTGGAGATCCTGAGGAAATTCA 
TCCAGAGGGTCCAGGCCATGAAGAGTCCTGACCACAATGGGGAGGACAACTTCGCCCGGG 
ACTTCATGCGGTTAAGAAGATTGTCTACCAAATATAGAACAGAAAAGATATATCCCACAG 
CCACTGGAGAAAAAGAAGAAAATGTTAAAAAGAACAGATACAAGGACATACTGCCATTTG 
ATCACAGCCGAGTTAAATTGACATTAAAGACTCCTTCACAAGATTCAGACTATATCAATG 
CAAATTTTATAAAGGGCGTCTATGGGCCAAAAGCATATGTAGCAACTCAAGGACCTTTAG 
CAAATACAGTAATAGATTTTTGGAGGATGATATGGGAGTATAATGTTGTGATCATTGTAA 
TGGCCTGCCGAGAATTTGAGATGGGAAGGAAAAAATGTGAGCGCTATTGGCCTTTGTATG 
GAGAAGACCCCATAACGTTTGCACCATTTAAAATTTCTTGTGAGGATGAACAAGCAAGAA 
CAGACTACTTCATCAGGACACTCTTACTTGAATTTCAAAATGAATCTCGTAGGCTGTATC 
AGTTTCATTATGTGAACTGGCCAGACCATGATGTTCCTTCATCATTTGATTCTATTCTGG 
ACATGATAAGCTTAATGAGGAAATATCAAGAACATGAAGATGTTCCTATTTGTATTCATT 
GCAGTGCAGGCTGTGGAAGAACAGGTGCCATTTGTGCCATAGATTATACGTGGAATTTAC 
TAAAAGCTGGGAAAATACCAGAGGAATTTAATGTATTTAATTTAATACAAGAAATGAGAA 
CACAAAGGCATTCTGCAGTACAAACAAAGGAGCAATATGAACTTGTTCATAGAGCTATTG 
CCCAACTGTTTGAAAAACAGCTACAACTATATGAAATTCATGGAGCTCAGAAAATTGCTG 
ATGGAGTGAATGAAATTAACACTGAAAACATGGTCAGCTCCATAGAGCCTGAAAAACAAG 
ATTCTCCTCCTCCAAAACCACCAAGGACCCGCAGTTGCCTTGTTGAAGGGGATGCTAAAG 
AAGAAATACTGCAGCCACCGGAACCTCATCCAGTGCCACCCATCTTGACACCTTCTCCCC 
CTTCAGCTTTTCCAACAGTCACTACTGTGTGGCAGGACAATGATAGATACCATCCAAAGC 
CAGTGTTGCATATGGTTTCATCAGAACAACATTCAGCAGACCTCAACAGAAACTATAGTA 
AATCAACAGAACTTCCAGGGAAAAATGAATCAACAATTGAACAGATAGATAAAAAATTGG 
AACGAAATTTAAGTTTTGAGATTAAGAAGGTCCCTCTCCAAGAGGGACCAAAAAGTTTTG 
ATGGGAACACACTTTTGAATAGGGGACATGCAATTAAAATTAAATCTGCTTCACCTTGTA 
TAGCTGATAAAATCTCTAAGCCACAGGAATTAAGTTCAGATCTAAATGTCGGTGATACTT 
CCCAGAATTCTTGTGTGGACTGCAGTGTAACACAATCAAACAAAGTTTCAGTTACTCCAC 
CAGAAGAATCCCAGAATTCAGACACACCTCCAAGGCCAGACCGCTTGCCTCTTGATGAGA 
AAGGACATGTAACGTGGTCATTTCATGGACCTGAAAATGCCATACCCATACCTGATTTAT 
CTGAAGGCAATTCCTCAGATATCAACTATCAAACTAGGAAAACTGTGAGTTTAACACCAA 
GTCCTACAACACAAGTTGAAACACCTGATCTTGTGGATCATGATAACACTTCACCACTCT 
TCAGAACACCCCTCAGTTTTACTAATCCACTTCACTCTGATGACTCAGACTCAGATGAAA 
GAAACTCTGATGGTGCTGTGACCCAGAATAAAACTAATATTTCAACAGCAAGTGCCACAG 
TTTCTGCTGCCACTAGTACTGAAAGCATTTCTACTAGGAAAGTATTGCCAATGTCCATTG 
CTAGACATAATATAGCAGGAACAACACATTCAGGTGCTGAAAAAGATGTTGATGTTAGTG 
AAGATTCACCTCCTCCCCTACCTGAAAGAACTCCTGAATCGTTTGTGTTAGCAAGTGAAC 
ATAATACACCTGTAAGATCGGAATGGAGTGAACTTCAAAGTCAGGAACGATCTGAACAAA 
AAAAGTCTGAAGGCTTGATAACCTCTGAAAATGAGAAATGTGATCATCCAGCGGGAGGTA 
TTCACTATGAAATGTGCATAGAATGTCCACCTACTTTCAGTGACAAGAGAGAACAAATAT 
CAGAAAATCCAACAGAAGCCACAGATATTGGTTTTGGTAATCGATGTGGAAAACCCAAAG 
GACCAAGAGATCCACCTTCAGAATGGACATGATTCAGGGAGCTAGAAGACACTTTAAGTT 
ATACTGGAAAATTCAGGTGCCACTGAAAGCCAGATTTATAGTATTCCATCTTTAATATGT 
GGGACTAACAGCAGTGTAGATTGTTACCTTAATATTTTTTGCTGGGACCATCTACCTGCC 
TTATACTACACTTAGGAAAAAGTATTACATATGGTTTATTTTGAAACTTCAAGTATTATT 
GCCTTAATGTCTCTTAACCCTGTTACACGCTGCTTGTAGACATGTTAATATAGTAATACC 
TTTATGATATATTGAGTTTAAGGACTACTCTTTTTCTGTTTTATCATGTATGCATTATTT 
TGTATATGTACAGGGCAAGTAGGTATATAATTTGATAAAGTTGCAATTGAAATATTATTA 
ACAGAAGATGTAAGAAATTTCTGCATGGTCTAAATCTTTGTGTACTTTATTTGTAAATTA 
TTTGCCCTGGAGTTTTAGAAAATAGTTTCTGAATTTTAAACTTGCTGGATTCATGCAGCC 
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AGCTTTGCAGGTTATCAGAGATCAAAGATTGTAATAATAATTTTGTAAATTGTAAGCAAA 

AAGTTATTTTTATATTATATACAGTCTAATTGTTCATCCTAATTGTTCCTGTTTTCATCT 

AGTCAGAGATTCAGTAAGTGCCTTGGAACAATATTGAATTCTCTTAGCTTGTGTGTGTTT 

CTTTAATATTTGAACTCAAGTGGGATTAGAAGACTATCAAAATACATGTATGTTTCAGGA 

TATTTGACCTGTCATTAAAAAAAACAAACAGTTTTACAGTG 

Gene 792. >OTTHUMT00007006838 cDNA sequence 

TCTCCGGCGGCTGCGGCGGCTGGAGCAGGCGAGCGGCGGCGGCCGATAGCGAGTGTCAGG 

GCCGGCCGGGGCGGCGCTTCTCGGCCTGTCGCTGGTCGGCCTCCTACTGTACCTCGTGCC 

TGCTGCGGCTGCGCTGGCCTGGCTGGCCGTGGGGACTACCGCGGCCTGGTGGGGACTGAG 

CCGCGAGCCCCGAGGTTCGCGCCCCTTGTCCTCCTTCGTTCAGAAGGCGCGACATCGGCG 

AACACTGTTCGCTTCGCCTCCGGCCAAGTCGACAGCCAACGGAAACCTCCTAGAGCCGCG 

GACCCTGCTCGAAGGACCTGACCCTGCCGAACTGCTCCTCATGGGCAGTTACCTGGGCAA 

GCCCGGGCCGCCGCAGCCCGCCCCCGCTCCGGAGGGCCAGGACCTGCGGAATAGGCCTGG 

CCGCCGCCCGCCCGCCCGGCGCCGCGCTCCACACCGCCCTCCCCGCCGACCCATCGCGTT 

CACCACTTTTACCCCTCTCTCCCCACTCCTCTTCTCCGACCCTCCGGGAGGCCTTCCCCA 

CGGGATCGTGGGACTTTACCAGATCGGTTTGTAATAACACCTCGAAGACGCTATCCGATC 

CATCAGGCCCAGTATTCCTGTCCGGGGGTACTTCCCACAGTGTGCTGGAATGGTTATCAC 

AAGAAGGCTGTGCTGTCCCCTCGCAACTCCAGGATGGTGTGTAGCCCAGTGACTCTGAGG 

ATCGCCCCTCCTGACAGAAGATTTTCGCGTTCTGCGATACCAGAGCAGATAATCAGCTCA 

ACACTGTCCTCACCATCAAGTAATGCCCCAGACCCATGTGCAAAGGAGACTGTACTGAGT 

GCCCTCAAAGAGAAGAAGAAGAAAAGGACAGTGGAGGAAGAAGACCAAATATTCCTTGAT 

GGCCAGGAAAATAAAAGAAGCTGTCTTGTCGACGGTCTCACTGATGCCTCTTCTGCATTC 

AAAGTTCCTCGACCCGGGCCAGATACACTCCAGTTCACAGTGGATGTCTTCCACTTTGCT 

AATGACTCCAGAAACATGATATACATCACCTGCCACCTGAAGGTCACCCTAGCTGAGCAG 

GACCCAGATGAACTCAACAAGGCCTGTTCCTTCAGCAAGCCTTCCAACAGCTGGTTCCCA 

GTGGAAGGCCTGGCTGACATCTGTCAATGCTGTAACAAAGGTGACTGTGGCACTCCAAGC 

CATTCCAGGAGGCAGCCTCGTGTCGTGAGCCAGTGGTCCACGTCTGCTTCCCTGTAACCG 

CAGGCATGTGACAGAAGAAGCAGATGTCACCGTGGGGCCACTGATCTTCCTGGACAGGAG 

GGGTGACCATGAAGTAGAGCAGTGGGCTTTGCCTTCTGACACCTCAGTGGTGCTGCTGGG 

CGTAGGCCTGGCTGTGGTGGTGTCCCTGACTCTGACTGCTGTTATCCTGGTTCTCACCAG 

GAGGTGTCGCACTGCCTCCCACCCTGTGTCTGCTTCCGAATAAAAGAAGAAAGCAA 

Gene 793. >OTTHUMT00007006839 cDNA sequence 

ATGGCTTGGCAGGTGAGCCTGCTGGAGCTGGAGGACTGGCTTCAGTGTCCCATCTGCCTG 

GAGGTCTTCAAGGAGTCCCTAATGCTACAGTGCGGCCACTCCTACTGCAAGGGCTGCCTG 

GTTTCCCTGTCCTACCACCTGGACACCAAGGTGCGCTGCCCCATGTGCTGGCAGGTGGTG 

GACGGCAGCAGCTCCTTGCCCAACGTCTCCCTGGCCTGGGTGATCGAAGCCCTGAGGCTC 

CCTGGGGACCCGGAGCCCAAGGTCTGCGTGCACCACCGGAACCCGCTCAGCCTTTTCTGC 

GAGAAGGACCAGGAGCTCATCTGTGGCCTCTGCGGTCTGCTGGGCTCCCACCAACACCAC 

CCGGTCACGCCCGTCTCCACCGTCTGCAGCCGCATGAAGGAGGAGCTCGCAGCCCTCTTC 

TCTGAGCTGAAGCAGGAGCAGAAGAAGGTGGATGAGCTCATCGCCAAACTGGTGAAAAAC 

CGGACCCGAATCGTCAATGAGTCGGATGTCTTCAGCTGGGTGATCCGCCGCGAGTTCCAG 

GAGCTGCGCCACCCGGTGGACGAGGAGAAGGCCCGCTGCCTGGAGGGGATAGGGGGTCAC 

ACCCGTGGCCTGGTGGCCTCCCTGGACATGCAGCTGGAGCAGGCCCAGGGAACCCGGGAG 

CGGCTGGCCCAAGCCGAGTGTGTGCTGGAACAGTTCGGAAATGAGGACCACCATGAGTTC 

ATCTGGAAGTTCCACTCCATGGCCTCCAGGTAA 

Gene 794. >OTTHUMT00007006851 cDNA sequence 

CGCTTCCTGCGCCTCTTCAGGTCACCGCTTGCTCTAGTTCCCAGGCTTTGGCCTCTAGTG 
GATGAGAATCACCGAGTCTGCGGGGCTGGACGCTGACCGCCCGGGCCAGCACCTAGGCGG 
GCGGGAGCTGTGCGGCCCAGGGTTCGCGCGGGCCGGGTAGAGGCTCGAGCCGGGACCCCC 
GAGCGTGAACCCCGGAGCCAGCGGCGCTGGGGCCAGAGGGGCCAGGCGGGAGGTGGTGGC 
GGAGGCGAAGGGGCGACGGGACCTGGGCCTGGCCCGTGTGTGTCCTCGGCGGCCTGGCGC 
CGGCCGTCGCTGTACGGTGAGCCCCAGGGAGGCGGATCTGGGCCCCGAGAAGGACACCCG 
CCTGGATTTGCCCCGTAGGCCCGGCCCGGGCCCCTCGGGAGCAGAACAGCCTTGGTGAGG 
TGGACGGGAGGGGACTTCGCGAGCAGACGCGCGCGCCAGCGACAGCAGCCCGCCCCGGCC 
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TCTCGGGAGCCGTGGGGCAGAGGCTGCAGAGCCCCAGGAGGGGGCCAGTGTCA.TTCAAAG 
ATGTGGCTGTGGATTTCACCCAGGAGGAGTGGTGGCAACTGGACCCTGATGAGAAGATAA 
CATACGGGGATGTGATGTTGGAGAACTACAGCCATCTAGTTTCCCTGGCTTATGAGGTGG 
CAACATCTTGTACTTCGGAGATCTGAAGCCGAGCAACTTGCCCAAGTCCTTCTTCTTTTC 
CCATTAA.CAAGATATGATATCACCAAGCCAAACGTCATCATTAAGTTGGAGCAGGGAGAG 
GAGCTGTGGATAACGGGAGGTGAATTTCCATGTCAACATAGTCCAGCCCTTCACATCCTC 
AGCCGAAGATCTCACTTCCTCCCAGAGGCCTTTGCTGACTGACCCCTCAGGGATTGTGGG 
ACTTTACCAAATCGGTTTGTAATAACACCTAGAAGACGCTATCCGATCCATCAGGCCCAG 
TATTCCTGTCTGGGGGTACTTCCCACCGTGTGCTGGAATGGTTATCACAAGAAGGCTGTG 
CTGTCCCCTCGCAACTCCAGGATGGTGTGTAGCCCAGTGACTGTGAGGATCGCCCCTCCT 
GACAGAAGATTTTCGCGTTCTGCGATACCAGAGCAGATAATCAGCTCAACACTGTCCTCA 
CCATCAAGTAACGCCCCAGACCCATGTGCAAAGGAGACAGTACTGAGTGCCCTCAAAGAG 
AAGGAGAAGAAAAGGACAGTGGAGGAAGAAGACCAAATATTCCTTGATGGCCAGGAAAAT 
AAAAGAA.GGCGCCATGATAGCAGTGGCAGTGGACATTCAGCATTTGAGCCCCTGGTGGCC 
AATGGAGTCCCCGCTTCTTTTGTGCCTAAGCCTGGGTCTCTGAAGAGAGGCCTCAATTCT 
CAGAGCTCAGATGACCACTTGAATAAGAGATCCCGAAGCTCTTCCATGAGCTCCTTGACA 
GGCGCTTACGCAAGTGGCATCCCTAGCTCCAGCCGCAATGCCATTACCAGTTCCTACAGC 
TCCACTCGAGGCATCTCACAGCTCTGGAAGAGAAATGGCCCCAGTTCATCACCCTTCTCT 
AGCCCAGCCTCCTCCCGCTCCCAGACACCGGAGAGGCCAGCAAAGAAAATAAGAGAAGAG 
GAGCTGTGTCATCATTCCAGTTCTTCAACTCCATTGGCAGCAGACAGGGAGTCCCAGGGA 
GAAAAGGCTGCAGATACAACCCCAAGGAAGAAACAAAACTCGAATTCTCAGTCTACACCT 
GGCAGCTCTGGGCAGCGTAAGCGGAAAGTTCAGCTGCTGCCTTCTCGGCGAGGGGAACAG 
CTGACCTTGCCTCCACCTCCCCAGCTTGGCTATTCGATCACTGCCGAGGACCTAGACTTA 
GAGAAGAAGGCTTCATTACAGTGGTTCAACCAGGCCTTGGAGGACAAGAGCGATGCTGCC 
TCGAACTCTGTCACTGAGACCCCACCTATCACTCAGCCTTCATTTACCTTTACCCTGCCT 
GCTGCTGCACCTGCCTCCCCACCCACCTCCCTCCTGGCCCCAAGCACCAACCCACTGTTA 
GAGAGCTTGAAGAAGATGCAGACTCCCCCGAGCCTGCCACCCTGCCCAGAATCTGCTGGA 
GCAGCAACCACTGAGGCCCTCTCACCTCCAAAGACACCCAGCCTCCTACCCCCGCTGGGT 
TTATCACAGTCAGGGCCGCCAGGGCTGCTCCCCAGCCCCTCCTTTGACTCCAAACCCCCG 
ACCACTTTGCTGGGGCTGATCCCTGCTCCATCCATGGTACCAGCCACTGACACCAAGGCA 
CCTCCAACCCTTCAGGCAGAGACGGCTACCAAACCCCAAGCCACATCTGCCCCGTCCCCC 
GCCCCCAAGCAAAGCTTCCTGTTTGGAACACAGAACACCTCACCTTCCAGCCCTGCCGCC 
CCTGCTGCATCTTCAGCACCTCCCATGTTCAAGCCCATTTTCACGGCTCCACCCAAGAGT 
GAGAAGGAAGGCCCCACACCGCCTGGCCCTTCAGTCACAGCCACAGCGCCCTCCAGCTCC 
TCCCTCCCCACGACCACCAGCACCACAGCCCCGACCTTCCAGCCTGTCTTTAGCAGCATG 
GGGCCACCTGCATCTGTGCCCTTGCCTGCTCCCTTCTTCAAGCAGACAACTACTCCCGCC 
ACTGCTCCCACCACAACTGCCCCGCTCTTCACTGGCCTGGCCAGCGCCACCTCTGCTGTG 
GCTCCCATCACCTCTGCCAGTCCATCCACAGACTCTGCTTCGAAGCCTGCGTTTGGCTTT 
GGCATAAACAGTGTGAGCAGCAGCAGTGTGAGTACCACGACCAGCACCGCCACTGCCGCC 
TCACAGCCTTTCCTCTTCGGGGCGCCCCAGGCCTCTGCTGCCAGCTTCACCCCGGCCATG 
GGCTCCATATTCCAGTTTGGCAAACCTCCTGCCTTGCCCACAACCACCACAGTCACCACC 
TTCAGCCAGTCCCTGCACACTGCCGTGCCAACGGCCACCAGCAGCAGCGCTGCCGACTTT 
AGTGGTTTTGGCAGCACCCTCGCCACCTCCGCCCCGGCCACCAGCAGCCAGCCCACTCTG 
ACGTTCAGTAACACGAGCACCCCCACGTTCAACATTCCCTTTGGCTCAAGCGCCAAGTCC 
CCGCTCCCATCATATCCGGGAGCCAACCCCCAGCCCGCATTTGGGGCCGCTGAGGGGCAG 
CCACCGGGGGCCGCCAAGCCGGCCCTTGCCCCCAGCTTTGGCAGCTCTTTCACTTTTGGA 
AACTCTGCAGCCCCGGCTGCTGCACCCACACCTGCACCTCCGTCCATGATCAAGGTCGTG 
CCTGCGTACGTGCCTACGCCCATCCATCCTATCTTTGGCGGTGCCACGCACTCGGCGTTT 
GGGTTGAAAGCCACGGCTTCGGCCTTCGGCGCTCCCGCCAGCTCACAGCCCGCCTTTGGC 
GGCTCCACTGCTGTCTTCTTCGGTGCAGCCACCAGCTCCGGCTTTGGAGCCACCACCCAG 
ACCGCCAGCAGCGGGAGCAGCAGCTCGGTGTTTGGCAGCACAACACCATCACCCTTCACG 
TTTGGGGGTTCGGCAGCCCCCGCTGGCAGTGGGAGCTTTGGGATCAATGTGGCCACCCCA 
GGCTCCAGCACCACCACCGGAGCTTTCAGCTTTGGAGCAGGACAGAGTGGGAGCACAGCC 
ACCTCCACCCCCTTCGCAGGGGGCTTAGGTCAGAACGCCCTGGGCACCACCGGCCAGAGC 
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ACACCGTTTGCCTTCAACGTGAGCAGCACAACTGAGAGCAAACCTGTGTTTGGAGGCACC 
GCCACCCCCACCTTTGGTCTGAACACCCCTGCGCCTGGAGTGGGCACATCAGGCAGCAGC 
CTCTCCTTTGGGGCATCCTCAGCACCCGCCCAAGGCTTTGTTGGTGTTGCACCTTTCGGC 
AACACTTTTGCTCACCAGCAAGAACACAGCCCGAGGAAGGGACCCAATAACCTTTCAAAA 
CGCAAACTGCTGCCTGCGGTGAGGGCCCAGGGTCTTCCACGGAGAGGACAGGCATCTTCC 
TTTCCCACCAGGAAGGAGTGAGCCCGGAGCCTCTGCTATGTGCAAGGCGGTGTGCAAGCA 
CCGGCTGCAGCTTTTTGCTCTCTTCTTTCTCTTTGGGGCTGGGCTGGGTGTGCGTTCTGG 
TGCTGATGCTTTGGCCTGTGAGGCTGAGCTAGAGAAATGTAGATGTTAGATGTGCCAGTA 
CCATCCTGCGCCTCCCAAGCATGCCCCCACTCACTCACGTCGGCATCTCGACCCGTTCAA 
TTACAGCAACGAAGAAGCCACCGCTAAGCGTGGTCTTGGGGGAAGCCCGGAGGCAGTGCT 
CGGCACCCGGGAACGTGCTCAGGCCTCGGTGGGGCCGGGCAGGCAGGGCGGGAGCTAGCC 
TGCAAGAGAAACAGCCCCAATGCTGGGTAAGAGAGCAGTTCACCCCATCCCCCCCTCCAC 
GACCCTGGCGCACGCCCTGTACCTGAAGGCGCCCGGGTTCTGCTGCAGCGCATCTTGTAC 
CATGTCTTCATTCTCCTCCTGGCAGAGGGAGCACATGGAGTAGACGAGCCGCTGCAGGGA 
AGGGAAAGTGAGCGCGTGGCACAGGGCTCGCTGCTGGAACCCTGCCAGGGCATGCAGACG 
CACCGGGCTAGGTGTCCCTGCCCCGGGCTCCTCCAGCTGTCTGCTCGGCATACCTAAGGA 
AAAGCGTGTCTCGGTTACACAGCTTCACAGGCTGCCTCAGTCCTGAAATCCTCGCTCCTG 
AAATCCTCGCTTCACAGAGGAGAACTTTTGCTCCAGGGTCCCAAGCCCATTAAAGTGTCA 
GAACTAAGACCAAAACAGATGACTCCAGGTCTAAGCTGCTGTGGACCTCTGAGTCCCTCA 
GCCACGCCTTCTCACCATCTCACCCGAGCCACTGCAGGAAGGATCCAGCAGGACATAGTG 
GACCTCACGATAGCGCGGATCTAAGGGGGAGACCGCCAGGAAGTCCTCCTCAGCCAGCTC 
ACAGCAGGAGACGCCAGCCCAGGCCAGCAGCGTGGCCATGGATGCCAGCCGCCTGGCATC 
CAGGTCAAAGGCAAAGATCTTCCTAGGGCAGAGGGCAGAGCAGGGGTGAGCTGAGCATGC 
ATGGAGCAGCTAAGGGCCTGTCACAGCTGACACAGACAACCAGAACATGCAGGTTAAGCC 
AGGACACACAATATTGAAACAGCCTATATTTAAAGGGCCCAGGGTCAGAGGTAACTGGCC 
TGGGGTCTCTGCCCCAAGGGCTAAGGGATCCACATCTCACACCTGCAGTGGGGAAAGCTT 
AGCTTGGGGCAAATACCGTGAACTACTTTGGTGCAGCAGGAAAGAGTTAAGCGAAAGTCA 
TCCTTTCAGCCTTCATTACCCACTGAAAGGCACAAAATCAAACCCCATGTCCTCCTCCTC 
CTCCTGTGGCACTCACCCTTGGTTCTTCAGAAGAGCAGCCAAGTGACTGGTCTTTATTGC 
CTGGGGTGGCACAGGCATCCATGACATGGGAGCCTGGCGGGGGTCCAGCAGCATGGCTGG 
GAGACAGCTGGCCTGGCAGGCAGAACACAGGGGCCGGGTAAACAGAGACCCCAGGCTAGG 
CCCTTCCCGTGCCTACACATTCTTCCCTTTTCTATTCCTCTTGCCTACCCTGTCCTGCAG 
AATGAGGTGTCCGGCCCGGTACAGTGGGTGTTCATGCAGATCTGTCTGGGCGGGAAACAC 
CAGCAGCTCCGGCATCAAGGGGTCCAGGAGAAAATGCTTCCCCTTGAGGGCTCGTAAGTC 
ATCGAGGCTGCCAGGGAAGAACCATTCATTCATCATTTCCTGAATTTCTCCCTGCCAGGC 
CCTATTTCAACGGTCCATTCATGCAACAAATGTTACCACAGCTATGGAGAAATCAACAGG 
GTGATAAGGGAATCCGGGATCCGCAGTTGAGGGAATGGGTTGTCAAGCCAGACTTATGGG 
TCAGGAGCCCCCTCTACTGTTTACCAGCAGTGGGAGCCTGGGCAAGTGATTCAATCTCAA 
GCCCCACTGGCATCTCTGTAAAATAGTAGGTGTGAGGATTCAATGAGCCAATATATCCAA 
GATACTTACGTGCCACAATTTAATAAATGTTAGCTATTCCTGTTGAAGCATAACCTTGGA 
GAAAGGTTACTTTACAGGGGGGTGAGGAGTGGGGAAGTGAGAGCTGAGCTCATTCTTGAT 
GGATGAGGAGTTAGTCATGTGAGGCGCTTAGGTTAAAACTACATTCACTATAACTCAGTA 
AAGCAGTCCCGCCCACTCTCCGACCCATGCAGAAATAGGCCTAGGGAGTCACATGTCTCA 
GTTCAGAAATCTATCGAAGTGGCAGAGCTGGAATTCAAACACAAGCAGCCGTTCTCTGCT 
ATTCCACCCTGGTGTCCAAGCAACATGGTAGGGCAGAAGGAAGAGGATCTTACAAAGAGT 
AAGGGAAAGGGAGAGGGGCAGAGGCTGCTTCTCAGAGCCACCAAAGGACAAAATAAGACA 
GGTGTGAGCCCAGTGGAGGAGGCACGGGGCAGAGACCAGCCACTGTTGCTGGCACGCTGG 
TGCACGTAGCACTGTGGCAGATGGACCTGGAGAGGAAGCAGGAGGGACAGCACAATGGAG 
CCAAGAAAGGACTTAGCATGGCCGGGCGCGGTGGTTCATGCCTGTAATCCCAGCATTTTG 
GGAGGCCAAGGTGGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATG 
GAGAAATCCCGTCTCTACTAAAAATACAAAATTAGCCAGGCATGGTGCTGCATGCCTGCA 
ATCCTGTAGGGAAAAGAAAGAGAGATCAGACTGTTACTGTGTCTGTGTAGAAAGGGAAGA 
CATAAGAAATTCCATTTTGACCTGTACCTTGAACAATTGGTTGGCTGAGATGCTGTTAAT 
TTGTGACTTTGCCCCAAATTTGAGCTCACAAAAACATGTGTTGTATGGAATCAAGGTTTA 
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AAGGATCTAGGGCTGTGCAGGACATGCCTTGTTAATAAAACGTTTACAAGC 
Gene 795. >OTTHUMT00007006868 cDNA sequence 

GTGGCGGCGGCGGCGGACCCTTGGGGTCTGGACGCAACGGCGGCGGGAGCATGAACGCCC 

CTCCAGCCTTCGAGTCGTTCTTGCTCTTCGAGGGCGAGAAGAAGATCACCATTAACAAGG 

ACACC^GGTACCCAATGCCTGTTTATTCACCATCAACAAAGAAGACCACACACTGGGAA. 

ACATCATTAAATCACAACTCCTAAAAGACCCGCAAGTGCTATTTGCTGGCTACAAAGTCC 

CCCACCCCTTGGAGCACAAGATCATCATCCGAGTGCAGACCACGCCGGACTACAGCCCCC 

AGGAAGCCTTTACCAACGCCATCACCGACCTCATCAGTGAGCTGTCCCTGCTGGAGGAGC 

GCTTTCGGGTGGCCATAAAAGACAAGCAGGAAGGAATTGAGTAGGGGCCAGAGGGGGCTC 

TGCTCGGCCTGTGAGCCCCGTTCCTACCTGTGCCTGACCCTCCGCTCCAGGTACCACACC 

GAGGAGAGCGGCCGGTCCCAGCCATGGCCCGCCTTGTGGCCACCCCTCACCCTGACACCG 

ACGTGTCCTGTACATAGATTAGGTTTTATATTCCTAATAAAGTATAGCGGGAGAGA 

Gene 796. >OTTHUMT00007007831 cDNA sequence 

ATGTCTTCCCCACTGCAGAGAGCTGTGGGAGATACCAAGAGGGCCTTGTCTGCATCTTCT 

AGTTCCTCTGCCAGTCTACCCTTCGATGACAGGGACTCAAACCATCCCTCAGAGGGTAAG 

AATACTGACTCTTTATTAGCTGATGAAGGCAGTGACTTTGAAGATAGCTTCAATCGCAAT 

GTGAAGAAGAAAGCAGCAAAACGACCACCGAAAACAACACCGGTGAGTGGCAAACAACGA 

AAGAAAGGGTCCCGAGTGGTACATCGTCATAGCCGGAAACAGTCAGAGCCACCAGCCAAT 

GATCTTTTCAATGCGGTGAAAGCTGCCAAAAGTGACATGCAG 

Gene 797. >OTTHUMT00007007834 cDNA sequence 

CCGCCCCCCTCCCGTCCCCCCGCCGCCCCCGCCCTCAGCGCCGCCGACACCAAGCCCGGC 

ACTACGGGCAGCTGCGCAGGGAGCGGTGGTCCGGGCGGCCTCACATCGGCGGCGCCTGCC 

AGCGTGGACAAGAAGGTCATCGCAGTGAAGGTTTTGGGAACAGTAAAATGGTTCAATGTA 

AGGAACGGATATGGTTTCATCAACAGGAATGACACCAAGGAAGATGTATTTGTACACCAG 

ACTGCCATAAAGAATAACCCCAGGAAGTACCTTCGCAGTGTAGGAGATGAAGAGACTGTG 

GAGTTTGATGTTGTTGAAGGAGAAGAGGGTGCGGAGGCAGCAAATGTTACAGATCCTGGT 

GGTGTTCGAGTTCAAGGCGGTAAATATGCAGCAGATCGTAACCATTATAGACGCTATCCA 

CGTCATAGGGGTCCTCCACGCAATTACCAGCAAAATTACCAGAACAGTGAGAGTGGGGAA 

AAGACCGAGGGATCGGAGAATGCTCCCGAAGGCCAGGCCCAACAATGCCGGCCCTACCGC 

AGGCAAAGGTTCCCACCTTACTACATGCGGAGACCCTATGGGTGTCGACCACAGTATTCC 

AGCCCTCCTGTGCAGGGAGAAGTGATGGAGGGTGCTGACAACCAGGGTGCAGGAGAACAA 

GGTAGACCAGTGAGGCAGAATATGTATCGGGGATATAGACCACGATTCCGCAGGGGCCCT 

CCTTGCCAAAGACAGCCTAGAGAGTACGGCAATGAAGAAGATAAAATCAAGGAGATGAGA 

CCCAGGGTCAGCAGCCACCTCAACGTCGGTACCGCAGCAA.CTTCAATTACCAACGCAGAT 

GCCCAGAAAACCCTAAATCACAAGATGGCAAAGAGACAAAATCAGCCAATCCACCAGCTG 

AGAATTCGTCTGCTCCCGAGGCTGAGCAGGGCGGGGCTGAG 

Gene 798. >OTTHUMT00007007835 cDNA sequence 

CTAGATCTAAAGCTTAAGGACTATGGAGTGGATCTCATTGAAGTTTCAGACAATGGATGT 

GGGGTAGAAGAAGAAAACTTTGAAGGCTTAACTCTGAAACATCACACATGTAAGATTCAA 

GAGTTTGCCGACCTAACTGAGGTTGAAACTTTCGGCTTTCAGGGGGAAGCTCTGAGCTCA 

CTGTGTGCACTGAGCGATGTCACCATTTCTACCTGCCACGCATCGGCGAAGGTTGGGACT 

CGACTGGTGTTTGATCACTATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCCCAGA 

GGGATGACAGTCAGCGTGAAGCAGTTATTTTCTACACTACCTGTGCGCCATAAGGAATTT 

CAAAGGAATATTAAGAAGGTACAACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGT 

CAGTTTCCTGAGGCCTCCCCAGCCACGCTTCCTGTACAGCCTGCAGAACTGACTCCTAGA 

AGGACCCCACCCCCCTCCCCCCACCCCTGCTCCTAGGAGGACAACGTGATCACTGTATTC 

AGCTCCATCAAGAATGGTCCAGGTTCTTCTAGA 

Gene 799. >OTTHUMT00007007837 cDNA sequence 

GCGGAGGGGCAGGTCCTGGTGCTTGATGGTCGAGGCCATCTCCTGGGCCGCCTGGCGGCC 
ATCGTGGCTAAGTAGGTACTGCTGGGCCGGAAGGTGGAGGTCGTACGCTGTGAGGGCATC 
ATCATTTCTGGCCATTTCTACAGATACAAGTTGAAGTACCTGGTCTTCCTCCGCAAGCAG 
ATGAACACCAACCCTTCCCGAGGCCCCTACCACTTCCGGGCCTCTAGCCGCACCTTCCGG 
CTGACCTCGAGGCATGTTGCCCCACAAGACAAAGCAAGGCCGGGCCGCCCTGGAGCGCCT 
CAAGGTGTTTGACGGCATCCCACCGCCCTATGACATGAAAAAGCGGATGGTGGTTCCTGC 
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TGCCCTCAAGGTCATGCATCTGAAGCCTACAAGAAACTTTGCCTACGTGGGGCGCCTGGC 
TCACGAGGTTTGCTGTAAGTACCTGGCAGTGGCATCTACCCTGAAGGAGAAGAGGAAGGA 
GAAAGC CAAGAT C CACT AT CGGAAGAAGAAACAGCTCATGAGGCT ATGGAAAC CGGGTGA 
AAAGAACGTGGAGAAGAAAACTGACAAATACACAGAAGCTCTCAAGACCCATGGACTCCT 
GATC 

Gene 800. >OTTHUMT00007007838 cDNA sequence 

GTGTGTCCTCGGCGGCCTGGCGCCGGCCGTCGCTGTACGGTGAGCCCCAGGGAGGCGGAT 
CTGGGCCCCGAGAAGGACCCCCGCCTGGATTTGCCCCGTAGGCCCGGCCCGGGCCCCTCG 
GGAGCAGAACAGCTTTGGTGAGGTGGACAGGAGGTGACCTCGCGAGCAGACGCGCGCGCC 
AGCGACAGCAGCCCGCCCCGGCCTCTCGGGAGCCGTGGGGCAGAGGCTGCGGAGCCCCAG 
GAGGGTCTATCAGCCACAGTCTCTGCAAGTTTCCAAGAGCAGCAGAAAATGAACACATTG 
CAGGGGCCAGTGTCATTCAAAGATGTGGCTGTGGATTTCACCCAGGAGGAGTGGCAGCAA 
CTGGACCCTGATGAGAAGATAGCATACGGGGATGTGATGTTGGAGAACTACAGCCATCTA 
GTTTCTGTGGGGTATGATTATCACCAAGCCAAACATCATCATGGAGTGGAGGTGAAGGAA 
GTGGAGCAGGGAGAGGAGCCGTGGATAATGGAAGGTGAATTTCCATGTCAACATAGTCCA 
GGACCTGCCAAGGCAAGGGGCCCTATT 

Gene 801. >OTTHUMT00007006892 cDNA sequence 

ATGGCCTGGGCCTGGGCTCGTGACCTTCCCTGGAGGCCATGGTGGTGGTGGTGGTGGTGG 
CAGGTGTGTTCCCGTCTCCACCCCTCAGGGAAGAAGCAAGTTCCAGGAGCCTGGACTTTT 
GCCCTGCGCACTCTCTGTGTCAGATGGGGAGACAGCCATGAGGACAGACACTTGAAGTAC 
CCTATAACTGGCACCATGCAAGAGAGACAGGCAGGAGGAGACTGTGGGAGCTCAGAGGAG 
ACACTTGTGCTGGCCTGGATCAGGGAGAAAGGAGGGGTGTCGGGAGGCTTCCTGGAAGAA 
GTGGCTTCTGGATTAATTATTGAACCTGAAAGTCACTGCGCGCTCTTCTCGCCCGAAGCC 
GCAGGTGGCTGCGATGGGACGGAAGCCATGAATGGTGCCGGCCCTGGCCCCGCCGCAGCC 
GCCCCGGTCCCAGTCCCGGTCCCGGTCCCGGACTGGCGGCAGTTCTGCGAGCTGCATGCG 
CAGGCGGCCGCCGTGGACTTTGCGCACAAGTTCTGCCGTTTCCTGCGGGACAACCCAGCT 
TACGACACGCCCGACGCCGGCGCCTCCTTCTCCCGCCACTTCGCCGCCAACTTCCTGGAC 
GTCTTCGGCGAGGAGGTGCGCCGCGTGCTGGTGGCTGGGCCGACGACTCGGGGCGCGGCC 
GTGAGCGCAGAGGCCATGGAGCCGGAGCTCGCGGACACCTCTGCACTCAAGGCGGCGCCC 
TACGGCCACTCGCGGAGCTCGGAGGACGTGTCCACGCACGCGGCCACCAAGGCCCGCGTT 
CGCAAGGGCTTCTCGCTGCGCAACATGAGCCTGTGCGTGGTGGACGGCGTGCGCGACATG 
TGGCACCGGCGCGCCTCGCCCGAGCCCGACGCGGCAGCTGCCCCGCGCACCGCCGAGCCC 
CGCGACAAGTGGACGCGGCGCCTGAGGCTGTCGCGGACGCTGGCTGCCAAGGTGGAGCTG 
GTGGACATTCAACGCGAGGGGGCGCTGCGCTTCATGGTGGCCGACGACGCGGCCGCGGGC 
TCCGGGGGCTCGGCTCAGTGGCAGAAGTGCCGCCTGCTCCTGCGCAGGGCTGTGGCCGAG 
GAACGCTTCCGCCTGGAGTTCTTCGTGCCGCCCAAAGGGCTGGCCATCAGGTCCCTGGCA 
GTAGTGTCACGTCTTCTCCAAGGTGGCCCCCCTGCTTTGGAAAGTGGGAATAGCTGTAAC 
AATAGTGCCCACCCTCTGAGAGCCCACAGTGTGTCCAGACCCCAGCCTGGTGGGCATCTG 
CACAGACACACTGTCATCCTCTGGGTACCCCACCCCAGCGAGTGTCTGCTGCCCTCGGAG 
AAGGGGAAGGAGCAGCTGGTGCCCGCCCCCGCCCCACTCCACCGCTTAGTCCCAGCAGAG 
CCCACTAATTTTGCTGCTGGCAGAGGGCAGCGTTCCTGCAGGGTCACTGGGCCCTTCCCC 
TCCTTTGTGTCATGCAAATTTGAGGTGCCAGCCCTGGCCTCCAGGCCCAAGGTCAGCATC 
CCACTGTCAGCCATCATTGAGGTCCGCACCACCATGCCCCTGGAAATGCCAGAGAAGGAT 
AACACATTCGTCCTCAAGGTAGAGAATGGAGCCGAATACATCTTGGAGACCATCGACTCT 
CTGCAGAAGCACTCGTGGGTAGCTGACATCCAGGGCTGCGTGGACCCCCTCTGTGAGGCC 
TGCTCTATGGGGCCAGGGCCTGGGGACCTGGAAGGAAGTTGGACCAGGTCTTGTCTTCAC 
CCCAAGAGAGCCTCAGAGCACTGGGAGTTGGGCAGAGATGGCGAACAGGGTGCAGAGACG 
GATCCCGAGGCTGAACCCGAGCTGGAGCTATCCGACTACCCATGGTTCCACGGGACACTG 
TCCCGGGTCAAGGCTGCTCAACTGGTTCTGGCAGGGGGGCCCCGGAACCACGGCCTCTTC 
GTGATCCGCCAAAGTGAGACTCGGCCTGGGGAGTACGTGCTGACCTTCAACTTCCAGGGC 
AAGGCCAAGGCATGGCCCCACCGTGCAGGAGGTAGCACCTCCACCAGGGACATTTCCTTG 
GCAAGCAGCCACCCTTACAGTTCCTCCGACAACCAGCACCTGCGCCTGTCCCTGAACGGC 
CACGGCCAGTGTCACGTACAGCATCTGTGGTTCCAGTCTGTGCTTGACATGCTCCGCCAC 
TTCCACACACACCCCATCCCACTGGAGTCAGGGGGCTCGGCCGACATCACCCTTCGCAGC 
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TATGTGCGGGCCCAGGACCCCCCACCATGTGGCCAGCCCAGGTCCCCACTCACGCCCTGC 

CGTCGCCTTGTTGCAGAGCCGGGCCCCACGCCCCCTGCCGCGCCCGCGTCCCCGGCCTGC 

TGGAGCGACTCGCCCGGCCAGCACTACTTCTCCAGCCTCGCCGCGGCCGCCTGCCCGCCT 

GCCTCGCCCTCCGACGCCGCCGGCGCCTCCTCGTCTTCCGCCTCGTCGTCCTCTGCCGCG 

TCGGGGCCCGCCCCCCCGCGCCCCGTCGAGGGCCAGCTCAGCGCGCGGAGCCGCAGCAAC 

AGCGCCGAGCGCCTGCTGGAGGCCGTGGCCGCCACCGCCGCCGAGGAGCCCCCGGAGGCC 

GCGCCCGGCCGCGCGCGCGCCGTGGAGAACCAGTACTCCTTCTACTAG 

Gene 802. >OTTHUMT00007006894 cDNA sequence 

CGGCTGGAGCGCATCTGGTCCTCCGCGCGGAAAGCGCTGCTTTTGCCTGGCCGCCCTAGC 

CGCTGGCTCATCCAAGTGGCCTTCGCCGCTCTCTTGCGTCCCAACCAGAGCGCTGGCCAC 

CTCGCCGCCCAGCTCACGCCGCGCCCGCGCTCCCAGGCTCCGGGTTTTCTTAAATGTTTT 

CTTGGAGCCTTAAAGATGGAGATGACAGAAATGACTGGTGTGTCGCTGAAACGTGGGGCA 

CTGGTTGTCGAAGATAATGACAGTGGAGTCCCAGTTGAAGAGACAAAAAAACAGAAGCTG 

TCGGAATGCAGTCTAACCAAAGGTCAAGATGGGCTACAGAATGACTTTCTGTCCATCAGT 

GAAGACGTGCCTCGGCCTCCTGACACTGTCAGTACTGGGAAAGGTGGAAAGAATTCTGAG 

GCTCAGTTGGAAGATGAGGAAGAAGAGGAGGAAGATGGACTTTCAGAGGAGTGCGAGGAG 

GAGGAATCAGAGAGTTTTGCAGACATGATGAAGCATGGACTCACTGAGGCTGACGTAGGC 

ATCACCAAGTTTGTGAGTTCTCATCAAGGGTTCTCGGGAATCTTAAAAGAAAGATACTCC 

GACTTCGTTGTTCATGAAATAGGAAAAGATGGACGGATCAGCCATTTGAATGACTTGTCC 

ATTCCAGTGGATGAGGAGGACCCTTCAGAAGACATATTTACAGTTTTGACAGCTGAAGAA 

AAGCAGCGATTGGAAGAGCTCCAGCTGTTCAAAAATAAGGAAACCAGTGTTGCCATTGAG 

GTTATCGAGGACACCAAAGAGAAAAGAACCATCATCCATCAGGCTATCAAATCTCTGTTT 

CCAGGATTAGAGACAAAAACAGAGGATAGGGAGGGGAAGAAATACATTGTAGCCTACCAC 

GCAGCTGGGAAAAAGGCTTTGGCAAATCCAAGAAAACATTCTTGGCCAAAATCTAGGGGA 

AGTTACTGCCACTTCGTACTATATAAGGAAAACAAAGACACCATGGATGCTATTAATGTA 

CTCTCCAAATACTTAAGAGTCAAGCCAAATATATTCTCCTACATGGGAACCAAAGATAAA 

AGGGCTATAACAGTTCAAGAAATTGCTGTTCTCAAAATAACTGCACAAAGACTTGCCCAC 

CTGAATAAGTGCTTGATGAACTTTAAGCTAGGGAATTTCAGCTATCAAAAAAACCCACTG 

AAATTGGGAGAGCTTCAAGGAAACCACTTCACTGTTGTTCTCAGAAATATAACAGGAACT 

GATGACCAAGTACAGCAAGCTATGAACTCTCTCAAGGAGATTGGATTTATTAACTACTAT 

GGAATGCAAAGATTTGGAACCACAGCTGTCCCTACGTATCAGGTTGGAAGAGCTATACTA 

CAAAATTCCTGGACAGAAGTCATGGATTTAATATTGAAACCCCGCTCTGGAGCTGAAAAG 

GGCTACTTGGTTAAATGCAGAGAAGAATGGGCAAAGACCAAAGACCCAACTGCTGCCCTC 

AGAAAACTACCTGTCAAAAGGTGTGTGGAAGGGCAGCTGCTTCGAGGACTTTCAAAATAT 

GGAATGAAGAATATAGTCTCTGCATTTGGCATAATACCCAGAAATAATCGCTTAATGTAT 

ATTCATAGCTACCAAAGCTATGTGTGGAATAACATGGTAAGCAAGAGGATAGAAGACTAT 

GGACTAAAACCTGTTCCAGGGGACCTCGTTCTCAAAGGAGCCACAGCCACCTATATTGAG 

GAAGATGATGTTAATAATTACTCTATCCATGATGTGGTAATGCCCTTGCCTGGTTTCGAT 

GTTATCTACCCAAAGCATAAAATTCAAGAAGCCTACAGGGAAATGCTCACAGCTGACAAT 

CTTGATATTGACAACATGAGACACAAAATTCGAGATTATTCCTTGTCAGGGGCCTACCGA 

AAGATCATTATTCGTCCTCAGAATGTTAGCTGGGAAGTCGTTGCATATGATGATCCCAAA 

ATTCCACTTTTCAACACAGATGTGGACAACCTAGAAGGGAAGACACCACCAGTTTTTGCT 

TCTGAAGGCAAATACAGGGCTCTGAAAATGGATTTTTCTCTACCCCCTTCTACTTACGCC 

ACCATGGCCATTCGAGAAGTGCTAAAAATGGATACCAGTATCAAGAACCAGACGCAGCTG 

AATACAACCTGGCTTCGCTGAGCAGTACCTTGTCCACAGATTAGAAAACGTACACAAGTG 

TTTGCTTCCTGGCTCCCTGTGCATTTTTGTCTTAGTTCAGACTCATATATGGATTTCAAA 

TCTTTGTAATAAAAATTATTTGTATTTTTAAG 

Gene 803. >OTTHUMT00007007841 cDNA sequence 

GCCAAGATTGTGCCATTGCACTCCAGCTTGGGTGACAGAGCAAGACTCTGTCTCCAAAAA 

AAAAAAAAAAAAACCGGGAAAAAGCAACAAGAAGGAAGAGCAATGGCGACACTGGATCGC 

AAAGTGCCCAGTCCGGAGGCGTTTCTGGGCAAACCCTGGTCCTCCTGGATCGACGCCGCC 

AAATTACACTGCTCCGACAATGTAGATTTAGAAGAGGCTGGAAAAGAGGGTGGAAAAAGC 

AGGGAGGTTATGAGGCTTAATAAAGAAGGTAAGTGGAGCTACTGGCATTTT 

Gene 804. >OTTHUMT00007007842 cDNA sequence 
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ATGTCTTCCCCACTGCAGAGAGCTGCGGGAGGTACCAAGAGGGCCTTGTCTGCATCTTCT 

AGTTCCTCTGCCAGTCTACCCTTCGATGACAGGGACTCAAACCATCCCTCAGAGGGTAAG 

AATACTGACTCTTTATTAGCTGATGAAGGCAATGACTTTGAAGACAGCTTGAATCACAGT 

GTGAAGAAGAAAGCAGCAAAACGACCACCAAAAGCAACACCGGTGAATGGCAAACATCCA 

GAGAAAGGGTCCCGAGTGGTACATCGTCATAGCCGGAAACAGTCAGAGCCACCAGCCAAT 

GATCTTTTCAATGCTGTGAAAGCTGCCAAAAGTGACATGCAG 

Gene 805. >OTTHUMT0000700613 0 cDNA sequence 

ATTAAGGAGCGGAGGCTTTTGGAGCTGCTAAAATGCCGGATTACCTCGGTGCCGATCAGC 

GGAAGACCAAAGAGGATGAGAAGGACGACAAGCCCATCCGAGCTCTGGATGAGGGGGATA 

TTGCCTTGTTGAAAACTTATGGTCAGAGCACTTACTCTAGGCAGATCAAGCAAGTTGAAG 

ATGACATTCAGCAACTTCTCAAGAAAATTAATGAGCTCACTGGTATTAAAGAATCTGACA 

CTGGCCTGGCCCCACCAGCACTCTGGGATTTGGCTGCAGATAAGCAGACACTCCAGAGTG 

AACAGCCTTTACAGGTTGCCAGGTGTACAAAGATAATCAATGCTGATTCGGAGGACCCAA 

AATACATTATCAACGTAAAGCAGTTTGCCAAGTTTGTGGTGGACCTTAGTGATCAGGTGG 

CACCTACTGACATTGAAGAAGGGATGAGAGTGGGCGTGGATAGAAATAAATATCAAATTC 

ACATTCCATTGCCTCCTAAGATTGACCCAACAGTTACCATGATGCAGGTGGAAGAGAAAC 

CTGATGTCACATACAGTGATGTTGGTGGCTGTAAGGAACAGATTGAGAAACTGCGAGAAG 

TAGTTGAAACCCCATTACTTCATCCAGAGAGGTTTGTGAACCTTGGCATTGAGCCTCCCA 

AGGGCGTGCTGCTCTTTGGTCCACCCGGTACAGGCAAGACACTCTGTGCGCGGGCAGTTG 

CTAATCGGACTGATGCGTGCTTCATTCGAGTTATTGGATCTGAGCTTGTACAGAAATACG 

TCGGTGAGGGGGCTCGAATGGTTCGTGAACTCTTTGAAATGGCCAGAACAAAAAAAGCCT 

GCCTTATCTTCTTTGATGAAATTGATGCTATTGGAGGGGCTCGTTTTGATGATGGTGCTG 

GAGGTGACAATGAAGTGCAGAGAACAATGTTGGAACTGATCAATCAGCTTGATGGTTTTG 

ATCCTAGAGGCAATATTAAAGTGCTGATGGCCACTAACAGACCTGATACTTTGGATCCAG 

CACTGATGAGGCCAGGGAGATTGGATAGAAAAATTGAATTTAGCTTGCCCGATCTAGAGG 

GTCGGACCCACATATTTAAGATTCACGCTCGTTCAATGAGTGTTGAAAGAGATATCAGAT 

TTGAACTGTTAGCACGACTGTGTCCAAATAGCACTGGTGCTGAGATTAGAAGCGTCTGCA 

CAGAGGCTGGTATGTTTGCCATCAGAGCACGGCGAAAAATTGCTACCGAGAAGGATTTCT 

TGGAAGCTGTAAATAAGGTCATTAAGTCTTATGCCAAATTCAGTGCTACTCCTCGTTACA 

TGACATACAACTGAACCCTGAAGGCTTTCAAGTGAAAACTTTAAATTGGAATCCTAACCT 

TATATAGACTTGTTAATAACCAATTCATAAACAAATAAATGGCTTCAAAATTGTATGCTT 

TTTTCCATATCTCTTCTTGTAATATAATAAAAGGTGATTTCTAATGTTA 

Gene 806. >OTTHUMT000 070078 72 cDNA sequence 

GCAAAGAGCTTGTGGAGTCTGGCAGGAAGAGCAACGAAGGTGAAGGTGAAGACATTGAGC 
TGGAATCCGGACAACTATGTCCGCAAAACCAAGTTGGACTTACAGATTATTCCAAGAAAC 
TGTGATCCTACCTTACATCCTTTTGAGGTCCTGCAAGAATGTGTAAGAGTTTTAAATGCT 
ACCAAACTGGAAGGAGTATTTGCAAAACCATGCCTGGCTTGGCTGGATGGTCACGAGATG 
GAGTGAGTTGCTTGGCAAAGCATCCAAAGATCCTGGCTACTCTCCTTTCTAGGGGATGTG 
ATGGAGCAGTTAGAATTTGGAACCTGACTCAGCTGAAATGTATCCGTATAATACAAGCAC 
ATGAAGGTTTTGTACAGGGAATACGTGCTCACTTTTGTGGGACTTCTTTTTTCACTGTTG 
GTGATGACAAAACTGTGAAGCAGTGGAAAATGGATGGGCCAGGCTACGGAGAGGAGGAAG 
GGCCATTACATACAATATTAGGAAAGACAGTGTATACTGGGATTGATCATCACTGGAAAG 
AAGCTGTTTTTGCCACATGTGGACAGCAAGTAGACATTTGGGATGAACAAATAACTAATC 
CTATAAGTTCAATGACCTGGAGATTTGACAGTATAAGTAGTGGTAAATTTAATGCAATTG 
AGACATTTATCTTGGGAAGTTGTGCTTCCGACAGGACTACAGTACTGTATGATATGAGGC 
AAGCTACTCCTCTGAAAAAGGTTATCTTAGATATGAGAACAAATACAGTCTGTTGAAACC 
CTATGGAAGCTTTCATTTTTATGGCAGCAAATGATGATTATAACTTATTTACTTTTGATA 
TGCGTGCACTCATGTAATGGTCCATATGGATCATGTATCTGCAGTGCTTGATGTGGATTA 
CTCTCCCACTGGGAAAGAGTTTGTGTCTGCTAGTTTCAATAAATCTATTTGAATCTTTCC 
TGTAGATAAAAGTCAAAGCAGGGAGGTATATCACACAAAGTGAAAGCAACATGTTATGTG 
TGTAAAATGGACTTCTGACAGCAAGTATATTATGTATGGATCTGATGAAATGAACAGTTA 
CCTATGGAAAGCTAATGCTTCTGCAAAATTTGGTATGCTTACATCACAAGAAAAAGCAGC 
CAAGTATTATAACCAGAAACTGAAGGAGAAATTTCAGCGTCATCCTCATATACAACCGAT 
AGCTCGTCATTGACATCTACCAAATTCTGTCTACAGCCCAATTCAGGAACAGTGCATCAT 
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GAAAGAAGCTTGTCGATGAGAGGAAGTGAATCACGTTAAACACAGCAAGCCTGGATCTGT 

GCCAATTGTGTCAGAGAAGAAGAAACACATAGTGGCAGTTGTAAAA 

Gene 807. >OTTHUMT00007007874 cDNA sequence 

GCCTTTGGTTTGCATACAGAGTCTGCCCTAAATTCTCCAAGAATTGGAAGTCCACTGCGT 
CCAAAGAAATATACTGAAACAAATAATCTTCAGGCAATGCCTAGAGATGTGTCTACCAGT 
TTCTCTGACTTGGACTAGAGCCTTGGATAAAAGTAAAAAAGAGACATTGTCCATTTCCAG 
TGAAATTGAAGGACTCAACACCAGTATCTGATGATGTATCAAGTCAACTATATCCTCCAG 
AAGAACAGGAAGAACTTGATTTTTTATTTGATGAACAGACGCAACAAATAGAAGAAAAAG 
AAACACATTTACTGATTGGTCTCGTAATGATTCAGATTATGAAATTGATGAGCTGAATTT 
CAACAAGATGTTGATT 

Gene 808. >OTTHUMT00007007875 cDNA sequence 

GAGGGAAGGAGAGGTTGGAATGAGGGAAGCAGAGGTTGGAATGATGGAAGCAGAGGTTGG 

AATGATGGAAGCAGAGGCTGGAATGAGGGAAGCAGAGGCTGGAATGAGGGAAGCAGAGAT 

TGGAATGATGGAAGCAGAGGTTGGAATGAGGGAAGAAGAGGTTGGAATGATGGAAGCAGA 

GGTTGGAATGATGGAAGCAGAGGTTGGAATGATGGAAGCAGAGGTTGGAATGATGGAAGC 

GGAAGTTGGACTGATGGAAGCAGAGGTTGTAATGATGGAAGCAGAGGTTGGACTGATGGA 

AGCAGAGGTTGGAATGAGGGAAGCAGAGGTTGGAATGATAGAAGCAGAGGTTGGAATGAG 

GTAAGGAGAGGTTGGAATGAGGGAAGGAGAGGTTGGAATTGTGGAAGCAGAGGTTGGAAT 

GGTAGAAGCAGAGGTTGGAATGGTGGAGGCAGAGGTTGGAATGATGGAGGCAGAGGTTGG 

AATGATGGAGGCAGAGGTTGGAATGATGGAGGCAGATGTTGG 

Gene 809. >OTTHUMT00007007876 cDNA sequence 

GAGGAGAAGGTGGTGTACTCGCGGTCGCAACTGTCGCTGGCTGACAGCACCAAGGCGCTG 

GGCGACGCCTTCAAGCTCTTCATGCCCCGCAGCACGGAGTTCATGAGCTCGGACGCGGAG 

CTCTGGAGCTTCCTCTGCAGCCTCAAGCACCAGTTCTCCCCGCACATCCTGCGCAGCAAG 

GACGTCTACGGCTACTCCTCCTGCCGGGCCCTGGTACCCGACCCCCCGGGGCCCCCTACA 

GCCCGCGGCCAGGCGCGCCGGCCGGTTCCGCGCGCAGCGGCC 

Gene 810. >OTTHUMT00007006155 cDNA sequence 

CGCGCGGCCCCTGTCCTCCGGCCCGAGATGAATCCTGCGGCAGAAGCCGAGTTCAACATC 
CTCCTGGCCACCGACTCCTACAAGGTTACTCACTATAAACAATATCCACCCAACACAAGC 
AAAGTTTATTCCTACTTTGAATGCCGTGAAAAGAAGACAGAAAACTCCAAATTAAGGAAG 
GTGAAATATGAGGAAACAGTATTTTATGGGTTGCAGTACATTCTTAATAAGTACTTAAAA 
GGT AAAGT AGT AAC CAAAGAGAAAAT C CAGGAAGCCAAAGATGT CT ACAAAGAACATTT C 
CAAGATGATGTCTTTAATGAAAAGGGATGGAACTACATTCTTGAGAAGTATGATGGGCAT 
CTTCCAATAGAAATAAAAGCTGTTCCTGAGGGCTTTGTCATTCCCAGAGGAAATGTTCTC 
TTCACGGTGGAAAACACAGATCCAGAGTGTTACTGGCTTACAAATTGGATTGAGACTATT 
CTTGTTCAGTCCTGGTATCCAATCACAGTGGCCACAAATTCTAGAGAGCAGAAGAAAATA 
TTGGCCAAATATTTGTTAGAAACTTCTGGTAACTTAGATGGTCTGGAATACAAGTTACAT 
GATTTTGGCTACAGAGGAGTCTCTTCCCAAGAGACTGCTGGCATAGGAGCATCTGCTCAC 
TTGGTTAACTTCAAAGGAACAGATACAGTAGCAGGACTTGCTCTAATTAAAAAATATTAT 
GGAACGAAAGATCCTGTTCCAGGCTATTCTGTTCCAGCAGCAGAACACAGTACCATAACA 
GCTTGGGGGAAAGACCATGAAAAAGATGCTTTTGAACATATTGTAACACAGTTTTCATCA 
GTGCCTGTATCTGTGGTCAGCGATAGCTATGACATTTATAATGCGTGTGAGAAAATATGG 
GGTGAAGATCTAAGACATTTAATAGTATCAAGAAGTACACAGGCACCACTAATAATCAGA 
CCTGATTCTGGAAACCCTCTTGACACTGTGTTAAAGGTTTTGGAGATTTTAGGTAAGAAG 
TTTCCTGTTACTGAGAACTCAAAGGGTTACAAGTTGCTGCCACCTTATCTTAGAGTTATT 
CAAGGGGATGGAGTAGATATTAATACCTTACAAGAGATTGTAGAAGGCATGAAACAAAAA 
ATGTGGAGTATTGAAAATATTGCCTTCGGTTCTGGTGGAGGTTTGCTACAGAAGTTGACA 
AGAGATCTCTTGAATTGTTCCTTCAAGTGTAGCTATGTTGTAACTAATGGCCTTGGGATT 
AACGTCTTCAAGGACCCAGTTGCTGATCCCAACAAAAGGTCCAAAAAGGGCCGATTATCT 
TTACATAGGACGCCAGCAGGGAATTTTGTTACACTGGAGGAAGGAAAAGGAGACCTTGAG 
GAATATGGTCAGGATCTTCTCCATACTGTCTTCAAGAATGGCAAGGTGACAAAAAGCTAT 
TCATTTGATGAAATAAGAAAAAATGCACAGCTGAATATTGAACTGGAAGCAGCACATCAT 
TAGGCTTTATGACTGGGTGTGTGTTGTGTGTATGTAATACATAATGTTTATTGTACAGAT 
GTGTGGGGTTTGTGTTTTATGATACATTACAGCCAAATTATTTGTTGGTTTATGGACATA 



500/1290 



FIGURE 1 (CONT'D) 



CTGCCCTTTCATTTTTTTTCTTTTCCAGTGTTTAGGTGATCTCAAATTAGGAAATGCATT 

TAACCATGTAAAAGATGAGTGCTAAAGTAAGCTTTTTAGGGCCCTTTGCCAATAGGTAGT 

CATTCAATCTGGTATTGATCTTTTCACAAATAACAGAACTGAGAAACTTTTATATATAAC 

TGATGATCACATAAAACAGATTTGCATAAAATTACCATGATTGCTTTATGTTTATATTTA 

ACTTGTATTTTTGTACAAACAAGATTGTGTAAGATATATTTGAAGTTTCAGTGATTTAAC 

AGTCTTTCCAACTTTTC^TGATTTTTATGAGCACAGACTTTCAAGAAAATACTTGAAAAT 

AAATTACATTGCCTTTTGTCCATTAATCAGCAAATAAAACATGGCCTTAACAAAGTTGTT 

TGTGTTATTGTACAATTTGAAAATTATGTCGGGACATACCCTATAGAATTACTAACCTTA 

CTGCCCCTTGTAGAATATGTATTAATCATTCTACATTAAAGAAAATAATGGTTCTTACTG 

GAATGTCTAGGCACTGTACAGTTATTATATATCTTGGTTGTTGTATTGTACCAGTGAAAT 

GCCAAATTTGAAAGGCCTGTACTGCAATTTTATATGTCAGAGATTGCCTGTGGCTCTAAT 

ATGCACCTCAAGATTTTAAGGAGATAATGTTTTTAGAGAGAATTTCTGCTTCCACTATAG 

AATATATACATAAATGTAAAATACTTACAAAAGTGG 

Gene 811. >OTTHUMT00007007104 cDNA sequence 

ATGGAGGTTATGATCTATGTTGCCATCATGTTCATTTCCCAGGATAGAATCCTAAAAGAA 
TTACTGGGTGAACAGGAAGTTTGTGTGTATGTTACAGCCCGAAGTGTGCCTCTTGGGGAC 
AAATCACATATTCAGTGTTTTACATTCATAAAGGATATATATTTCCTGAAGAAAGTTGTC 
AATCACAGCAAGACCTTCACCACTTCTCTTGAGAATGTTGGGTCACACATGACAAAGGGC 
ATTACTTTTCTCAACCTTTATTATGTGGCTGTTTACTTACCTGGTCATTTCTTCCACCTA 
CTTAATGTTCAACATCCAGACCTGATCTGCCACAATCTCTTTCTGACAAATAATGAAATG 
ATTGATATGCTACCTCATTGCCCTTTACAGTCATTGTCAGGGTCCCTGGTATTGGATTGT 
TGTTCTGGAAAGCTCTATAGAGCACTGCTCAGCCAGTCGTCTTTATTACAGCTTCTGCAG 
AACACTTGCTTAGACTGTGAGAAGATGGCTGCGTTGCACTGCGCGCTCTACTGCGGTCAA 
GGTGCGCAGTTCCTGGAAGCCCAGGAAATTCCTGGAATAACTCTTGTGACAGAAGACATT 
GCATTGCCTCTTATGAAGGTGCTCAGCTTTAAGGGCTACTGGGAAAAACTGAACTCCAAC 
CTAGAATATGTTAAGTACGCCAAGCCACACTTCCACTATAACAACAGTGTGGTCAGGAGA 
GAGTGGCACAACCTGATCTCTGAAGAGAAAACAGGAAAAAGAAGGTCTGCGGCATACGTG 
AGGAATATTCTTGATAATGCAGTAGCCAAGATTAACACCCCTCCTGCAGGAGGAAGACAG 
CCACCAGCGGCTGCTCATGGGGCTGAGGACACTGCAATTTGGAGAAATAGTCGTGGCAGT 
GCTGCTGAATTTGCAGTTTTTCACATCATGACCAGGATTCTGGAAGCTACAAACAGTTTG 
TTTTTACCTCTGCCTCCTGAAACTTTATACCCATTGAACAGCAATTACTTATCCCCTACT 
CCCCGGTTCCTGGCAAGCACTGTTCTACCTTCTGTGTCTATGAGTTTGACTACTTTAGAT 
ACTGCAGACTGCAAGGTGTATGGGAGCAGCAGTTGTGCCTGTTTTGCTCATTTTTATACT 
CTTAGCCCCTTGCCATTTCATACTCTGCACACCATCCTCGGGGTCCAGTGTCTCCCTTTG 
CATAACCTGCTGCATTGCATTGACAGTGGAGTGTTGCTTCTCACTGAAACAGCTGTCATA 
AGGCTCATGAAACTGGATAATACAGAGAAAAATGAAAAACTGAAATTCAGTATCATTGTG 
CGGCTTCCTCCGCTTATTGGGCAGAAGATTTGTAGACTTTGGGATCATCCTATGAGTTCT 
AACATCATTTCGCGGAACCACGTGACGCGACTGCTTCAGAACTATAAGAAACAGCCTCGG 
AATTCTATGATTAACAAGTCATCGTTCAGTGTAGAATTTCTGCCTCTGAACTACTTCATT 
GAAATTCTGACAGATATAGAGTCCTCCAATCAACTGTATCCTTTTGAAGGACATGACAAT 
GTGGATGCAGAATTTGTAGAGGAAGCAGCTCTGAAACACACCGCGATGCTTTTAGGCTTA 
TGA 

Gene 812. >OTTHUMT00007007105 cDNA sequence 

ATGCCCGGCCATGACAACATCTTAATAACTATGCTTTATGTTTTAGAAAACGATTATGAG 
AGCTTACATGTATTAAATGTTGAAAGAAATGGAAATATTATTTATACCTATAAGGATGAT 
AAGGGAAATGTCGTCTTTGGATTATATGATTGTCAAACCAGACAAAATGAGGACTTCCCT 
GGTAGTGCATACAAGAGTGAACATGACCTAAACTGGTTGGATACAAGAGAATACTTTGCT 
GCAAGTTTAGTTCAGTCTACTAAAGAAGGAAAAAGGAACGAACTTCAACCATCAAAGTGC 
TTGACTTTGTTGGTTGAAATCCACCCTGTTAACAATGTGAAGGTTCTAAAGGCTGTGGAT 
AGCTATATTTGGGTTCAGTTTCTCTACCCACATATTGAAAGTCATCCTCTTCCAGAGAAC 
CATCTGTTACTGATTTCAGAAGAGAAAATTGAACAATTTCGTATCCATGTCGCCCAAGAA 
GATGGAAATAGAGTGGTGATTAAAAATTCTGGCCATCTCCCAAGAGACAGAATAGCTGAG 
GATTTCGTTTGGGCTCAGTGGGATATGTCAGAACAGAGATTATATTACATTGACCTGAAG 
AAATCAAGGAGTATCTTAAAATGTATCCAGTTTTATGCTGATGAGAGCTATAACTTAATG 
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TTTGAAGTACCCTTGGACATATCATTAAGCAACTCAGGATTTCTTGTCAACTTTGGATGT 
GATTATCATCAATACCGAGATAAATTTTCCAAACACCTGACTCTGTGTGTTTTTACCAA.C 
CATACAATTTCTCGTGACCATTACTAG 

Gene 813. >OTTHUMT00007007106 cDNA sequence 

TAAATGGCAGCCAATGGAGGGTGGTGTTGCGCGGGGCTGGGATTAGGGCCGGGGCGAATG 
GCTGGCAATCTTACTGGGATTACAGAACAAAGAGCCTCCCCGCGCTCCCGCTCTCCGCTC 
CTCTCCCCGCGCCGCCCCGCCCTCCGCCGCAGCCCGCGCCGGGGGTGGGGGCCGCCGAGC 
GCCAGCCCCCCGGCCGGCCGATTCCCCCCCCGCGCCCCCTCCCCGCGCCTCCCTCCCCGC 
CCTCGCCGCGCCGCCGTCCTCGCCTCCCTCTGCCTCTCCTTCCCCCATTCTCCCGGATTA 
ATTAAGGAGGCAGCGGCAGGAGGCTGAGTCCTGGCCGCGGGCCGGGGCCGGGGCGCCGCT 
GGCAGGAGCGCTTGGGGATCCTCCAAGGCGACCATGGCCTTGCTGGGTAAGCGCTGTGAC 
GTCCCCACCAACGGCTGCGGACCCGACCGCTGGAACTCCGCGTTCACCCGCAAAGACGAG 
ATCATCACCAGCCTCGTGTCTGCCTTAGACTCCATGTGCTCAGCGCTGTCCAAACTGAAC 
GCCGAGGTGGCCTGTGTCGCCGTGCACGATGAGAGCGCCTTTGTGGTGGGCACAGAGAAG 
GGGAGAATGTTCCTGAATGCCCGGAAGGAGCTACAGTCAGACTTCCTCAGGTTCTGCCGA 
GGGCCCCCGTGGAAGGATCCGGAGGCAGAGCACCCCAAGAAGGTGCAGCGGGGCGAGGGT 
GGAGGCCGTAGCCTCCCTCGGTCCTCCCTGGAACATGGCTCAGATGTGTACCTTCTGCGG 
AAGATGGTAGAGGAGGTGTTTGATGTTCTTTATAGCGAGGCCCTGGGAAGGGCCAGTGTG 
GTGCCACTGCCCTATGAGAGGCTGCTCAGGGAGCCAGGGCTGCTGGCCGTGCAGGGGCTG 
CCCGAAGGCCTGGCCTTCCGAAGGCCAGCCGAGTATGACCCCAAGGCCCTCATGGCCATC 
CTGGAACACAGCCACCGCATCCGCTTCAAGCTCAAGAGGCCACTTGAGGATGGCGGGCGG 
GACTCGAAGGCCCTGGTGGAGCTGAACGGTGTCTCCCTGATTCCCAAGGGGTCACGGGAC 
TGTGGCCTGCATGGCCAGGCCCCCAAGGTGCCACCCCAGGACCTGCCCCCAACCGCCACC 
TCCTCCTCCATGGCCAGCTTCCTGTACAGCACGGCGCTCCCCAACCACGCCATCCGAGAG 
CTCAAGCAGGAAGCACCTTCCTGCCCCCTTGCCCCCAGCGACCTGGGCCTGAGTCGGCCC 
ATGCCAGAGCCCAAGGCCACCGGTGCCCAAGACTTCTCCGACTGTTGTGGACAGAAGCCC 
ACTGGGCCTGGTGGGCCTCTCATCCAGAACGTCCATGCCTCCAAGCGCATTCTCTTCTCC 
ATCGTCCATGACAAGTCAGAGAAGTGGGACGCCTTCATAAAGGAAACCGAGGACATCAAC 
ACGCTCCGGGAGTGTGTGCAGATCCTGTTTAACAGCAGATATGCGGAAGCCCTGGGCCTG 
GACCACATGGTCCCCGTGCCCTACCGGAAGATTGCCTGTGACCCGGAGGCTGTGGAGATC 
GTGGGCATCCCGGACAAGATCCCCTTCAAGCGCCCCTGCACTTATGGAGTCCCCAAGCTG 
AAGCGGATCCTGGAGGAGCGCCATAGTATCCACTTCATCATTAAGAGGATGTTTGATGAG 
CGAATTTTCACAGGGAACAAGTTTACCAAAGACACCACGAAGCTGGAGCCAGCCAGCCCG 
CCAGAGGACACCTCTGCAGAGGTCTCTAGGGCCACCGTCCTTGACCTTGCTGGGAATGCT 
CGGTCAGACAAGGGCAGCATGTCTGAAGACTGTGGGCCAGGAACCTCCGGGGAGCTGGGC 
GGGCTGAGGCCGATCAAAATTGAGCCAGAGGATCTGGACATCATTCAGGTCACCGTCCCA 
GACCCCTCGCCAACCTCTGAGGAAATGACAGACTCGATGCCTGGGCACCTGCCATCGGAG 
GATTCTGGTTATGGGATGGAGATGCTGACAGACAAAGGTCTGAGTGAGGACGCGCGGCCC 
GAGGAGAGGCCCGTGGAGGACAGCCACGGTGACGTGATCCGGCCCCTGCGGAAGCAGGTG 
GAGCTGCTCTTCAACACACGATACGCCAAGGCCATTGGCATCTCGGAGCCCGTCAAGGTG 
CCGTACTCCAAGTTTCTGATGCACCCGGAGGAGCTGTTTGTGGTGGGACTGCCTGAAGGC 
ATCTCCCTCCGCAGGCCCAACTGCTTCGGGATCGCCAAGCTCCGGAAGATTCTGGAGGCC 
AGCAACAGCATCCAGTTTGTCATCAAGAGGCCCGAGCTGCTCACTGAGGGAGTCAAAGAG 
CCCATCATGGATAGTCAAGGAACTGCCTCCTCACTTGGCTTCTCTCCCCCTGCCCTGCCC 
CCAGAGAGGGATTCCGGGGACCCTCTGGTGGACGAGAGCCTGAAGAGACAGGGCTTTCAA 
GAAAATTATGACGCGAGGCTCTCACGGATCGACATCGCCAACACACTAAGGGAGCAGGTC 
CAGGACCTTTTCAATAAGAAATACGGGGAAGCCTTGGGCATCAAGTACCCGGTCCAGGTC 
CCCTACAAGCGGATCAAGAGTAACCCCGGCTCCGTGATCATCGAGGGGCTGCCCCCAGGA 
ATCCCGTTCCGAAAGCCCTGTACCTTCGGCTCCCAGAACCTGGAGAGGATTCTTGCTGTG 
GCTGACAAGATCAAGTTCACAGTCACCAGGCCTTTCCAAGGACTCATCCCAAAGCCTGAT 
GAAGATGACGCCAACAGACTCGGGGAGAAGGTGATCCTGCGGGAGCAGGTGAAGGAACTC 
TTCAACGAGAAATACGGTGAGGCCCTGGGCCTGAACCGGCCGGTGCTGGTCCCTTATAAA 
CTAATCCGGGACAGCCCAGACGCCGTGGAGGTCACGGGTCTGCCTGATGACATCCCCTTC 
CGGAACCCCAACACGTACGACATCCACCGGCTGGAGAAGATCCTGAAGGCCCGAGAGCAT 
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GTCCGCATGGTCATCATTAACCAGCTCCAACCCTTTGCAGAAATCTGCAATGATGCCAAG 
GTGCCAGCCAAAGACAGCAGCATTCCCAAGCGCAAGAGAAAGCGGGTCTCGGAAGGAAAT 
TCCGTCTCCTCTTCCTCCTCGTCTTCCTCTTCCTCGTCCTCTAACCCGGATTCAGTGGCA 
TCGGCCAACCAGATCTCACTCGTGCAATGGCCAATGTACATGGTGGACTATGCCGGCCTG 
AACGTGCAGCTCCCGGGACCTCTTAATTACTAGACCTCAGTACTGAATCAGGACCTCACT 
CAGAAAGACTAAAGGAAATGTAATTTATGTACAAAATGTATATTCGGATATGTATCGATG 
CCTTTTAGTTTTTCCAATGATTTTTACACTATATTCCTGCCACCAAGGCCTTTTTAAATA 
AGTAAAAAA 

Gene 814. >OTTHUMT00007007119 cDNA sequence 

GTGGCGACGGTGGCGGACACTTGGGGTCTGGACGCAACGGCGGCGGGAGCATGAACGCCC 

CTCCAGCCTTCGAGTCGTTCTTGCTCTTCGAGGGCGAGAAGATCACCATTAACAAGGACA 

CCAAGGTACCCAATGCCTGTTTATTCACCATGAACAAAGAAGACCACACACTGGGAAACA 

TCATTAAATCACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTGTCAGTTTCCTGAGG 

CCTCCCCAGCCACGCTTCCTGTACAGCCTGCAGAACTCTGCCCCAGAGCACATCAGCTAT 

GTGCCCCAGCTCTCAAACGACACCTTGGCGGGGAGGCTCACCCTGTCCACCTTCACGCTG 

GAGCAGCCTCTAGGCCAGTTCAGCAGCCACAACATCTCTGA 

Gene 815. >OTTHUMT00007006171 cDNA sequence 

GGAAGGCTGATAACCATCATTTTACTCGTTACTTCCATTTTCTTCTACCTCAGTTTAAAA 

GATGTGATAATATGTGGTCAAGTTAATCATGCCTGGATGTTGATGACACAACTAAACTCA 

CTGTGGAATGCTATTGATTTTTCCTCAGTGAAAAATGTGATTCCAGATAAATATATAGTG 

TCTACTTTGCAAAGGTGGCGTTTAAATGTGCTGCGTTTGAATTTTCGTGGTTGTCTTCTC 

CGACCCAAAACTTTCAGATCTGTCAGCCACTGTAGGAACTTGCAAGAGTTGAATGTCTCT 

GACTGCCCAACATTCACAGATGAATCAATGAGACACATTTCTGAGGGCTGCCCGGGGGTC 

CTGTGTCTCAATCTGTCTAACACAACTATCACCAACAGGACGATGCGACTCCTGCCGAGG 

CACTTCCACAACTTACAGAATCTTAGTTTGGCTTATTGCAGACGGTTCACAGACAAAGGC 

TTACAGTACCTGAACTTGGGGAATGGATGCCACAAGCTCATCTATCTGGACCTCTCTGGC 

TGCACCCAGATTTCAGTCCAAGGCTTCAGGTACATTGCAAACAGCTGCACTGGAATTATG 

CATCTTACCATTAATGACATGCCAACTCTGACGGACAACTGTGTAAAAGCTTTAGTTGAA 

AAATGCTCTCGTATTACATCGCTGGTTTTCACTGGTGCACCGCATATCTCCGATTGTACT 

TTCAGAGCTCTTTCTGCTTGTAAACTCAGAAAGATCCGATTTGAAGGAAATAAAAGGGTT 

ACTGATGCATCCTTCAAATTTATAGACAAGAATTATCCAAATCTCAGTCACATTTATATG 

GCTGACTGCAAGGGAATAACAGACAGCAGCCTCAGATCCCTTTCACCTTTGAAGCAACTG 

ACTGTGTTGAATTTGGCAAATTGTGTAAGAATTGGTGATATGGGACTAAAGCAATTTCTT 

GATGGTCCTGCAAGCATGAGGATAAGAGAGCTAAATTTAAGCAACTGTGTGCGGCTAAGT 

GATGCCTCTGTTATGAAACTATCTGAGCGCTGCCCTAATTTAAACTACTTGAGTTTACGA 

AATTGTGAACATTTGACTGCCCAAGGAATTGGATATATTGTAAACATCTTTTCCTTGGTA 

TCAATAGATCTCTCTGGAACAGACATCTCTAATGAGGGTTTGAATGTGCTTTCCAGACAT 

AAAAAATTGAAGGAACTTTCTGTATCTGAATGTTATAGAATCACTGATGATGGAATTCAG 

GCATTCTGCAAAAGCTCACTGATCTTGGAACATTTGGATGTCTCTTATTGCTCCCAGCTG 

TCAGATATGATTATCAAAGCACTGGCCATTTACTGCATTAACCTCACATCTCTCAGCATT 

GCTGGCTGTCCAAAGATTACTGACTCAGCAATGGAGATGTTATCGGCAAAATGCCATTAC 

CTGCACATTTTGGATATCTCTGGTTGTGTCTTGCTTACTGACCAAATCCTTGAGGACCTT 

CAGATAGGCTGCAAACAACTCCGGATCCTTAAGATGCAATACTGCACAAATATTTCCAAG 

AAGGCAGCTCAAAGAATGTCATCTAAAGTTCAGCAGCAGGAATACAACACTAATGACCCT 

CCACGTTGGTTTGGCTATGATAGGGAAGGAAACCCTGTTACAGAGCTTGACAACATAACA 

TCATCTAAAGGAGCCTTAGAATTAACAGTGAAAAAGTCAACATACAGCAGTGAAGACCAA 

GCAGCGTGACCTTCAGCCTCAAGCAGGAAGAACAAAAAATCAAGAACTTGGCAAGTTTTC 

TCCATTTGTTGCAAGTATGTTTACTAGCTGAATCTCAATAACAATGTAAACAAGCAA 

Gene 816. >GTTHUMT00007006177 cDNA sequence 

CGTGGGCCGCCAGACTCGGGAGAGGCTCCGTCTTGTGCAAGGGTCCTGTGGGCTGGCTGC 
ACTGGCCTCTGCGGTGGTGCCTGCCAGAATGCCCCACTTGGAAAACGTGGTGCTTTGTCG 
CGAGTCTCAAGTGTCCATCTTGCAGTCCTTGTTTGGAGAGAGACATCATTTCAGCTTTCC 
ATCCATTTTTATTTATGGACATACTGCTAGTGGAAAGACCTATGTAACACAAACGTTGTT 
GAAAACTTTAGAGCTCCCACATGTGTTTGTGAATTGTGTTGAATGCTTTACATTGAGGCT 
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GCTTTTGGAACAAATTTTAAACAAATTGAATCATCTTAGTTCTTCAGAGGATGGATGTTC 

TACTGAAATAACCTGTGAAACATTTAATGACTTTGTTCGCTTGTTTAAACAAGTAACCAC 

AGCTGAAAATCTTAAAGATCAGACTGTATATATTGTTCTAGATAAAGCAGAGTATCTAAG 

AGATATGGAAGCAAATCTTTTGCCTGGATTTCTTAGATTACAAGAATTGGCTGACAGAAA 

TGTGACTGTTCTCTTTCTCAGTGAAATTGTTTGGGAAAAGTTTCGTCCAAATACTGGATG 

CTTTGAGCCGTTTGTCTTATATTTCCCTGATTACAGCATAGGCAACCTTCAAAAGATCCT 

GTCCCATGATCATCCTCCAGAGTATTCAGCTGATTTCTATGCTGCCTACATTAACATTCT 

TCTTGGAGTTTTCTACACTGTTTGTCGAGATTTGAAAGAGCTCAGACATCTGGCAGTACT 

TAATTTTCCTAAATATTGTGAACCCGTGGTTAAAGGAGAAGCAAGTGAACGTGATACTCG 

CAAACTGTGGAGAAATATTGAACCTCATTTGAAGAAAGCTATGCAGACTGTTTATCTCAG 

GGAAATATCAAGTTCCCAGTGGGAAAAGCTACAGAAAGATGACACAGATCCGGGGCAACT 

GAAAGGCCTCTCAGCGCATACTCATGTGGAACTTCCATATTACTCTAAGTTCATTCTAAT 

TGCTGCATACCTTGCTTCATACAATCCAGCAAGAACTGACAAGAGGTTTTTTCTTAAGCA 

TCATGGAAAAATCAAGAAAACCAACTTTCTAAAAAAACACGAAAAGACAAGCAATCATCT 

CCTTGGGCCAAAACCATTTCCACTAGACAGATTATTAGCAATATTATATAGTATCGTGGA 

CAGCAGAGTTGCTCCAACAGCAAATATTTTTTCCCAGATTACCTCTCTAGTGACCCTTCA 

GCTGTTAACCCTGGTTGGCCATGACGATCAGCTTGATGGACCAAAATACAAATGCACAGT 

GTCTCTAGACTTCATCAGAGCTATTGCAAGGACGGTGAACTTTGACATAATAAAATACTT 

GTATGATTTCTTGTGAAAACAAGCTTCAAAGCCATATGGACACTGTGACAATGACTAAGC 

CAAGCTGTGTTCATCCAGCTACTTAGCTGGCCAAGGAGAGGAGTTCTTTGGCTCTATTGG 

ATTTGTCCAAACAGGTGCTGGCCCAGCATGGAATCTGATGAAAATATTCTGATTGGTCTG 

GGTGGATGTGAGCAGAAGACTATTTACCAGGGACCCTGGAGTATTTGGAAGCAACGTGTT 

AATTATAAACAGCAGGGTTTGAGCACAATCTGTTCTACTCTTAATGATGTTATCTTAACA 

CTGAAATTGCCTGAAACCCATTTACTTAGGACTACATTTTGCTCTGTGAACTATCCCCTG 

CGCTTTGAACGTGCCAGCAGCCCTTGTTTATATGCCCATTCTTTTCACTTCCTCTCCACA 

GGAGCCTCTGCAGTCGCTTGCCAAAGCAGATTTTCCTAAGGCCACTGTTTTAAAAGATCA 

TAGTTGCAAAATATAATAAATACAAGTTCTTTTTAAAATCC 

Gene 817. >OTTHUMT000 07007126 cDNA sequence 

ATGGGGCGGGGCCTCTGGGAGGCGTGGCCTCCGGCCGGCTCCTCTGCTGTTGCCAAGGGA 
AACTGCCGCGAGGAGGCGGAAGGAGCAGAGGACCGGCAGCCGGCGTCGAGGCGGGGCGCG 
GGAACGACGGCGGCCATGGCGGCCTCGGGGCCCGGGTGTCGCAGCTGGTGCTTGTGTCCC 
GAGGTGCCATCCGCCACCTTCTTCACTGCGCTGCTCTCGCTGCTGGTTTCCGGGCCTCGC 
CTGTTCCTGCTGCAGCAGCCCCTGGCGCCCTCGGGCCTCACGCTGAAGTCCGAGGCCCTT 
CGCAACTGGCAAGTTTACAGGCTGGTAACCTACATCTTTGTCTACGAGAATCCCATCTCC 
CTGCTCTGCGGCGCTATCATCATCTGGCGCTTTGCTGGCAATTTCGAGAGAACCGTGGGC 
ACCGTCCGCCACTGCTTCTTCACCGTGATCTTCGCCATCTTCTCCGCTATCATCTTCCTG 
TCATTCGAGGCTGTGTCATCACTGTCAAAGCTGGGGGAAGTGGAGGATGCCAGAGGTTTC 
ACCCCAGTGGCCTTTGCCATGCTGGGAGTCACCACCGTCCGTTCTCGGATGAGGCGGGCC 
CTGGTGTTTGGCATGGTTGTGCCCTCAGTCCTGGTTCCGTGGCTCCTGCTGGGTGCCTCG 
TGGCTCATTCCCCAGACCTCTTTCCTGAGTAATGTCTGCGGGCTGTCCATCGGGCTGGCC 
TGTATCCACCTACTGCTATTCCATCGACCTCTCAGAGCGAGTGGCACTGAAGCTCGATCA 
GACCTTCCCCTTCAGCCTGATGAGGAGGATATCCGTGTTCAAGTACGTCTCAGGGTCTTC 
AGCCGAGAGGAGGGCAGCCCAGAGCCGGAAACTGAACCCGGTGCCTGGCTCCTACCCCAC 
ACAGAGCTGCCACCCTCACCTGTCCCCAAGCCACCCTGTGTCCCAGACGCAGCACGCCAG 
TGGTCAGAAGCTGGCCTCCTGGCCCTCCTGCACCCCCGGGCACATGCCCACCTTGCCTCC 
GTACCAGCCTGCCTCCGGCCTGTGCTATGTGCAGAACCACTTTGGTCCAAACCCCACCTC 
CTCCAGTGTCTACCCAGCTTCTGCGGGCACCTCCCTGGGCATCCAGCCCCCCACGCCTGT 
GAACAGCCCTGGCACGGTGTATTCTGGGGCCTTGGGCACACCAGGGGCTGCAGGCTCCAA 
GGAGTCCTCCAGGGTCCCCATGCCCTGAGAGAATTTCTAGGGAAGTCATCTCACTTGGCC 
TTCTGAAGGTCCTCCCTAAGAGTCTCCTGACAAAAGTTACTTATTGAACACCTCTATGTG 
CCAGGCTCTGTGTTGGGTACTTTGATCAATGCCCCTGTTTCAGTCTCATCTGTACTCACG 
GCAGCCCTGTGGAGTACGGTGTACTGGCCCAGCTTACAGATGCAGAAAGCGAGACGTTCT 
GCCATCAGATAAAGTCACGTGGCTCTTTAGTAACACGGACAAGGCTCCTCGCCAAGGAAC 
TCGTGGCAGAAGAGGGCAGCAGTTGGCAGTAGCTGCCGATGTCTGTCCCCAGCTCCACCA 
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TTCCTCCCTGTGGCTGTGCCGTGCTCGTGGTTTCAGTGTCCGTGTGTCCATGTGTCTGCC 
CTTCAGGAGCTCGCAGCTGGTGTGCTTGGCGGTCCCAGGCCTGTGTAGTGTCTCTCCCCT 
GCTGCGGGCGCCCCCACCCCGATTCCTCTCCCCAGAAGCGGTGGGATGGGCCCCCATGAA 
CTGCAGCAGCATGCTGAGGTGTCCATGTTGTCTGCCTTTGTATAAAGAAACAGCCTCTGA 
AAAGAAAAGAAAAAGACG 

Gene 818. >OTTHUMT00007006180 cDNA sequence 

GGAGAAGCACTACACCTAATCCTCTTACCTGCTACAGGCAATGTGGCAGAGAATTCTCCA 

CCTGGGACTTCAGTGCACAAGTTTTCTGTGAAGTTATCAGCATCATTGTCACCTGTGATC 

CCAGGATTTCCCCAGATAGTCAACTCAAATCCCCTCACTGAAGCTTTTAGGGTGAATTGG 

CTGTCAGGCACCTACTTTGAGATGGGGAAAATGACGCACAGAGAGATTAACTACCCAACG 

TCCTCTACCATCCCTCCAAGAAGATCCTACTCTCCAACCGAAATTGCTCACAAGAGTTAC 

TCCTGCAGCCTTCCAGACATGAAAATCTCCATGGCAGAATCTGGCCCCTCCTTGGATAGC 

CTTGACATTCTGGAGGATGGCGAGTCTGGGTCACCATTTCTTGTGACTCATTTGTACTTT 

CTGGGGGTTGTCACCACTGGGATGGAACAACTAGATTTTGAAACAGGACCAAACATATTT 

GATTTGCAGATTTATGTGAAGGATGAGGTTGGTGTCACAGACCTGCAAGTCCTGACTGTC 

CAGGTAACAGATGTGAACGAGCCACCTCAGTTTCAAGGCAACTTGGCAGAACATCTCCGT 

GCAGACCAGCCACATTTCAATGCTCATAGTCACACGTACGTGAGGGTAGTGGCTACTGCA 

TTGGCCAGGCACAGGCTTAGATCTAGCATTGGTTCCCCCTTCCTGGGCACCTTCTGTGTT 

GTGGTGGGCATGCAGTATTTCCTGATTTCTCCCCCAAAGAGCTTCAGAATGTCTGCTAAT 

GGCACCCTCTTCTCCACAACAGAATTGGACTTTGAAGCAGGACACAGATTCCATCTCATC 

GTGGAGGTGAGGGACAGTGGAGGCCTCAAAGCCTCCACAGAGCTCCAGGTGAACATCGTG 

AACCTCAACGACGAAGTCCCTCGCTTTACCCCGACACGAGTGTACACAGTCCTGGAGGAA 

CTGAGTCCAGGAACCATCGTGGCCAATATCACAGCGGAGGATCCTGATGATGAAGGTTTT 

CCCAGCCACCTCCTCTACAGCATTACCACTGTTAGCAAATATTTCATGATAAATCAGACT 

GGTACAATCCAAGTGGCCCAAAGGATAGACCGAGATGCAGGTGAATTGAGACAAAATCCC 

ACCATTTCCCTGGAAGTTCTAGTGAAGGACAGACCATATGGGGGTCAGGAGAATCGCATC 

CAGATAACCTTCATTGTGGAAGACGTCAACGACAATCCTGCCACATGCCAAAAGTTCACC 

TTCTCCAGTCTCCACCCTGCTCTGTGCTCCAAGACGCTGACCTGGATGGATACCGTATTA 

GACTGTTTTCATGCTGCTGATAAAGATATACCTGTGACTGGGCGATTTACAAAAGAAAGA 

GGTTTAATTGGACTTACAGTTCCACATGGCTGGGGAAGCCTCACAATCATGGCAGAAGGC 

AAGGAGGAGCAAGTCACATCTTACATGGATGGCAGCAGGCAAAGAGATAGAGCTTGTGTA 

GGGAAACTCCTCCTTATAAAGCCATCAGATCTCATGAGACTTAGTCACTATCACGAGAAC 

AACTCAGGAAAGACTTGCCCCCATGATTCCATTTCCTCCTACCAGGTCCCTCCCACAACA 

TGTAGGAATTCATTAGCCCTGAAGGCCAATGTGAAATCCGTAGCTGGACTAACTGCATTT 

ATTACTGAAGATAATCTAACCAAGGCTCAAGTTCCCTCTTTGGGCTCTTCTAGCGGGAGG 

AACTCTCAGCCACCCTATGAACGCCAAGATGTGAGGAAGGGCAACGAAAGGGACCCCTCC 

TCTGCAGTTCCAGGGGCGGAGGTCTTCAGCCTAAAGCCCAGCCTCGCGTCCCAAGGCTGC 

ATAAGGGCGAACGTCTACGTTTATATCCTAACAAGCCCAGAAAATGAGTTTCCTCTCATT 

TTTGATAGGCCATCCTATGTATTTGATGTGTCAGAAAGAAGGCCCTTAAAGAAGTTCCAT 

TTACAAGGGGCAGCAGGCAAGGTGGCACATGGAGACACCGTAAATCCACACCTTCCTGGA 

AAAACAACTCGGTGTCATCTGCAGGTTACTGTGAACATCCTTGAAGAAAATGATGAAAAG 

CCAATTTGTACTCCAAACTCTTATTTCCTGGCCCTCCCAGTGGATCTGAAAGTTGGCACA 

AATATTCAGAATTTCAAGCTGACATGTACCGACCTTGATTCCAGCCCCAGATCTTTCCGT 

TATTCCATTGGCCCAAACGTCAACAATCATTTCACCTTCTCTCCCAATGCTGGTTCCAAT 

GTCACACGCCTGCTGCTTACATCTCGCTTTGACTATGCTGGTGGGTTTGATAAGATCTGG 

GACTACAAGCTACTTGTCTACGTAACTGATGACAACTTGATGTCTGACAGGAAGAAAGCG 

GAGGCTCTTGTTGAGACAGGAACAGTGACACTGAGTATTAAAGTCATTCCCCACCCAACC 

ACTATCATCACCACGACCCCCAGGGAGCTGATTTCCATGGGCATGCTGCCAGTTGCTACC 

TTCACAACCCCTCTCTGCTTGTTCAGAAGAGTCTTTGCAAGTCAATATCCATGA 

Gene 819. >OTTHUMT00007006186 cDNA sequence 

CAGCAGCCGCAGCCGCCTCGCGCCCGGTCCCGCGGTCGCAGCTCCAGCCGCCTCCTCCGC 
GCAGCCGCCGCCTCAGCTGCTCGCTCTGTGGGTCGGTCCTCTCCGGCACTTGGGCTCCAG 
TCGCGCCCTCCAAGCCCTTCAGGCCGCCCCAGTGTCCTCCTCCTTCTCCGGCCAGACCCA 
GCCCCGCGAAGATGGTGGACCGCGAGCAACTGGTGCAGAAAGCCCGGCTGGCCGAGCAGG 
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CGGAGCGCTACGACGACATGGCCGCGGCCATGAAGAACGTGACAGAGCTGAATGAGCCAC 
TGTCGAATGAGGAACGAAACCTTCTGTCTGTGGCCTACAAGAACGTTGTGGGGGCACGCC 
GCTCTTCCTGGAGGGTCATCAGTAGCATTGAGCAGAAGACATCTGCAGACGGCAATGAGA 
AGAAGATTGAGATGGTCCGTGCGTACCGGGAGAAGATAGAGAAGGAGTTGGAGGCTGTGT 
GCCAGGATGTGCTGAGCCTGCTGGATAACTACCTGATCAAGAATTGCAGCGAGACCCAGT 
ACGAGAGCAAAGTGTTCTACCTGAAGATGAAAGGGGACTACTACCGCTACCTGGCTGAAG 
TGGCCACCGGAGAGAAAAGGGCGACGGTGGTGGAGTCCTCCGAGAAGGCCTACAGCGAAG 
CCCACGAGATCAGCAAAGAGCACATGCAGCCCACCCACCCCATCCGATTAGGCCTGGCTC 
TTAACTACTCCGTCTTCTACTATGAGATCCAGAACGCCCCAGAGCAAGCGTGCCACTTGG 
CCAAGACCGCGTTCGACGACGCCATCGCCGAGCTTGACACCCTCAACGAGGACTCCTACA 
AGGACTCCACGCTCATCATGCAGCTCCTCCGCGACAACCTCACGCTCTGGACGAGCGACC 
AGCAGGACGACGATGGCGGCGAAGGCAACAATTAAGGCCCCAGGGGAACTGGCAGCGCAC 
GCGGATGCTACTACTGCAGTCTTTATTTTTTTCCCATGAGTTGGGGGTCGGGTGGGGGAG 
GGAAAGGGAGGGATGACCTTCCCAGGGAGAAACCCACGACCTGTCCTGTCTTTGATCGCC 
TCTTTGACATTTTTGCCAAAATACCACTAGTGGAAAGTCAGGCTAGCTGTGCTGGTATTG 
GAATAGCAGCCTCACACTGGCGTCTGGACTGTTCTGTAGATTCATGCAAGTGGAGCTGTC 
TGTCTCTAATTTAACTTATTGCTAGATAATAGGGTTTTCAGATGAAAAGAAAACTTAAAG 
AGGAATGGCCCTCATTCAGTAAGTTCTGTGGTTCCAGTAAGGATTTTTATGTACATACGC 
TCTCGTCTCTCGTTTTGGGTACTTTCTATCTCATCTGTCTCGGCTCTGCATGTTTTCCAG 
GGTGTAGCCTACAGACATGGAACAGTGTAAATCCCAGACTGACAGACTTAGAACCTGAGG 
TCTCATTCATCCTTATGGTTTAGGCCTTGCCAGTTTTCCGAAGTCTCTGATTAGTTGACA 
GTATTAACACTAAATTGCAGTTTACAGTATTTCTACATTACAGCCATATGTAACATCAAG 
CCATCGATTGTGTACTTTTCCTTTGCTAGTTGTTTGGGCTTTAACATCCTTATTCAGCCT 
TATCCAGGTTGGTTTTGCTGTTGATCGGTCTCCTAGGCTAAATGAGAATGAAAGCGACTT 
CAGGTCAGGTGGCTGTGGGATTTTTTTTTTTTGGTCCTTCTTTCCTCTTAACGTAAATCC 
ACCACCAAAATTATTAATCCTCTTGAGAGAAACGTGAAACGCCACAAAAATAGAGAAAAT 
TCAGGTCTGTATGTCATGGATCGTGTTGGTATTTTCAGAGAACATCCCGCTTCTGAAGCT 
GCTGCAGCTCCCTCCTCAGGGATCACACTGCCGTCACCCACTCTGCACTGGGGCGTTTCC 
TACTGCGCCTCGTGCTGGCGGACGCAGCTGGGTGCAGAAGCTGTGGGGTCGGAGAGGCGT 
TTGGAGAAGGTCTGTGGTGCAGTGTGTGAAAATTCAGGTGCTAGAAGCCTACTGGTAGAA 
AAACCCAAAAGGAAGAGCTATATCCTTAACCATTCTGTCCAATTTCGGGAGCCTTGTCAG 
TGTGTCAGTTTTTCCTCCCCGAAGACACTCCTTCCCCAAGTAATTGTAGGAAGATAAAAA 
AACTGTTACCAGATAACAAACACTGAACTCCTATTTGACCAGAACTTTTTCCTCTCGAGA 
TAGTTTTTTCTTTTTAATGAAAAAAGCATAGGAATTGGAGATTGGCTTGTCTCACGCAGC 
CAGTGCACATTTGGAATTGACGGAAACAACGTTGCTATTTCCACCCATTTGTTTTCGGCA 
GCCTTAAGGCCCTCATTCTCATTTCGGGTGAATCTGTCTATCTGTGAACGTGGCCCGCAT 
GTGCATTCTTTTTTTTATATATATAAAGTCAGTGACGAGGAACTCCCGAGACGTGTAATG 
ACACCACACTTGTTTTCTTTGTTTCTTTGTTTTATTTAGGCAAGAAGAGGTGTGAGTAAT 
TGAGGAAAAACTGACAGATGCTTTTGCTAATACCAAAATTGAGCTTACAATTAGGAACTG 
AGTATGTGTAACAGGATACAGGTGACAGTGAAGATAGAAGAACCACGATGACCACAGACT 
CAATGTGCTCTGTAACATCGCACAGTTTACCCAGCATGACTTTCCTTAGGAGGCCCCCTC 
CTCACGCTAGAGTAAAAGTCCCAGTTAAGTGAAGCCTACCAGAAGAACTAGTAGAAGAAG 
CTTTGCCGCTTTTGTGCCTCTCACAGGCGCCTAAAGTCATTGCCATGGGAGGAAGACGAT 
TTGGGGGGGGAGGGGGGGGGGGGCAGGGTAGGTGGGGCTTTCCCTAATTTATCTTCATGT 
CCAGTGAGCAGTGTTGCGTTTTTCCTTGTAGCATTTGGAAATGATTTACTGGAATTACAA 
AACCTATTTTTCCTTTAAATTTCAGCTTTGGCTCTGGCTGCTTTTTAGAATAATGCAAGA 
TAAAAATCACACCTGAGGGCTGAAAACGGAGAGGGAATGGGAGACTTGATATTTAAGCAG 
CTTGAATGGTTTTTCTTTTCTTTATTTTTAAAGAAATGCACTTGCCTATGATACTGTCTC 
TCCAGTGAAATGATTACTCCTCCATTACTCTATTGATACAATATTGTGCATGCTAGTGTT 
GTATTTCTATACAGTAGCTTGAAATTGATTAACTTATACTGTAGGTGTTATGTATTCCTA 
TGACAAAAAAAATTAAGTCTTCAAATTTTTTAAAGGTTTTTTTTTTTTAATTTAATTTTT 
CCTTTTGGGGGTAAAGTTTGCTCTACCAAATAGTGATTGTAACAAATTGATCTGTTTTGG 
ATGTTGCTATAGTGACATGCAGTTATATATTTTGTTTTTAAAAGGGGGGGAGCAAAAGAA 
ACACCAGTGTTAGCTTAATCTTAATGTCTGGTGTTTGTCATGGTGAAATTATAACTATTA 
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CAGTGTTGGAGAACAACAAATATGTTCTCTGAATGAGCCTTTGTGCTTTTTGTCATGTTA 
TGCAGTGAACTATTTTTAAGGTCTAATCAGTGATTATTTTTCCAGCTCCGTGTTTCTCTA 
AGGAATTATTTCACACACGGACCATCTTTAGCAGTTTCCTCAGTGATGGAATATCATGAA 
TGTGAGTCATTATGTAGCTGTCGTACATTGAGCAAATAAACTTACAGATCTGA 
Gene 820. >OTTHUMT00007006188 cDNA sequence 

TTTTCTGGGGCCGCTCCAGCTGGTGCCGGCCACCTCCACTCCCCTTTGCTTCTTGCTGTC 

CCTAAGGTCGGATGGGGACAGGCTGGGGCCACCAGCCAGCTCCATGGACAGGGACTTTGC 

CTCTGCTCACCTTCCAGCTGTGGAAAGAAAAGAAGAAACGCCTGTGTTGATTTCCATTTG 

GAAGATCCTTCCTCCTCCTAAACTTCCAGGGGCAGACAAAGTGATTCGATCTTGGATTGA 

CTGTAGAAGAAGGGACAGAAAGAGCCCAGAACATTCCCCCAGATGTTCCAACTGTGACTT 

CTCCCTGGCGCCTTGATGGGAGCATCTGAAACACCCTTCACCATCTAGATGCACAAGGAA 

GCAGAGATGCTAATTGGTCCCCAGCTGGATGAGAAGCGCTGGGGGTGGAGGTTGGGAGAT 

GGGAGTGCTGCCCCTCCCTTCCTCCCCCAAGCCCTGTCTTTCCTTCTCCTCCTGCCACTG 

GCCAGCGCCCTACAGCCCACTCCACTGCCCTTTCAAGAGCTGAGGCTGGTGGGGGGCCCC 

AGCCGCTGCCGGGGCCGCCTGGAAGTCATGCACGGTGGCTCCTGGGGCAGCGTCTGTGAT 

GACGACTGGGACGTGGTGGACGCCAACGTAGTGTGTCGCCAGCTGGGCTGTGGCCTGGCA 

CTGCCCGTGCCACGGCCCCTTGCCTTTGGCCAAGGCCGAGGCCCCATCCTGCTGGACAAC 

GTGGAGTGCCGCGGGCAGGAAGCTGCGCTGAGCGAGTGCGGCAGCCGCGGCTGGGGCGTC 

CACAATTGCTTTCACTACGAGGATGTGGCTGTCCTGTGTGATGAATTCTTGCCAACGCAG 

CCCCCAACAAGGAAGATGTTAACCAGTAGAGCACCTCCTACGACACTGCCGAATGGAAAA 

AGTGAGGGCAGCGTACGCCTGGTAGGGGGCGCGAACCTGTGTCAGGGCCGAGTGGAGATC 

CTGCACAGTGGCCTGTGGGGCACCGTGTGTGACGACGACTGGGGGCTGCCGGATGCCGCT 

GTGGTCTGTCGTCAGCTGGGCTGCGGGGCGGCCATGGCCGCCACCACCAACGCCTTCTTC 

GGCTATGGCACCGGACACATCCTGCTGGACAACGTGCACTGCGAAGGCGGCGAGCCCCGC 

CTGGCAGCCTGCCAGAGCCTGGGCTGGGGTGTGCACAACTGCGGCCACCACGAGGACGCG 

GGCGCGCTCTGCGCAGGCCTGGGTCCCCCAACGCTCACAGCACTGCCATCCTCAGCCACA 

AGAGAGGACTGGGCTTGGCAGACAGATCCGTCCGCTACAGGAGTTGGCCCCCAGCCTTCC 

CGGGAGACAGCACTGCTCACCACCGCCGCCTGGGCCGCGGGGAAGAAAAGTGGACGGCTG 

CGACTGGTGGGCGGCCCGGGTCCGTGCCGCGGCCGCGTGGAGGTGTTGCACGCCGGGGGC 

TGGGGCACCGTGTGCGACGATGACTGGGACTTTGCGGACGCGCGCGTGGCCTGCCGCGAA 

GCGGGCTGCGGGCCTGCGCTGGGCGCTACGGGACTGGGCCACTTCGGCTACGGCCGCGGC 

CCCGTGCTGCTGGACAACGTGGGCTGCGCCGGCACCGAGGCTCGCCTGAGCGACTGCTTC 

CACCTGGGCTGGGGCCAGCACAACTGCGGCCACCACGAGGACGCGGGAGCGCTCTGCGCA 

GGCCCAGAGGAGCTGGGACTGCAAGTCCAGCAGGATGGTTCTGAGACCACGCGGGTGCCC 

ACTCCTCGGCCCAGGGACGGGCATCTACGTCTGGTCAATGGAGCCCACCGATGCGAGGGA 

CGTGTAGAGCTCTACCTAGGGCAACGGTGGGGCACTGTCTGTGATGATGCTTGGGACCTG 

CGGGCAGCCGGTGTCCTGTGCCGCCAGCTGGGCTGTGGCCAGGCCCTCGCAGCCCCTGGC 

GAGGCTCACTTTGGCCCAGGCCGAGGCCCCATTCTCCTGGACAATGTCAAGTGCCGTGGG 

GAAGAAAGTGCTCTGCTGCTCTGCTCTCATATCCGCTGGGATGCCCACAACTGTGACCAC 

AGCGAGGATGCCAGTGTCCTGTGCCAGCCTTCATGACCCAGCCCGCTCTGCAGACCACCT 

CTTCTTCTGGGAGCTGTGACCTCCCTTCCTCCTCCAGGAAGCCCTCCTCTTGTGATGACT 

ACAGTTCACTTTGCCCCTCCTTCCCTTGCCTGGGAGAGAGCCTACCTAGACAGTGCAGTC 

CTGCTTGGGGGAGCCTGGCTGTACCCCCGTCCACTTACTGCGTGACCTCAGCCTGTCATC 

GACTGTTGTGAGCCCAATTCAGTGAAAGCTCCTGTGGTTTTGCTCAGCCAAAACCAAAAC 

GAGGGGAAGAGGATGATTCCTAACTCTTCTGTTTGGTGGGGCTCTTTTTATAGCACCAGA 

CTCTGCCTTCCTTGACCTAGATCCAGGAGGCTCAGGGGCTCTTTAAATGGGGTATCTCCT 

CTTCCCCCAACCCATCTTGGGATCCCCAAGAAGAGGGAAGGCAGGAGGGGCCTACAGCTC 

CTACCTTGGGCCCTCAGGGGCTGCAGAGGAACCTGGGTCCCTGTCCTGCCCTGCTCCGCG 

AGGGCCTGGACTAACTCAGATGGTGCTCGGCTGGACAAGGGGACTGGGGGAGGGGCCAAA 

GCAGGGACAGTGGCCCCTCCCTGCAGCTGGAACCAGCATCTCTGATTTATGCCGTCTCCA 

CCACAGAGCCTCCACTTTGCAGGAGTGAAGAACCCTGGGGGCCTGTAGCCACCAGTTCAT 

AGGTGCCAAGTCAATAAAGCATTGTCCCCCGTCTCTTATAACTGCA 

Gene 821. >OTTHUMT00007006195 cDNA sequence 

ATGAACGCCCCTCCAGCCTTCGAGTCGTTCTTGCTCTTCGAGGGCGAGATCACCATTAAC 
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AAGGACACCAAGGTACCCAAGGCCTGCTTATTCACCATCAACAAAGAAGACCACACACTG 

GGAAACATCATTAAACAACTCCTAAAAGACCCGCAAGTGCTATTTGCTGGCTACAAAGTC 

CCCCACCCCTTGGAGCACAAGATCATCATCCGAGTGCAGACCACGCCGGACTACAGCCCC 

CAGGAAGCCTTTACCAACGCCATCACCGACCTCATCAGTGAGCTGTCCCTGCTGGAGGAG 

CGCTTCCGGGTGAGGGCGGGGCCTGGAGGGGCAGACGGGGTGGGCTGGACACTGGCCCGT 

GTGCCCAGGCCTGGGACAGCCCTGGCCTGTTTCTTCGGAGGTCCTCAGGGAGAGGCGGCG 

GTGATGGAAGAACAGGGACTTCCACCACAGGCTCCAGGACATGTGGACTGA 

Gene 822. >OTTHUMT00007006196 cDNA sequence 

GAGAGTCGGAGCCACAGCCAGAGCCCTGCCCAGGCCGAGCCGGAGCTGCAGCCCGAGCGC 

GGTGGTGCCCTCAGCCCCGTCCTCTTGTCCTCCTCAGCCTCGATCTGCCGGAGGCGCTGG 

GCAATGACCCCGGGACTCCAGGCCAGAGGGGTCTGAAGCTGTTTGGGAAAGCAGCGGGAC 

TCCTTGGGAAGATGGCCATGGCCCCAAGCCCTTCCCTGGTGCAGGTGTACACCAGCCCCG 

CGGCTGTGGCCGTGTGGGAATGGCAGGACGGGCTGGGCACCTGGCACCCCTACAGTGCCA 

CCGTCTGCAGCTTCATCGAGCAGCAGTTTGTCCAGCAGAAGGGCCAACGTTTTGGGCTTG 

GGAGCCTGGCCCACAGCATCCCCTTGGGCCAGGCAGACCCCTCGCTGGCCCCTTACATTA 

TTGACCTCCCCAGCTGGACCCAGTTCCGCCAGGACACCGGCACCATGCGGGCTGTGCGGA 

GACACCTGTTCCCCCAGCACTCAGCCCCTGGCCGAGGTGTCGTCTGGGAGTGGCTGAGCG 

ACGATGGCTCCTGGACTGCCTATGAAGCCAGCGTCTGTGACTATCTGGAGCAGCAGGTGG 

CCAGGGGCAACCAGCTCGTGGACTTGGCCCCCCTGGGGTACAACTACACTGTCAACTACA 

CCACCCACACGCAGACCAACAAGACTTCCAGCTTCTGCCGCAGCGTGCGGCGCCAAGCAG 

GGCCGCCTTACCCGGTGACCACCATCATCGCTCCGCCGGGCCACACAGGCGTCGCCTGCT 

CTTGCCACCAGTGCCTCAGTGGCAGCAGAACTGGCCCCGTGTCAGGCCGCTACCGCCACT 

CCATGACCAACCTCCCTGCATACCCCGTCCCCCAGCACCCCCCACACAGGACCGCTTCTG 

TGTTTGGGACCCACCAGGCCTTTGCACCGTACAACAAACCCTCACTCTCCGGGGCCCGGT 

CTGCGCCCAGGCTGAACACCACCAACGCCTGGGGCGCAGCTCCTCCTTCCCTGGGGAGCC 

AGCCCCTCTACCGCTCCAGCCTCTCCCACCTGGGACCGCAGCACCTGCCCCCAGGATCCT 

CCACCTCCGGTGCAGTCAGTGCCTCCCTCCCCAGCGGTCCCTCAAGCAGCCCAGGGAGCG 

TCCCTGCCACTGTGCCCATGCAGATGCCAAAGCCCAGCAGAGTCCAGCAGGCGCTCGCAG 

GCATGACGAGTGTTCTGATGTCAGCCATTGGACTCCCTGTGTGTCTTAGCCGCGCACCCC 

AGCCCACCAGCCCTCCCGCCTCCCGTCTGGCTTCCAAAAGTCACGGCTCAGTTAAGAGAT 

TGAGGAAAATGTCCGTGAAAGGAGCGACCCCGAAGCCAGAGCCAGAGCCAGAGCAGGTCA 

TAAAAAACTACACGGAAGAGCTGAAAGTGCCCCCAGATGAGGACTGCATCATCTGCATGG 

AGAAGCTGTCCACAGCGTCTGGATACAGCGATGTGACTGACAGCAAGGCAATCGGGTCCC 

TAGCTGTGGGCCACCTCACCAAGTGCAGCCATGCCTTCCACCTGCTGTGCCTCCTGGCCA 

TGTACTGCAACGGCAATAAGGATGGAAGTCTGCAGTGTCCCTCCTGCAAAACCATCTATG 

GAGAGAAGACGGGGACCCAGCCCCAGGGAAAGATGGAGGTATTACGGTTCCAGATGTCGC 

TCCCCGGCCACGAGGACTGCGGGACCATCCTCATAGTTTACAGCATTCCCCATGGTATCC 

AGGGCCCTGAGCACCCCAATCCCGGAAAGCCGTTCACTGCCAGAGGGTTTCCCCGCCAGT 

GCTACCTTCCAGACAACGCCCAGGGCCGCAAGGTCCTAGAGCTCCTGAAGGTGGCCTGGA 

AGAGGCGGCTCATCTTCACAGTGGGCACGTCCAGCACCACGGGTGAGACGGACACCGTGG 

TATGGAACGAGATCCACCACAAGACAGAGATGGACCGCAACATTACGGGCCACGGCTATC 

CCGACCCCAACTACCTGCAGAACGTGCTGGCTGAGCTGGCTGCCCAGGGGGTGACCGAGG 

ACTGCCTGGAGCAGCAGTGACCTCGCACCCCAGCACGCCCGCCTCTGGTGGCCACCCCGC 

TGCCCCATGGCTGGCTGGGTGGCCAGGCAGGAAGTGCCCAGCCCGAGAGGCTGGGAGGTT 

TGTTGAGGGTGTGGGGTGTGCCCCACCTGAAGCCGGGGCTCCCCCTGCCTGCCTCTCTCT 

CCTCCTCCCCTCTGGGAATTGGGCAGCCCTGGGCAGTTGTACTCATGGGGGCTTAGGATG 

CAGCTACCTCAGTGCGCAGGGCCCGTCTGTCCTCTGGGGGCTGCTTCGGGCCCGCGGTGC 

TCGGGGCCTGGTGTGGGGCGAGTAGAGACTTCCCCAGCCTGGACGGGCGTGGGTTCTGGG 

TCAGCTTCTTTTACCTCAATTTTGTTTGCAATAAATGCTCTATAGCCAAA 

Gene 823 . >OTTHUMT00007007151 cDNA sequence 

GGCGCTGGGCAGTGTGGAGGTCGTTGGAGTCACTTCCCCGTCACCAGCTCCTGTGCCTGC 
CAGTCGGTGCCCCTCCCGCTCCAGCCATGCTCTCCGCCCTCGCCCGGCCTGCCAGCGCTG 
CTCTCCGCCGCAGCTTCAGCACCTCGGCCCAGAACAATGCTAAAGTAGCTGTGCTAGGGG 
CCTCTGGAGGCATCGGGCAGCCACTTTCACTTCTCCTGAAGAACAGCCCCTTGGTGAGCC 
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GCCTGACCCTCTATGATATCGCGCACACACCCGGAGTGGCCGCAGATCTGAGCCACATCG 

AGACCAAAGCCGCTGTGAAAGGCTACCTCGGACCTGAACAGCTGCCTGACTGCCTGAAAG 

GTTGTGATGTGGTAGTTATTCCGGCTGGAGTCCCCAGAAAGCCAGGCATGACCCGGGACG 

ACCTGTTCAACACCAATGCCACGATTGTGGCCACCCTGACCGCTGCCTGTGCCCAGCACT 

GCCCGGAAGCCATGATCTGCGTCATTGCCAATCCGGTTAATTCCACCATCCCCATCACAG 

CAGAAGTTTTCAAGAAGCATGGAGTGTACAACCCCAACAAAATCTTCGGCGTGACGACCC 

TGGACATCGTCAGAGCCAACACCTTTGTTGCAGAGCTGAAGGGTTTGGATCCAGCTCGAG 

TCAACGTCCCTGTCATTGGTGGCCATGCTGGGAAGACCATCATCCCCCTGATCTCTCAGT 

GCACCCCCAAGGTGGACTTTCCCCAGGACCAGCTGACAGCACTCACTGGGCGGATCCAGG 

AGGCCGGCACGGAGGTGGTCAAGGCTAAAGCCGGAGCAGGCTCTGCCACCCTCTCCATGG 

CGTATGCCGGCGCCCGCTTTGTCTTCTCCCTTGTGGATGCAATGAATGGAAAGGAAGGTG 

TTGTGGAATGTTCCTTCGTTAAGTCACAGGAAACGGAATGTACCTACTTCTCCACACCGC 

TGCTGCTTGGGAAAAAGGGCATCGAGAAGAACCTGGGCATCGGCAAAGTCTCCTCTTTTG 

AGGAGAAGATGATCTCGGATGCCATCCCCGAGCTGAAGGCCTCCATCAAGAAGGGGGAAG 

ATTTCGTGAAGACCCTGAAGTGAGCCGCTGTGACGGGTGGCCAGTTTCCTTAATTTATGA 

AGGCATCATGTCACTGCAAAGCCGTTGCAGATAAACTTTGTATTTTAATTTGCTTTGGTG 

ATGATTACTGTATTGACATCATCATGCCTTCCAAATTGTGGGTGGCTCTGTGGGCGCATC 

AATAAAAGCCGTCCTTGATTTTATTTTTCAAGGTCCCTTCTGTAAA 

Gene 824. >OTTHUMT00007007156 cDNA sequence 

ATGGACAGAACGGAGACTAGGTTCCGTAAGAGGGGACAGATTAAGGGAAAGATCACGACC 
AGCCGTCAACCTCACCCCCAGAATGAGCAGAGTCCCCAGCGGAGCACCTCGGGGTACTCC 
CTCCAGGAGGTGGTGGATGATGAAGTGTTGGGATCATCACCTGGGGTAGATCCCAGCCCC 
CCATGTAGGTCCCTTGGCTGGAAAAGGAAGAAGGAGTGGTCAGATGAATCTGAGGAGGAG 
CCGGAGAAGGAGCTCGCCCCTGAGCCTGAGGAGACCTGGGTAGTGGAGATGCTGTGTGGG 
CTCAAGATGAAGCTGAAGCAACAGCGAGTGTCACCCATCCTCCCTGAGCACCACAAGGAC 
TTCAACAGTCAGCTTCCTGGGGTAGATCCCAGCCCCCCGCATAGGTCCTTTTGCTGGAAA 
AGGAAGAGGGAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTG 
CTCGCCCCTGAGCCTGAGGAGATCTGGGTGGTGGAGATGCTGTGTGGCCTCAAGATGAAG 
CTGAAGCGACGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTGAA.CAGGCTG 
CTTGATCCTGTCATTAAAAGATTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAG 
TATCTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCCTCCCCTCCTGGCAATAC 
CAACGCATTCATTTCTTCCTGGCTTACCTGGCCAATGACATGGAGGAGGACGACGAGGAC 
CCCAAACAAAACATCTTCTACTTCCTGTATGGGAAGACCCGCTCTCGCATACCCTTGGTC 
CGTAACCGTCGGTTCCAGTTATGCCGTTGCATGAACCCGAGGGCCAGGAAGAACCGCTCT 
CAGATAGCCCTGTTCCAGAAACTTCGGTTCCAGTTCTTCTGTTCCATGAGCGGCAGGGCT 
TGGGTTTCCCGGGAGGAGTTGGAGGAGAACACCGGACCCACGGGAGATGTGGATTTTCAG 
CAGGAACTTTATTCCAATGCTAATGGCAGTCAACAGGAAAGAGGAGAGGAACCATTTGTG 
CAGATCATCTAG 

Gene 825. >OTTHUMT00007006504 cDNA sequence 

ATGTCCTCCACCGTGAACAACGGGGCGGCCAGCATGCAGTCCACACCCGACGCCGCGAAC 
GGCTTCCCGCAGCCCAGCTCCTCCTCGGGGACCTGGCCGCGGGCGGAAGAGGAGCTGCGC 
GCCGCGGAGCCGGGCCTGGTGAAGCGCGCGCACCGCGAGATCCTGGACCACGAGCGCAAG 
CGGCGGGTGGAGCTCAAGTGCATGGAGCTGCAGGAGATGATGGAGGAGCAGTATTCGGAG 
GAGGAGATTCGGCAGAAAGTGGGGACATTCCGGCAGATGCTGATGGAGAAGGAGGGAGTG 
CTCACCAGGGAGGACCGGCCTGGGGGCCACGTGGCGGAGACCCCGCGGCTGACCGAGGGC 
GCTGAGCCGGGCCTGGAGTACGCGCCCTTTGACGATGACGACGGCCCAGTGGACTGTGAC 
TGCCCGGCCTCCTGCTACCGCGGCCACCGCGGGTACACCAAGCATTGGTCTAGCAGCTCG 
G CAT CGC C CC CT C C CAAGAAAAA.GAAG AAAAAGAAAGGCGGCCAC CGGAGAAGCTGTGGG 
AGCTCCTCACCCCTCCGCAAGAAGAAGAAGAGTGTGAAGAAGCATCGCCGAGACTCTGAT 
TCTGGGTCCCGGAGGAAGAGACGGCACTCTCGAAGCTCCAAGTGCAAAAGAAAAGAGAAG 
AACAAAGAGAAGAAGCTGAGCCCCAAGCACCGAGACGAAGGGCGAAAGACGGGCAGCCAG 
CGGTCCAGCGGAAGCCGGTCGCCTTCCCCGTCGGGCGGCAGCGGATGGGGGTCGCCCCAG 
CGGAACGGCGGCAGCGGGCAGCGGAGCGGAGCGCACGGGGGCCGCCCCGGCTCGGCGCAC 
AGCCCGCCCGATCCCCCGGGACTTCGGTCACCCCGCTGGCCTTCAGGGCCCTTTCGGGCA 
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AAAGGCAGTGACAGAGGAGCCAGTGCGGGGCCTCCTGGCCTTCAGATCCTGGAGGAAGTT 
CTGGCCAAGAAGCCCAGCTCGCCCTCGCCCAGGGTCCGTGACAAGGCGGCGGCCGCCGCA 
CCCACGCCGCCCGCGCGGGGGAAGGAGAGCCCGAGCCCGCGCTCGGCGCCGTCGTCCCAA 
GGTCGCGGAGGCCGCGCGGCGGGCGGGGCGGGCAGGCGGCGGCGGCGGCGGCGTAGGCGG 
CGGCGCTCGCGGTCCTCGGCGTCCGCGCCCCGCCGCAGGGGTCGCCGGCGCCCCCGGCCC 
GCGCCCCCCCGGGGCTCGTCGCGCTCGCTCAGCAGGGCCCGCTCCAGCAGCGACTCCGGC 
AGCGGCCGCGGCGCCCCCGGCCCCGGGCCCGAGCCCGGCTCTGAGCGAGGCCACGGCGGA 
CACGGGAAAGCCAAGGAGCGGCCCCCGCGCGCGCGGCCCGCCAGCACCTCTCCGTCCCCG 
GGCGCGCACGGCCGGCGCGGCGGCCCAGAAGGGAAGAGCTCGTCGCGCAGCCCCGGCCCG 
CACCCCCGCTCCTGGAGCTCCAGCCGCTCGCCCTCCAAATCTCGCTCGCGCTCTGCGGAG 
AAGCGGCCCCACAGCCCCAGCCGCTCGCCGTCGCCCAAGAAGCCCCTCAGCGACAAGGAC 
GGCGAGGGCCGCGCAAGGCACTCTGAGGCCGAGGCCACCCGCGCCCGGCGCCGCTCCCGC 
AGCTACTCGCCCATCCGCAAGCGGCGCCGGGACTCGCCAAGCTTCATGGAGCCGCGGCGC 
ATCACCTGCTTGAGCAGCGACTACTCGACCCGGAGCCACAGCCGCAGCCCCAGCCCCGGC 
CACAGCCACGGGAGCTACAGCAGTCGCAGCCATGGGACCCGCAGCCGGACACGCAGCCCC 
TCGAGGACCCCCAGTCCCAGCTACCACAGCCGGAGCAGCTCTGAGAGCGGGGGCTTCTGA 
Gene 826. >OTTHUMT00007007168 cDNA sequence 

ATGGAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCC 
CCTGAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAG 
CGACGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAG 
GATCCTGTCATTAAAAGATTCCTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTAT 
CTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCCGGCTTCCCCTCCTGGCAATACCAA 
CGCATTCATTTCTTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAGGACGACGAGGAC 
TCCAAACAAAACATCTTCCACTTCCTGTATGGGAAGAACCGCTCTCGCATACCCTTGCTC 
CGTAAGCGTTGGTTCCAGTTAGGCCGTTCCATGAACCCGAGGGCCAGGAAGAACCGCTCT 
CGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTAGGCCGTTCCATGAACCCGAGGGCC 
AGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTAGGCCGTTCC 
ATGAACCTGAGGGCCAGGAAGAACCGCTCTCAGATAGTCCTGTTCCAGAAACGTCGGTTC 
CAGTTCTTCTGTTCCATGAGCGGCAGGGCTTGGGTTTCCCCGGAGGAGTTGGAGGAGATC 
CAGGCTTATGACCCAGAGCACTGGAACACCGGACCCAGGGGAGATGTGGATTTTCAGCAG 
GAACTTTATTCCAATGCTAATGGCAGACACCAGGAAGGAGGAGAGGAACCATTTGTGCAG 
ATCATCTAG 

Gene 827. >OTTHUMT00 007007171 cDNA sequence 

CGTTGGCCGGGCCCGGGGGAGGAGGGGAATCTCCCGCCATTTTTCAATAATTTCCTCCGG 
TGCTGCTGAGGAGGAGTCGTGACTGCCGGCCGCCGGGACCCGAAGCGGAGGTCGGCGGGG 
GGCTGCTGGGAGGCGCGGCGGTGTGCGCGGGAGCTCTGCGCCGTGGCGTTCCGCTCCATG 
ACTGTCGCGCGGCCGCGCCGGCGGTGAGGGAGCCGGAGTTCGCGCCGCCCTCTCACCCCT 
CCCTTCCCCCACCCCACCCCCGGGCGCCTGGCGCTCGCTCCGGGCCGCGGGGCCTAGTGC 
TGCGCCGCGGGGCCGGCCCCAGCAGCCGCCAGTCCCCACCGCCGCCGCCGCGATGGCGCC 
GCTCCTGGGCCGCAAGCCCTTCCCGCTGGTGAAGCCGTTGCCCGGAGAGGAGCCGCTCTT 
CACCATCCCGCACACTCAGGAGGCCTTCCGCACCCGGGAAGAGTATGAAGCCCGCTTGGA 
AAGGTACAGTGAGCGCATTTGGACGTGCAAGAGTACTGGAAGCAGTCAGCTAACACACAA 
GGAAGCCTGGGAGGAAGAACAGGAAGTTGCTGAGCTTTTGAAGGAGGAGTTTCCTGCCTG 
GTATGAGAAGCTTGTTCTGGAAATGGTTCACCATAACACAGCCTCCTTAGAGAAGTTAGT 
AGATACTGCTTGGTTGGAGATCATGACCAAATATGCTGTGGGAGAAGAGTGTGACTTCGA 
GGTTGGGAAGGAGAAAATGCTCAAGGTGAAGATTGTGAAGATTCATCCTTTGGAGAAAGT 
GGATGAAGAGGCCACTGAGAAGAAATCTGATGGTGCCTGTGATTCTCCATCAAGTGACAA 
AGAGAACTCCAGTCAGATTGCTCAGGACCATCAGAAGAAGGAGACAGTTGTGAAAGAGGA 
TGAAGGAAGGAGAGAGAGTATTAATGACAGAGCACGTAGATCGCCACGAAAACTTCCTAC 
TTCATTAAAAAAAGGAGAAAGGAAATGGGCTCCTCCAAAATTTCTGCCTCACAAATATGA 
TGTGAAACTACAAAATGAAGATAAGATCATCAGTAACGTGCCAGCAGACAGCTTGATTCG 
TACAGAGCGCCCACCAAATAAGGAGATAGTTCGATACTTTATACGGCATAATGCATTACG 
AGCTGGTACTGGTGAAAATGCACCTTGGGTCGTAGAAGATGAATTGGTGAAGAAATACTC 
TCTGCCCAGCAAGTTCAGTGACTTTTTACTTGATCCATACAAGTATATGACTCTCAACCC 
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TTCTACTAAGAGGAAGAATACTGGATCCCCAGACAGGAAGCCCTCAAAGAAATCCAAGAC 
AGACAACTCTTCTCTTAGTTCACCACTAAATCCTAAGTTATGGTGTCACGTACACTTGAA 
GAAGTCATTGAGTGGCTCGCCACTCAAAGTGAAGAACTCAAAGAATTCCAAATCTCCTGA 
AGAACATCTAGAAGAAATGATGAAGATGATGTCGCCCAATAAGCTGCACACTAACTTTCA 
CATTCCTAAAAAAGGCCCACCTGCCAAGAAACCAGGGAAGCACAGTGACAAGCCTTTGAA 
GGCAAAGGGCAGAAGCAAAGGCATCCTGAATGGACAGAAATCCACAGGGAATTCCAAATC 
TCCCAAAAAAGGACTGAAGACTCCTAAAACCAAAATGAAGCAGATGACTTTGTTGGATAT 
GGCCAAAGGCACGCAGAAGATGACACGAGCCCCACGGAATTCTGGGGGTACACCTAGGAC 
CTCTAGTAAACCTCATAAACATCTGCCTCCTGCAGCCCTACACCTCATTGCATACTACAA 
AGAAAACAAAGACAGGGAGGACAAGAGGAGCGCCCTGTCCTGTGTTATCTCCAAAACAGC 
TCGTCTTCTCTCTAGTGAAGATAGAGCTCGTCTCCCAGAAGAATTGCGAAGTCTTGTTCA 
AAAACGCTATGAACTTCTAGAGCACAAAAAGAGGTGGGCTTCTATGTCTGAAGAACAACG 
GAAAGAATATTTGAAAAAGAAACGGGAGGAGCTGAAAAAGAAGTTGAAGGAAAAAGCCAA 
AGAACGAAGAGAGAAAGAAATGCTTGAGAGATTAGAAAAACAGAAGCGGTATGAGGACCA 
AGAGTTAACTGGCAAAAACCTTCCAGCATTCAGATTGGTGGATACCCCTGAAGGGCTGCC 
CAACACGCTGTTTGGGGATGTGGCCATGGTGGTGGAATTCTTGAGCTGTTATTCTGGGCT 
ACTTTTACCAGATGCTCAGTATCCTATTACTGCTGTGTCCCTTATGGAAGCCTTGAGTGC 
AGATAAGGGTGGCTTTTTATACCTTAACAGGGTGTTGGTCATCCTCTTACAGACCCTCCT 
ACAAGATGAGATAGCAGAAGACTATGGTGAATTGGGAATGAAGCTGTCGGAAATCCCCTT 
GACTCTGCATTCTGTTTCAGAGCTGGTGCGGCTCTGCTTGCGCAGATCTGATGTTCAGGA 
GGAAAGCGAGGGCTCAGACACAGATGACAATAAAGATTCAGCTGCATTTGAGGATAATGA 
GGTACAAGATGAGTTCCTAGAAAAGCTGGAGACCTCTGAATTTTTTGAGCTGACGTCAGA 
GGAGAAGCTACAGATCTTGACAGCACTGTGCCACCGGATCCTCATGACATACTCAGTGCA 
AGACCACATGGAGACCAGACAGCAGATGTCTGCAGAGTTGTGGAAGGAACGGCTTGCTGT 
GTTGAAGGAAGAAAATGATAAGAAGAGAGCAGAGAAACAGAAACGGAAAGAAATGGAAGC 
C^AAAATAAAGAAAATGGAAAAGTTGAGAATGGGTTAGGCAAAACTGATAGGAAAAAAGA 
AATTGTGAAGTTTGAGCCCCAAGTAGATACAGAAGCTGAAGACATGATTAGTGCTGTGAA 
GAGCAGAAGGTTGCTTGCCATTCAAGCTAA.GAAGGAACGGGAAATCCAGGAAAGAGAAAT 
GAAAGTGAAACTGGAACGCCAAGCTGAAGAAGAACGAATACGGAAGCACAAAGCAGCTGC 
TGAGAAAGCTTTCCAGGAAGGGATTGCCAAGGCCAAACTAGTCATGCGCAGGACTCCTAT 
TGGCACAGATCGAAACCATAATAGATACTGGCTCTTCTCAGATGAAGTTCCAGGATTATT 
CATTGAAAAAGGCTGGGTACATGACAGCATTGACTACCGATTCAACCATCACTGCAAAGA 
CCACACAGTCTCTGGTGATGAGGATTACTGTCCTCGCAGTAAGAAAGCAAACTTAGGTAA 
AAATGCAAGCATGAACACACAACATGGAACAGCAACAGAAGTTGCTGTAGAGACAACCAC 
ACCCAAACAAGGACAGAACCTATGGTTTTTATGTGATAGTCAAAAGGAGCTGGATGAGTT 
GCTAAACTGTCTTCACCCTCAGGGAATAAGAGAAAGTCAACTTAAAGAGAGACTAGAGAA 
GAGGTACCAGGACATTATTCACTCTATTCATCTAGCACGGAAGCCAAATTTGGGTCTAAA 
ATCTTGTGATGGCAACCAGGAGCTTTTAAACTTCCTTCGTAGTGATCTCATTGAAGTTGC 
AACAAGGTTACAAAAAGGAGGACTTGGATATGTGGAAGAAACATCAGAATTTGAAGCCCG 
GGTCATTTCATTAGAGAAATTGAAGGATTTTGGTGAGTGTGTGATTGCCCTTCAGGCCAG 
TGTCATAAAGAAATTTCTCCAAGGCTTCATGGCTCCCAAGCAAAAGAGAAGAAAACTCCA 
AAGTGAAGATTCAGCAAAAACTGAGGAAGTGGATGAAGAGAAGAAAATGGTAGAGGAAGC 
AAAGGTTGCATCTGCACTGGAGAAATGGAAGACAGCAATCCGGGAAGCTCAGACTTTCTC 
CAGGATGCACGTGCTGCTTGGGATGCTTGATGCCTGTATCAAGTGGGATATGTCCGCAGA 
AAATGCTAGGTGCAAAGTTTGTCGAAAGAAAGGTGAGGATGACAAATTGATCTTGTGTGA 
TGAGTGTAATAAAGCCTTCCACCTGTTTTGTCTGAGGCCGGCCCTCTATGAAGTACCAGA 
TGGTGAGTGGCAGTGCCCAGCTTGCCAGCCCGCTACTGCCAGGCGCAACTCCCGTGGCAG 
GAACTATACTGAAGAGTCTGCTTCTGAGGACAGTGAAGATGATGAGAGTGATGAAGAGGA 
GGAGGAGGAAGAAGAGGAGGAGGAGGAAGAAGATTATGAGGTGGCTGGTTTGCGATTGAG 
ACCTCGAAAGACCATCCGGGGCAAGCACAGCGTCATCCCCCCTGCAGCAAGGTCAGGCCG 
GCGCCCGGGTAAGAAGCCACACTCTACCAGGAGGTCTCAGCCCAAGGCACCACCTGTGGA 
TGATGCTGAGGTGGATGAGCTGGTGCTTCAGACCAAGCGGAGCTCCCGGAGGCAAAGCCT 
GGAGCTGCAGAAGTGTGAAGAGATCCTCCACAAGATCGTGAAGTACCGCTTCAGCTGGCC 
CTTCAGGGAGCCTGTGACCAGAGATGAGGCCGAGGACTACTATGATGTGATCACGCACCC 
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CATGGACTTTCAGACAGTGCAGAACAAATGTTCCTGTGGGAGCTACCGCTCTGTGCAGGA 
GTTTCTTACTGACATGAAGCAAGTGTTTACCAATGCTGAGGTTTACAACTGCCGTGGCAG 
CCATGTGCTAAGCTGCATGGTGAAGACAGAACAGTGTCTAGTGGCTCTGTTGCATAAACA 
CCTTCCTGGCCACCCATATGTCCGCAGGAAGCGCAAGAAGTTTCCTGATAGGCTTGCTGA 
AGATGAAGGGGACAGTGAGCCAGAGGCCGTTGGACAGTCCAGGGGACGAAGACAGAAGAA 
GTAGAGAGGCAGGGCCGTGGTGACAGTATCAGTGAGTGCCATACAGAATTGTGTATTCAC 
CAGCATCATGAAACAGTTGTGGTCTTTTGAGTTGATCTTGGCAGAGTAAAGGGACGTGTC 
CTGGAGCCATTCCTGAATCTCCCCTTCTTTGTGACAGCTCCTCCCACCCCCCCAAAAAAT 
AAAAAAACCACAAAAAACAAAAAAACAAAACTAAGGCACTTCACTTAGAGACTGGAGTCC 
TGCTTATAATCATGCATATAACCTTTACTTTGATGGATCTGGCCAGAGGGGTGTTGGAGC 
CCAGCCCACCCACATACCAGTCAAGCTCTTAGGGGAGCAGAAGAAAAGCAGGAAGAATTT 

AGTGATATTGTATAAAGAACATCTTGTAAGATACTCCTGACATCTTGCTTTAGCACATGT 
ACAGTACAGTTTCTATGATAATGTGTTTGCTCTAACTTCCCTGGCTTCTCCTTCAGCCCA 
TCCACTCTCCTCTAGAGCAGTTGGGTTGGAGGCTCATTGAGGCAAGCAGCAACATTGGAG 
GGGGAGCAGGGCAGTGCTGTGTCTGCTGCCTCCCATGCCCGTTCTGACCTCAGCCTTGGA 
ACTCCTCAAGAACCTGAAGATTGAGAGCGGCAGAGAAGCTCTGAGAGCCCCTTCCCCCAC 
AACAAATCTAGCTCTAGTTGTTATATTTAGGCAAAACTTTGTAGTCTTCTTTCCCTTTTA 
TGATGGATTTTGATAAAAGTACAAAACAGGGTTTTTCTTTTTTATCACCTTTGAATTTGG 
AAATTTTGAGCACCCAAGCTCTTCTGTACCTATTTAAAGTCCACCAAGGGGACTGCAGCT 
CCTAGAACATGAGAATCAAGCCTCTTAATTTTAAACTGCGGAATGTGGCCTCTGCTTCCT 
CCGTCCTCCTGCCCAAGGACGACGAGGATTGCTCCAGGGCTGCTGGGTAGTTTACCGTCC 
CTTCTATAGGCATGGAGTTGGCACTGACATCACAGCTTCATAACCCCACCACCGCCAGCT 
TCCCCTGCCTCCTACATCCAGTCTGTTCTTGTTCATAGTGAGAATCCTGTGTTCCCACTT 
CAGTGACACCTGAATTGTTTGTTGTTGTTTTTTTTTTTTATTGTCTTCAAAGAGGAAGGG 
CCCCATTAAAGGGTGAACTTGTAATAAATTGGAATTTCAAATAAACCTCATGTACTTGTG 
TTTATAAAGAAGAAACCA 

Gene 828. >OTTHUMT00007006515 cDNA sequence 

GAGCACTGTGGCTGGCATGCCCCAGTGTTTTGGATACCAATGCATAGGACTCCATAGTAA 
TCGAATTTACCAGAGGCGAACGTCATGAGCATAGTGATCCCATTGGGGGTTGATACAGCA 
GAGACGTCATACTTGGAAATGGCTGCAGGTTCAGAACCAGAATCCGTAGAAGCTAGCCCT 
GTGGTAGTTGAGAAATCCAACAGTTATCCCCACCAGTTATATACCAGCAGCTCACATCAT 
TCACACAGTTACATTGGTTTGCCCTATGCGGACCATAATTATGGTGCTCGTCCTCCTCCG 
ACACCTCCGGCTTCCCCTCCTCCATCAGTCCTTATTAGCAAAAATGAAGTAGGCATATTT 
ACCACTCCTAATTTTGATGAAACTTCCAGTGCTACTACAATCAGCACATCTGAGGATGGA 
AGTTATGGTACTGATGTAACCAGGTGCATATGTGGTTTTACACATGATGATGGATACATG 
ATCTGTTGTGACAAATGCAGCGTTTGGCAACATATTGACTGCATGGGGATTGATAGGCAG 
CATATTCCTGATACATATCTATGTGAACGTTGTCAGCCTAGGAATTTGGATAAAGAGAGG 
GCAGTGCTACTACAACGCCGGAAAAGGGAAAATATGTCAGATGGTGATACCAGTGCAACT 
GAGAGTGGTGATGAGGTTCCTGTGGAATTATATACTGCATTTCAGCATACTCCAACATCA 
ATTACTTTAACTGCTTCAAGAGTTTCCAAAGTTAATGATAAAAGAAGGAAAAAAAGCGGG 
GAGAAAGAACAACACATTTCAAAATGTAAAAAGGCATTTCGTGAAGGATCTAGGAAGTCA 
TCAAGAGTTAAGGGTTCAGCTCCAGAGATTGATCCTTCATCTGATGGTTCAAATTTTGGA 
TGGGAGACAAAGATCAAAGCATGGATGGATCGATATGAAGAAGCAAATAACAACCAGTAC 
AGTGAGGGTGTTCAGAGGGAGGCACAAAGAATAGCTCTGAGATTAGGCAATGGAAATGAC 
AAAAAAGAGATGAATAAATCCGATTTGAATACCAACAATTTGCTCTTCAAACCTCCTGTA 
GAGAGCCATATACAAAAGAATAAGAAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGAT 
GCACTTATCATTGAATACAGAGGGAAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGG 
TATTTCTTTAAAAGACCATACCCTTTTGTGTTATTCTACTCTAAATTTCATGGGCTAGAA 
ATGTGTGTTGATGCAAGGACTTTTGGGAATGAGGCTCGATTCATCAGGCGGTCTTGTACA 
CCCAATGCAGAGGTGAGGCATGAAATTCAAGATGGAACCATACATCTTTATATTTATTCT 
ATACACAGTATTCCAAAGGGAACTGAAATTACTATTGCCTTTGATTTTGACTATGGAAAT 
TGTAAGTACAAGGTGGACTGTGCATGCCTCAAAGAAAACCCAGAGTGCCCTGTTCTAAAA 
CGTAGTTCTGAATCCATGGAAAATATCAATAGTGGTTATGAGACCAGACGGAAAAAAGGA 
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AAAAAAGACAAAGATATTTCAAAAGAAAAAGATACACAAAATCAGAATATTACTTTGGAT 
TGTGAAGGAACGACCAACAAAATGAAGAGCCCAGAAACTAAACAAAGAAAGCTTTCTCCA 
CTGAGACTATCAGTATCAAATAATCAGGAACCAGATTTTATTGATGATATAGAAGAAAAA 
ACTCCTATTAGTAATGAAGTAGAAATGGAATCAGAGGAGCAGATTGCAGAAAGGAAAAGG 
AAGATGACAAGAGAAGAAAGAAAAATGGAAGCAATTTTGCAAGCTTTTGCCAGACTTGAA 
AA 

Gene 829. >OTTHUMT00007006524 cDNA sequence 

ATGGCAAAAATCTCCAGCCCTACAGAGACTGAGCGGTGCATTGAGTCCCTGATTGCTGTT 
TTCCAGAAGTATGCTGGAAAGGATGGTTACAACCGCAATCTCTCCAAGACGGAGTTCCTA 
AGCTTCATGAATACAGAGCTGGCTGCCTTTACAAAGAACCAGAAGGACCCCGGTGTCCTT 
GACCACATGAAGAAACTGGATGTCAGCAGTGATGGGCAGTTAGATTTCCCAAAATTTCTT 
AATCTGATTGGTGGCCTAGCTGTGGCTTGCCATGACTCCTTCCTCAAGGCTGTCCCCTCC 
CAGAAGTAG 

Gene 83 0. >OTTHUMT0000700653 5 cDNA sequence 

ATGGCAGGCCTGATGACCATAGTAACCAGCCTTCTGTTCCTTGGTGTCTGTGCCCACCAC 
ATCATCCCTACGGGCTCTGTGGTCATCCCCTCTCCCTGCTGCATGTTCTTTGTTTCCAAG 
AGAATTCCTGAGAACCGAGTGGTCAGCTACCAGCTGTCCAGCAGGAGCACATGCCTCAAG 
GCAGGAGTGATCTTCACCACCAAGAAGGGCCAGCAGTTCTGTGGCGACCCCAAGCAGGAG 
TGGGTCCAGAGGTACATGAAGAACCTGGACGCCAAGCAGAAGAAGGCTTCCCCTAGGGCC 
AGGGCAGTGGCTGTCAAGGGCCCTGTCCAGAGATATCCTGGCAACCAAACCACCTGCTAA 
Gene 831. >OTTHUMT00007006536 cDNA sequence 

GCGCGATGGCGGCGGCTGCCGCCGAGACCCCCGAAGTCCTTCGGGAATGCGGTTGCAAGG 
GCATCCGGACCTGTCTGATCTGCGAGCGGCAGCGCGGCAGTGACCCGCCCTGGGAGCTGC 
CCCCAGCGAAAACATACCGTTTCATTTACTGCTCCGACACCGGCTGGGCCGTGGGCACAG 
AGGAGTCTGACTTTGAGGGCTGGGCCTTCCCCTTCCCAGGAGTGATGCTGATCGAGGACT 
TTGTGACCCGGGAGGAAGAAGCCGAGTTGGTGCGGCTCATGGACCGTGACCCCTGGAAGC 
TCTCCCAGTCTGGACGGAGGAAGCAGGACTATGGCCCCAAAGTCAACTTTCGGAAACAGA 
AGCTAAAGACCGAGGGCTTCTGCGGCCTCCCCAGCTTCAGCCGGGAGGTGGTGCGGAGGA 
TGGGCCTCTACCCGGGGCTGGAGGGCTTCCGGCCCGTCGAGCAGTGCAACCTGGACTACT 
GCCCCGAGCGGGGCTCTGCCATTGACCCCCACCTGGACGACGCCTGGCTGTGGGGGGAGC 
GGCTGGTCAGCCTCAACCTCCTGTCCCCCACCGTGCTGTCCATGTGTCGGGAGGCGCCCG 
GGAGCCTGCTCCTCTGCTCGGCCCCGTCGGCTGCCCCGGAGGCCTTGGTGGACAGCGTGA 
TAGCACCCAGCCGGTCGGTGCTATGCCAGGAGGTGGAGGTGGCCATCCCCTTACCCGCCC 
GCTCCCTGCTGGTCCTCACCGGGGCGGCACGGCACCAGTGGAAGCATGCCATCCACCGCA 
GACACATCGAGGCCCGCCGCGTCTGCGTCACTTTCCGGGAGCTGTCGGCTGAGTTTGGCC 
CTGGAGGGAGGCAGCAAGAGCTGGGCCAGGAACTGCTGCGGATCGCCCTCTCCTTCCAGG 
GAAGACCCGTGTGAACCGCCTCCTTGGCTCCAGACTTGACTGATCCCGGGATTGAAATGA 
GGAGCACAGAACAGGGCCTCCTGCAACTCACGGGGTTTCAAGAGAAGATGGCTGACCCCT 
GATGCTGTGAGCAGTGTGAGCCCTGCCCAGGAGCAGGTTTTGATGGGAACGTACCTCCAG 
GCAGCCCCCTTCCACCTGGACCGTGGCCACACTTTTTTGGTTATTTAGTTTGTCACAGTC 
TTGGGGACATGGGATCATTTGAGCTTAAAAAATACTGGGGGCCGGGCACAGTGGCTCACA 
CCTGTAATCCTAACACTTTGGGAGGCTGAGGTGGGCGGATCACTTGATGCCAGGAGTTCG 
AGACCAGCCTGGCCAACACGGTGAAAACCCGTCTCTACAAAAACTACAAAAATTAGCCGG 
GTGTGGTGACTCACAGCCGTAATCCCAGCTACTCGGGAGGCTAAGGTGGGAGAATTGCTT 
GAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATCACGCCACTGCACTCCAGCCTCGGT 
GACAGAGCAAGACTGTTTTGAAAAAAAAAAAAAATGGGAACATTTTAAATGATTTTCACC 
TTTATTATGCATCTATTTTCATGGGGTTTCCCGATATCTCACTGTCCAGTCCCTTCATTT 
GGGGAATGTGTTGGATTAGGGAACAGGGTTGAAGATTTGAAGTTTAGACTAAAGAGCTGG 
GAACAGCTTCAGAGTCAGGCTCAGCCTGACTCATGCTTGACACCCCCACGCCCAGGGAGG 
GTTGGGGGATGTGAGGAGGGCAGGGAAATCTGAGAGCCTCCTTCCAGCCCCATAACGCTG 
TTAACAAGTAGGAAAAATTAAAGCTCCCGGCCAGGCGCGGTGACTCACACCTGTAATCCG 
AGTACTTTGCGGGGCTCAGGTGGGAGGATTGCTTGAGGCCAGCCTGGGCAACATAGTGAG 
ACCCCCATCTCTACAAAAAATACAAACATTAGCTGGGCGTCTGGGCATGGTGGCACACAC 
CTGTAGTCCCAGCTACTCGAAAGGCTGAGGCGGGAGGATGGCTTTACCACCATGTCAAGG 
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CTGCAGTGAGCTCATGATCATACCACTGCACTTAACTTGGCAACAGAGCAAGACCCTGTC 

CCTAAAATAAATAAAAGGAAAACAAAAAAA 

Gene 832. >CTTHUMT00007006539 cDNA sequence 

ATGATGGGCCTCTCCTTGGCCTCTGCTGTGCTCCTGGCCTCCCTCCTGAGTCTCCACCTT 

GGAACTGCCACACGTGGGAGTGACATATCCAAGACCTGCTGCTTCCAATACAGCCACAAG 

CCCCTTCCCTGGACCTGGGTGCGAAGCTATGAATTCACCAGTAACAGCTGCTCCCAGCGG 

GCTGTGATATTCACTACCAAAAGAGGCAAGAAAGTCTGTACCCATCCAAGGAAAAAATGG 

GTGCAAAAATACATTTCTTTACTGAAAACTCCGAAACAATTGTGA 

Gene 833. >OTTHUMT00007008148 cDNA sequence 

TTAGATCCTTCTGCGGATACATGGGACCTCTCCTCACCTTTAATATCATTATGGATAAAC 
AGGTTTTACATTTATCTGGGCTTTGCTGTTAGCATTAGCCTTTGGATTTGTGTCCAGATT 
GTCATCGAGATGCAGGGCAGGAACTTACAGGAAAAATCTGTTCCAAAAGCAGCTCAGGAT 
TTGATGACAAATGGTTATGTCTCCCTTCGAGAGAAAGACATCTTTGTGTCTGGAGTGAAG 
ATTTTTTATGGTTCTCAGACTGGAACAGCAAAGTTAAGAATTCTTGCTGAAGCAGTTACG 
TCCCTGGATCTGCCTGTGGCCATTATTAATCTAAAAGAATATGATCCAGATGATCATCTG 
ATAGAAGAGGTGACTAGTAAAAATGTCTGTGTCTTCCTGGTTGCGACATACACTGACGGC 
CTACCAACCGAAAGTGCAGAGTGGTTCTGCAAATGGTTAGAGGAAGCATCCATTGATTTT 
CGATTTGGCAAAACTTACCTGAAGGGTATGAGAGATGCGGTATTTGGCCTGGGAAATTCT 
GCCTATGCTAGCCACTTCAACAAGGTTGGCAAAAATGTTGACAAGTGGCTCTGGATGCTT 
GGCGTGCATCGTGTGATGAGTCGAGGGGAGGGCGACTGCGACGTGGTTAAAAGCAAGCAC 
GGCAGCATTGAGGCCAACTTCAGAGCATGGAAGACCAAGTTCATCTCCCAGCTGCAGGCA 
CTTCAGAAAGGGGAGAGAAAGAAGTCCTGTGGCGGCCACTGCAAGAAAGGCAAATGTGAA 
TCTCACCAACATGGCTCAGAGGAGAGGGAGGAAGGATCTCAAGAGCAGGACGAATTGCAT 
CACAGAGACACCAAGGAGGAAGAACCCTTCGAGAGCTCCAGTGAAGAAGAGTTTGGTGGT 
GAGGACCATCAGAGCCTAAATTCCATTGTTGATGTTGAAGATTTGGGCAAAATTATGGAT 
CACGTGAAGAAAGAAAAGAGAGAAAAGGAACAGCAGGAAGAGAAGTCTGGTTTGTTCAGG 
AACATGGGGAGGAATGAAGATGGTGAAAGAAGAGCTATGATAACTCCTGCTCTCCGAGAA 
GCCCTTACTAAACAAGGTTATCAGTTGATTGGGAGCCACTCAGGGGTGAAGCTTTGCAGG 

ATTGAGAGCCATCGCTGCATGGAAACCACCCCGAGCTTGGCGTGTGCTAATAAATGTGTC 

TTCTGTTGGTGGCACCACAACAACCCTGTGGGCACTGAATGGCGGTAGAAGATGGACCAG 

CCTGAAATGATCTTGAAGGAAGCCATTGAAAACCATCAGAACATGATTAAGCAGTTTAAA 

GGAGTACCGGGCGTCAAAGCAGAACGCTTTGAAGAAGGAATGACGGTAAA.GCACTGTGCA 

TTGTCCCTCGTGGGAGAACCAATAATGTACCCAGAGATCAACAGGTTTTTGAAGCTACTC 

CACCAGTGTAAAATCTCCAGCTTCCTGGTCACAAATGCACAATTTCCTGCGGAAATCAGG 

AACCTCGAGCCAGTTACTCAGCTGTATGTCAGTGTGGATGCCAGTACCAAAGACAGCCTG 

AAGAAAATCGACCGCCCACTCTTCAAGGATTTCTGGCAGCAATTCCTTGACAGTTTAAAA 

GCCTTGGCAGTCAAGCAACAACGAACTGTCTACAGACTGATGCTCGTGAAAGCATGGAAC 

GTGGACGAGCTCCAGGCCTACGCGCAGCTCGTGTCCCTGGGGAATCCTGACTTCATCGAA 

GTGAAGGGCGTTACCTACTGCAGAGAAAGTTCAGCAAGCAGTCTTACCATGGCCCATGTG 

CCCTGGCATGAGGAAGTGGTACAGTTTGTCCGCGAGCTGGTGGATCTGATCCCCGAATAT 

GAAATTGCATGTGAACACGAACACTCTAATTGCCTCCTGATAGCACACAGAAAGTTTAAA 

ATTGGTGGTGAATGGTGGACATGGATCGATTATAACCGCTTCCAGGAGCTCATCCAGGAA 

TATGAAGATAGTGGTGGATCAAAAACGTTCAGCGCAAAGGATTATATGGCCAGAACTCCT 

CACTGGGCATTATTTGGTGCCAATGAAAGAAGCTTTGATCCCAAGGACACAAGACATCAG 

AGAAAGAACAAATCAAAGGCTATTTCTGGATGT 

Gene 834. >OTTHUMT00007006547 cDNA sequence 

ATGATGATGATAAAGGCTGTGACCATAGATAAACTGCAGGGAAGTTCTGTTACTGTATCT 
ACCGAAGATGGTTTGCTGAAAGCCAAGTATCTTTATACAGAATCATCATTTCTGTCTTCT 
GCTGCTGGGGATATTACATTAGGAAGTGTTCATAATATAACATTACAAAGCAAGATGGGT 
AACATCACAGTATCGTCTTCTGGATGTCTAAAAGCCTCAACTAATCAGGGTGCCATAGAT 
GTTTATGTCAGCCAACTGGGGAAAGTGGAATTGAAATCCCATAAAGAACGCGGCTCCTCA 
CCAGTAACGGAACAAAGCTGGATGGAGAATGACTTTGACGAGTTGAGAGAAGGCTTCAGA 
CAATCAAACTACTCTGAGCTAAAGGAGGAAGTTTGA 
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Gene 835. >OTTHUMT00007008151 cDNA sequence 

CAGTGTAAAGAACTGGCCAAGTCCAAGGCAGAAGTGGCCTGCATCGCAGTGTACGAAACA 
GACGTGTTTGTCGTCGGAACCGAGAGAGGATGCGCTTTTGTTAATGCCAGGACGGATTTT 
CAGAAAGATTTTGCAAAATACTGTAGGCGTTTTAATTTTATCCTTTAGGGACTGTGTGAG 
GTGAAACCTCCCTGCCCTGTGAACGGGATGCAGGTCCACTCGGGCGAAACGGAAATACTC 
AGGAAGGCAGTGGAGGACTATTTCTGCTTTTGTCATGGTAAAGCCTTAGGGACAACAGTG 
ATGGTGTCTGTTCCCTATGAGAAGATGCTGCGAGACCAGTCGGCTGTGGTAGTGCAGGGG 
CTTCCGGAAGGCGTTGCCTTTCAACACCCTGAGAATTACGACCTTGCAACCCTGAAATGG 
ATTTTGGAGAACAAAGCAGGGATTTCATTCATCATAAATAGGGGCTGGTGTGTGTTTTTT 
CATTCCTCTACAGGTGGCCCTGGGATGGTAACAGATGCGGAGAGATCCATAGTATCACCA 
AGTGAAAGCTGCGGCCCCATCAATGTGAAAACTGAACCCATGGAAGATTCTGGCATTTCA 
CTGAAAGCAGAAGCTGTCTCAGTCAAGAAAGAATCAGAAGATCCTAATTACTATCAATAT 
AATATGCAA 

Gene 836. >OTTHUMT0 00 070 08153 cDNA sequence 

AGGGATGTCCTTCCTGAGATCCGTGCTATCTGCATTGAGGAAATTGGGTGTTGGATGCAA 

AGCTACAGCACGTCTTTCCTCACCGACAGCTATTTAAAATATATTGGTTGGACTCTGCAT 

GATAAGCACCGAGAAGTCCGCGTGAAGTGCGTGAAGGCTCTGAAAGGGCTGTACGGTAAC 

CGGGACCTGACCGCACGCCTGGAGCTCTTCACTGGCCGCTTCAAGGACTGGATGGTTTCC 

ATGATCGTGGACAGAGAGTACAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACTTATC 

CTTAAGAACATGGAAGGGGTGCTGATGGACGTGGACTGTGAGAGCGTCTACCCCATTGTG 

TAGGCCTCTAATTGAGGCCTGGCCTCTGCTGTGGGTGAATTTCTGTACTGGAAACTTTTC 

TACCCTGAGTGCGAGATAAGAACGATGGGTGGAAGAGAGCAACGCCAGAGCCCAGGCGCC 

CAGAGGACTTTCTTCCAGCTTCTGCTGTCCTTCTTTGTGGAGAGCAAGCTCCACGACCAC 

GCTGCTTACTTAGTAGACAACCTGTGGGACTGTGCAGGGACTCAGCTGAAGGACTGGGAG 

GGTCTGACAAGCCTGCTGCTGGAGAAGGACCAGAGC 

Gene 837. >OTTHUMT00007006552 cDNA sequence 

CTCAAACACCGCCTGCTAAAAATACCCGACTGGAGGAGCATAAAAGCGCAGCCGAGCCCA 
GCGCCCCGCACTTTTCTGAGCAGACGTCCAGAGCAGAGTCAGCCAGCATGACCGAGCGCC 
GCGTCCCCTTCTCGCTCCTGCGGGGCCCCAGCTGGGACCCCTTCCGCGACTGGTACCCGC 
ATAGCCGCCTCTTCGACCAGGCCTTCGGGCTGCCCCGGCTGCCGGAGGAGTGGTCGCAGT 
GGTTAGGCGGCAGCAGCTGGCCAGGCTACGTGCGCCCCCTGCCCCCCGCCGCCATCGAGA 
GCCCCGCAGTGGCCGCGCCCGCCTACAGCCGCGCGCTCAGCCGGCAACTCAGCAGCGGGG 
TCTCGGAGATCCGGCACACTGCGGACCGCTGGCGCGTGTCCCTGGATGTCAACCACTTCG 
CCCCGGACGAGCTGACGGTCAAGACCAAGGATGGCGTGGTGGAGATCACCGGCAAGCACG 
AGGAGCGGCAGGACGAGCATGGCTACATCTCCCGGTGCTTCACGCGGAAATACACGCTGC 
CCCCCGGTGTGGACCCCACCCAAGTTTCCTCCTCCCTGTCCCCTGAGGGCACACTGACCG 
TGGAGGCCCCCATGCCCAAGCTAGCCACGCAGTCCAACGAGATCACCATCCCAGTCACCT 
TCGAGTCGCGGGCCCAGCTTGGGGGCCCAGAAGCTGCAAAATCCGATGAGACTGCCGCCA 
AGTAAAGCCTTAGCCCGGATGCCCACCCCTGCTGCCGCCACTGGCTGTGCCTCCCCCGCC 
ACCTGTGTGTTCTTTTGATACATTTATCTTCTGTTTTTCTCAAATAAAGTTCAAAGCAAC 
CACCTGT 

Gene 838. >OTTHUMT00007006555 cDNA sequence 

GAGGCGGCTGCCTGCTGCTCTGCAGGTACCATGGAGCTGAGCTATAGGCTCTTCATCTGC 
CTCCTGCTCTGGGGTAGTACTGAGCTGTGCTACCCCCAACCCCTCTGGCTCTTGCAGGGT 
GGAGCCAGCCATCCTGAGACGTCCGTACAGCCCGTACTGGTGGAGTGTCAGGAGGCCACT 
CTGATGGTCATGGTCAGCAAAGACCTTTTTGGCACCGGGAAGCTCATCAGGGCTGCTGAC 
CTCACCTTGGGCCCAGAGGCCTGTGAGCCTCTGGTCTCCATGGACACAGAAGATGTGGTC 
AGGTTTGAGGTTGGACTCCACGAGTGTGGCAACAGCATGCAGGTAACTGACGATGCCCTG 
GTGTACAGCACCTTCCTGCTCCATGACCCCCGCCCCGTGGGAAACCTGTCCATCGTGAGG 
ACTAACCGCGCAGAGATTCCCATCGAGTGCCGCTACCCCAGGCAGGGCAATGTGAGCAGC 
CAGGCCATCCTGCCCACCTGGTTGCCCTTCAGGACCACGGTGTTCTCAGAGGAGAAGCTG 
ACTTTCTCTCTGCGTCTGATGGAGGAGAACTGGAACGCTGAGAAGAGGTCCCCCACCTTC 
CACCTGGGAGATGCAGCCCACCTCCAGGCAGAAATCCACACTGGCAGCCACGTGCCACTG 
CGGTTGTTTGTGGACCACTGCGTGGCCACACCGACACCAGACCAGAATGCCTCCCCTTAT 
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CACACCATCGTGGACTTCCATGGCTGTCTTGTCGACGGTCTCACTGATGCCTCTTCTGCA 

TTCAAAGTTCCTCGACCCGGGCCAGATACACTCCAGTTCACAGTGGATGTCTTCCACTTT 

GCTAATGACTCCAGAAACATGATATACATCACCTGCCACCTGAAGGTCACCCTAGCTGAG 

CAGGACCCAGATGAACTCAACAAGGCCTGTTCCTTCAGCAAGCCTTCCAACAGCTGGTTC 

CCAGTGGAAGGCTCGGCTGACATCTGTCAATGCTGTAACAAAGGTGACTGTGGCACTCCA 

AGCCATTCCAGGAGGCAGCCTCATGTCATGAGCCAGTGGTCCAGGTCTGCTTCCCGTAAC 

CGCAGGCATGTGACAGAAGAAGCAGATGTCACCGTGGGGCCACTGATCTTCCTGGACAGG 

AGGGGTGACCATGAAGTAGAGCAGTGGGCTTTGCCTTCTGACACCTCAGTGGTGCTGCTG 

GGCGTAGGCCTGGCTGTGGTGGTGTCCCTGACTCTGACTGCTGTTATCCTGGTTCTGA.ee 

AGGAGGTGTCGCACTGCCTCCCACCCTGTGTCTGCTTCCGAATAAAAGAAGAAA 

Gene 839. >OTTHUMT00007006556 cDNA sequence 

ATGGACCAGTACCATCTGTGGCCCATTAGGAACCAGGCTGCACAGCAGGAGCCCAGCCTC 
ATCCCGCTCCCAGACACCGGAGAGGCCAGCAAAGAAAATAAGGTATTCGGCATTCTCCTG 
CAGTTTTCATTTGCTACGTGGACAGAAGGGGGTGAGGAAGAAGAAGAGATGTGTCATCAT 
TCCAGTTCTTCAACTCCATTGGCAGCAGACAAGGAGTCCCAGGGAGAAAAGGCAGATACA 
ACCCCAAGGAAGAAACAAAACTCGAATTCTCAGTCTACACCTGGCAGCTCTGGGCAGCGT 
AAGCGGAAAGTTCAGCTGCTGCCTTCTCGGCGAGGGGAACAGCTGACCTTGCCTCCACCT 
CCCCAGCTTGGCTATTCGATCACTGCCGAGGACCTAGACTTAGAGAAGAAGGCTTCATTA 
CAGTGGTTCAACCAGGCCTTGGAGGACAAGAGCGCTGCCTCGAACTCTGTCACTGAGACC 
CCACCTATCACTCAGCCTTCATTTACCTTTACCCTGCCTGCTGCTGCACCTGCCTCCCCA 
CCCACCTCCCTCCTGGCCCCAAGCACCAACCCACTGTTAGAGAGCTTGAAGAAGATGCAG 
ACTCCCCCGAGCCTGCCACCCTGCCCACTTCGAGGGCTGCTGGTGTTCCCGGCCCAGGCC 
TTCACGGCACTGCGCGCGCACACCTCTTTATCAGACTCTGCTGGAGCAGCAACCACTGAG 
GCCCTCTCACCTCCAAAGACACCCAACCTCCTACCCCCGCTGGGTTTATCACAGTCAGGG 
CCGCCAGGGCTGCTCCCCAGCCCCTCCTTTGACTCCAACCCCCCGACCACTTTGCTGGGG 
CTGATCCCTGCTCCATCCATGGTACCAGCCACTGACACCAAGGCACCTCCAACCCTTCAG 
GCAGAGACGACTACCAAACCCCAAGCCACATCTGCCCCGTCCCCCGCCCCCAAGCAAAGC 
TTCCTGTTTGGAACACAGAACACCTCACCTTCCAGCCCTGCCGCCCCTGCTGCATCTTCA 
GCATCTCCCATGTTCAAGCCCATTTTCACGGCTCCACCCAAGAGTGAGAAGGAAGGCCCC 
ACACCGCCTGGCCCTTCAGTCTCAGCCACAGCGCCCTCCAGCTCCTCCCTCCCCACGACC 
ACCAGCACCACAGCCCCGACCTTCCAGCCTGTCTTTAGCAGCATGGGGCCACCTGCATCT 
GTGCCCTTGCCTGCTCCCTTCTTCAAGCAGACAACTACTCCCGCCACTGCTCCCACCACA 
ACTGCCCCGCTCTTCACTGGCCTGGCCAGCGCCACCTCTGCTGTGGCTCCCATCACCTCT 
GCCAGTCCATCCACAGACTCTGCTTCGAAGCCTGCGTTTGGCTTTGGCATAAACAGTGTG 
AGCAGCAGCAGTGTGAGTACCACGACCAGCACCGCCACTGCCGCCTCACAGCCTTTCCTC 
TTCGGGGCGCCCCAGGCCTCTGCTGCCAGCTTCACCCCGGCCATGGGCTCCATATTCCAG 
TTTGGCAAACCTCCTGCCTTGCCCACAACCACCACAGTCACCACCTTCAGCCAGTCCCTG 
CCCACTGCCGTGCCAACGGCCACCAGCAGCAGCGCTGCCGACTTTAGTGGTTTTGGCAGC 
ACCCTCGCCACCTCCGCCCCGGCCACCAGCAGCCAGCCCACTCTGACGTTCAGTAACACG 
AGCACCCCCACGTTCAACATTCCCTTTGGCTCAAGCGCCAAGTCCCCGCTCCCATCATAT 
CCGGGAGCCAACCCCCAGCCCGCATTTGGGGCCGCTGAGGGGCAGCCACCGGGGGCCGCC 
AAGCCAGCCCTTACCCCCAGCTTTGGCAGCTCTTTCACTTTTGGAAACTCTGCAGCCCCG 
GCTGCTGCACCCACACCTGCACCTCCGTCCATGATCAAGATCGTGCCTGCGCACGTGCCT 
ACGCCCATCCAGCCTACCTTTGGCGGTGCCACGCACTCGGCGTTTGGGTTGAAAGCCACG 
GCTTCGGCCTTCGGCGCTCCCGCCAGCTCACAGCCCGCCTTTGGCGGCTCCACTGCTGTC 
TTCTCCTTCGGTGCAGCCACCAGCTCTGGCTTTGGAGCCACCACCCAGACCGCCAGCAGC 
GGGAGCAGCAGCTCGGTGTTTGGCAGCACAACACCATCACCCTTCACGTTTGGGGGTTCG 
GCAGCCCCCGCTGGCAGTGGGAGCTTTGGGATCAACGTGGCCACCCCAGGCTCCAGCGCC 
ACCACCGGAGCTTTCAGCTTTGGAGCAGGACAGAGTGGGAGCACAGCCACCTCCACCCCC 
TTCGCAGGGGGCTTAGGTCAGAACGCCCTGGGCACCACCGGCCAGAGCACACCGTTTGCC 
TTCAACGTGGGCAGCACAACTGAGAGCAAACCTGTGTTTGGAACCGCCACCCCCACCTTT 
GGTCTGAACACCCCTGCGCCTGGAGTGGGCACATCAGGCAGCAGCCTCTCCTTTGGGGCA 
TCCTCAGCACCCGCCCAAGGCTTTGTTGGTGTTGCACCTTTCTCGGCGGCCCCTTCATTT 
TCCATTGGTGCGGGATCCAAGACCCTAGGGGCTCGACAGCGACTGCAGGCCCGAAGGCAG 



516/1290 



FIGURE 1 (CONT'D) 



CACACCCGCAAAAAGTAG 

Gene 840. >OTTHUMT00006006400 cDNA sequence 

CACCACCAGCCCTGAAGCTGTCTGTGAACGAAACTCTGGTGGTGAACCCTGGGGAGAATG 

TGACGGTGCAGTGTCTGCTGACAGGCGGTGATCCCCTCCCCCAGCTGCAGTGGTCCCATG 

GGCCTGGCCCACTGCCCCTGGGTGCTCTGGCCCAGGGTGGCACCCTCAGCATCCCTTCAG 

TGCAGGCCCGGGACTCTGGCTACTACAACTGCACAGCCACCAACAATGTGGGCAACCCTG 

CCAAGAAGACTGTCAACCTGCTGGTGCGATCCATGAAGAACGCTACATTCCAGATCACTC 

CTGACGTGATCAAAGAGAGTGAGAACATCCAGCTGGGCCAGGACCTGAAGCTATCGTGCC 

ACGTGGATGCAGTGCCCCAGGAGAAGGTGACCTACCAGTGGTTCAAGAATGGCAAGCCGG 

CACGCATGTCCAAGCGGCTGCTGGTGACCCGCAATGATCCTGAGCTGCCCGCAGTCACCA 

GCAGCCTAGAGCTCATTGACCTGCACTTCAGTGACTATGGCACCTACCTGTGCATGGCTT 

CTTTCCCAGGGGCACCCGTGCCCGACCTCAGCGTCGAGGTCAACATCTCCTCTGAGACAG 

GTGTGCCGCCCACCATCAGTGTGCCCAAGGGTAGGGCCGTGGTGACCGTGCGCGAGGGAT 

CGCCTGCCGAGCTGCAATGCGAGGTGCGGGGCAAGCCGCGGCCGCCAGTGCTCTGGTCCC 

GCGTGGACAAGGAGGCTGCACTGCTGCCCTCGGGGCTGCCCCTGGAGGAGACTCCGGACG 

GGAAGCTGCGGCTGGAGCGAGTGAGCCGAGACATGAGCGGGACCTACCGCTGCCAGACGG 

CCCGCTATAATGGCTTCAACGTGCGCCCCCGTGAGGCCCAGGTGCAGCTGAACGTGCAGT 

GCCCCAGTCCCGCCGGAGGTGGAGCCCAGTTCCCAGGACGTGCGCCAGGCGCTGGGCCGG 

CCCGTGCTCCTGCGCTGCTCGCTGCTGCGAGGCAGCCCCCAGCGCATCGCCTCGGCTGTG 

TGGCGTTTCAAAGGGCAGCTGCTGCCGCCGCCGCCTGTTGTTCCCGCCGCCGCCGAGGCG 

CCGGATCACGCGGAGCTGCGCCTCGACGCCGTAACTCGCGACAGCAGCGGCAGCTACGAG 

TGCAGCGTCTCCAACGATGTGGGCTCGGCTGCCTGCCTCTTCCAGGTCTCCGGCTGTCCA 

AGAACTACTCCTACGTGCTGCAGTGGACTCAGAGGGAGCCCGACGCTGTCGACCCTGTGC 

TCAACTACAGACTCAGCATCCGCCAGTTGAACCAGCACAATGCGGTGGTCAAGGCCATCC 

CGGTCCGGCGTGTGGAGAAGGGGCAGCTGCTGGAGTACATCCTGACCGATCTCCGTGTGC 

CCCACAGCTATGAGGTCCGCCTCACACCCTATACCACCTTCGGGGCTGGTGACATGGCCT 

CCCGCATCATCCACTACACAGAGCCCATCAACTCTCCGAACCTTTCAGACAACACCTGCC 

ACTTTGAGGATGAGAAGATCTGTGGCTATACCCAGGACCTGACAGACAACTTTGACTGGA 

CGCGGCAGAATGCCCTCACCCAGAACCCCAAACGCTCCCCCAACACTGGTCCCCCCACCG 

ACATAAGTGGCACCCCTGAGGGCTACTACATGTTCATCGAGACATCGAGGCCTCGGGAGC 

TGGGGGACCGTGCAAGGTTAGTGAGTCCCCTCTACAATGCCAGCGCCAAGTTCTACTGTG 

TCTCCTTCTTCTACCACATGTACGGGAAACACA.TCGGCTCCCTCAACCTCCTGGTGCGGT 

CCCGGAACAAAGGGGCTCTGGACACGCACGCCTGGTCTCTCAGTGGCAATAAGGGCAATG 

TGTGGCAGCAGGCCCATGTGCCCATCAGCCCCAGTGGGCCCTTCCAGATTATTTTTGAGG 

GGGTTCGAGGCCCGGGCTACCTGGGGGATATTGCCATAGATGACGTCACACTGAAGAAGG 

GGGAGTGTCCCCGGAAGCAGACGGATCCCAATAAAGTGGTGGTGATGCCGGGCAGTGGAG 

CCCCCTGCCAGTCCAGCCCACAGCTGTGGGGGCCCATGGCCATCTTCCTCTTGGCGTTGC 

AGAGATGATGAGAGCTGTGTGGCCACCCCCCCAACCTTGCCCCCGGCACACCAAAGTGTC 

CACATTGTACCAAAGACTGACCCCCGCCAGCTGGGGTGCCCAGGGGCAGGGCCGGCCCGC 

CAGGGAGGGGGCCTGCATTGGCTGCAAGGATGAGCAGAGAACAAGGACAGAGGCCAGGCA 

CTGAGGCCCTGGAGACAGCTGTTCCACTTGCACACACGCACAGACTCATGCTCACACACA 

CAGAGATATATTAAAGCACAAGTTTCTATCTGA 

Gene 841. >OTTHUMT00007006557 cDNA sequence 

ATGGGGGGAAGCGCGTTAAACCAGGGAGTCCTGGAAGGGGACGACGCCCCCGGCCAGTCC 
CTGTACGAGCGGTTAAGTCAGAGGATGCTGGACATCTCGGGGGACCGGGGCGTGCTGAAG 
GACGTCATCCGAGAAGGAGCTGGAGACCTAGTGGCGCCTGATGCTTCGGTGCTAAAATAC 
TCGGGATACCTGGAACACATGGACAGACCCTTCGATTCTAATTACTTTAGGAAAACTCCT 
CGGCTAATGAAACTTGGAGAGATTACACTGTGGGGCATGGAGCTGGGCCTTCTGAGCATG 
CGGAGAGGAGAGCTGGCCAGGTTTCTGTTCAAACCGAACTACGCCTATGGAACGCTGGGC 
TGCCCTCCCTTGATCCCCCCAAACACCACTGTCCTGTTTGAGATTGAGCTGCTTGACTTC 
CTGGACTGTGCTGAGTCAGACAAGTTTTGTGCTCTCTCAGCTGAGCAGCAAGACCAATTT 
CCACTTCAGAAGGTCCTGAAAGTGGCAGCTACGGAACGGGAGTTTGGCAACTACCTTTTC 
CGCCAGAATCGTTTCTATGATGCCAAAGTGAGATATAAAAGGGCCCTGTTGCTTCTGCGC 
CGGCGATCAGCACCCCCTGAAGAGCAGCACCTGGTGGAGGCCGCCAAGCTTCCTGTTCTC 
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CTGAACCTGTCCTTTACATACCTGAAGCTAGACCGACCCACCATAGCCCTGTGCTATGGA 
GAGCAGGCTTTGATCATTGACCAAAAGAATGCCAAGGCCCTCTTCAGGTGTGGACAGGAC 
AGTCTGGCGGTGTTGCCCAGAGTGTTAGGAGGCCGCCCCCTCTACAGCTGGGTTTTTGAA 
GTGCTCGGCCGTGCGCTGCACCAGCAGTTCCCAGCAAGCTGTTACAGGGACTATGTGGAT 
AAAGAGAAAGAAATGTGGCACCGCATGTTCGCGCCCTGTGGCGATGGTTCTACAGCAGGA 
GAAAGTTGA 

Gene 842 . >OTTHUMT00006006402 cDNA sequence 

TTCCCCCTGTCTGAAGAAGGGGAGCAGGTTTCTGAGTACTCCGGGGCGCGGTGCCTCCCC 

CTAAACGCGAATGGAACTTTTGGGAAATGCCCCTCCCCCAGCCCCTTGTCTGGGGCAACT 

TCCTTGTCTCTTCTCCCCCACCGGTGTTGGGGAGTTCCTTGTCTCCACTCCCAACCACAG 

AGCCACAAGTACATTATCTATGCCCAGGCGAGTCCCTATGCCCAGGCTAGGAGAGCCGCA 

CTTCTTCCTAGAGCTGACACGTTTGGTTTTTGGAGGGGAAAGGGGAGCTGTAGCTGAATC 

AGTAATGGAAATTGATGAACCTGTGATGTGACTCCTGGGAGTAGTTTGCAATCACCATTG 

GCCCAAAAGGAGCCATCTACGTGCTCAGTGGGGTCTAGTAAAGGATAATATTAATTCTT 

Gene 843. >OTTHUMT00007006563 cDNA sequence 

GGGAAGAGGAGGCGCGAGAATGGAGGTGGAGGCCGTCTGTGGTGGCGCGGGCGAGGTGGA 
GGCCCAGGACTCTGACCCTGCCCCTGCCTTCAGCAAGGCCCCCGGCAGCGCCGGCCACTA 
CGAACTGCCGTGGGTTGAAAAATATAGGCCAGTAAAGCTGAATGAAATTGTCGGGAATGA 
AGACACCGTGAGCAGGCTAGAGGTCTTTGCAAGGGAAGGAAATGTGCCCAACATCATCAT 
TGCGGGCCCTCCAGGAACCGGCAAGACCACAAGCATTCTGTGCTTGGCCCGGGCCCTGCT 
GGGCCCAGCACTCAAAGATGCCATGTTGGAACTCAATGCTTCAAATGACAGGGGCATTGA 
CGTTGTGAGGAATAAAATTAAAATGTTTGCTCAACAAAAAGTCACTCTTCCCAAAGGCCG 
ACATAAGATCATCATTCTGGATGAAGCAGACAGCATGACCGACGGAGCCCAGCAAGCCTT 
GAGGAGAACCATGGAAATCTACTCTAAAACCACTCGCTTCGCCCTTGCTTGTAATGCTTC 
GGATAAGATCATCGAGCCCATTCAGTCCCGCTGTGCAGTCCTCCGGTACACAAAGCTGAC 
CGACGCCCAGATCCTCACCAGGCTGATGAATGTTATCGAGAAGGAGAGGGTACCCTACAC 
TGATGACGGCCTAGAAGCCATCATCTTCACGGCCCAGGGAGACATGAGGCAGGCGCTGAA 
CAACCTGCAGTCCACCTTCTCAGGATTTGGCTTCATTAACAGTGAGAACGTGTTCAAGGT 
CTGTGACGAGCCCCACCCACTGCTGGTAAAGGAGATGATCCAGCACTGTGTGAATGCCAA 
CATTGACGAAGCCTACAAGATTCTTGCTCACTTGTGGCATCTGGGCTACTCACCAGAAGA 
TATCATTGGCAACATCTTTCGAGTGTGTAAAACTTTCCAAATGGCAGAATACCTGAAACT 
GGAGTTTATCAAGGAAATTGGATACACTCACATGAAAATAGCGGAAGGAGTGAACTCTCT 
TTTGCAGATGGCAGGCCTCCTGGCAAGGCTGTGTCAGAAGACAATGGCCCCGGTGGCCAG 
TTAGAGCAGAGACTTCACTGACTGACTTACAGGTGCCCTATTCTGAGGTACAGGAGCCGC 
GGCTTTCTGATGGGGGAAAATGCCGCCTTAGGCTGGAGCCAACATGACTGTCCTTTAAAC 
TCCAGTGGCTGGCCAGGCACGGTAGCTCACGCCTGTAATCCCAACACTTTGGGAGGCCGA 
GGCAGGTGGATCACCTGAGGTCAGAAGTTCAAGACCAGCCTGGCCAACATGGGGAAACCC 
TGTCTTTACTAAAAATATAAAAATTAGCTGGGTGTGGTGGCGGGCACCTGTAATCCCAGC 
TACTCGGGAGGCTGTGGCAGGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGC 
CAAGATCACACCATTGCACTCCAGCCTGGGCGACAGAGTCTCCATCTGGGGAAAAAAATT 
AAATAAATAAACTCCCG 

Gene 844. >OTTHUMT00007008169 cDNA sequence 

ATGGCGCAACCAAAGCAAGAGAGGGTGGCGCGTGCCAGACACCAACGGTCGGAAACCGCC 
AGACACCAACGGTCGGAAACCGCCAGACACCAACGCTCGGAAACCGCCAGACACCAACGC 
TCGGAAACCGCCAGACACCAAGGCTCGGAATACACGCCAGACCACGACGGAGGGCGACCA 
CCTCCCTTCTGACCCTGCTGCGGGCGTTCGGAAAAAAAACGCAGTCCGGTGTGCTCTGAT 
TGGTCCAGGCTCTTTGACGTCACGGACTCGACCTTTGACAGAGCCACTAGGCGAAAAGGA 
GAGACGGGAAGTATTTTTTCCGCCCCGCCCGGAAAGGGTGGAGCACAACGTCGAAAGCAG 
CCAATGGGAGCCCAGGAGGCGGGGCGCCTGTGGGAGCCGTTGAGGGCACTTTCCCAGTCC 
CCGAGGCGGATCCGGTGTTGCATCCTTGGAGAGAGCTGAGAGCTCGAGTACAGAACCTGC 
TAAGGCCATCAAACCTATTGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGT 
ACTGAGTCTAAGCACTGCGGTGAAGAAGATAGTAGGAAACAGTCTGGATGCTGGTGCCAC 
TAATATTGATCTAAAGCTTAAGGACTATGGAATGGATCTCATTGAAGTTTCAGGCAATGG 
ATGTGGGGTAGAAGAAGAAAACTTCGAAGGCTTAACTCTGAAACATCACACATCTAAGAT 
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TCAAGAGTTTGCCGACCTAACTCGGGTTGAAACTTTTGGCTTTCGGGGGAAAGCTCTGAG 
CTCACTTTGTGCACTGAGTGATGTCACCATTTCTACCTGCCACGTATCGGCGAAGGTTGG 
GACTCGACTGGTGTTTGATCACGATGGGAAAATCATCCAGAAAACCCCCTACCCCCACCC 
CAGAGGGACCACAGTCAGCGTGAAGCAGTTATTTTCTACGCTACCTGTGCGCCATAAGGA 
ATTTCAAAGGAATATTAAGAAGAAACGTGCCTGCTTCCCCTTCGCCTTCTGCCGTGATTG 
TCAGTTTCTTGAGGGCTCCCCAGCCATGCTTCCTGTACAGCCTGCAAAACTGACTCCTAG 
AAGTACCCCACCCCACCCCTGCTCCTTGGAGGACAACGTGATCACTGTATTCAGCTCTGT 
CAAGAATGGTCCAGGTTCTTCTAGA 

Gene 845. >OTTHUMT00006006404 cDNA sequence 

CAGGCCTACACTTTGTGCATCCAAAGTCAGAAGCACACTTATGAGATCAATTTAGTTCAG 
CATGTGGAAGAATGGCATTCAGTGAGCTATGCCATCACGTCACATAAAGAAAATGTAACC 
ATGGCTGCAGAGATTTCGTTGGGTCACTCTAAACTGTTACCAAGATATGTAACTGAACTG 
TGGATCCTTTCAACAAATCTCTATATGAGGGGCTGAATATAGAGAACCAACGAACTAAGA 
TCATTGTCATCTTCCTGAAAGATGAGAAGTAACATTCTTTGCCTACCATCATTGGAGGCA 
ACGTTGATGGCCTTCTGGTTTTGATAATTATAGTCATTCTGTCCAAGTGTGGCATTTTCC 
CCCCAGCCCTCTTCTCGTGTTAGCAAGGTATGTGGCTTTTTAAAAAGAAAATATCAATAA 
TTGAACTTAGCATAGGGAAGGCCCAGATGAAGCCAGCGAATCTGCTCACAGAAAAAAAAT 
AA 

Gene 846. >OTTHUMT00006 006406 cDNA sequence 

GCGGCCGCTGCGACTCCGGAGCCGGCGGGGGGCTCCGGTCCTTCCCTGCGCCACCGCACA 
GGACATCTCTCTGGCTGGGGAGCGGCGGTGAGACCCGCCGAGGGCGTCTGTGTCCCTCCT 
CCCCCGCGGTCCTCGGTGCGTCCGCACGCCCCTCCTCCTCGGCTCCCTCCTTCTTCTCTC 
CGCGCCTCTCCGCCCCCTCCCCGTCTCCGCAGGCCGAGTGGTGCGGCCCGCCTCCAGCTG 
ACCGGCCTGGAATCCCGGCTCCGAGCCCCGGACTCGCGCCCGCCCGCGCGCCCGCTCCTT 
CCCCCTCCCCCCGCCCCGAGCCCCCCGACGCCGCCGCCACCGCCTCCTCAGAGCGGGGCC 
CGGGCCCAGCCGCCGCCACCGCTGCCGCCGCCGAGCTCCGCCGCCGCCGAGCACCATGGG 
AGACGCTGGGAGCGAGCGCAGCAAAGCGCCCAGCCTGCCGCCTCGCTGTCCCTGCGGCTT 
CTGGGGGTCCAGCAAGACTATGAATCTCTGTTCCAAATGCTTTGCTGATTTTCAAAAGAA 
ACAGCCAGACGATGATTCCGCTCCAAGTACAAGTAACAGCCAATCAGATTTGTTTTCCGA 
AGAGACCACCAGTGACAACAACAATACCTCGATAACCACGCCAACTCTTAGTCCCAGCCA 
GCAGCCGCTTCCGACAGAACTGAATGTAACTTCACCGAGTAAAGAGGAGTGTGGGCCATG 
CACAGACACAGCTCATGTCTCATTAATCACACCAACAAAAAGATCCTGTGGTACAGCAGA 
TTCACAGTCTGAGAATGAGGCTTCACCAGTAAAACGGCCACGACTACTTGAGAATACGGA 
ACGGTCCGAGGAAACCAGTCGATCTAAACAGAAGAGTCGACGTCGGTGCTTCCAGTGCCA 
AACCAAACTGGAGCTGGTGCAGCAGGAATTGGGATCGTGTCGCTGCGGTTATGTGTTCTG 
TATGTTACATCGCCTCCCCGAGCAGCACGACTGCACATTCGACCACATGGGCCGTGGCCG 
GGAGGAAGCCATCATGAAAATGGTGAAGCTGGACCGGAAAGTGGGGCGCTCCTGCCAGCG 
CATCGGGGAGGGGTGCTCCTGAAGGCCAGGCATGGCCACCACGTGACGCTGTTCTTAGTT 
CACTAATGTTAGCCTTATTTAGGACAAAGTCAGCCAGACACCTTGTACTGGGCACGCGTC 
AGACTGCAGCCAGTCCGTTTCCTTTCTTTAGCCAGCCATCCTGGTACTGTAGTTTAGGGG 
TTGATGGTGGTTGAAATTGATTTCTGGCTGGTTACTAAGGTGCCTGCTAGCCATTGTATA 
AAATTAAAACATGAAGAATATTTTTTTTTTGAGCATGGCTAGTGGATTTAAAACAACACA 
TACCTGTCACTGCTGGAGTCAAACTTATAAAAAGCCTTAAGTGGAAAGTGTTCCAGACGG 
AGACTCTGAGTTAATAGAGGAGTAGAAGCTGGTGTTAAAGTTCCCACGACGCACATGGCT 
TTGCCAGAAACTCTGTTTAATGATCGGCCTTTCACCTCTTCACTTATCCTTAGTCCCAGT 
AGCCAGGATACCTGATGGCCACGTGTGCCTTGGCCACGGGAGGCTGCTGAGATTGGCCAC 
GTGGCTGGGCTGGGTGGTGGCCTCACTCTCCCACAGAGCTGGAAATGGGGGGTGGGGGAC 
AGATTCTTACGGAAATTTTTTTACCTGACTTGCTATGAAAAAACTCATCACACAAGAAGA 
GAAACAGTAACCTCACTTTGAAAATTAGCTCCACTCAAGACTAGTCCACGAACGAGACCC 
GCCTTTTCTACACAGGATCCAAGGTCACGAGAAGCAGCCAGAGTGCCCCGCCTCCGCCGG 
CTCTGGTCTGCCATTCGCCAGTGCAGGGATCTGGCACGGACCAGATGTGGCGAATGGCAG 
CACAGCGCGGTGGCTGGGTCTGCACACTGGCCTCTGCAGCCAGATTTCTATATTGGGAGT 
TTTTTAAAAAGACATTTCATAGCCAACAAGAATCAGTAGAAGTGCTGGGAGCAGCAGCTG 
GGGAAGCTGCCGCCCACGGGCTCTGCCCCTTCCAGCTGGAGCCGCCCGTGCCTCCAGGGG 
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CCAAGAGGATGATGTCGTGGCCTCCATTCTCGTTTCTATGCAGCCCCATAGTCCAAGGAC 

ACCCAGTCCACATCTACCATATAGCAAGTTTAGTAAGGGAAGGCAGCATACGTCCCAGGG 

ACAGTGGGTTTGGATCTGTCTAGAACAGCGGTTTGTGGCTGTGGCCCAGCTCCGAGAGTG 

ATATTTGCTCTGGTAGGTGAGGGCCTGAGGGTACATTTCTCCACCTGTGCCCCCTCATGT 

TCACAGAGGATTTCAGCAGCTGCAACTGCGCACGCCAGGTGGGGAAGGGTGGGGGTGGGC 

CTGGTTGCCCCATGTTAGGAAATCACTACCAGTCAGGTGGGGCTGGGGCTGGGTGGACAG 

GATCAGGATTCCCTTGAAAGCCCAGGCAGGGTGAGCAGTCCCAGTGGTCCTAGTGCCGCA 

TCAGATCCAGGTGGGTGAGGGCAGGAGGCCCCTGCGGAGGCAGCGTGGATCTGCCCACAC 

ATAGGCTACTGGAATAGTTTAACCCAGCAACTTTCCTTTTTATAAAACAACAAATGGTTC 

AACTCTGTCTGCAAATTAACAGCTGAACACCTGCAACTGCAAATGTTTTTTGATCCGACG 

TACTGAAATAGGAAGTCATGCTCTTCCCACCCTCCACCCACCAGAGTGGAACCCGCTGCA 

AAATCCCCAGCCTTAATTCTTGCTTCAGGACCCAGACCGGTGTCTTGCTCTAGGGCAACC 

CAGGGCAGAGGGGCCAGGTCTGCCCAGCGTTTACCACTGCTGTCAAGCCACAGCCCTTGG 

CCACCATACGGGCCATCCTCAGTGAGGCAGCCCCCCATAGGCTTCCGCCAAGCTCTGGTC 

CCGAAGAGGCTGTGCGAGCCCTTCCCGGCCCTCCCCAGGGCCCCCCGCCCCCTCCTCTGC 

CTGCTGCGTGGAGGCAGCCATGGGAAGGAGCCCAGGGGAGCTGGCCTGGGGGAGCGAAGC 

CCATGTTCGCTTCCTGACTTAGAGCTGGGGGGGGTGGGGGGTGGGGCTTGTTCCCCTGCA 

GTATCTGTTCTGTGAAGTTTGTTAAATGTAAGGAAAGCTTAAATTCTTGTATCTTTAAAA 

GAGAAAATCTTATTTAACCCTTTTGTGTTCTAGATTTACTTACACACATAGCCTAGAGCT 

CAGTTTTAGTTTTAACATTGTGAAAATATTAAAAGAATCTTGTAACTTTATTCTTTTTTC 

TCCTGCTGAAAAAAAAAATTAAACCAATCGTATG 

Gene 847. >OTTHUMT00006006407 cDNA sequence 

TTTCTTTTTGTTTGCCCCAGGTCCAGCAAGACTATGAATCTCTGTTCCAAATGCTTTGCT 
GATTTTCAAAAGAAACAGCCAGACGATGATTCCGCTCCAAGTACAAGTAACAGCCAATCA 
GATTTGTTTTCCGAAGAGACCACCAGTGACAACAACAATACCTCGATAACCACGCCAACT 
CTTAGTCCCAGCCAGCAGCCGCTTCCGACAGAACTGAATGTAACTTCACCGAGTAAAGAG 
GAGTGTGGGCCATGCACAGACACAGCTCATGTCTCATTAATCACACCAACAAAAAGATCC 
TGTGGTACAG 

Gene 848. >OTTHUMT00006006408 cDNA sequence 

CAGACGATGATTCCGCTCCAAGTACAAGTAACAGCCAATCAGATTTGTTTTCCGAAGAGA 

CCACCAGTGACAACAACAATACCTCGATAACCACGCCAACTCTTAGTCCCAGCCAGCAGC 

CGCTTCCGACAGAACTGAATGTAACTTCACCGAGTAAAGAGGAGTATACTCACTCTGTTG 

CCCAGGCTGGAGTGCGGTTGTACCATCTCAGCTGACTGCAACCTCTACCTCCTGGGTTCA 

AGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGCATTACAGGTGCCTGCCACCATGCC 

TGGCTAATTAGTAGAAACAGGATCTCACCATGTTGGCCAAGCTGGTCTCGAACTCCTGAC 

CTCAAATGATCTAACCACCTTGGTCTCCCAAAGTACTGGGATTACAGGCATGAGCCAC 

Gene 849. >OTTHUMT00007008170 cDNA sequence 

AGGGATGTCCTTCCTGAGATCCGTGCTATCTGCATTGAGGAAATTGGGTGTTGGATGCAA 

AGCTACAGCACGTCTTTCCTCACCGACAGCTATTTAAAATATATTGGTTGGACTCTGCAT 

GATAAGCACCGAGAAGTCCGCGTGAAGTGCGTGAAGGCTCTGAAAGGGCTGTACGGTAAC 

CGGGACCTGACCGCACGCCTGGAGCTCTTCACTGGCCGCTTCAAGGACTGGATGGTTTCC 

ATGATCGTGGACAGAGAGTACAGTGTGGCAGTGGAGGCCGTCAGATTACTGATACTTATC 

CTTAAGAACATGGAAGGGGTGCTGATGGACGTGGACTGTGAGAGCGTCTACCCCATTGTG 

TAGGCCTCTAATTGAGGCCTGGCCTCTGCTGTGGGTGAATTTCTGTACTGGAAACTTTTC 

TACCCTGAGTGCGAGATAAGAACGATGGGTGGAAGAGAGCAACGCCAGAGCCCAGGTGCC 

CAGAGGACTTTCTTCCAGCTTCTGCTGTCCTTCTTTGTGGAGAGCAAGCTCCACGACCAC 

GCTGCTTACTTAGTAGACAACCTGTGGGACTGTGCAGGGACTCAGCTGAAGGACTGGGAG 

GGTCTGACAAGCCTGCTGCTGGAGAAGGACCAGAACCTGGGTGATGTGCAGGAGAGCACA 

CTGATAGAAATCCTTGTGTCCAGTGCCCAGCAA 

Gene 850. >OTTHUMT00006006409 cDNA sequence 

ATTCACAGTCTGAGAATGAGGCTTCACCAGTAAAACGGCCACGACTACTTGAGAATACGG 
AACGGTCCGAGGAAACCAGTCGATCTAAACAGAAGAGTCGACGTCGGTGCTTCCAGTGCC 
AAACCAAACTGGAGCTGGTGCAGCAGGAATTGGGATCGTGTCGCTGCGGTGTTTCTCTGG 
AGAGAGATGTGTGGCATTTATAGTCTGATGCCCCCTGACCACGTTGCCACTCGGACATTC 
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Gene 851. >OTTHUMT00007007515 cDNA sequence 

ATGTTGCCATTACAGGGGCCAGTGTCATTCAAAGATGTGGCTGTGGATTTCACCCAGGAG 
GAGTGGCGGCAACTGGACCCTGATGAGAAGATAACATACGGGGATGTGATGTTGGAGAAC 
TACAGCCATCTAGTTTCCTTGGTCCTTCTTCTTTTCCCATTAACAAGATATGATATCACC 
AAGCCAAACGTCATCATTAAGTTGGAGCAGGGAGAGGAGCTGTGGATAACGGGAGGTGAA 
TTTCCATGTCAACATAGTCCA 

Gene 852. >OTTHUMT00006006414 cDNA sequence 

TGTGTGTGTGTAAGAGAGCGAGCGAGAGAGACGCCAGCCGTTGTGATGATGTTAACATTC 
TCTGGGTCTACACCAGTGGCCCTTTCTGCCTGCATTTTTATTACAACATAGTCCTAACAC 
TGCATTTCACTGTCAGGCACCTCCGTCCACTCCACTCCTGCGCACTCCTCCCGGCTGTGT 
CTCCTGTCTTTTTTGGGTCCCTTTTGGAAATGTGGGCTCCTCAGAGTATTTGGAGCCACC 
TTCCCCCCAACACCTCCACCTCTAGGGGCCTGGTCCTTTGGGAGTGGGCAGGGGGCCTAT 
GAAAAGCACCTAGCACCCACGGAAGACAATGACATCATGTGGGGCCAAGTCCGATGTCCT 
CCATCACACACTATTGCCCAGCTTCCATGGGCCTTGCAAGTTTAAGGGGAAAAAAAATGG 
GAAGCCATTTCTGAGAAAA 

Gene 853. >OTTHUMT00007007518 cDNA sequence 

GAGTCGGAGCCACAGCCAGAGCCCTGCCCAGGCCGAGCCGGAGCTGCAGCCCGAGCGCGG 

TGGTGCCCTCAGCCCCGTCCTCTTGTCCTCCTCAGCCTCGGTGCCTTGGAATTTGTGTCG 

CTGAGTCAGCAAGCCTTTCAGATTTGCCCGGTTTTTGTTGTTTGTGGTTTGTATCAAGAT 

GGGAACTCAAACAAGTCATTCCTCCTAAGGAGCTGGTGTCTTCATCCAGAAGGGACAGTT 

TGTGCCAGCTCTCCAGAGAGAAAAGATCTGCCGGAGGCGCTGGGCAATGACCCCGGGACT 

CCAGGCCAGAGGGGTCTGAAGCTGTTTGGGAAAGCAGCGGGACTCCTTGGGAAGATGGCC 

ATGGCCCCAAGCCCTTCCCTGGTGCAGGTGTACACCAGCCCCGCAGCTGTGGCTATGGCA 

GGATGGGCTGGGCACCTGGCACCCCTACAGTGCCACCATCTGCAGCTTCATCGAGCAGCA 

GTTTGTCCAGCAGAAGGGCCAACGTTTTGGGCTTGGGAGCCTGGCCCACAGCATCCCCTT 

GGGCCAGGCAGACCCCTCGCTGGCCCGTTACATTATTGACCTCCCCAGCTGGACCCAGTT 

CCGCCAGGACACCGGCACCATGCGGACTGTGCGGAGACACCTGTTCCCCCAGCACTCAGC 

CCCTGGCCGAGGTGTCGTCTGGGAGTGGCTGAGCGACGATGGCTCCTGGACCGCCTATGA 

AGCCGGCGTCTGTGACGATCTGGAGCAGCAGGTGGCCAGGGGCAACCAGCTCGTGGACTT 

GGCCCCCCTGGGGTACAACTACACTGTCAACTACACCACCCACACGCAGACCAACAAGAC 

TTCCAGCTTCTGCTGCAGCGTGCGGCGCCAAGCAGGGCCGCCTTACCCAGTGACCACCAT 

CATCGCTCCGCCGGGCCACACAGGCGTCGCCTGCTCTTGCCACCAGTGCCTCAGTGGCAG 

CAGAACTGGCCCTGTATCAGGCCGCTACCGCCACTCCATGACCAACCTCCCTGCATACCC 

CGCCCCCCAGCACCCCCCCCACAGGACCGCTTCTGTGTTTGGGACCCACCAGGCCTTTGC 

ACCATACAACAAACCCTCACTCTCCGGGGCCCGGTCTGCGCCCAGGCTGAACACCACGAA 

CGCCTGGGACGCAGCTCCTCCTTCCCTGGGGAGCCAGCCCCTCTACCGCTCCAGCCTCTC 

CCACCTGGGACCGCAGCACCTGCCCCCAGGATCCTCCACCTCCGGTGCAGTCAGTGCCTC 

CCTCCCCAGCGGTCCCTCAAGCAGCCCAGGGAGCGTCCCTGCCACTGTGCCCATGCAGAT 

GCCAAAGCCCAGCAGAGTCCAGCAGGCGCTCGCAGGCATGACGAGTGTTCTGATGTCAGC 

CATTGGACTCCCTGTGTGTCTTAGCCGCGCACCCCAGCCCACC7VGCCCTCCCGCCTCCCG 

TCTGGCTTCCAAAAGTCACGGCTCAGTTAAGAGATTGAGGAAAATGTCCGTGAAAGGAGC 

GACCCCGAAGCCAGAGCCAGAGCCAGAGCAGGTCATAAAAAACTACACGGAAGAGCTGAA 

AGTGCCCCCAGATGAGGACTGCATCATCTGCATGGAGAAGCTGTCCGCAGCGTCTGGATA 

CAGCGATGTGACTGACAGCAAGGCAATCGGGCCCCTGGCTGTGGGCTGCCTCACCAAGTG 

CAGCCACGCCTTCCACCTGCTGTGCCTCCTGGCCATGTACTGCAACGGCAATAAGGATGG 

AAGTCTGCAGTGTCCCTCCTGCAAAACCATCTATGAGAGAAGACGGGGACCCAGCCCCAG 

GGAAAGATGGAGGTATTACGGTTCCAGATGTCGCTCCCCGGCCACGAGGACTGCGGGACC 

ATCCTCATAGTTTACAGCATTCCCCATGGCATCCAGATGAGGGGCCTTCTTGACACCCTA 

TCCTGGTGTCTGTTCCTCCCGCAGGGCCCTGAGCACCCCAATCCCGGAAAGCCGTTCACT 

GCCAGAGGGTTTCCCCGCCAGTGCTACCTTCCAGACAACGCCCAGGGCCGCAAGGTG 

Gene 854. >OTTHUMT00007007520 cDNA sequence 

AATGGAAACCAGAAATCAGATATTTATGCCCAAGAAAAGCAGGATTTCGTTCAGCACTAC 
TCCCAGATCGTTAGGGTGCTGACTGAGGATGAGATGGGGCACCCAGAGACAGGAGATGCT 
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ACTGCCCGGCTCAAGGAGGTCCTGGAGTACAATGCCATTGGAGGCAAGTATCACCGAGGT 

TTGATGGTGCTAGTAGCGTTCCGGGAGCTGGTGGAGCCGAGGAAACTGGATGCTGATAGT 

CTCCAGTGGGCACCGACTGTGGGCTGGTATGCGCAACTGCTGCAAGCTTTCTTCCTGGTG 

GCAGATGACATTATGGATTCATCCCTTACCTGCCAGGGACAGATCTCCTGGTATCAGAAG 

CTGGGCATGGGTTTGGATGCCATCAATGATGCTATCCTTCTGGAAGCATGTATCTACTGC 

CTGCTGAAGCTGTATTGCCGGGAGCAGCCCTATTACCTGAACCTGATGGAGCTCTTCCAG 

CAGAATTCTTATCAGACTGAGATTGGGCAGACCCTCGACCTCATCACAACCCCCCAGGGC 

AATGTGGATCTTCGCAGATGCACCGAAAAAAGGCACAAATCTGTTGTCAAGTACAAGACA 

GCTTTCTACTCCTTCTACCTTCCTGTAGCTGCAGCCATGTACATGTCAAGAATGGATGAC 

AAGAAGGAGCACACCAGTGCCAAGAAGATCCTGCTGGAGATTCAAGAGTTCTTTCAGATT 

CAGGATGATTACCTTGACTTCTTTGGGGACCCCAGTGTGACTGGCAGAGTTGGCAATGAC 

TTCCAGGACAACAAATGCAGCTGGCTGGTGGTTCAGTGTCTGCTACAGGCCACTCCAGAA 

CAGTACCAGATCCTGAAGGAAAATTACAGGCAGAAGGAGGCCGAGAAGGTGGCCCGGGTG 

AAGGCACTATACGAGGAGCTGGATCTGCCAGCCGTGTTCTTGCAGTATGAGAAAGACAGT 

TACAGCCACGTTATGGGTCTCATCGAATAGTACGCAGAGCCCCTGCCCCCAGCCATCTTT 

CTGGGGCTTGGGCACAAAATCTACAAGTGGAAAAAG 

Gene 855. >OTTHUMT00007007536 cDNA sequence 

AGGAAGAATCGCTGCTTTTCTCAAGCAAATCGGTTTCTTGATATCTTCTGGTTCTCACTC 

CTTGCCTGCTCCTGATGCTTTGACCCCTTTTATTGATCAGAGTGCTCTAGAA 

Gene 856. >CTTHUMT00007006590 cDNA sequence 

ATGAACTCCACAACCACTACTGCAGTTTCTGCCTCCTCCACCTCGTCCTCTGCCGTCTCC 
ACCCCTCCTTTAATTAAGCCTGTCCTGATGTCCAAGTCAGTGCCACCTTCACCAGAGAAG 
ATCTTAAATGGCAAAGGAATTCTGCCAACCACCATAGACAAGAAACACCAAAATGGCACC 
AAAAACAGCAACAAGCCTTACAGGAGACTTTCAAGAGAATTTGACCCAAATAAACACTGT 
GGAGTATTGGATCCCGAGACAAAGAAACCTTGCACAAGATCCCTCACCTGCAAGACACAT 
TCGCTAAGCCATCGGAGGGCAGTCCCAGGCCGGAAAAAGCAATTTGACCTCCTCCTGGCA 
GAACACAAAGCAAAGTCCCGGGAAAAAGAAGTTAAAGATAAAGAGCATCTCCTGACTTCC 
ACGAGGGAAATACTTCCAAGCCAATCCGGGCCGGCACAGGATTCTCTGCTAGGGTCTTCA 
GGGAGCTCTGGGCCAGAACCAAAAGTTGCATCCCCTGCAAAATCCAGACCACCCAACTCT 
GTACTTCCTTATCTCCCATCATCTGCAAATAGCATAAGCAGCAGCACATCTTCAAATCAT 
AGCGGCCACACTCCAGAGCCCCCACTCCCACCGGTTGGAGGTGACCTCGCCAGCCGACTG 
TCCAGTGATGAAGGGGAGATGGACGGAGCCGACGAATCCGAGAAGCTAGACTGTCAGTTC 
TCCACGCACCACCCCAGACCTCTGGCGTTTTGCTCATTTGGGAGTCGCCTCATGGGACGA 
GGGTACTATGTGTTTGATAGAAGATGGGATCGTTTTCGATTCGCACTAAACTCCATGGTA 
GAAAAACACCTGAATTCACAGATGTGGCACAGAAACCCGAGCCACAGGGCATCAGGTCCC 
TCCCCCCTGTTCAGGACTTGCCTAACCAATCTGCTGTCACTGAGCAACATTGGGGCTGCC 
TGGGTGTCAACTCTGGAGAGCGTAGCACCCCGCTACCCTCTCAACCTCGCTGCCCAAACC 
CCAGGCCCCGGCGGGCCCGAACCTGGAGGGATGGCAGCCGATGGGGGCGTGGAAGACATT 
AGGAAGAAAAGGAACGGCCAAGACTCTTTTTTCTTTAACAAGCATTTAACTCTGCATCAG 
GAGCCGCCAACACAGTATTCTCTTTCAGCCAAGATCCCTCCTGCGGCAGATAGCCCCCTG 
CCCTCGCCAGCAGCCCACATCACCACCCCCGTTCCAGCATCCGTTTTGCAGCCTTTCAGC 
AACCCCAGTGCTGTGTATCTTCCTTCAGCTCCCATCAGCTCGAGGCTCACCTCTTCTTAC 
ATAATGACATCAGCCATGCTCTCAAACGCAGCTTTCGTGACATCGCCGGACCCGAGCGCC 
CTCATGTCCCACACCACAGCTTTCCCTCATGTGGCCGCAACCCTCAGCATCATGGACTCA 
ACCTTCAAGGCCCCATCCGCCGTGTCCCCGATACCAGCCGTCATCCCTTCCCCATCCCAC 
AAGCCATCCAAAACCAAAACCAGCAAATCCTCAAAAGTCAAAGACCTGTCCACCCGTAGC 
GACGAGTCTCCAAGTAACAAAAAAAGGAAGCCACAGTCTTCGACTTCCTCCTCCTCCTCC 
TCCTCCTCCTCTTCCTTGCAGACATCCCTCTCGTCTCCACTGTCAGGGCCTCACAAAAAG 
AACTGTGTTTTGAATGCCAGTTCTGCTTTGAACTCCTATCAGGCGGCCCCTCCCTATAAC 
AGCCTGTCTGTGCACAACTCAAACAATGGGGTGAGCCCACTCAGTGCCAAACTGGAGCCC 
TCAGGACGGACCTCGCTGCCCGGCGGCCCCGCGGACATAGTGAGACAGGTGGGCGCGGTG 
GGAGGCAGCAGTGACTCCTGTCCCCTCTCTGTGCCCTCCCTTGCGCTCCACGCAGGGGAC 
CTCTCTCTGGCCTCACACAATGCTGTGTCTTCTCTGCCCCTCTCTTTTGACAAATCAGAA 
GGAAAAAAGCGTAAGAACTCGAGTTCTAGTAGCAAAGCCTGTAAAATCACTAAAATGCCT 
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GGTATGAATAGCGTTCACAAAAAGAACCCGCCCAGCCTTCTCGCACCGGTGCCCGATCCC 
GTTAACAGCACCTCCTCTCGGCAGAATTCTTTCCTTCCTAAAGAAAAACTGCAACTGTCA 
CCAGCTGGCAAAGAAGTGTTCAATGCCATGGTGCAGATAGGAGTGTGTATGAACATGTGG 
CATCGGCGGGCCCTTCCCAGGCTGGCTCGTGTGTCTGAGTGGGGCTTCAATGGTGTCTTT 
CAGGTTGGGAAAAATAGCAGCCTAGCTTTGTCACAATCCAGTCCTTCAAGTATATCCAGC 
CCAGGACACAGCCGACAGAGGACTCCCAGGAATGTCCGCGGCATTCGTCCTTGTGTTTTC 
CTCCACAGTGAGGACCTCTGTGACTGCCTTACATGCATGGATCCGTCACCTCATTTGCTA 
TTGGGTCCTTTAGATCCATCATCTCTTGCTATTCCAGCTGCCCTTTGCTGGATATGGGAG 
GCTAGTCAAATGAAGCAGTGGGATATGCTGCATTTTCAAAAAGCCTTCCCAGGAGACTAC 
AGTGTTTGTGCTGGGTCAAGAATCACAGTAAGTCTACACCAAGCAGAAGCTGTGTACTCT 
CAAACTCTTGTGGACTCCTGA 

Gene 857. >OTTHDMT00007006927 cDNA sequence 

ATGGAGGATGAGAAATCTTCACCAAAGGACATGGATGAAAATGAAAGCAACCAGTCTCTG 

ATGACAAGCAGCCAATATCCTAAAGAAGCAGTAAGAAAACGTCAAAATTCAGCACGGAAT 

TCCGGAGCAAGTGATTCTTCTAGGTTTTCTAGGAAAAGCTTCAAACTGGATTATAGACTA 

GAAGAAGATGTAACTAAATCCAAGAAAGGAAAAGATGGGAGATTTGTGAATCCGTGGCCA 

ACATGGAAAAACCCCTCTATTCCAAATGTTCTCAGATGGCTGATAATGGAGAAAGATCAC 

AGCAGTGTTCCAAGTTCTAAAGAGGAACTAGACAAAGAACTCCCAGTGCTTAAGCCATAT 

TTTATCACTAACCCTGAAGAAGCTGGAGTGAGGGAAGCTGGCTTAAGAGTCACATGGCTG 

GGACATGCCACGGTAATGGTGGAAATGGATGAGCTCATATTTCTCACGGATCCCATCTTT 

AGCTCTCGTGCTTCACCATCGCAGTACATGGGTCCAAAGCGATTTCGTCGTTCCCCGTGC 

ACAATAAGTGAACTCCCTCCAATAGATGCGGTCCTTATCAGTCACAACCACTATGACCAT 

CTGGACTACAATTCTGTCATTGCTTTGAATGAGCGATTTGGTAATGAGTTGAGATGGTTT 

GTGCCTTTGGGTCTCCTTGACTGGATGCAAAAATGTGGCTGTGAGAATGTGATTGAGTTG 

GACTGGTGGGAGGAGAATTGTGTCCCCGGACATGATAAGGTCACTTTTGTCTTTACACCT 

TCCCAGCACTGGTGTAAAAGGACTCTAATGGATGACAACAAGGTGCTATGGGGCAGCTGG 

TCTGTCTTGGGGCCTTGGAATCGATTTTTTTTCGCAGGAGATACTGGTTATTGCCCTGCT 

TTTGAAGAGATAGGAAAAAGATTTGGACCTTTTGACCTTGCAGCTATTCCCATCGGAGCT 

TATGAACCGTGGTTTATGAAATACCAGCATGTAGACCCAGAAGAAGCTGTAAGGATTCAC 

ACTGATGTCCAAACAAAGAAATCTATGGCAATTCACTGGGGAACTTTTGCCTTAGCAAAT 

GAGTGGTTTGTAGTTTTTCCTGAAGAGGTCCTTCACATCCCTCCCTCTGCTGCAGGTCTG 

CTGGAGTTTGCTGGAGGTCCACTCCAGACCCTGTTTGCCTGGGTATCAACATCGGAGGCT 

GCAGAACAGCAAAGATTACTGCCTGTTTCTTCCTCTGCAAGCTTTGTCCCAGAAGGGCAC 

CCGTCAGATGCCAGCCAGAGGTCTCCTGTATGA 

Gene 858. >OTTHUMT00007007586 cDNA sequence 

GATGGAAGCAGAGGTTGGAATGATGGAAGCAGAGGTTGGAATGAGGGAAGCAGAAATTGG 

AATGATGGAAGCAGAGGTTGGATTGATGGAAGCAGAGGTTGGAATGATGGAAGCAGAGGT 

TGGAATGAGGGAAGAAGAGGTTGGTTTGAGGGAAGCAGAGATTGGAATGATGGAAGCGGA 

GGTTGGAATGATGGAAGCAGAGGTTGGAATGATGGAAGCAGAGGTTGGACTGATGGAAGC 

AGAGGTTGGAATGAGGGAAGCAGAGGTTGGAATGAGGGAAGCAGAGATTGGAATGATGGA 

AGCAGGGGTTGGAATGATGGAAGCAGAGGTTGGAATGGTGGAGGCAGAGGTTGGAATTAT 

AGAAGCAGAGGTTGGACTGACAGAAGCAGAGGTTGGAATGAGGGAAGCAGAGGTTGGAAT 

GAGGTAAGGAGAGGTTGGAATGAGGGAAGGAGAGGTTGGAATGAGGGAAGCAGAAGTCGG 

AATGAGGGAAGAAGAAGTTGGACTGATGGAAGCAGAGGTTGG 

Gene 859. >OTTHUMT00007006933 cDNA sequence 

CTGAAGCTAGTGAGTCGCGGCGCCGCGCACTTGTGGTTGGGTCAGTGCCGCGCGCCGCTC 
GGTCGTTACCGCGAGGCGCTGGTGGCCTTCAGGCTGGACGGCGCGGGTCAGCCCTGGTTT 
GCCGGCTTCTGGGTCTTTGAACAGCCGCGATGTCGATCTTCACCCCCACCAACCAGATCC 
GCCTAACCAATGTGGCCGTGGTACGGATGAAGCGCGCCAGGAAGCGCTTCGAAATCGCCT 
GCTACAGAAACAAGGTCGTCGGCTGGCGGAGCGGCTTGGAAAAAGACCTTGATGAAGTTC 
TGCAGACCCACTCAGTGTTTGTAAATGTTTCCTAAGGTCAGGTTGCCAAGAAGGAAGATC 
TCATCAGTGCGTTTGGAACAGATGACCAAACTGAAATCTATTTTGACTAAAGGAGAAGTT 
CAAGTATCAGATAAAGACACACACAACTGGAGCAGATGTTTAGGGACATTGCAATTATTG 
TGGCAGACAAATGTGTGACTCCTGAAACAAAGAGACCATACACCGTGATCCTTATTGAGA 
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GAGCCATGAAGGACATCCACTATTTGGTGAAAACCAACAGGAGTACAAAACAGCAGGCTT 

TGGAAGTGATAAAGCAGTTAAAAGAGAAAATGAAGATAGAACGTGCTCACATGAGGCTTC 

AGTTCATCCTTCCAGTGAATGAAGGCAAGAAGCTGAAAGAAAAGCTCAAGCCACTGATCA 

AGGTCATAGAAAGTAAAGATTATGGCCAACAGTTAGAAATCGTAAGAGTCAAATATTTTC 

TTTGCTTCATGTTACCTAAATATTGTATTCTCTAGTAATAAATTTGTAGCAAACATTCA 

Gene 860. >OTTHUMT00007006936 cDNA sequence 

ATGCTCCCGGCTCAGGAGGCTGCCAAGCTGTACCACACCAACTATGTGCGGAACTCGCGG 
GCCATCGGCGTGCTGTGGGCCATCTTCACCATCTGCTTTGCCATCGTCAACGTGGTGTGC 
TTCATCCAGCCCTACTGGATAGGCGACGGCGTGGACACCCCGCAAGCCGGCTATTTCGGG 
CTCTTCCACTACTGCATCGGCAACGGCTTCTCCCGGGAGCTGACCTGCAGGGGCAGCTTC 
ACGGACTTCTCCACGCTGCCCTCGGGCGCCTTCAAAGCCGCCTCCTTCTTTATCGGCCTC 
TCCATGATGCTCATCATTGCCTGCATCATTTGCTTTACCCTCTTCTTCTTCTGCAACACG 
GCCACTGTGTACAAGATATGTGCCTGGATGCAGCTCACCTCCGAGGACAGTTCACGTGAC 
CTCACTTCCACATCTCCAGCCAAGGGTTCTGGGTTCCACGGATGTGGGAAGGATCCATTC 
CAGGCTCCCTCTAGCACCACCGCCCTCCCCTTTCCATACCACTGGCAGAACCAAAAAGAG 
AGCAGGGTGGCAAAGCAGAAATGTGACTTCCAGAGTCCCAGCCCCAGCATCGAAAAAGAG 
AGTACTGGAGGGGTGGGTTTGAAGCTAAGAAACAATAGTTTAATAACGTGCACAAATGTA 
TTATTCTTTAACGTAAGACTGAGTCAGAAAGATGAGCACTGTATATGTGGATGGGTAGAT 
GTCTACAGTGACTATGCATTGCCTACTGATGTGATGTCTGTTTCCAGGACTGATTCAGTC 
CGAGAAGAGATGGGAAAGTCAGTAGATATTGAAGCCTCAGAGGTTCCACAGAATCTAGAA 
AAAGCAGAGCAAAATAAACCCAAAGCAAGCAGAAGGAAAGAAATAATAAAGAACAGCAGT 
TCTCCATTTTGGCTGTACATCAGGGGAGCTTTAAAAAAATACCAATATCTGGATCCCATC 
CCCAAGAATTCTGATTAA 

Gene 861. >OTTHUMT00007006950 cDNA sequence 

ATGGAGTGGTGGGACGAATCTGAGGAGTCGTTGGAGGAGGAGCCACGGAAGGTGCTCGCC 
CCTGAGCCTGAGGAGATCTGGGTGGCGGAGATGCTGTGTGGCCTCAAGATGAAGCTGAAG 
CGACGGCGAGTGTCGCTCGTGCTCCCTGAGCACCACGAGGCCTTCAACAGGCTGCTTGAG 
GATCCTGTCATTAAAAGATTCTTGGCCTGGGACAAAGATCTGAGGGTGTCGGACAAGTAT 
CTCCTGGCTATGGTCATAGCGTATTTCAGCCGGGCTGGCTTCCCCTCCTGGCAATACCAA 
CGCATTCATTTCTTCCTGGCTCTCTACCTGGCCAATGACATGGAGGAGGACGACGAGGAC 
TCCAAACAAAACATCTTCCACTTCCTGTATAGGAAGAACCGCTCTCGCATACCCTTGCTC 
CGTAAGCGTTGGTTCCAGTTAGGCCATTCCATGAACCCGAGGGCCAGGAAGAACCGCTCT 
CGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTATACCGTTCCACGAACCCGAGGGCC 
AGGAAGAACCGCTCTCGCATACCCTTGCTCCGTAAGCGTCGGTTCCAGTTATACCGTTCC 
ATGAACTCGAGGGCCAGGAAGAACCGCTCTCAGATAGTCCTGTTCCAGAAACGACGGTTC 
CACTTCTTCTGTTCCATGAGCTGCAGGGCTTGGGTTTCCCCAGAGGAGTTGGAGGAGATC 
CAGGCTTATGACCCAGAGCACTGGAACACTGGACCCAGGGGAGATGTGGATTTTCAGCAG 
GAACTTTATTCCAATGCTAATGGCAGACACCAGGCAGGAGGAGAGGAACCATTTGTGCAG 
ATCATCTAG 

Gene 862. >OTTHUMT00007007904 cDNA sequence 

ATGAGACAAGAGGTAGAGGGGAGAGGTAGAGGTAGCCACGAGCTGATAATTACAGACAAG 
AGATGCGGAGTATGTGGGGGCTCATTATCCTGCATAGTCTATCTTTGTATATCTTTGAAC 
TTTTCAAGAATAAAAAAGCTTAAAAAGTATACATGGCCTGGTCCTACCAGAGACTCACCC 
AATGCCAGCCTCCAGCCAGGGAGAGCCAAGTTTGCATTTTCACACGCATCTCACACTCCT 
CTGCACTCTCAACTTGGAGCGCTCCAAACAGGGAAACCCCAAGCCTTGCTGGCTTCTGCC 
AACCCCCTGAGCAGAAGCATGGGTCCCCCTGATCACCACCTCACCACCCTCATCCTGATC 
TCACTGTACACA 

Gene 863 . >OTTHUMT00007007905 cDNA sequence 

CAGGTGGCCGGGATGCAGTACCTGCACGGCGTCCTGGGCCCCATCATCAACAAGGTGTTT 
GAGGAGAAGAAGTACGTGGAGCTGGACCCCAGCAAAGTGGAAGTTAAGGATGTAGGGTGC 
TCCAGGCTGCACCGCCCGCAGACCGAGGCCGAGGTGCTGGAGCAGAGCGCGCAGACGCTG 
CGCGCCCACCTGGGGGCCCTGCTGAGCGCGCTCAGCCGCTCGGTTCGCGCGTGCCCCGCC 
GTGGTGCGCGCCACCTTCCGCCAGCTCTTCCGGCGCGTGCGCGAGCGCTTCCCCGGCGCC 
CAGCACGAGAATGTACCGTTCATCGCCGTCACCAGCTTCCTGTGCCTGCGCTTCTTCTCC 
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CCCGCCATCATGTCGCCCAAGCTCTTCCACCTGCGGGA6CGCCACGCGGACGCCCGCACC 

AGCCGCACCCTGCTCCTGTTGGCTAAGGCAGTCCAGAACGTGGGCAACATGGACACGCCG 

GCTTCCAGGGCCAAGGAGGCTTGGATGGAGCCGCTGCAGCCCACCGTGCGCCAGGGCGTG 

GCGCAGCTGAA.GGACTTCATCACCAAGCTCGTGGACATCGAGGAGAAGGACGAGCTGGAC 

CTGCAGCGGACGCTGAGTTTGCAGGCGCCACCTGTGAAGGAGGGGCCACTCTTCATCCAC 

AGGACCAAGGGCAAGGGCCCCCTCATGTCCTCCTCCTTCAAGAAGCTCTACTTCTCCCTC 

ACTACCGAGGCCCTCAGCTTCGCGAAGACGCCCAGCTCCAAGGTGGCTGTAGTCCCAGCA 

CTTTGGGAGGCTGAGGTGGGAGGATCACTGGAGGCCAGGAGTTTGAGAACAGCCTGGCCA 

ATGCCTCCCCCTCCGTGTCCCCTGCAGTGTGTGAATGAGCTTAACCAGTGGCTGTCTGCG 

CTGTGGAAGGTGAGCATCAACAACACCGGACTGCTGGGCTCCTACCACCCTGGCGTCTTC 

CGTGGGGACAAGTGGAGCTGCTGCCACCAAAAAGAGAAGACAGGTCAGGGCTGCGATAAG 

ACCCGGTCACGGGTGACCCTGCAGGAGTGGAATGACCCTCTTGACCATGACCTTGAGGCC 

CAGCTCATCTACCGGCACCTGCTGGGCGTGGAGGCCATGCTGTGGGAGAGGCACCGGGAG 

CTGAGCGGGGGCGCAGAGGCAGGCACGGTGCCCACGAGCCCTGGCAAAGTCCCTGAGGAC 

TCATTGGCCCGGCTGCTCCGGGTGCTGCAGGACCTCCGCGAGGCCCATAGCTCCAGCCCG 

GCCGGCTCCCCACCCTCAGAGCCCAACTGCCTCCTGGAGCTGCAGACG 

Gene 864. >OTTHUMT00007007907 cDNA sequence 

ATGGAAGACAGTAGCACAGACACAGAAAAAGAAGAGGAAGAGGAGAAAGATGAAAA.GGAT 
CAAGAGCCCATTTATGCCATAGTGCCCACAATTAACATTCAAGATGAGCGGTTTGTTGAT 
TTATCTGAAACTCCAGCTTTCATTTTTCTGCATGAGGTATAT 
Gene 865. >OTTHUMT00007007908 cDNA sequence 

AAAGGAAAGGAGGCCAAGGGGAAGAAGTTGGCTCTGGCCCCTGCTTTTGTGAAGAAGCAG 

GAGGCCAAGAAAGTGGTGAATCCCCTGTTTGAGAAAAGGCCTAAGAATTTTGGCATTGGA 

CAGGACATCCAGCCCAAAAGAGACCTCACCTGCTTTGTGAAATGGCCCCGCTATATCAGG 

TTGCAATGGCAGAGATCCATACTCTATAAGCAGCTGAAAGTGCCTCCTGCGATTAACCAG 

TTCACCCAGGCCCTGGAAGGCCAAACAGCTACTCAGCTGCTTAAGCTGGCCCACAAATAC 

AGACCAGAGACAAAGCAAGAGAA.GAAGCGGAGGCTGTTGGCCCAGGCAGAGTTGTGGGCA 

AAGGGGACCTCCCCATTAAGAGACCACCTGTCTTTCGAGCAGGAGTTAACACCATCACCA 

CCTTTGTGGATAACAAGAAAGCTCTGCTGGTGGTGACTGCACACGACATGGATCCCATTG 

AGCTGACTGTTTTCCTGCCTGTCCTGTGTCATAAAATGGGAGCCACTTGCTGCATTATCA 

AGGGGAAGGCAAGACTGGGATGTCTAGTTCACAGGAAGACCTACACCACTGTCGACTTCA 

CACAGGTTAACTCAGAAGACAAAGGAGCTTTGGCTAAGCTGATGGAAGCTATCGGGACCA 

ATTACAATGCCAGATACGATGAGACCCACTGTCACTGGGACGGCAATGTCCTGGGTCCCA 

AGTCTGTGGCTCACATTGCCAAGCTCGAAAAGGCAAAGGCTAAAGAACTTGCCACTAAA 

Gene 866. >OTTHUMT00007007909 cDNA sequence 

TTACTAGAAAAAGAAACTCTGTATTACAGAAAAGCAAATGGGTGCAAGGTACCGCAAAAT 
CACGACCTACCAAATGCAGCATAGGCACAGAAAAAGAACAGTTTAAATAAGCGGAACCCC 
TTATTGATGAAGAGTTAGAGTTAACACAGGGATTTACCAATTGAACTCAGAGATTTTAAC 
CAGCTTATCAAAGCTAATTAAAATGGGGTTGTGATATTGAAAATATAGCAAGAGAAGAAG 
AGGGAAAAAGCTTACGGGAGGTCCTTGAATACTCAACTGTGTTCTGGGAAAAACGCAATG 
AGCTCCAGGACATAGACAAGATTATGGCTCAGAGTGAAAGGGAGAGATAAGAATTCAGAG 
AATAATTTGCATCAGAAAAGCACCTGACAAAAAGATCAGATGGTACAAAGCATCTAGCAC 
CTTTTCTTCAGCTGAGGATATCATGGTACTATTATAACAGAGGGAAAAACTGTACTGAGG 
AAGAGGATCATTCTGTATTTTGTGTGCTTGGATTCAACAAGGAAAATATTTGTGATGAAA 
TGCAATAGCCCTTACAAGCGGTCCCTGTTCTGTCTCAATTTGACTGGTTTCTTAAATCCA 
GAAGTGCAGTGGAACTCCAGAGGAGATATAACACCTTCATAACCTTGATTTGTAAAGAAA 
ACGTAGAACTAGAAGAA 

Gene 867. >OTTHUMT00006006416 cDNA sequence 

AAAAGGAGAGAAAAACCATTCAATACCAGAGGAGTGAGCTTGAGAAAAGGTAATAAGGAG 
TAGGACAAACGTAAGTCAATTCCAGGATTAGTGTCAGCCTGAGGCTCTGGGGAGCGGCCT 
CCGGAGATATTGACCGAGCAGGGAGAGCAGGGATTACACAAATAACCAATTAAAGAACAT 
GGTGGGGCCGGATAAAGAGCTCCTGTAGCTCCGGCCTCTGTCGCCATCAGCATCAGCCTG 
GGAGTCTCCCCAGGACGGCATGGCACGTGAGCAGCACTGCAGTCCTTGGGTCTTCGGCGC 
CAACCTGCAACCCTGATCA 
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Gene 868. >OTTHUMT00006006418 cDNA sequence 

CCCGATCCATTAAAGGCAAGAGAGTGAAAAGTGGGAGAGAAAGCTCCCAAGTTCAACAGC 
AGTGACCTAGGGTCATGCAGTGAGGACTTACAAAGTCCAAGAAGAAAGCATTTGGAGAAG 
TGCTACACATGCTCAACTGAACTTCCTGTCAAATTGTTCTCACTCGTTTGGGCACAA.GTC 
TGCTTAAGCCATCTCTCATTAACATTTACTCTTGCCCGAAGCCCTCTACGCCCCCAACCC 
CTGCTAATCTTCCACAAGCT^GCTGATCACACTGGGATCTCCTTTTCCCAGACACGTTTG 
ATTCTCACTTTCTCCTGAACCTAGAAATGTGCTTCCCACCAAAGCATGCCAGGCACTAAC 
TCGTCCCTACTGAAAGGGGCTGTTAAAAGCTCATCTTCTTTCCAGATGGTAGTGAGGTGT 

GTGTTCAGTAACAATGTATTCCACTTAAAAGAGAGAAATCATATTAATTATTCTAAGATA 
TAAACACTTAATTTTATTCA 

Gene 869. >OTTHUMT00 006 006420 cDNA sequence 

ATGAACAGACAGTTGGACCTAAGTGGGAAGGTAATCATGAAAGCTCAACTTGGGGAGGAT 
ATTCCAAAAATTCCTATTCATAATGAAGATATTAATATTACTTATGATGAATTAGTGCTA 
ATGATGCAACGAGTTTTCAGGGGAAAACTTCTGCGTAATGTTGAAGTAACAATAAAGTAT 
AAAGATGCAGATGACGATCTTATAACAATTTTTGATAGTTCTGATCTTTCCTTTGCAATT 
CAGTGTAGTAGGACACTGAAATTGACATTATTTGTTAATGGCCAACGAAGACCCCTTGAA 
TCAAGTCAGGTGAAATATCTCTGTCGAGAACTGACAGAACTTTGAAATAAAGTGAATCAC 
TTATTGGATAGCTTGGAACCACCTGGAAAACCAGGACCTTCCACTAATATTCCTGAAAAT 
GTTACTGTGAATGGTAGGGAAGAAAAGCCTGCTTCTTCGGATTCTTCTGGAAAACAGTCT 
ACTCAGGTTATGGCAGCAAGTATGTCAGCTTTTGACCCTTTTAAAAAACCAAGATGAAAT 
AAAAAATAATGTTACGTCGGCATTTGGCTTAACAGATGATCAGGTTTCAGGGCAACCCAG 
TGCTCCTGCAGAAGACTGTTCAGGAACATCTGACAGCATTGCCGCCTCCTCCTCAGTAGC 
AGCTCACCCACCAGGAGTTCAGCCACAGCAACCACCATATACAGAAGCTAAGATACAAGC 
AGGTCAGACTGAAAGTCAGCTGTATCAATAGTACCAGCAACAGGCTAGCTATGGTGCACC 
GTGTCTGCGGGCTCTACCTCAGCAGCCTCAACAGTATGGTATTCAGTATTCAAAAAGCCA 
GAGTCAGCAGACTGGACTCCAAACAACCTCAGCAGTTCCAAGGATATGGCCAGCAACCAA 
CTACCCAGGCACCAGCTCCTGCCTTTTTGGTCAGCCTCAACAACTGCCTGCTCAGCTGCC 
ACACAGTACCAGGCAAGCAATTATCCTGCACAAATTTATACTACCCAAACTTTTCAGCCT 
ACTAATTATACTGTGGCCCCTGCCTCTCAACCTAGAATGGCTCCAAGCCAACCTGGGGCC 
TATAGACCAAGATCAAGTTTTACTTCACTTCCTGTAAGTAGCATGACCCCTCCTCCAACT 
GGGCCTAATCCTTATATGTCCTCCCTTTGGTCAGGGCTATACCAAACCTGGACCTGGTTA 
TCGATAA 

Gene 870. >OTTHUMT00006006424 cDNA sequence 

GCGAGGACGGCGGCCACGGAAGCGGCCAAGGGGGCGGTGGCGCAGAGAGGGGTGCGGAGC 
GGGCGGAAGAGGCGTCTGTGTCGCAGCTTGGTCTCAGAGGAGCATCGCTGGGAACAACGA 
CTATCGTCTATTCCACAAGATGAGTAACAGCCACCCTCTTCGCCCCTTTACTGCAGTGGG 
GGAAATTGATCATGTGCACATTTTGTCTGAACATATTGGTGCCTTGTTGATTGGGGAAGA 
ATATGGCGACGTCACATTCGTGGTGGAAAAGAAACGTTTTCCTGCCCACAGGGTAATTTT 
AGCAGCCAGGTGCCAATATTTTCGAGCATTATTATATGGTGGAATGCGAGAGTCTCAGCC 
TGAAGCAGAAATTCCTCTCCAAGA 

Gene 871. >OTTHUMT00006006425 cDNA sequence 

AGGAGCATCGCTGGGCTCGTCTCAATTTGGCCCTGCTGTATTTCAAGTGCTCGGTAGCCA 
CATGTGGCAAGTGGCCATCACTGTGGCCATTGCAGCTCCAAAGGGACAGGAGAGTTGATG 
GAAATTAGACACTGCATTCTACAGCCTCATGAGCCCAAGAGAGCAAACCTTGGTTTGCTG 
AAAATCAGCAGATAAGGCAATTGAAAGGGAAGAAGAACAACGACTATCGTCTATTCCACA 
AGATGAGTAACAGCCACCCTCTTCGCCCCTTTACTGCAGTGGGGGAAATTGATCATGTGC 
ACATTTTGTCTGAACATATTGGTGCCTTGTTGATTGGGGAAGAATATGGCGACGTCACAT 
TCGTGGTGGAAAAGAAACGTTTTCCTGCCCACAGGGTAATTTTAGCAGCCAGGTGCCAAT 
ATTTTCGAGCATTATTATATGGTGGAATGCGAGAGTCTCAGCCTGAAGCAGAAATTCCTC 
TCCAAGACACCACTGCAGAAGCATTCACAATGCTACTCAAATATATCTACACTGGGCGGG 
CAACGCTGACAGATGAGAAGGAGGAGGTGCTGCTGGACTTTTTGAGCCTGGCTCATAAAT 
ATGGATTTCCAGAGCTAGAGGATTCTACCTCTGAGTATCTCTGCACCATACTTAACATTC 
AGAATGTCTGGA.TGACTTTTGATGTTGCCAGTCTCTACTCACTTCCCAAGTTAACTTGTA 
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T6TGCTGCATGTTTATGGATAGGAATGCTCAGGAAGTCCTCTCAAGTGAAGGTTTCCTCT 
CCCTTTCTAA.GACAGCACTTTTAAACATCGTGTTAAGAGACTCATTTGCAGCTCCCGAAA 
AAGATATTTTCCTAGCCTTATTAAACTGGTGTAAGCACAATTCAAAGGAGAATCATGCTG 
AAATCATGCAGGCTGTGCGTTTACCTCTCATGAGCCTCACAGAGCTTCTGAATGTTGTGA 
GGCCTTCAGGACTGCTGTCTCCTGATGCCATCCTGGATGCCATTAAAGTGCGATCTGAGA 
GCCGGGATATGGACCTCAATTATAGAGGCATGCTCATACCAGAAGAAAACATTGCAACTA 
TGAAGTATGGAGCCCAAGTTGTAAAGGGGGAGCTGAAATCAGCCTTATTAGATGGTGATA 
CTCAAAATTATGATTTGGATCATGGATTTTCAAGGCACCCAATTGATGATGACTGCCGTT 
CCGGCATCGAGATTAAGCTAGGTCAGCCATCCATTATCAATCACATACGGATACTCTTGT 
GGGACCGAGATAGCCGGTCTTACTCATACTTCATTGAAGTGTCAATGGATGAACTTGATT 
GGGTCAGAGTGATAGATCATTCACAATATCTGTGTCGTTCTTGGCAGAAATTATATTTTC 
CAGCCCGTGTCTGCAGGTATATTCGAATTGTTGGGACTCACAACACAGTGAACAAGATTT 
TTCACATTGTGGCTTTTGAATGTATGTTTACAAACAAAACCTTCACTCTTGAGAAGGGGC 
TGATAGTTCCCATGGAGAATGTTGCAACAATTGCTGATTGTGCCAGTGTGATTGAAGGAG 
TCAGTCGGAGCCGAAATGCCTTGCTGAATGGGGACACTAAGAATTATGACTGGGATTCTG 
GCTACACATGTCACCAGCTAGGAAGTGGTGCGATTGTGGTTCAGTTGGCACAACCGTACA 
TGATTGGGTCAATACGGTTACTACTTTGGGATTGTGATGATCGAAGCTATAGCTACTACG 
TTGAGGTTTCTACCAACCAGCAACAGTGGACCATGGTTGCTGACAGAACTAAAGTCTCCT 
GCAAGTCCTGGCAGTCAGTAACTTTTGAAAGGCAGCCTGCCTCCTTCATCCGTATCGTTG 
GGACACACAACACAGCAAATGAGGTGTTCCACTGTGTCCACTTTGAGTGTCCAGAGCAGC 
AGAGCAGCCAGAAGGAGGAAAATAGTGAGGAATCGGGGACAGGGGACACCAGCCTGGCCG 
GTCAGCAGCTCGACTCCCATGCGCTGCGGGCGCCTAGTGGCAGCTCACTACCCTCCAGCC 
CAGGCTCCAACTCACGCTCCCCCAACCGGCAGCACCAATAAAGGAGGCAGCGGGCCTGGT 
GTGACTTGGTGGGCTCGGGCAACGGCAGGAAACGGTCTCCTCCCTGAGCAGGGGTCTCTG 
TTGACTGCCCCCACCTCTGCCCCTTTCCAGGGAGGAGCCGACCTAGCTGCAAAAGCAGAC 
ACCGAACAGGTTTTCTCCCAAGGACAGAAAGGGGCTGCTTTGTTCTTCTCAATTTATCCA 
AATCAGGCAGGTCTCAAGGGGGAGAAAATGGGTCTTCAATCTTCATCAAGTCCACCATTA 
ACACCCTACCTCTCTAATCTAGCCCAGGCGCAGGGAACAGGAGGAAGTCATAGACAGGCC 
TGTGTTGGAATACAAAAATGGCACGCAAACACTCAGGCGGAGGAGAAAGCCATTGGGCCT 
TTGCTACCTGGAGGCACCCTTTAGGAATGGGCCTCCATAGAGTGTTCATTCTGCTGGAAT 
ACATTGCCCTGGCAACTAAATGATTTTTTATTTGTTTTAGTTATTCTCCACTCAGTGAAT 
CATAGGTGTTCCGGATCTATTTGAAATGCTCAAACAGCAAATCACTAGTTTTAATCCCTT 
TTGATGCTATAATTTTCCTTCCTTGGTTTTGAACGGTTCAGCTTGCGGGGACAGAGACCC 
ATCGTGCATGTCTCCTAAATGAGACACGGATGCAGCTCATCCTGGCACTTGGGCCACAGA 
GGAAGTGCCACAAATGCACACAAGCAAATCAACCTGTGGACACTGGAGTTAATAGTCACT 
CGTGTGGCTGAGTTACTCACCTGTCATTCCTGACATGGATCCAGCCTTTAAGCTTGGGAG 
GCTGACAAGGAAATAGTTACTATGCCCGCTGCTAATTCACTGTTCCGAAGTCCATGTAGA 
TAAACATATACCGAGTTCTGGCGTGGCCAAACCTGCCGGGGACTGCCGTGGCTTAGCTGC 
CCCTCCAGTTGTGTTTATCGAAGCATTGGAGAGGCAGCCACCTGCCCATCAGCGTCAGGA 
ACGCAGAACTGGGACTCCGTGCTTCCCCCACACCACAGTACTCAACTGGGGACTGAAAAA 
TAGCAGTTCCAAGAAGCTTTTCTCCTAATCCTCATCAAAAGGACCTCATTTGACGATGGT 
GGCTTGATGTGGCTCCGTCTCCTACTTAGTGATTTCCATTCCAGTGCTGCCTGCCCTGGG 
TAACTGCGCACAACATTGCCTGCCCCTCCGCTGTCCCCAGAGCTCCGGCCTCTGTCGCCA 
TCAGCATCAGCCTGGGAGTCTCCCCAGGACGGCATGGCACGTGAGCAGCACTGCAGTCCT 
TGGGTCTTCGGCGCCAACCTGCAACCCTGATCAAAGGAGGGTGAGGGCGTGGGAGTTTCC 
TTTCAGGTGTGTCAAAGACATATCAGCTGCGCTCTAGAAAGAGCCAACGGGTCAGCCGCT 
TCCTCCTAGTTTAACTTGATTTTGAGTGATTTGTCCATATGGAAATAGTAGGCTCCAGCT 
GCAGGGCTGAGCTGCTTCCTATCCCCTCAGCTCTGATCTCTGCCACTTCCCTGTTGTGTG 
GGAGAGTGGAACACTCCTGGGATGCCAGGCATTTCATAATGGGAGGAGGCTCCTGTAAGG 
AACGGTGGGCGCCCGCTCACAGTGGGGGGCCCTCCAGCATGGTTGCTGACTCTGTCAGCC 
CCCAGCCCCGGGTTGCCAATTAGCCAGAGAGCTCCTGCACACACAGCACTTCCTTCCCCA 
GTGTGTTTTCTACCCAGATGGGGACAAAGGAGCCAGACAGTCATATCAAGGGCAGAGTTC 
AAACATTTTGAAATGAGCCATTCACATGCTTCTTTTTAAACATGGGCATCACCTGCCCAG 
AGGCCCTTGGCCTGAAGCAGCATGCTGCTGACCTTGGGAAGAGAGGGTGGGCTGGTGGGG 
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GTGCTGGAGGAGCTGCCCGGCCCTGCATCTGCAACCCTCCAGTCCCCTGCCCACAGAGCA 
CGCAGAGCCCTCCTGTGCTCCGGGAACGAGATAGCAGCTTGGCAGCTCGGCCTCGCATCT 
GAAAAGGAATACGCTGCAAAGCCTCGGCCCTAGACCCACATCTGCAGCTCCCTGGCCTGT 
GGCGGTTCTTTCCTTCGGGGCATGCCCTTCCAGATCTCTGTCCCTCCTGTCTTCTAGCAC 
TTTAAAGATGCCCCTTATCATCAGATAAAGAGAAGTATGGGGACGATGGGGTGGCACTAA 
CAGTAGATGTCATTGGTGAGGACTGATGGCAAAGTCTCATTCCCTCACAGCCGCGCTGCC 
AGCTCGCCTCCCCCTCGCTTTGCTGGGAGCCTGCCCTGGACTCCAAAAGGACACGGGTTC 
ACCTCCTTTCCCAGGCTGGAGGGGTACTGCCCTTCCCTGAGGGGCCTTCTGACTGGGGCA 
GGAACTCTTTTCGTGTGTCCAGCTGGGCCTGGAGGCCAAGTCAAGGTGTGTCACACCACA 
CACCAGGGCAAGGACCTCATCTCCAGGGAACAGGGACAAGTGAGTGGCTACCAGAAAGTC 
CCCGGGCAGCCTGGAGTTCCCCAGAGCCTGGCTGGTCCTACAGAGCACTTCTCCCCTGGG 
CCACCAGGACCAAAGCGACCTAAACACTTGAAGCTAAAAGCAAGTGCTGATGATGGGATG 
GGCTGGCACGTGGCTGGGAGGGCTCCTGGGCACCACAGAGCCCTCAGCCCAGCAGAGAGT 
GGAGGCTCAGTCCGTGGGGAGCGGGGGTTGTGAAGGAGACATGGCCAAGCCCCTGGTCGG 
GGAGATAAGCTCCCCCATGCCCAGGCCAGCCCCAGGGGCAACAAGCCAACATGGAGAGAG 
GTGGCAGGTGAGGCTGACAGGTGGGTGCCTGTGGCCTGGGCCCATGAGGGCAATGGTCCT 
CAGTAACCAATGGAAAGGACACAAGGGCGCCATGGTCACCACCACCCAGGCAAAGAAATG 
GGAGGTGGCCAGCACCCCCACCCTTCACTTTTCATTATTATTATTATTATTATTATTATT 
ATTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGAGTAGAAAGGCAACTTCATT 
GGAGCTTTTGGGGAAAAAAGCCTTCAAAGTCACCTTCTGGCAGCTCTGGGGAGGGTCATT 
TGGGGTGGACTGAGAGTGTAGGGCAGGTAGGGTGTGTGCTGGGCAGCAGCTGTGTCCATG 
CAGCCAGCACCCAGCAGGGCAGTCTCACAGGAGCCGTTGTGAGCACTTTGGACTTGAAGC 
AGCTATGAACCACCCCCCGCCCCCACCGTCTCTCCCTCTCACACACACACACACACACAC 
ACACACACACACACACACACACACACACCCGTTTTACCATTTTCTCAGTGCTTTTTCTGC 
TTTCATTCCTTTGATTTTAGTTAGAAGCACAAGCCATGATGGATGTGGGACTCTTCTCAA 
TTGCTCTTTAAATTGTCACTTTTTAAATCCTATTAAATGAAGTGTCGATTCCTGACAAAT 
ACATTAAAAGTGTTTTATTCCTAGAAGAGTTGGGAAAAGAAATTATTTTCAGCAAGAGTA 
GGATGTTTGTTAAACTGATTCCTTGGC 

Gene 872. >OTTHUMT00006006426 cDNA sequence 

GTATATTCGAATTGTTGGGACTCACAACACAGTGAACAAGATTTTTCACATTGTGGCTTT 

TGAATGTATGTTTACAAACAAAACCTTCACTCTTGAGAAGGGGCTGATAGTTCCCATGGA 

GAATGTTGCAACAATTGCTGATTGTGCCAGTGTGATTGAAGGAGTCAGTCGGAGCCGAAA 

TGCCTTGCTGAATGGGGACACTAAGAATTATGACTGGGATTCTGGCTACACATGTCACCA 

GCTAGGAAGTGGTGCGATTGTGGTTCAGTTGGCACAACCGTACATGATTGGGTCAATACG 

GTTACTACTTTGGGATTGTGATGATCGAAGCTATAGCTACTACGTTGAGGTTTCTACCAA 

CCAGCAACAGTGGACCATGGTTGCTGACAGAACTAAAGTCTCCTGCAAGTCCTGGCAGTC 

AGTAACTTTTGAAAGGCAGCCTGCCTCCTTCATCCGTATCGTTGGGACACACAACACAGC 

AAATGAGGTGTTCCACTGTGTCCACTTTGAGTGTCCAGAGCAGCAGAGCAGCCAGAAGGA 

GGAAAATAGTGAGGAATCGGGGACAGGGGACACCAGCCTGGCCGGTCAGCAGCTCGACTC 

CCATGCGCTGCGGGCGCCTAGTGGCAGCTCACTACCCTCCAGCCCAGGCTCCAACTCACG 

CTCCCCCAACCGGCAGCACCAATAAAGGAGGCAGCGGGCCTGGTGTGACTTGG 

Gene 873. >OTTHUMT00006006422 cDNA sequence 

AGATAAGGAATTGTATAGGAGGAAACTTCATAGTAAACATTGAACCTCTGTGCTTGTCTC 
CTTGTTGAAGTTGGGGGTTCATGTTTATTGTTCCAAGGGAGCCTCATCAAAACCACTTTT 
AAAGCATTGAGAATCCAAATAAATACCATGGATCATACAGGATTGGGGATAAGTCTTGAG 
GTCTCCCCGAGAAGGAGAAGTTCTTTAATTTGGTAATTTTAGGGTAATGGTTGGATGCTC 
TCTGGATTAATGGAAACCTTCAGGGGTACTTTTAGGCAGAGTATAACCCAGTGAAGAGAG 
CATTATTATATGGTGGAATGCGAGAGTCTCAGCCTGAAGCAGAAATTCCTCTCCAAGACA 
CCACTGCAGAAGCATTCACAATGCTACTCAAATATATCTACACTGGGCGGGCAACGCTGA 
CAGATGAGAAGGAGGAGGTGCTGCTGGACTTTTTGAGCCTGGCTCATAAATATGGATTTC 
CAGAGCTAGAGGATTCTACCTCTGAGTATCTCTGCACCATACTTAACATTCAGAATGTCT 
GCATGACTTTTGATGTTGCCAGTCTCTACTCACTTCCCAAGTTAACTTGTATGTGCTGCA 
TGTTTATGGATAGGAATGCTCAGGAAGTCCTCTCAAGTGAAGGTTTCCTCTCCCTTTCTA 
AGACAGCACTTTTAAACATCGTGTTAAGAGACTCATTTGCAGCTCCCGAAAAAGATATTT 



528/1290 



FIGURE 1 (CONT'D) 



TCCTAGCCTTATTAAACTGGTGTAAGCACAATTCAAAGGAGAATCATGCTGAAATCATGC 
AGGCTGTGCGTTTACCTCTCATGAGCCTCACAGAGCTTCTGAATGTTGTGAGGCCTTCAG 
GACTGCTGTCTCCTGATGCCATCCTGGATGCCATTAAAGTGCGATCTGAGAGCCGGGATA 
TGGACCTCAATTATAGAGGCATGCTCATACCAGAAGAAAACATTGCAACTATGAAGTATG 
GAGCCCAAGTTGTAAAGGGGGAGCTGAAATCAGCCTTATTAGATGGTGATACTCAAAATT 
ATGATTTGGATCATGGATTTTCAAGGCACCCAATTGATGATGACTGCCGTTCCGGCATCG 
AGATTAAGCTAGGTCAGCCATCCATTATCAATCACATACGGATACTCTTGTGGGACCGAG 
ATAGCCGGTCTTACTCATACTTCATTGAAGTGTCAATGGATGAACTTGATTGGGTCAGAG 
TGATAGATCATTCACAATATCTGTGTCGTTCTTGGCAGAAATTATATTTTCCAGCCCGTG 
TCTGCAG 

Gene 874. >CTTHUMT00006006423 cDNA sequence 

CAGCCATCCATTATCAATCAGATACGGATACTCTTGTGGGACCGAGATAGCCGGTCTTAC 

TCATACTTCATTGAAGTGTCAATGGATGAACTTGATTGGGTCAGAGTGATAGATCATTCA 

CAATATCTGTGTCGTTCTTGGCAGAAATTATATTTTCCAGCCCGTGTCTGCAGGTATATT 

CGAATTGTTGGGACTCACAACACAGTGAACAAGATTTTTCACATTGTGGCTTTTGAATGT 

ATGTTTACAAACAAAACCTTCACTCTTGAGAAGGGGCTGATAGTTCCCATGGAGAATGTT 

GCAACAATTGCTGATTGTGCCAGTGTGATTGAAGGAGTCAGTCGGAGCCGAAATGCCTTG 

CTGAATGGGGACACTAAGAATTATGACTGGGATTCTGGCTACACATGTCACCAGCTAGGA 

AGTGGTGCGATTGTGGTTCAGTTGGCACAACCGTACATGATTGG 

Gene 875. >OTTHUMT00006006432 cDNA sequence 

AGTGGCTCAGAGTTAGAGGGTAGGTAGGTCTTGCATTTCGGCACAGTCAGCAAGGATATT 

CAGGAACTCCCTTGCTCCCATAAGCTTATATTGTATAATCACTGAGTAATGTCTATTAAT 

ATGGATGGACCATGGTTTATTTAATTTGTGATTTTTTATATTCATTCTTGTTTTTTTTTT 

CAGTTGACAGACCTTTCAGTCCTGATTCCACATTGATCTGCTCTACATTCAAAGACTGAC 

TTTCACACCACGTATACGCGGGAATCCTCCCAAGCCCCTGGCACCGCACTCCAAATGTCC 

ATCTCCAGGAACCCGCCCTTCAGTGCCTGGGGTCCCCTAAACAATGTTTCAGTCCTCGGG 

CTCGGTGGGTGCATCCTTTATTGGGGAGCGCGGGGGCTGC 

Gene 876. >OTTHUMT00006006434 cDNA sequence 

CTAGTTAAGGCGGCACAGGGCCGAGGCGTAGTGTGGGTGACTCCTCCGTTCCTTGGGTCC 
CGTCGTCTGTGATACTGCAGCGCAGCCATGGCAGAACCGCAGCCCCCGTCCGGCGGCCTC 
ACGGACGAGGCCGCCCTCAGTTGCTGCTCCGACGCGGACCCCAGTACCAAGGATTTTCTA 
TTGCAGCAGACCATGCTACGAGTGAAGGATCCTAAGAAGTCACTGGATTTTTATACTAGA 
GTTCTTGGAATGACGCTAATCCAAAAATGTGATTTTCCCATTATGAAGTTTTCACTCTAC 
TTCTTGGCTTATGAGGATAAAAATGACATCCCTAAAGAAAAAGATGAAAAAATAGCCTGG 
GCGCTCTCCAGAAAAGCTACACTTGAGCTGACACACAATTGGGGCACTGAAGATGATGAG 
ACCCAGAGTTACCACAATGGCAATTCAGACCCTCGAGGATTCGGTCATATTGGAATTGCT 
GTTCCTGATGTATACAGTGCTTGTAAAAGGTTTGAAGAACTGGGAGTCAAATTTGTGAAG 
AAACCTGATGATGGTAAAATGAAAGGCCTGGCATTTATTCAAGATCCTGATGGCTACTGG 
ATTGAAATTTTGAATCCTAACAAAATGGCAACCTTAATGTAGTGCTGTGAGAATTCTCCT 
TTGAGATTTCAGAAGAAAGGAAACAATGTGATTCAAGATATTTACATACCAGAAGCATCT 
AGGACTGATGGATCACTGTCCCGATTCAAATTATTCTTCAGTCCATTTCCCCTTCCTATT 
TCAGCTGTTCCTTTTCACCTAACTGTTCAGTCATTCTGGTTTTCAAGCAGTGCTTTATCT 
CATGTCCTTGAATATAGTTGTGTAACTTTATTTTTTAGGTAATAATTAGAACAGTTCCCT 
TCAGAGGCTGCATTTGCCTTCTTCTGCCACCTAAATATTACTTCCCTTCAAATCTGCCTT 
TGAATCATCATTTTTAAAAAAAAATTAACATGTTTTTGTTGTAGTTATCTTCTGGGGTTT 
CAATTCCTCAGAAACAACTTTTTTCACAACGGAAAGGAAAGAACACTAGTGTTCTTTCAG 
TAAAGTACAAAGTGTTTATTTTACAAAAGAGTAGGTACTCTTGAGAGCAATTCAAATCAT 
GCTGACAAGGATACTGATAGAAAAAGTGATTTCTTCTTATTATAAAGTACATTTAAAGTT 
CAAGGACTAACCTTATTTATTTGGGAAAGGGGAGGAGGAAGGAAATGATATGGTACCCAG 
ACACTGGGCTAGGCTGCAACTTTATCTCATTTAATACTCCCAGCTGTCATGTGAGAAAGA 
AAGCAGGCTAGGCATGTGAAATCACTTTCATGGATTATTAATGGATTTAAGAGGGCATCA 
ATCAGCTCAACTCAAGATTTCATAATCATTTTTAGTATTTAGATTGTGCCTCAAAGTTGT 
AGTACCTCACAATACCTCCACTGGTTTCCTGTTGTAAAAACCTTCAGTGAGTTTGACCAT 
TGTGCTCTTGGCTCTTGGGCTGGAGTACCGTGGTGAGGGAGTAAACACTAGAAGTCTTTA 
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GTACAAAACTGCTCTAGGGACACCTGGTGATTCCTACACAAGTGATGTTTATATTTCTCA 
TAAAGAGTCTTCCCTATCCCAAGGTCTTCATGATGCCAGTAGCCATATATGATAAATTAT 
GTTCAGTGATAACTTAGTTATCAGAAATCAGCTCAGTGGTCTTCCCCGCCATGATTCACA 
TTTGATGAGTTTTTAAAAATCAAAGTGATTTTGAAAATCTCTAATGGCTCAGAAAATAAA 
AACATCCAGTTTGTGGATGACTATATTTAGATTTCTCTAGACTCTAGTGGAAGACCTTTG 
GAAAGGCCATGCCAACCGTGCTTGTACTGCTAGAAGCACTTTATGTTTCCTTTTTGGGTG 
AAATGGATTTATGTGAGTGCTTTAAACAAATAGCAATACTTATAGACTGAAATAAAATGA 
AACTTCAAATAAGA 

Gene 877. >OTTHUMT0000600643 5 cDNA sequence 

GGCAGTTTCATCAATAGAATGGAGATGTTCACACCTAGCCCATGGAGCTGTTTTAAGGGT 
TTAAATGAAATATAAAGTACTTAGCACAATAAATGAGCATTATTATTATTCTTATTATTG 
TTCTTGTCCAGTACCTGTATTTACTGTCTCTTTAGTCTCGTTAAAATCATACTTTGGCCA 
TTTGTCCTTTCTATAGTTGAAAACTTAATATTTTTGTAGCAGGGGTTAGGCCAATTATGT 
AAAGTAGCATATAAACGTGGTAAGATTTCAAAGATGTTACTTGCTTTTCAGAATATCTAT 
TCCCTAGGACATTGTAGCTATGTTTTCCTTCCTTTTGTAGCAATTGGGGCACTGAAGATG 
ATGAGACCCAGAGTTACCACAATGGCAATTCAGACCCTCGAGGATTCGGTCATATTGGAA 
TTGCTGTTCCTGATGTATACAGTGCTTGTAAAAGGTTTGAAGAACTGGGAGTCAAATTTG 
TGAAGAAACCTGATGATGGTAAAATGAAAGGCCTGGCATTTATTCAAGATCCTGATGGCT 
ACTGGATTGAAATTTTGAATCCTAACAAAATGGCAACCTTAATGTAGTGCTGTGAGAATT 
CTCCTTTGAGATTTCAGAAGAAAGGAAACAATGTGATTCAAGATATTTACATACCAGAAG 
CATCTAGGACTGATGGATCACTGTCCCGATTCAAATTATTCTTCAGTCCATTTCCCCTTC 
CTATTTCAGCTGTTCCTTTTCACCTAACTGTTCAGTCATTCTGGTTTTCAAGCAGTGCTT 
TATCTCATGTCCTTGAATATAGTTGTGTAACTTTATTTTTTAGGTAATAATTAGAACAGT 
TCCCTTCAGAGGCTGCATTTGCCTTCTTCTGCCACCTAAATATTACTTCCCTTCAAATCT 
GCCTTTGAATCATCATTTTTAAAAAAAAATTAACATGTTTTTGTTGTAGTTATCTTCTGG 
GGTTTCAATTCCTCAGAAACAACTTTTTTCACAACGGAAAGGAAAGAACACTAGTGTTCT 
TTCAGTAAAGTACAAAGTGTTTATTTTACAAAAGAGTAGGTACTCTTGAGAGCAATTCAA 
ATCATGCTGACAAGGATACTGATAGAAAAAGTGATTTCTTCTTATTATAAAGTACATTTA 
AAGTTGAAGGACTAACCTTATTTATTTGGGAAAGGGGAGGAGGAAGGAAATGATATGGTA 
CCCAGACACTGGGCTAGGCTGCAACTTTATCTCATTTAATACTCCCAGCTGTCATGTGAG 
AAAGAAAGCAGGCTAGGCATGTGAAATCACTTTCATGGATTATTAATGGATTTAAGAGGG 
CATCAATCAGCTCAACTCAAGATTTCATAATCATTTTTAGTATTTAGATTGTGCCTCAAA 
GTTGTAGTACCTCACAATACCTCCACTGGTTTCCTGTTGTAAAAACCTTCAGTGAGTTTG 
ACCATTGTGCTCTTGGCTCTTGGGCTGGAGTACCGTGGTGAGGGAGTAAACACTAGAAGT 
CTTTAGTACAAAACTGCTCTAGGGACACCTGGTGATTCCTACACAAGTGATGTTTATATT 
TCTCATAAAGAGTCTTCCCTATCCCAAGGTCTTCATGATGCCAGTAGCCATATATGATAA 
ATTATGTTCAGTGATAACTTAGTTATCAGAAATCAGCTCAGTGGTCTTCCCCGCCATGAT 
TCACATTTGATGAGTTTTTAAAAATCAAAGTGATTTTGAAAATCTCTAATGGCTCAGAAA 
ATAAAAACATCCAGTTTGTGGATGACTATATTTAGATTTCTCTAGACTCTAGTGGAAGAC 
CTTTGGAAAGGCCATGCCAACCGTGCTTGTACTGCTAGAAGCACTTTATGTTTCCTTTTT 
GGGTGAAATGGATTTATGTGAGTGCTTTAAACAAATAGCAATACTTATAGACTGAAATAA 
AATGAAACTTCAAATAAGA 

Gene 878. >OTTHUMT00006006438 cDNA sequence 

ATATCTGAAGCATATTTGACAACAGAAAAAGTTAATGTAATTTTCAAAGGAAAAACGCCA 
ACTTTTTTCAAAAAGGAAACAGCAACTGGAGAGCAGATTTGCAAACCAGAAAAGCAACTC 
ATGAATACAAATTGCCTGGAAAGCATTTATTACAACAGAAGCTCTGCAAGATATACCGGA 
AATTGACAGTGGCATCGAATTCCCAGCAAGGAAGTTTTCTAAGGACACCAACAGACACCA 
GCAGAAGACAGCCTTGCATTTACAACAAACCATTGATCCACAACAAACCATTGATCCACA 
CTTTCAAAATCATTGAGGTGAAGCATAGAGAACTGGAGTGGAGACGGCTCTGGCAAATCC 
AAACAATATCAAAAGCACTCTCATACTGAAAACCCACAGTGCTGAACCACAGCTGAGATG 
TAAAATATTTCACAAAATCTTCTTCACCCTCTATAGTATTTCACCTGAGAGTGCATGATT 
TAAGTTGCAAGCACTGTCATAGATGATGGGATTCAGAGATGAACACATGGAAATGGACTT 
TATGTTCTCTAATGTCACAAAGAAAGAGTGATTATGAAGAAGACCCAGATTCCCACCTAT 
TAATCTGAGCTTTGAATTCTTTACTTTGCTGGGTCCACCGGATTTTTTCTCCACTCAGCC 
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CATCGATGAGAGTGGAGGCGGCCTGCATCTTTTTCCGGCACGTATCAGCGTCATTAAGCA 

AATCCTGCAGCCATAATGGGAGAATGTCTCAAA 

Gene 879. >OTTHUMT0000600643 9 cDNA sequence 

TGAAGCCCATGAGCCACTAGAAGCCACATGTTCTGCCATGTGGAGAAGAATGAGAGAGTA 

CATCCTCAAATTGAGGTGTGGCATGATGATTTGGCTGCCCAGAGGAGAACCTGTCTTTCC 

CATCTAAAGTGGGAGGTCAAGCCAAGTAGAGGGAAACAGCAACTGGAGAGCA.GATTTGCA 

AACCAGAAAAGCAACTCATGAATACAAATTGCCTGGAAAGCATTTATTACAACAGAAGCT 

CTGCAAGATATACCGGAAATTGACAGTGGCATCGAATTCCCAGCAAGGAAGTTTTCTAAG 

GACACCAACAGACACCAGCAGAAGACAGCCTTGCATTTACAACAAACCATTGATCCACAA 

CAAACCATTGATCCACACTTTCAAAATCATTGAGGTGAAGCATAGAGAACTGGAGTGGAG 

ACGGCTCTGGCAAATCCAAAG^TATCT^AAAGCACTCTCATACTGAAAACCCACAGTGCT 

GAACCACAGCTGAGATGTAAAATATTTCACAAAATCTTCTTCACCCTCTATAGTATTTCA 

CCTGAGAGTGCATGATTTAAGTTGCAAGCACTGTCATAGATGATGGGATTCAGAGATGAA 

CACATGGAAATGGACTTTATGTTCTCTAATGTCACAAAGAAAGAGTGATTATGAAGAAGA 

CCCAGATTCCCACCTATTAATCTGAGCTTTGAATTCTTTACTTTGCTGGGTCCACCGGAT 

TTTTTCTCCACTCAGCCCATCGATGAGAGTGGAGGCGGCCTGCATCTTTTTCCGGCACGT 

ATCAGCGTCATTAAGCAAATCCTGCAGCCATAATGGGAGAATGTCTCAAA 

Gene 880. >OTTHUMT00006006440 cDNA sequence 

CTTTCAAGGGCCTGTGCCTGTGGTAACTGTCTATGAGCCAGGTATATCTGAAGCATATTT 
GACAACAGAAAAAGTTAATGTAATTTTCAAAGGAAAAACGCCAACTTTTTTCAAAAAGGC 
TGGATCCAGCTCTTCATGAATGTCCTCAATGAGAA.GGGGTCGGCCCAAGGAAAGGCTGTC 
CTCCAAGTGTGTGCGAAAATATTTATGGTTCAGAGATGTCACCTAAACAGAAAGAACTCA 
TTGGTCTATCTGTGTTACAAAGAATGTGCCCATTGCTAAGGGAAACCGAGAGATTTGTTG 
GACAGGTAATCAAGAATTTTAAGGGCAATAGAAGAAGACTTACTTAAAAAAATTAAAGTA 
ACATACAAAAATTAATTTCTAAA 

Gene 881. >OTTHUMT00006006444 cDNA sequence 

GTTCCGCAGGTGGCAGCGATGGCCCAGTCCTGAACTCCCCGCCATGGCCGGCGCCCCCGG 
CCCGCTGCGCCTTGCGCTGCTGCTGCTCGGGATGGTGGGCAGGGCCGGCCCCCGCCCCCA 
GGGTGCCACTGTGTCCCTCTGGGAGACGGTGCAGAAATGGCGAGAATACCGACGCCAGTG 
CCAGCGCTCCCTGACTGAGGATCCACCTCCTGCCACAGACTTGTTCTGCAACCGGACCTT 
CGATGAATACGCCTGCTGGCCAGATGGGGAGCCAGGCTCGTTCGTGAATGTCAGCTGCCC 
CTGGTACCTGCCCTGGGCCAGCAGTGTGCCGCAGGGCCACGTGTACCGGTTCTGCACAGC 
TGAAGGCCTCTGGCTGCAGAAGGACAACTCCAGCCTGCCCTGGAGGGACTTGTCGGAGTG 
CGAGGAGTCCAAGCGAGGGGAAAGAAGCTCCCCGGAGGAGCAGCTCCTGTTCCTCTACAT 
CATCTACACGGTGGGCTACGCACTCTCCTTCTCTGCTCTGGTTATCGCCTCTGCGATCCT 
CCTCGGCTTCAGACACCTGCACTGCACCAGGAACTACATCCACCTGAACCTGTTTGCATC 
CTTCATCCTGCGAGCATTGTCCGTCTTCATCAAGGACGCAGCCCTGAAGTGGATGTATAG 
CACAGCCGCCCAGCAGCACCAGTGGGATGGGCTCCTCTCCTACCAGGACTCTCTGAGCTG 
CCGCCTGGTGTTTCTGCTCATGCAGTACTGTGTGGCGGCCAATTACTACTGGCTCTTGGT 
GGAGGGCGTGTACCTGTACACACTGCTGGCCTTCTCGGTCTTATCTGAGCAATGGATCTT 
CAGGCTCTACGTGAGCATAGGCTGGGGTGTTCCCCTGCTGTTTGTTGTCCCCTGGGGCAT 
TGTCAAGTACCTCTATGAGGACGAGGGCTGCTGGACCAGGAACTCCAACATGAACTACTG 
GCTCATTATCCGGCTGCCCATTCTCTTTGCCATTGGGGTGAACTTCCTCATCTTTGTTCG 
GGTCATCTGCATCGTGGTATCCAAACTGAAGGCCAATCTCATGTGCAAGACAGACATCAA 
ATGCAGACTTGCCAAGTCCACGCTGACACTCATCCCCCTGCTGGGGACTCATGAGGTCAT 
CTTTGCCTTTGTGATGGACGAGCACGCCCGGGGGACCCTGCGCTTCATCAAGCTGTTTAC 
AGAGCTCTCCTTCACCTCCTTCCAGGGGCTGATGGTGGCCATATTATACTGCTTTGTCAA 
CAATGAGGTCCAGCTGGAATTTCGGAAGAGCTGGGAGCGCTGGCGGCTTGAGCACTTGCA 
CATCCAGAGGGACAGCAGCATGAAGCCCCTCAAGTGTCCCACCAGCAGCCTGAGCAGTGG 
AGCCACGGCGGGCAGCAGCATGTACACAGCCACTTGCCAGGCCTCCTGCAGCTGAGACTC 
CAGCGCCTGCCCTCCCTGGGGTCCTTGCTGCAGGCCGGGTGGCCAATCCAGGTGGGAGAG 
ACACTCCCAGGGACAAGGGAAGGAAGGGACACACACACACACACACACACACACACACAC 
ACACACATACATCCTGCTTTCCCTCCCCAAACCCATCAGACAGGTAAATGGGCAGTGCCT 
CCTGGGACCATGGACACATTTTCTCCTAGGAGAAGCAGCCTCCTAATTTGATCACAGTGG 
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CGAGAGGAGAGGAAAAACGATCGCTGTGAAAATGAGGAGGATTGCTTCTTGTGAAACCAC 

AGGCCCTTGGGGTTCCCCCAGACAGAGCCGCAAATCAACCCCAGACTCAAACTCAAGGTC 

AACGGCTTATTAGTGAAACTGGGGCTTGCAAGAGGAGGTGGTTCTGAAAGTGGCTCTTCT 

AACCTCAGCCAAACACAGAGCGGGAGTGACGGGAGCCTCCTCTGCTTGCATCACTTGGGG 

TCACCACCCTCCCCTGTCTTCTCTCAAAGGGAAGCTGTTTGTGTGTCTGGGTTGCTTATT 

TCCCTCATCTTGCCCCCTCATCTCACTGCCCAGTTTCTTTTTGAGGGGCTTTGTTTGGGC 

CACTGCGA.GCAGCTGTTTCTGGAAATGGCTGTAGGTGGTGTTGAGAAAGAATGAGCATTG 

AGACGGTGCTCGCTTCTCCTCCAGGTATTTGAGTTGTTTTGGTGCCTGCCTCTGCCATGC 

CCAGAGAATCAGGGCAGGCTTGCCACCGGGGAACCCAGCCCTGGGGTATGAGCTGCCAAG 

TCTATTTTAAAGACGCTCAAGAATCCTCTGGGGTTCATCTAGGGACACGTTAGGAATGTC 

CAGACTGTGGGTGTAGATTACCTGCCACTTCCAGGAGCCCAGAGGGCCAAGAGAGACATT 

GCCTCCACCTCTCCTTGGAAATACTTTATCTGTGACCACACGCTGTCTCTTGAGAATTTG 

GATACACTCTCTAGCTTTAGGGGACCATGAAGAGACTCTCTTAGGGAAACCAATAGTCCC 

CATCAGCACCATGGAGGCAGGCTCCCCCTGCCTTTGAAATTCCCCCACTTGGGAGCTTGT 

ATATACTTCACTCACTTTTCTTTATTGCTGTGAATAGTCTGTGTGCACAATGGGCAATTC 

TGACTTCTCCCATCTAGTGGAAATGAGCGAAATCATGGTTGTAGTGATGTTGTTTGGGAG 

AGTGCAGTAGTAATTGATTTGACCCACTCACACTTGGAGCTAATTAAGGTTTGCCCTGCC 

TGCAGCCTCCCCCACAAATAATGAACAGCAGAAAGACTGGACGGGGAAACCTATCAATCC 

TGCCCCCAGCCATGGTGAGGAAGCCCCAAGCCATGGTGACACACAGCAGCACTGCAGATA 

GCCAGACACATGGCTATCCTAGAGAGGCTGGCAAGGAGTTCGTGGCTGCAAAAGAAGTTT 

CTGGAGCAAGAGAGAGCTCGCTCTTGGGAGTCAGGACCTCCGGGGAGAGCAGAGGGTTCC 

GACGGATTCCTTTATGAGTCAGTCTCTCTCTCCCTTTTAAATGGTGGGAACCCTCCCCAA 

AACCTTTCCCCAGACACATTCTCCTGTGCCCCTCAGAGAGGCATGTGATGTGCAAGGAAA 

ATAATAGGATATAAAACACATCAAGTAGAAAATTTCTTATACTTC 

Gene 882. >OTTHUMT00006006446 cDNA sequence 

GGCCATCAAAATAACTAAACCATGTCATTTGGAGCAACAAAGCCACTGCGGCCTCCATTT 
GGGCCAAGCTCTGACTGCAATGATGCCTCTGCCCCGACCCGGGCCTCGCTGTGACTGACA 
ATGCCGCTGCATCTTTTCAGCAGTCATTGATGAGGAAGTATCTACATCCTCCTTCCCACT 
ACCAGATTTTGCTTGGAGAAAAGCAGTTTCCTGAAATAATTCTGTGACGAGCTTCTTCCA 
CATTAGGACAAAAATGCTGGAAGCGGCTCAGCCCCAGGGCAGCACATCAGAGACACCATG 
GAACACAGCCATTCCTCTGCCGTCGTGCTGGGACCAGTCTTTCCTGACCAATATCACCTT 
CTTGAAGGTTCTTCTCTGGTTGGTCCTGCTGGGACTGTTTGTGGAACTGGAATTTGGCCT 
GGCATATTTTGTCCTGTCCTTGTTCTATTGGATGTACGTCGGGACACGAGGCCCTGAAGA 
GAAGAAAGAGGGAGAGAAGAGCGCCTACTCTGTGTTCAATCCAGGCTGTGAAGCCATCCA 
GGGCACCCTGACTGCAGAGCAGTTGGAGCGCGAGTTACAGTTGAGACCCCTGGCAGGGAG 
ATAGGACCCAGCTGTGCTGTCATGCAGCTAACCTCTGATGTGGTCTTCCTCACCATTGGC 
TATGGATTTGATTTCAGGTGTATAGGACTAAGGGCAGCTTGCGGGTTAGCTCTGTGACTG 
CATAGTTTTTCTACCTTCTTTCCCTGATCTTTTGCTGCCATTTGATCTTTGATAGTTTTG 
GTGAAACTCTCTAAAATACATTCACTGTGGGTCCGACGCAATTTATAAAAATTATGTACT 
CAAGAAGGGAGACCTGTTTGTTTCATTTCTCATCTGTTTGGGAGATGATTTTAGAGCACT 
AGAAAGGCACTGGGGAGATTCTCAGCTTAAAACATCCAGCAGTTTGAAGTATGATTAGGT 
ACATCAGGGCTGCATTGTCAATGTTCTCTTTAAGTCTTTTAACATTTATAGCAATTTTTT 
TTTTCCCGGAGAGTTTAGGTTGCAAGTTTTGGGTTTCTTGTTTGTTTTTGTTTTGCTTCC 
TGCTTTAATTCTTTAATTTTCAGTCATTACTGGTATTGAAAAATAAAATATCTTTAAAAC 
ATCTCCTCTTCAGAAATAGGTCCCTCTTCATTGCCCATCACCATCTTCCACTCTCCTATT 
ATTTTGCCACTACTCAGTAAAGGAAGGTAGGAAGAGACAAACGCCTAAGTGCAGGTGTGG 
GGAGGGATTTCACAAGTGGTTATTAACGGCCAGTTCAGCAAGAAGTGTTGAGTGTGTACA 
AAGGGGAGGGCTGGAAGTGTTAACTCCAGACCCGTTGGCTGCTTGAGTTGTTTCTTATAT 
TCTAAAGCAGCAGTCCCTAACCTTTTTGGCACCAGGGACCAGTTTTGTGGAACACAGTTT 
TTCCATGGACGGGGTGGTGGTGGAGGATGAAACTTCCACCTCAGATCATCAGGCATTAGA 
GTCTCATAAGGAGCACGCAACCTAGATCCCTCGCATGCGCAGTTCACAATACGGTTCTAA 
GGGCTTTAGAGTAAGCAGCTTTTTCACCTGTGGGCCTCTGGTGAGAAATTCTGTAAATTG 
TGATAATCAGGCTGGATTTTAATGCTGCTTTTCCAGTACAATGTTAGAGTTTGGGTTCAT 
TAAAATTAGGCAAACTCCCATTGGGTTAGGGCTTCTCTCATTCCATTTTGTGGCTAACCT 
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TACTGTGTTTCAGCCCTTGCTGAAAATTCTTCTGATATGTGTTGCCCTTCCTCACAGCCC 

TTTGGCCATTGGGAGTTTGGCTGTCCCTCAGAGCCATCCGGTCAAGCAGATGGTCTGTTC 

TATCTCACAGAAAAGTCTTTTCTTCCATGAGTTCTGTCTGAACTGAACATGTAAAAAGTA 

TGGGAAACAGATGAATCCCTATTAAACATGAAGTTTTGATTGTATTTAAGAT 

Gene 883. >OTTHUMT00006006447 cDNA sequence 

GAGTTTCGGGCGGCGCGGAAACGGGCGGGTCTGGCGGCCCAACCCCCTGCTGCCAGTCAG 

GGCGCACAAACCCCAGGAGAGAAGGCGGAAGCAGCAGCGACTCTAAAGGCAGCCCCAGGC 

TGGCTAAAGCGGTTCCTGGTATGGAAACCTAGGCCCGCGAGTGCCCGGGCCCAGCCCGGC 

CTAGTTCAGTTAAAAAACAATGTCTAACCCATGCAATGAACTTTTGACTGTATGTCTCAT 

TTCCAAAGGAATGAGATCATTGAGGTGGACCCAGAGAAACTGAATTCAGAGAAAAACTTC 

CATTATTGAGAACCCAAACGCTGATTGCCAGACAAAAGGATGAGAGGAAATGCTGGACCT 

CCAGTTTCTTGTTAATTGCTCTGTTTTTCCATAAGGGACTCTGCCTTAAGCTCATTTTCA 

TTGACTTATCATTTCTGGGTTTGCTCTGGTGTGAAAATTCTCATTTAATTTTTTTTCTTC 

AGATTCTGCCTCTAGTTTAGAAAAGAAAAAGTCTAATTTACAATTCATGTCAGACAATTT 

TGATGGCACACTGTGGCCTGTCAGAGATTTCTTTAGCATTCTATTTTTTTAAATTATTTT 

TAATTTTTGTTTTTTTAATTGAAACAGCTTTATTGAAATAAGGTTTACATACTACAGAAT 

TTATCTCTTTTAACATACAGTTCAAAGATTTTTAGTAAATTTATTGAGTCATGCAACCAT 

CACTGCAACTTTAGAACGTCTCTATCACTCCAAGAAGACCCCTCTTGCACATTAGCAGTT 

ACTACCCATTTCCAACCCCAGCCCCGCACAAATGTCAGTCTGCTTTCTATCTATA 

Gene 884. >OTTHUMT00006006448 cDNA sequence 

CGCAGGCGCACGGCGGCCGGCGCGGGCCGAGCGGAGGCAACTGCTGTGCGGCCTGCGGGC 
GCGCGCTCCCTTATCGGCCAACGGACGCGAGGCGCGCGCCATGGAACAGCGGTTAGCTGA 
GTTTCGGGCGGCGCGGAAACGGGCGGGTCTGGCGGCCCAACCCCCTGCTGCCAGTCAGGG 
CGCACAAACCCCAGGAGAGAAGGCGGAAGCAGCAGCGACTCTAAAGGCAGCCCCAGGCTG 
GCTAAAGCGGTTCCTGGTATGGAAACCTAGGCCCGCGAGTGCCCGGGCCCAGCCCGGCCT 
AGTTCAGGAAGCGGCTCAGCCCCAGGGCAGCACATCAGAGACACCATGGAACACAGCCAT 
TCCTCTGCCGTCGTGCTGGGACCAGTCTTTCCTGACCAATATCACCTTCTTGAAGGTTCT 
TCTCTGGTTGGTCCTGCTGGGACTGTTTGTGGAACTGGAATTTGGCCTGGCATATTTTGT 
CCTGTCCTTGTTCTATTGGATGTACGTCGGGACACGAGGCCCTGAAGAGAAGAAAGAGGG 
AGAGAAGAGCGCCTACTCTGTGTTCAATCCAGGCTGTGAAGCCATCCAGGGCACCCTGAC 
TGCAGAGCAGTTGGAGCGCGAGTTACAGTTGAGACCCCTGGCAGGGAGATAGGACCCAGC 
TGTGCTGTCATGCAGCTAACCTCTGATGTGGTCTTCCTCACCATTGGCTATGGATTTGAT 
TTCAGGTGTATAGGACTAAGGGCAGCTTGCGGGTTAGCTCTGTGACTGCATAGTTTTTCT 
ACCTTCTTTCCCTGATCTTTTGCTGCCATTTGATCTTTGATAGTTTTGGTGAAACTCTCT 
AAAATACATTCACTGTGGGTCCGACGCAATTTATAAAAATTATGTACTCAAGAAGGGAGA 
CCTGTTTGTTTCATTTCTCATCTGTTTGGGAGATGATTTTAGAGCACTAGAAAGGCACTG 
GGGAGATTCTCAGCTTAAAACATCCAGCAGTTTGAAGTATGATTAGGTACATCAGGGCTG 

GTTTAGGTTGCAAGTTTTGGGTTTCTTGTTTGTTTTTGTTTTGCTTCCTGCTTTAATTCT 
TTAATTTTCAGTCATTACTGGTATTGAAAAATAAAATATCTTTAAAACATCTCCTCTTCA 
GAAATAGGTCCCTCTTCATTGCCCATCACCATCTTCCACTCTCCTATTATTTTGCCACTA 
CTCAGTAAAGGAAGGTAGGAAGAGACAAACGCCTAAGTGCAGGTGTGGGGAGGGATTTCA 
CAAGTGGTTATTAACGGCCAGTTCAGCAAGAAGTGTTGAGTGTGTACAAAGGGGAGGGCT 
GGAAGTGTTAACTCCAGACCCGTTGGCTGCTTGAGTTGTTTCTTATATTCTAAAGCAGCA 
GTCCCTAACCTTTTTGGCACCAGGGACCAGTTTTGTGGAACACAGTTTTTCCATGGACGG 
GGTGGTGGTGGAGGATGAAACTTCCACCTCAGATCATCAGGCATTAGAGTCTCATAAGGA 
GCACGCAACCTAGATCCCTCGCATGCGCAGTTCACAATACGGTTCTAAGGGCTTTAGAGT 
AAGCAGCTTTTTCACCTGTGGGCCTCTGGTGAGAAATTCTGTAAATTGTGATAATCAGGC 
TGGATTTTAATGCTGCTTTTCCAGTACAATGTTAGAGTTTGGGTTCATTAAAATTAGGCA 
AACTCCCATTGGGTTAGGGCTTCTCTCATTCCATTTTGTGGCTAACCTTACTGTGTTTCA 
GCCCTTGCTGAAAATTCTTCTGATATGTGTTGCCCTTCCTCACAGCCCTTTGGCCATTGG 
GAGTTTGGCTGTCCCTCAGAGCCATCCGGTCAAGCAGATGGTCTGTTCTATCTCACAGAA 
AAGTCTTTTCTTCCATGAGTTCTGTCTGAACTGAACATGTAAAAAGTATGGGAAACAGAT 
GAATCCCTATTAAACATGAAGTTTTGATTGTATTTAAGAT 
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Gene 885. >OTTHUMT00006006452 cDNA sequence 

GACAA.GGAGTGGTGCTCCATCACCAAGTCACCTTGCCAGGTCAA.GGACATGAAGATCAAA 
TCCCTGAAGGTCTATCTCTTCTCTCTGTCCATCAAGGAGTTTGAGGTCACTGACTTCCTC 
CTGGGGGTGCCCCTCAAGGACAAGGTTCTGAAGCTCATGTTTGTGCAAAAGCAGCCCAAG 
GCTGGCCGGCGGATCAGGTTCAAAGTGATTGTCACCATAAGGGACTGCAATGATAACGTC 
AGTCTGGGTGTTGAGTGGCCCAAGGAGTTACTCATTGCTGTCTGCAGGACCAACATCCTC 
TCCATCATCCTGGTGTAGGGTGACTACCAGGGGACAAGGTCAGCAAACCCCACACAGTGC 
TCTGCATGGTGACACAATGCTGC 

Gene 886. >OTTHDMT0 0006006454 cDNA sequence 

ATGAACACGACTGCTTTACATTTGGCCTGTGCCAATGGCCATGTGGAAGTGGTCACTCTC 

CAGGTGAACTGAAAGTGCCAGACTGACATTGGTGACAAATGAAACAGGATGCCTTTGATG 

AAGGCTGTACATTGCCAAGAAGAGATTTGTGTCATCATTCTGCTAGAATGTGGCACCAAC 

CCAGATCTTATGGATGTCTATAGCAACAATGCACTACACTATGCTGTGTATAATGAGAAT 

ACACTACTGGCAGAAAAACTGCCCTCACACCATGTGAATACTGAAGTGCTGAACAAGGAT 

ACTGAAGTGCTGAACAAGGATGCAAACACACCACTTTTACTTGCTATAGTTTGCAAAACA 

CAGCAAAAGGTGGAATTTTAGTGAAGAAACAAGCAAATGTACATGCTGTTGATAGGTTGA 

AAAGAACAGCTCTCATGCCTGTTGTACATTATGGCTTGTCAGGTATAGTTAGCATTCTTC 

TTCAACAAAATATTGTCTTTACTCAAGAGTATGTATGAACAGACTGCAGATTATGCTATT 

TCTGGTGGTCTGACAAGCACTCACAACAAATTTTGCAACATTAAAAAAAAAAGATACTTG 

AAAATGGTCTTCAAAATGACAACCCAGAAGAAGCATCCAAGAAGAATGCAAGTTTGAAAA 

CAGGAGGAGCAAGTGCAAAAGATTCTGGGAGTTCTGAAGCATCTGCATTCAGTATTTAAA 

AAAAAACTGTGTGTTGACTCATGGCCTAAACCAGATGATGAAGACTTGACTTTTACTACC 

AAGCAGTGTATCCCTGAGAGTGTTTCAAAGTCTTTACTTGGACCTTCATATAAAAAAGGA 

AAAAATATATAGTAAATGGAAAGGGAGAAGGGCCTCCTGAAAAACATCCTTCCCTAAAGC 

CTACCATGGAAATGAAAGATTCTGTTGTGAAGAAAGCAATAGAAAGGAAGAACGAACAAA 

CATCCAAAGCAGAACAAGAAGTACAAGTGACATCAGAGGAAGAACAGGAAAAGCTTGAAA 

GTGAAAATAAACAGCCACAGGTTGAAGAAGCTAGAAAGAAGCACGAAAGTTAAAAAAAAA 

AAGTATCAAAAAAACGTATATGATAGTACATCTGCTGACGATGATGATAAATTAATTCAA 

CAAAGAAAGAGTGGAAAAACTTACCATCAGCGATTTCCTAGGAAGGAGAACAAAGAGTAT 

GCTAGGCCTGCAAAGAAAATGTCAAATGAAAAGAAAAAGGTCAAAAAGCAAACTCATTTA 

GAGATGAACCTGATGACTTAACTCGGCCCTCTGAAACAGCTTCAGAGGATCATGAGAAAC 

CTTACCCTCATTGTAAGAAGTTTATGATGCTCATTAAGCAATATGGAATGGATTGTAATG 

ATTCTCGTATCCTAATGGAAGTCCAGAATGCATTTCTTTCATGTGAAAAGTCACTGGACC 

TTAAAAAAAATTATCTGTGAACAACTTACACTAGACAATAAGAAATATGAAAACTGAGTT 

TAGTGTACTGAAGGAGCTATCCAAAACACAAGAAACGAAGTCACAGTTCAATATCAAAAA 

GTAGAATGGAAACAGGAACTCTACAGTTTGCAGCTTAGAAGAAGATGAGAAGAAATGCTA 

ATATGTTATATGAAAAAATTAGGGAAGAGTTAGAAAGGAAAGTGGAGCAACATAGGAAAG 

AAGTTGAAGTAAAAGAACAGCTTAAACTGACTATCGGATCACTAGAAATAGAATTGAAGG 

CTTGAAGAAATACTTTAAGAAAAAAAAAGATCTGATGCATGAAAATTGCTTGTTGAAGAG 

AGATATTGCCTTTATTGTGTATGTAAGTATACACAATAAAAAATAGGAACCTCGAAAGGG 

AAAAAGGACATTGAAATTGTTAAAGAAATGAATGATGACCTTCAAGAGACTATAAAACTG 

AATGGAAAAACATTAACAAAAACAGTATCCCAGTATGGTCAACAGCTTAACGACCTCAAA 

ACTGAGAATACAATGCTCAAGTCTAAACTGGAGAAGGAAAATCAAAACAAGGAAAGACTG 

GAAGCTGAAGTTGAGTCATTCCATGCTAGACTGGCTGCTGCTATAAGTGAGTGTGATCAA 

AGTGTGAAAACAAAAAGAGACCTAGAACTTGCTTTACAGAGAGCACAAGACGTTTCTTTA 

CAAGAAAGAAAATGAGTTCTGATATTTCTGAACTAAAAGATAATAATGAGTTTTTAACTG 

AGCAACTTTCCGAAGCTCGAATTCAATACCCTAAAAAGTAAACTCCATGACACAAGAAAT 

TCTCTCAGAGAAAAGGTTTTGGTTTTATAAAGTGTACAAAAGGACCTAAGCCAAGTAAAT 

CCTTTGGAAAGTGGGACTACGTAGAGGAGAGAATATCTCAACTACAACATGAAAATCTGT 

TGCTTCAACAACTAGATGGTGCTCATAAGAAAGGGGATAATGAACAAAAGGTAATTAATA 

TCCAAGGATGCTGTCTTGAGAGTGAAAAGGAAGGTCTTCTGCTAGAAGGGAAAAATAAGG 

AATTAATCAATGAATGCAATCATTTAAAAGACTGTTTCAGTATGAAAAAGAGAAAGCAGA 

AGGAGAAGTAAGTATCAAAAAAGATAAATATTTTCAAACTTCCAGAAGGAAA 

Gene 887. >OTTHUMT00006006456 cDNA sequence 
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AGCGACGCGTGGAGAAGCGGCCCACGTGTCTGCCCAGAGTCAAGTCCTGTGTTCTTCCCG 
CTCCTTACGCATCCGCGGTCCAGGGCGCCCTTTCAGCCCCGCTGGTGTTCGCCCACCCCG 
GGCCGCGTGAGTGGGGCCCCACGCAGCTCCCCGCACTCCGTGGGCCAACTTGGCCAAGCA 
ACTCTGTCCGGGGAGCGGTGCTTGCGGGGGGTGAGTACCGGGCACTGCGCATGCGGAGCT 
CCAAATTCAAACAGCTGTTTTCAGAGGCTGGAGGGCGGGCGGACTGGTAGCAGCTGGGGC 
TAGGAGAGGCTTTCTCTAGGAGGCGGCCGCTCGGGAGCCATGGTGGACCGGGGCCCTCTG 
CTCACCTCGGCCATCATCTTCTACCTGGCCATCGGGGCGGCGATCTTCGAAGTGCTGGAG 
GAGCCACACTGGAAGGAGGCCAAGAAAAACTACTACACACAGAAGCTGCATCTGCTCAAG 
GAGTTCCCGTGCCTGGGTCAGGAGGGCCTGGACAAGATCCTAGAGGTGGTATCTGATGCT 
GCAGGACAGGGTGTGGCCATCACAGGGAACCAGACCTTCAACAACTGGAACTGGCCCAAT 
GCAATGATTTTTGCAGCGACCGTCATTACCACCATTGGATATGGCAATGTGGCTCCCAAG 
ACCCCCGCCGGTCGCCTCTTCTGTGTTTTCTATGGTCTCTTCGGGGTGCCGCTCTGCCTG 
ACGTGGATCAGTGCCCTGGGCAAGTTCTTCGGGGGACGTGCCAAGAGACTAGGGCAGTTC 
CTTACCAAGAGAGGTGTGAGTCTGCGGAAGGCGCAGATCACGTGCACAGTCATCTTCATC 
GTGTGGGGCGTCCTAGTCCACCTGGTGATCCCACCCTTCGTATTCATGGTGACTGAGGGG 
TGGAACTACATCGAGGGCCTCTACTACTCCTTCATCACCATCTCCACCATCGGCTTCGGT 
GACTTTGTGGCCGGTGTGAACCCCAGCGCCAACTACCACGCCCTGTACCGCTACTTCGTG 
GAGCTCTGGATCTACTTGGGGCTGGCCTGGCTGTCCCTTTTTGTCAACTGGAAGGTGAGC 
ATGTTTGTGGAAGTCCACAAAGCCATTAAGAAGCGGCGGCGGCGACGGAAGGAGTCCTTT 
GAGAGCTCCCCACACTCCCGGAAGGCCCTGCAGGTGAAGGGGAGCACAGCCTCCAAGGAC 
GTCAACATCTTCAGCTTTCTTTCCAAGAAGGAAGAGACCTACAACGACCTCATCAAGCAG 
ATCGGGAAGAAGGCCATGAAGACAAGCGGGGGTGGGGAGACGGGCCCGGGCCCAGGGCTG 
GGGCCTCAAGGCGGTGGGCTCCCAGCACTGCCCCCTTCCCTGGTGCCCCTGGTAGTCTAC 
TCCAAGAACCGGGTGCCCACCTTGGAAGAGGTGTCACAGACACTGAGGAGCAAAGGCCAC 
GTATCAAGGTCCCCAGATGAGGAGGCTGTGGCACGGGCCCCTGAAGACAGCTCCCCTGCC 
CCCGAGGTGTTCATGAACCAGCTGGACCGCATCAGCGAGGAATGCGAGCCATGGGACGCC 
CAGGACTACCACCCACTCATCTTCCAGGACGCCAGCATCACCTTCGTGAACACGGAGGCT 
GGCCTCTCAGACGAGGAGACCTCCAAGTCCTCGCTAGAGGACAACTTGGCAGGGGAGGAG 
AGCCCCCAGCAGGGGGCTGAAGCCAAGGCGCCCCTGAACATGGGCGAGTTCCCCTCCTCC 
TCCGAGTCCACCTTCACCAGCACTGAGTCTGAGCTCTCTGTGCCTTACGAACAGCTGATG 
AATGAGTACAACAAGGCTAACAGCCCCAAGGGCACATGAGGCAGGGCCGGCTCCCCACCC 
CACCTTTGATGGCCTCTTCCCCCCTCACCCTAGGGTGTCCCGAGATGACCGGGACGCCTG 
GCCCCTGGTGGGGGGGCAGCCTCGGAACTGGGAGTGGGGGGCCAGGGGCCTTCCTAACCT 
TCCATCATCCTCAGCTAGATGTATGCCCGGGACAGGGCCTCTGTTCTCCAGCTGAACCAT 
ACCCTGGCTGTGGGGGCATCTGTCCTGAGCTTGGCTGGTGTATCTCACAATGCAAAGACA 
TGCTGGCTGGCGGGACAGGTGGGCAGGACTGACCCTGAGGAGGCCTTGCCTGCAGGGTCT 
TTGTCTCACCATTTGGTGGAGTATCACACGGTTCTCTGAGGTCTGGGGCCTCAGCTGTTT 
AAGTTTACCGGTATTACTGAGCTCGGCATTTGGAGAGGGAGCTCTGAAGTGTCTGGGGAG 
GTACCGCTGTGCGTGGGGTCAGGTGTTTCCGTACCACAGCAGGAGCAGGGCCCGCCCGCA 
TCCCAGCTGTGGGCCTGCCGGTCAGGTCGGGCACCTACTACAAACCGTAGTGGGGTGGAG 
GCTGCTGGAGGTGGGAGTGAGGAGATGAGGGCAGGGTCTCAAACAGTCCTGACTCACAGG 
GCCTGGAAACAAGTCCTATGTGGGCCTGGGGCCTGGGGTCCTCATCCTCCTTGTTGGTCT 
ACTCAGGCCCAGCCCAGAGCTGTGTTCCCTGTCTCAGGTCAAGCAGTGGCAGACGCAAGG 
CTTTCTGTGGGCCCCCAAGTGGTAGGAGGGAGAGTAGCAGAGCATGGGTTACTGGAAGCC 
GGGACTGCTAGGGCTGGTGGCCAGGGAGCTGCAAGAGTGAGGCTCAGCTCTGGCTGGTTC 
TGCCCTTACCCCTCCTGCCCGCCTGAGAACTGCACACCCTGCCCGCTGGCCCCAGGACCT 
GCACTCCCAATCCTGCTGTCTTCTCCTTCCCTGTGCCCTGAACAAGGACCTCACTGCCCG 
CCTTCCCCTCCCACCAGCCCCCTTGGGCCAGGCAGGGTGAGGCCAAATTGCTCTTGGCCC 
ACAAATGGGTGATGGTCAGATATGTGAATCAAGCTCCTTTCTCTAGCTAGTGTTTGATGT 
GCACGTGTGTGTGCACAGTGCGTGTGTGCACACGCACACCTGTGCACTCGTGTGTGTTTA 
AGAAAGGAAAGGATTTGGGCTGGGGAGCAAAAGATAATGTGAAACTGTTGGTGGACTCTC 
TGGTGAGGGGTGGGCAGAACTTGCTGCTACTAGAGTTCTTGGGTTCTCCATGATGTTCAC 
CCTGGGGCTGGCCCACTGTGTCCTGAATGTTTTTGTTATTTTTTGTTTTATTTTTTAAAC 
AAACTGCTGTTTTTATATACCTGGAATCTGTTGTTGGCTTCAGAGCCAGTGGTTAAAGAG 
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